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GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa ' genomic 



DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 


34038 






Seq. ID 


OJ000251_07.0216 


.C95 


Gene No . 


70450 






Strand 






Start. 


10981 






End, 


1131-9 ' 




Name 


OJ000251 07.0216.C95, 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


10981 






End 


11319 




GI 


none 






Score 


186 




Exons 


10981. 


.11319 










Seq. No. 


34038 






Seq. ID 


OJ000251_07.0216 


.C95 


Gene No . 


70451 






Strand 






Start 


11751 






End 


12717 




Name 


OJ000251 07.0216.C95. 


,o2. tm 


Method 


TBLASTX: Maize 




Start 


11751 






End 


12074 




GI 


none 






Score 


212 




Exoxia 


11751 . 


. 12074, 11 /98 . , 


, 12:019 








Seq. No. 


34038 






Seq. ID 


OJ000251_07.0216 


.C95 



34007 




Gene No. 


70451 




Strand 






Start 


11751 




End 


12717 




Name 


OJ000251 07 0216 C95 


o 1 . t w 


Method 


TBLASTX: Wheat 




ouai l 


1 1PQQ ~ 

X X O O _7 




End 


12260 




GI 


none 




Score 


81 




TT von <3 


11889 11945 11894 


11935 

X X Zs «J -J , 


1194 0. .12074, 1194 8. .12106, 






12065 12217. 12069 


12260, 


12069. . 12260 




Seq. No. 


34038 




Seq. ID 


OJ000251_07.0216, 


.C95 


Gene No. 


70451 




Strand 






Start 


11751 




End 


12717 




Name 


OJ000251 07 0216 C9S 


r\ 1 "f- tyi 
Ul • L.UI 


Method 


TBLASTX: Maize 




Start 


12129 ~~ 




End 


12587 




GI 


none 




Score 


527 




Exons 


12129. . 12587, 12129 . 


12524 , 


12464. .12586 




Seq. No. 


34038 




Seq. ID 


OJ000251_07.0216. 


.C95 


Gene No. 


70451 - 




Strand 






Start 


11751 




End 


12717 




Name 


OJ000251 07 0216 G95 


n2 f- w 


Method 


TBLASTX: Wheat 




91- a rt 

OL.C3.i-L_ 


12261 ~~ 




End 


12656 




G.I 


none 




^. jScor,e„; 


^,182.._.__._,_ 




Exons 


1 2?" 6 V. V2S81 1234 V* 


-123,8-8^ 


.12366.. ..12A7.6 L2 5-7j6l. 12.65.6, 




Seq. No. 


34038 




Seq. ID 


OJ00O251_07.0216. 


.C95 


Gene No. 


70451 




Strand 






Start 


11751 




End 


12717 




Kf^lTTIP 
LN ailLC 


O.7000251 07 021 6 PQ5 


nl 1- q 


Method 


TBLASTX: Soybean 




O L-CIjL l. 


1227 6 _ 

X £. 1 \J 




End 


12717 






n rsT\ p> 

1 ILJl 1C 




Score 


202 




pvnn s 

i-j A no 


12276 12557 12276 


12410 

X c- *± X U , 


12562. . 12717, 12603. .12716 




Seq. No. 


34039 




Seq. ID 


OJ000251_07.0216. 


,C99 


Gene No. 


70452 




Strand 


+ 




Start 


118 




End 


244 




Name 


OJ000251 07 021 6 P99 




Method 


GENSCAN 




Start 


118 _ 




End 


244 . 




GI 


none 




Score 


.46 






118 . .24 4 ' 










Spa No 


34040 




Seq. ID 


OJ000251_07.0216. 


pi 


Gene No 


70453 • 




Strand 


+ 




Start' 


1 .. 




End' 


1475- * 




Name 


OJ000251 07.0216.C103 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1475 




GI 


6623973 




Score 


770 






1..1074, 1450. .1475 












(AC007505) Highly similar to 


Tal-3 polyprotein [Arabidopsis 




thai i ana] 










Sea No 


34040 




Seq. ID 


OJ000251_07.0216. 


C103 


Gene No. 


70453 




Strand 


+ 




Start 


1 




End 


1475 




Name 


OJ000251_07.0216.C103 


. ol . gs 


Method 


GENSCAN 




3 1 a l L 


94 




End 


815 




GI 


none 




Score 


.74 




Exons 


94. .318, 523. .815 











34008 



Seq. No. 34040 

Gene No. 70453 

Start 1 

Name OJ000251_07 . 0216 . C103 . ol . tm 

Start 348 

GI none 

Exons 348. .842, 546. .689, 560. .730 



Seq. ID OJ000251_07. 0216. C103 

Strand + 

End 1475 

Method TBLASTX : Mai ze 

End 842 

Score 296 



Seq. No. 34040 

Gene No. 70453 

Start 1 

Name OJ000251_07 . 0216 . C103 . ol . tw 

Start 356 

GI none 

Exons 356.. 739, 357.. 809, 918.. 980 

Seq. No. 34040 

Gene No. 70453 

Start 1 

Name OJ000251_07 .0216. C103 . ol . ts 

..Start „„. v ,591^ r _^. ..... -,. : „ ... TBE -„.. 

. fiX... none . „. „ . ... ... . .... .... , 

Exons -591. .920, 599 .. 730 , 906 .. 1001 



Seq. ID OJ000251_07. 0216.C103 

Strand + 

End 1475 

Method TBLASTX : Wheat 

End 980 

Score 308 



Seq. ID OJ000251_07.0216.C103 

Strand + 

End 1475 

Method TBLASTX: Soybean 

End, 1.0Q.1.,- „ T 

. S c o r e , .,"..226... ^i.. , - 



Seq. No. 34041 

Gene No. 70454 

Start 1 

Name OJ000251_07 . 0216 . C107 . ol . np 

Start 1 

GI 6539586 

Exons 1 . . 385 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ000251_07.0216.C107 

Strand + 

End 38 5 

Method AAT/NAP . 

End 385 

Score 394 



Seq. No. 34041 

Gene No. 70455 

Start 33 

Name OJ000251_07 . 0216 . C107 .'ol . gs 

Start 33 

GI none 

Exons 33.. 262 



Seq. ID OJ000251_07.0216.C107 
Strand 

End 262 

Method GENSCAN 

End 262 

Score .83 



Seq: No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 



■ 34042. 
70456 
1 

OJ000251_01.0216.Cl.ol.gp 
1 

2669_1.R1084 
1. .190 

, 3914470/sp|Q40070|PSBR_HORVU 8.0e-26 PHOTOSYSTEM II 10 KD 
POLYPEPTIDE PRECURSOR >gi_132 18 68_emb_CAA66373_ (X97771) lOkD 
PSII protein [Hordeum vulgare] ' 



Seq. ID .OlT000251_P1.0216.C1 

Strand + 

End 190 

Method AAT/GAP 

End 190 

Score 323 



34042 - 

70457 

222 

OJ000251 01.0216.Cl.ol. tm 



Seq. ID OJ000251_01.0216.C1 

Strand + 

End 1335 

Method TBLASTX : Maize 



34009 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

..Gene,.. No . 
.Start".'.'! 

Name 

Start 

GI 

Exons 



1 

none 

1..171, 2. .172, 2. .184 

34042 
70457 
222 

OJ000251_01.0216.Cl.ol.tw 
1 

none 

1..108, 2. .109, 2. .109 

34042 
70457 
222 

OJ000251_01.0216.Cl.o4 .tc 
2 

none 



End 
Score 



184 
277 



Seq. ID OJ000251_01.0216.C1 

Strand + 

End 1335 

Method TBLASTX : Wheat 

End 109 

Score 179 



Seq. ID OJ000251_01.0216.C1 

Strand + 

End 1335 

Method TBLASTX : Cress 

End 175 

Score 90 



.58, 2. .46, 3. .47, 47. .166, 48. .170, 49. .171, 50. .175 



3.404.2 . 

7,04.57 

.....222 . 

OJ000251_01.0216.Cl.o2.ts 
5 

none 



Seq. .ID .X>J000251_01.0216-.C1 

^St.rand_^„.+ ...__....-_„ _ 

:.Eridl 1a335^^ZJ.^'"1 _I_ 



- Method TBLASTX: Soybean-- - - 
End ' 392 
Score 4 4 

5. .67, 21. .47, 22. .72, 72. .134, 83. .136, 84. .134, 85. .135, 
137. .229, 143. .238, 147. .221, 149. .226, 218. .271, 219. .272 
232. .285, 268. .297, 276. .392, 304. .360, 311. .391 



Seq. No. 34042 

Gene No. 70457 

Start 222 

Name OJ000251_01 . 02 16 . CI . o2 . tc 

Start 184 

GI none 
Exons 



Seq. ID OJ000251JD1.0216.C1 

Strand + 

End 1335 

Method TBLASTX : Cress 

End 545 

Score 161 



184. .309, 184. .309, 304. .360, 311. .352, 311. .448, 312. .392 
395. .496, 396. .509, 411. .509, 412. .522, 421. .534, 506. .538 
510. .539, 510. .545 



Seq. No. 34042 

. Gene No. 70457 . 

Start • 222 

Name ' OJ000251_01 . 02 1 6 . CI . o2 . gp 

Start 222 

GI 688_1.R1084 

Exons 222.. 1162 

GI Descrip. ' 226661/prf | | 1603356CM 6.0e-54 trnA intron ORF 109 [Oryza 
sativa] ? 



Seq. ID OJ000251_01.0216.C1 

Strand + 

End .,1335 

Method AAT/GAP 

End 1162 

Score 1831 



Seq. No. 34042 Seq. ID OJ000251_01 . 021 6 . CI 

Gene No. 70457 Strand + 

Start 222 ' End 1335 

Name OJ000251_01 . 0216 . CI '. ol . ts Method TBLASTX : Soybean 

Start 64 4 End 1278 

GI none Score 136 

Exons 644. .730, 645. .731, 646. .774, 716. .922, 726. .914, 730. .921 



34010 




891. .1037, 907. .1041, 912. .1034, 916. .1044, 1020. .1124, 
1033. .1125, 1034. .1123, 1036. .1125, 1127. .1276, 1128. .1277, 
1128. .1277, 1129. .1278, 1129. .1278 



Seq. No. 34042 

Gene No. 70457 

Start 222 

Name OJ000251_01 . 0216 . CI . ol . tc 

Start 656 

GI none 
Exons 



Seq. ID OJ000251_01.0216.C1 
Strand 
End 

Method 
End 
Score 

656. .730, 657. .731, 716. .919, 726. .920, 727. .921, 917. .991, 
917. .1030, 918. .1028, 919. .1029 



+ 

1335 

TBLASTX: Cress 

1030 

122 



Seq. No. 34042 

Gene No. 70457 

Start 222 

Name OJ000251_01 . 02 16 . CI . o3 . tc 

Start 1043 

GI none 

Exons 1043.. 1126, 1043.. 1123, 1045, 
1128. .1223, 1129. .1215, 1172, 
._■ 12.1.3... 1320 



Seq. ID OJ000251_01.0216.C1 

Strand + 

End 1335 

Method TBLASTX: Cress 

End 1335 

Score 136 

.1125, 1127. .1189, 1127. .1189, 
.1318, 1212.. 1319, .1213.. 1335, 



Seq. No. 34043- - - - - - - : Seq.- ID- OJ000251_01.-0216r.C2 

Gene No. 70458 Strand + 

Start 1 End 199 

Name OJ000251_01 . 0216 . C2 . ol . gp Method AAT/GAP 

Start 1 End 199 

GI 688_1.R1084 Score 382 

Exons 1 . . 199 

GI Descrip. ' 22 6661/prf | | 1603356CM 6.0e-54 trnA intron ORF 109 [Oryza 
sativa] T 



Seq. No. 


34043 






Gene No. 


70459 






Start 


845 






Name 


OJ000251 


01. 0216. C2. 


ol. 


Start s 


1 






GI 


none 






Exons 


1..72, 2. 


.70, 3. .80, 


3. 


Seq. No. 


34043" 






Gene No. 


• 70459 . 






Start 


845 






Name 


OJ000251 


01. 0216. C2. 


ol. 


Start 


79 






GI 


none 






Exons 


79. .252, 


80. .226, 81 


. .2 




251. .520, 


516. . 605, 


519 



Seq. ID OJ000251_01.0216.C2 
Strand 

End 1645 

ts Method TBLASTX : Soybean 

End 316 

Score 114 
.77, 56. . 316, 72. .314 

Seq. ID OJ000251_01.0216.C2 

Strand -'• 

End ' 1645 

tc ' Method TBLASTX : Cress 

End 636 

Score 248 
60, 209. .541, 249. .515, 249. .572, 
..608, 607. .636 



Seq. No. 34043 

Gene No. 70459 

Start 845 

Name OJ000251_01 . 0216 . C2 . o2 . ts 

Start 655 

GI none 
Exons 



Seq. ID OJ000251 01. 0216. C2 



Strand 
End 

Method 

End 

Score 



1645 

TBLASTX: Soybean 
72 



655. .714, 656. .715, 656. .715, 722. .778, 724. .777, 762. .899, 



34011 



767. .898, 768. .899 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34043 Seq. ID OJ000251_01 . 02 16 . C2 

70459 Strand 

845 End 1645 

OJ000251_01 . 0216 . C2 . o2 . gp Method AAT/GAP 

845 End 1314 

uC-osflcyp097b05bl Score 907 

845. . 1314 

'140503/sp| P12173I YCTI_ORYSA 3.0e-39 HYPOTHETICAL 14 KD PROTEIN 

IN TRNI INTRON (ORF 133) >gi_82518_pir JQ0279 hypothetical 

14. 5K protein (trnl intron) - rice chloroplast 

>gi_12041_emb_CAA33945_ (X15901) ORF133; ORF within trnl intron 
[Oryza sativa] >gi_12061_emb_CAA33915_ (X15901) ORF133; ORF 

within trnl intron [Oryza sativa] >gi_226660_prf 1603356CL trnl 

intron ORF 133 [Oryza ? 



Seq. No, 
Gene No. 
Start 
Name 

.Starts 

iL, v Vv ; 

Exons 



34043 
70459 
845 

OJ000251_01 . 021 6 . C2 . ol . tm 

-,11 11,:, ™. , , 
jiori e . . ^ :~ . 

"lill. . : 138 3v' i-113. ; .-1412> 1341. ; . 1421,- 1-358". .1.438-, 1362 . .-14'24V- 
1426. .1620, 1431. .1622, 1431. .1622 



Seq. ID OJ000251JD1.0216.C2 
Strand 
End 

Method 

_End :T _ 

. .S.c or. e„^. 



1645 

TBLASTX : Maize 

, .1622. 

^A3Z^1 



Seq. No. 34043 
Gene No. 70459 
Start 845 

Name OJ000251_01 . 0216 . C2 . o2 . tc 

Start 1277 
GI none 

Exons 1277.. 1354, 1278.. 1355, 1278. 

1357. .1401, 1362. .1403,. 1373. 
1456.. 1542, 1530.. 162-5, 1531. 



Seq. ID OJ000251_01.0216.C2 
Strand 

End 1645 

Method TBLASTX : Cress 

End 1625 

Score 116 

.1364, 1279. .1362, 1342. .1371, 
.1426, 1377. .1424, 1455. .1526, 

.1623 



Seq. No. 34043 
Gene No'. f 7045 : 9 
Start 845 

Name OJ000251JD1 . 0216 . C2 . o3 . ts 

Start . 1310 

GI none 

Exons 1310.-. 1354, 1311.. 1349, 1312, 

1473. .1526, 1477.. 1542, 1477, 
1532. .1624, 1625. .1645 



Seq. ID OJ000251_01v.0216.C2 
Strand 

End 1645 

Method TBLASTX : Soybean 

End 1.64 5 

Score 4 6 

.1356, 1359. .1394, ' 1360. .1395, 
.1539, 1530.. 1625, 1532.. 1633, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34044 
70460 
65 

OJ000251 
65 

LIB3477- 
65. .134 
1 114657/ 

i. J-\4_l <^> W 

synthase 
>gi_1197 



_01.0216.C4 .ol.gp 
011-P1-K1-C10 



Seq. ID OJ000251_01. 0216.C4 

Strand + 

End 134 

Method AAT/GAP 

End 134 

Score 110 



sp | P12083 | ATPI__ORYSA 2.0e-34 ATP SYNTHASE A CHAIN 

R (SuBUNIT IV) >gi_67926_pir LWRZ6 H+-transporting ATP 

(EC 3.6.1.34) chain a - rice chloroplast 
5_emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 



34012 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



>gi_226693_prf 1603356U ATPase a [Oryza sativa] 1 



34044 
70461 
799 ■ 

OJ000251_01.0216.C4 .o3.tm 
70 

none 

70. .213, 71. .226, 72. .242, 207. .230, 229. .270, 230 
273. .296, 275..298 



Seq. ID 

Strand 

End ' 

Method 

End 

Score 



OJ000251 01. 0216. C4 



1566 

TBLASTX: Maize 
298 
154 



,271, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34044 
70461 
799 

OJ000251_01.0216.C4 .ol.tm 
385 



Seq. ID OJ000251_01.0216.C4 
Strand 

1566 

TBLASTX: Maize 
1336 
186 



End 

Method 
End 

none Score 
385..5S2, 400. .429, 420. .545, 422. .553, 529. .609, 562. .660, 
601. .663, 637. .729, 662. .733, 663. .734, 665. .733, 738. .779, 
738. .776, 765. .821, 766. .822, 775. .822, 803. .889, 814. .1185, 
816. .1184, 954. .1208, 1192. .1236, 1194. .1238, 1222. .1326, 
. ^ .123.7 .,,1335,. .1238 ... ...13.3.6..^ , _ ..^.^ .. 



Seq.- No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34044V.-- - ■*--■,.--• ----- ' • 

70461 

799 

OJ000251_01.0216.C4 .ol.ts 

678 

none 



Seq. ID OJ00025-1_01.0216.C4 
Strand 

End 1566 

Method TBLASTX : Soybean 

End 1565 

Score 44 



678. .740, 765. .833, 810. .1097, 823 .. 1095, 955 .. 1101 , 1122. .1190, 
1530. .1565 



Seq. No. 34044 

Gene No. 70461 

Start 799 

Name OJ000251JU . 0216 . C4 . ol . tc 

Start 789 

GI none 

Exons 789.. 1085, 790.. 1095, 955. 



Seq. ID OJ000251 01. 0216. C4 



Strand 
End 

Method 
End 
Score 
, 1095 



1566 

TBLASTX: Cress 

1095 

328 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descr.ip. 



Seq. No. 
Gene No. 
Start 
Name 



34044 Seq. ID OJ000251_01 . 021 6 . C4 

70461 Strand 

799. , . . . . End 1566 

OJ000251_01.0216.C4*.o2.gp Method ■ AAT/GAP 

799 End 1566 

2721_1.R1084 Score 1488 

799. .1566 

f 114 622/sp| P12087 | ATPF_ORYSA 1.0e-20 ATP SYNTHASE B CHAIN 

(SUBUNIT I) >gi_67929_pir LWRZ1 H+-transporting ATP synthase 

(EC 3.6.1.34) chain I - rice chloroplast 

>gi_669080_emb_CAA33992_ (X15901) ATPase I subunit [Oryza 
sativa] >gi_226695_prf 1603356W ATPase I [Oryza sativa] ' 



34044 Seq. ID 

70461 Strand 

7 99 End 

OJ000251 01.0216.C4.o2.tm Method 



OJ000251_01.0216.C4 
1566 

TBLASTX: Maize 



34013 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 

•GP • "■-**••' • 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No . 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



1337 
none 

1337. .I486, 1338. .1487, 1338. 
1472. .1564, 1473. .1565 



End 1565 
Score 157 

.1424, 1415. .1447, 1428. .1565, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_01, 
+ 

1645 
AAT/GAP 
1645 
1047 



0216. C5 



34045 
70462 
1099 

OJ000251_01.0216.C5.o2.gp 
1099 
5005311 
1099. .1645 

114521/ sp | P12084 | ATPA_ORYSA 1.0e-78 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_1197 9_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] 



34045 
70463 
2213 

.JDJ000Z51-^1..,02JL6.. C5...o3.. gp 

-J213 t _. 



Seq. ID OJ000251_01.0216.C5 
Strand + 
End 2629 
; ,Me t h od^, .... AAT/GAP^^. - ^ w 

Score-- 



734 



LIB3431-040-P1-K2-CP - 
2213.. 2629 

1 114 521/sp I PI 2 08 4 | ATPA_ORYSA 6.0e-53 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+- transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_11979_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] 1 



34045 
70464 
1 

OJ000251_01 . 0216 . C5 . ol . gp 
1 

2135_1.R1084 
1. .488 

? 11957/emb 1X15901 1 CHOSXX 1.0e-159 Rice complete chloroplast 
genome 1 



Seq. ID OJ000251_01.0216.C5 

Strand 

End 488 

Method AAT/GAP 

End " 488 

Score 960 



34045 ' Seq. ID 

704 65 Strand,--. 

4 865 End 

OJ000251JD1 . 0216 . C5 . o2 . tm Method 

1 End 

none Score 



OJ000251_01.0216.C5 
6133 

TBLASTX: Maize 

1055 

72 



1..42, 1..54, 2. .64, 4. .150, 46. .150, 47. .151, 60. .155, 
143. .220, 144. .224, 151. .228, 181. .291, 184. .297, 212.. 313, 
235. .450, 271. .396, 296. .442, 399. .485, 453. .983, 472'.. 993, 
712. .993, 988. .1041, 988. .1047, 993. .1055 



34045 Seq. ID 

70465 Strand 

4865 End 

OJ000251_01 . 0216 . C5 . o2 . tw Method 

1 End 



OJ000251_01.0216.C5 
6133 

TBLASTX: Wheat 
249 



34014 



GI none Score 70 

Exons 1..48, 1..48, 2. .49, 23. .133, 51. .134, 52. .135, 52. .132, 

53. .133, 132. .218, 135. .215, 136. .222, 145. .249, 208. .240, 

212. .247 



Seq. No. 


34045 


Seq. ID 


o,Tnnn9M ni n9i£ r*c; 


Gene No 


70465 


Strand 




Start 


4865 


End 


DlJJ 


Name 


OJ000251 01.0216.C5.o2. ts 


Method 


I DLirio 1 A . oOyDean 


Start 


13 


End 


1 JJJ 


GI 


none 


Score 


45 


Exons 


13. .57, 13. .60, 79. .126, 79.. 


120, 86.. 


191 1/1Q Ol c i cn 
± Z ± , 14 0.. Z 1 D , 1 jU . . 




151. .222, 158. .217, 307. .324, 


406. .447 


, 413. .442, 483. .983 




487. .981, 1003. .1038, 1043. .1606, 1054 


. . 1953, 1233. . 1886, 




1 7^*3 1 QQQ 1PQ4 1 QtO 




Sea No 


^4 04 S 

_> *i \J *± .J 


Seq. ID 


UuUUUzDl U_L.UZ1o.Cd 


Gene No . 


704 65 


Strand 




Start 


4ft 

*i O \J J 


End 


£1 ^ 

DlJJ 


Name 


OJ000251 01.0216.C5..ol.tw 


Method 


TRT Zi OTY « TaIKc* n +- 

i r>j_i/\o i a . wneat 


Start 


471 


End 


916 






_Scor.e 


,-l-2_0_. ^ 


Fx on 


471 ^^7 4 7 9 ^ ^ R /iQc etc 


-4aa.L...5.5i 


,._5.6.L^9li 7 „.5.O..„.30 1 




- •"■ - Rfifi - Q1 • ■" • " - 






Sea No 


34045 


Seq. ID 


OJ000251_01.0216.C5 


Gene No . 


704 S 


Strand 




Start 


4865 


End 


6133 


Name 


OJ000251 01.0216.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


579 


End 


1554 


GI 




Score 


260 


J— t XI. ^/ 1 1 L_> 


S7Q QS^ R7Q QR? ^ftfl QQn 


1043. .1540, 1057. .1554, 1233 


Sea. No 


34045 


Seq. ID 


OJ000251_01.0216.C5 


Gene No . 


7 D4 fiS 


Strand 




Start 


4865 


End 


6133 


Name 


OJ000251 01.0216.C5.o4.tm 


Method 


TBLASTX: Maize 


Start 


1099 


End 


1412 


GI 


none 


Score 


260 


Exons 


1099. .1410, 1236. .1280, 1341. 


. 1412 




Seq. No. 


34045 


Seq. ID 


OJ000251_01. 0-216. C5 


Gene No. 


70465 


Strand 




Start 


4865 


End 


6133 


Name 


OJ000251 01.0216.C5.ol0.tc 


Method 


TBLASTX: Cress 


Start 


1559 


End 


1829 


GI 


none 


Score 


57 


Exons 


1559. .1741, 1563. .1829, 1564. 


. 1821 




Seq. No. 


34045 


Seq. ID 


OJ000251_01.0216.C5 


Gene No. 


70465 


Strand 




Start 


4865 


End 


6133 


Name 


OJ000251 01.0216.C5.o9.tc 


Method 


TBLASTX: Cress 


Start 


1912 


End 


2052 


GI 


none 


Score 


229 


Exons 


1912. .2052, 1914. .2051 







34015 



Seq. No. 


34045 








Seq. ID 


OJ000251 


_01.0216.C5 


Gene No. 


70465 








Strand 






Start 


4865 








End 


6133 




Naiue 


OJ000251 01 


. 0216 


. C5 . o4 . 


ts 


Method 


TBLASTX : 


Sovhp^n 


Start 


2172 ~ 








End 


2602 




GI 


none 








Score 


457 




Exons 


2172 . . 2558, 


2173 


. . 2595, 


2173. 


.2595, 2357.. 2602 




Seq. No. 


34045 








Seq. ID 


OJ000251 


01. 0216. C5 


Gene No. 


70465 








Strand 






Start 


4865 








End 


6133 




Name 


OJ000251 01 


. 0216 


. C5 . o7 . 


tc 


Method 


TBLASTX: 


Cress 


Start 


2172 ~~ 








End 


2805 




GI 


none 








Score 


431 




Exons 


2172 . . 2558, 


2173 


. .2601, 


2182 . 


.2601, 2366. .2602, 


2729. .2794, 




2733 . .2804 , 


2733 


. . 2801, 


2734 . 


.2805 






Seq. No. 


3404-5 








Seq. ID 


OJ000251 


01.0216. C5 


Gene No . 


70465 








Strand 






Start 


4865 








End 


6133 




Name 


OJ000251 01 


.0216 


.C5.o6. 


tc 


Method 


TBLASTX: 


Cress 


Starts 


^._30£3^^ 








JEnd^., 


.,.3.7.4 4,..^„ 




di ' 


none 








_ Score . 


74 




Exons 


- - 3063; .3122,- 


3063 


. . 314 6, 


3064-. 


.3144, 3172. .3369, 


- 3174 3368 




3174 . . 3374, 


3175 


. . 3369, 


3388 . 


.3519, 3423. .3491, 


3634. .3744, 




3660. . 3743 














Seq. No. 


34045 








Seq. ID 


OJ000251 


01 0216 C5 


Gene No . 


70465 








Strand 






Start 


4865 








End 


6133 




Name 


OJ000251 01 


.0216 


,C5.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3391 








End 


6133 


GI 


none 








Score 


117 




Exons 


3391 . . 3537, 


3423 


.3488, 


3610 . 


.4614, 3610. .4605, 


3660 4619 




4606 . . 4794 , 


4606 


.4674, 


4607 . 


.4906, 4608. .4871, 


4828 4905 




5907 . . 5978, 


5990 


. 6133, 


6008 . 


. 6097 






Seq. No. 


34045 








Seq. ID 


.OJ000251 


01 0216 C5 


Gene No . 


70465 








Strand 






Start 


4865 








End 


6133 




Name 


OJ000251 01 


. 0216 


C5 . ol . 


tm 


Method 


TBLASTX : 


Ma i ze 


Start ■ 


3409 








End 


6133 




GI 


none . ' 








Score 


164 . 




Exons 


3409. . 3507, 


3423. 


. 3506, 


3508 . 


.3525, 3509.. 3535, 


3567 3614, 




3568 . .3621, 


3569, 


. 3625, 


3584 . 


. 3625, 3619. .4614, 


3623 4123 




3628 . .4605, 


3660 . 


. 4619, 


4607 . 


.5059, 4607. .5191, 


4828 5181 




5109. .5192, 


5157 . 


. 5252, 


5162 . 


.5269, 5167. .5247, 


S171 5251 




5990. . 6133, 


6008 . 


. 6106 










Seq. No. 


34045 








" i 

Seq. ID 


OJ000251 


0T 0216 05 


Gene No. 


70465 








Strand 






Start 


4865 








End 


6133 




Name 


OJ000251 01 


0216. 


C5.o2 . 


tc 


Method 


TBLASTX: 


Cress 


Start 


3786 








End 


6133 




GI 


none 








Score 


266 




Exons 


3786. .3953, 


3787. 


.3951, 


3924 . 


.4334, 3947. .4123, 


3952. .4332, 




3954. .4334, 


3955. 


.4335, 


6002. 


.6133, 6008. .6106 





34016 




Seq. No. 


34045 




Seq. ID 


OJ000251 


_01.0216.C5 


(?DnD NT s~\ 
UCllC ViKJ , 


/ W 1 \J >J 




Strand 






O Lai L 


*i O U J 




End 


6133 




iNdii.it; 


o.tdoopsi ni o?ifi 




Method 


TBLASTX : 




O L. CI J. L, 


4 336 _ 




End 


4867 




\D -L 


none 




Score 


401 




Exons 


4 336. . 4 62 6, 4338.. 4619, 


4605 . 


.4817, 4607. .4867, 


4608 4856 


Seq. No. 


34045 * 




Seq. ID 


OJ000251 


_01.0216.C5 


Gene No. 


70465 




Strand 






Start 


4&65 




End 


6133 




Name 


OJ000251 01.0216.C5.o4. 


gp 


Method 


AAT/GAP 




Start 


4865 




End 


5295 




GI 


uC-osflcyp021gl0bl 




Score 


766 




Exons 


4865. .5295 











GI Descrip. ' 131 14 8/sp | P12156 | PSAB_ORYSA 6.0e-59 PHOTOSYSTEM I P700 

CHLOROPHYLL A APOPROTEIN A2 >gi_72 674_pir A2RZP7 photosystem I 

P700 apoprotein A2 - rice chloroplast >gi_11981_emb_CAA33995_ 
(X15901) PSI P700 apoprotein A2 [Oryza sativa] 

>gi_226604_prf 1603356AA photosystem I P700 apoprotein A2 

;■- ^ ^ , I Qry : za ilJ aaf ival U * ^-.^ - , ^^_ ra= ^ ; ^,, 



• Seq. No'. 


- 34045 








Seq. ID 


OJ000251_01.0216.-C5 - 


Gene No. 


70465 








Strand 




Start 


4865 








End 


6133 


Name 


OJ000251 01 


.0216. 


C5.o5. 


tc 


Method 


TBLASTX: Cress 


Start 


4872 








End 


5282 


GI 


none 








Score 


196 


Exons 


4872. .5276, 


4873. 


.5277, 


4874. 


.5059, 4874. .5281, 4908. .5060, 




5104. .5277, 


5109. 


.5282 








Seq. No. 


34045 








Seq. ID 


OJ000251_01.0216.C5 


Gene No. 


70465 








Strand 




Start 


4865 








End 


6133 


Name 


OJ000251 01 


.0216. 


C5.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


4906 








End 


5391 


GI 


none 








Score 


163 


Exons 


4906. .5166, 


4907. 


.5059, 


4907. 


.5380, 4908. .5060, 4909. .5061, 




5104. .5157, 


5109. 


.5381, 


5114. 


.5383, 5194. .5391 


Seq. No. 


- 34 045 








Seq. ID 


OJ000251_01.0216.C5 


Gene No. 


: 70465 * 








Strand 




Start 


4865 








End 


6133 


Name 


OJ000251 01 


.0216. 


C5.o3. 


tm 


Method 


TBLASTX :Maize 


Start 


5269 








End 


5607 


GI 


none 








Score 


431 


Exons 


5269. .5385, 


5270. 


.5596, 


5270. 


.5596, 5271. .5597, 5425. .5598, 




5545. .5607 












Seq. No. 


34045 








Seq. ID 


OJ000251_01.0216.C5 


Gene No. 


70465 








Strand 




Start 


4865 








End 


6133 


Name 


OJ000251_01 


.0216. 


C5.o5. 


ts 


Method 


TBLASTX: Soybean 


Start 


5394 








End 


5643 


GI 


none 








Score 


352 


Exons 


5394. .5642, 


5394. 


.5489, 


5423. 


.5641, 5538. .5642, 5545. .5643 



34017 



Seq. No. 


34045 










Seq. ID 


OJ000251_01.0216.C5 




704 6R 










Strand 






ft 0 Dj 










End 


6133 


Name 


O TO 00 9 R 1 0 1 
UUUUUtJJ. ux 


. \J £ X 0 


PR 


. o*± . 


u c 


Method 


TBLASTX: Cress 


o Udx U 


R4 1 R _ 










End 


5812 


o x 


none 










Score 


542 


DAUIlo 


R4 1 r Rfli n 


R4 1 R 


* • D 


310 


R 4 9 ^ 


.5812, ,5423. .5812 


Seq. No. 


34045 










OC^. X u 


O.T0009R1 01 091 6 PR 


OCllC IN . 


704 6R 










Strand 






fi O D D 










End 


6133 


Name 


n to 00 9 r 1 m 

UUUUU^ jl UX 




C R 


. Oj . 


t.iu 


Method 


TBLASTX: Maize 


O LclX U 


R 661 ~~ 

J O O X 










End 


5808 


GI 


none 










Score 


172 




R661 RR07 


R661 


Rf 


=107 


R 669 

J O D^ • 


.5808 




Seq. No. 


34045 










Seq. ID 


OJ000251_01.0216.C5 


uCUC LN W • 


704 6R 










Strand 






4 ft 6 R 
ft O DO 










End 


6133 


Name 


n 10009 r 1 ni 


0916 


.C5 


.08. 


lC 


Method 


TBLASTX: Cress • 




Rft 1 4 _ 










...End v 


.5.9,9.9 , 


GI 


none . , 










. Score,.... . „ 


-1,41.-, , , - _ 


L " 


Rft 1 4 R Q06 


R P 1 A 
3 O 1 fi 


.5906, 


■ R ft 1 R 
0 0 X D . 


.5922, 58 


83. .5999, 5900. .5998 


Q d rr KI r\ 
ucCj. IN O . 


34046 










Seq. ID 


OJ000251_01.0216.C6 


Gene No. 


70466 










Strand 




Start 


2 










End 


277 


Name 


OJ000251 01 


0216 


C6 


o2. 


tm 


Method 


TBLASTX: Maize 


0 car u 


2 










End 


277 


0 X 


none 










Score 


123 




2. .19, 6. .92, 10 


.93, 103. .141, 103. .138, 104. .142, 140. .1 




150. .200, 150. .212, 


187 


. .252, 


202. .252 


, 202. .276, 206. .259 




245. .277 














Seq. No. 


34046 










Seq. ID 


OJ000251_01.0216.C6 


Gene No. 


70467 










Strand 






279 










End 


646 


Name 


OJ000251 01. 


0216. 


C6. 


ol. 


tm 


Method 


TBLASTX: Maize 


Cf a r f- 
O LclX L 


279 










End 


646 


PT 
O J. 


none 










Score 


291 




279.. 299, 26 


S3. .567, 


303 


.'.434, 


322. .570, 480. .575, 56.6. .646 




5.69. /64 6 














Seq. No. 


34047 










Seq. ID 


OJ000251_01.0216.C7 


Gene No. 


70468 










Strand 


+ 


Start 


39 










End 


755 


Name 


OJ000251 01. 


0216. 


C7. 


ol. 


gp 


Method 


AAT/GAP 


Start 


39 










End 


603 


GI 


688 l.Ri084 










Score 


1088 



Exons 39.. 603 

GI Descrip. f 226661/prf | | 1603356CM 6.0e-54 trnA intron ORF 109 [Oryza 
sativa] 1 

Seq. No. 34047 Seq. ID OJ000251JD1 . 021 6 . C7 

Gene No. 70468 Strand + 

Start 39 End 755 

34018 



Name 

Start 

GI 

Exons 



OJ000251_01 . 0216 . C7 . ol . ts Method TBLASTX : Soybean 

84 End 720 

none Score 63 

84. .170, 84. .170, 85. .171, 85. .171, 156. .362, 166..354, 

170. .361, 331. .477, 347. .481, 351. .431, 352. .474, 356.-484, 

460. .720, 476. .718 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



34047 
70468 
39 

OJ000251JD1.0216.C7.ol.tc 
96 

none 



Seq. ID OJ000251_01.0216.C7 

Strand + 

End 755 

Method TBLASTX: Cress 

End 470 

Score 122 



96. .170, 97. .171, 97. .171, 156. .359, 166. .360, 167. .361, 
357. .431, 357. .470, 358. .468 



Seq. No. 

Gene No. 

Start 

Name 

Start 
.GI,.,.. _,. 
..Exons 



34047 
70468 
39 

OJ000251_01.0216.C7.o2.tc 
483 

.none. ( __. „. -_. , _ . 



Seq. ID OJ000251_01.0216.C7 

Strand + 

End 755 

Method TBLASTX : Cress 

End 755 

„2.4 8_ 



Score 



AS,3.~. f ;65&,^&8A..^6.3Q^£Q 5 ,6.64 ,~ .. 613... ...7 5.3 ,,..6.54 ...755, fi.S4 . .7 55. 



Seq. No. " 


34048 








Seq. ID 


OJ000251_01.0216. 


C8 


Gene No. 


70469 








Strand 


+ 




Start 


104 








End 


688 




Name 


OJ000251 


_01 


.0216. 


C8 .ol.tm 


Method 


TBLASTX: Maize 




Start 


44 








End 


461 




GI 


none 








Score 


591 




Exons 


44 . .460, 


45 


. .461, 


45. .461 








Seq. No. 


34048 








Seq. ID 


OJ000251 01.0216. 


C8 


Gene No. 


70469 








Strand 


+ 




Start 


104 








End 


688 




Name 


OJ000251 


_01 


.0216. 


C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


44 








End 


355 




GI 


none 








Score 


288 ■-:-> '■ ■ ■ . - 




Exons 


44. .226, 


45 


. .227, 


46. .228, 


127. .228, 


230. .355, 233. .352, 






235. .354 















^eq. iNO . 
Gene No. 
Start 



OJ000251_01.0216..'C8 

+ - ■ , 
688 

AAT/GAP 

545 

831 



Seq. No. 34048 ' Seq. ID 

Gene No. . 704 69 * 'Strand 

Start 104 ' End 

Name OJ000251_01 . 0216 . C8 . ol . gp Method 

Start 104 End 

GI uC-osflM202092b08bl Score 

Exons 104 . . 545 

GI Descrip. 1 118048/ sp| P07888 | CYF_ORYSA 5.0e-65 APOCYTOCHROME F PRECURSOR 

>gi_65615_pir CFRZ plastoquinol — plastocyanin reductase (EC 

1.10.99.1) cytochrome f precursor - rice chloroplast 
>gi_12000_emb_CAA33961_ (X15901) cytochrome f [Oryza sativa] 
>gi_226621_prf 1603356AU cytochrome f [Oryza sativa] 1 



70469 
104 



Seq. ID OJ000251_01.0216.C8 
Strand + 
End 688 



34019 



Name 


OJ0002S1 01 0216 C8 ol tc 


Method 


TRT.A9TX • rrp<?«! 


Start 


154 _ 


End 


688 


GI 


none 


Score 


219 


FIxon s 


154 363. 160 687. 161 688 






Seq. No. 


34048 


Seq. ID 


OJ000251_01.0216.C8 


Gene No. 


70469 


Strand 


+ 


Start 


104 


End 


688 


Name 


OJ000251 01 0216 C8 ol ts 


Met h dci 


TRT.A^TX * ^ovhpan 

X LJ JJii kj A. /\ . kj W y LJ CCllI 


Start 


154 _ 


End 


688 


GI 


none 


Score 


202 


Ex on s 

■LJ «\ Vw/ 11 J 


154 363. 160 687. 161 688 






Seq. No. 


34048 


Seq. ID 


OJ000251_01.0216.C8 


Gene No. 


70469 


Strand 


+ 


Start 


104 


End 


688 


Name 


OJ000251 01 0216 C8 o2 tm 


Met hoc] 


TRLASTX • Ma i 7e 


Start 


4 61 ~~ 


End 


629 


GI 


none 


Score 


273 


Rxon s 


461 628 462 629 464 628 






Sea No ■ 


_ 34 04 9 .„ ... , ... 


Seq . .ID. 


OJ000251 01 0216 T9 


Gene-_.No..,. 


_JZ0l410C'1^ L ^-TJ./,^'",-— - - 


.» S-tranci 


.+ _ 


Start - 


1 * • . •' - 


End - 


752 ■■ : ' • ~ 


Name 


OJ000251 01.0216.C9.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


752 


GI 


14384 1.R1084 


Score 


1211 


P, von <^ 


1..639, 725. .752 






\J J- IS ^ O V. — ■ X. -i- k> . 


, 5881726/dbj |BAA84 417.1| 3.0e 


-24 (AP000423) RNA polymerase 




subunit [Arabidopsis thaliana] 1 




Sea No 


34049 


Seq. ID 


OJ000251_01.0216.C9 


Gene No. 


70471 


Strand 


+ 


Start 


2569 


End 


3192 


Name 


OJ000251 01.0216.C9.o2.gp 


Method 


AAT/GAP 


Start 


2569 


End 


3192 


GI 


7528 2.R1084 


Score 


1143 


Exons 


2569. .3192 






GI Descrip. 


f 140291/sp| P12206I YCF4 ORYSA 


7.0e-68 HYPOTHETICAL 21.5 KD 



PROTEIN (ORF 185) >gi_8254 l_pir S05116 hypothetical protein 185 

- rice chloroplast >gi_l,1997_emb_CAA33958_ (X15901) ORF185 
[Oryza sativa] >gi_226618_prf 1603356AQ ORF 185 [Oryza sativa] T 



OJ000251_01.0216.C9 
+ 

5044 
AAT/GAP 
5044 
831 



Seq. No. 34049 Seq. ID 

Gene No. 70472 Strand 

Start 4 603 End 

Name OJ000251_01 . 0216 . C9 . o4 . gp Method 

Start 4 603 End 

GI uC-osflM202092b08bl Score 

Exons 4603. .5044 

GI Descrip. 1 118048/sp | P07888 | CYF_0RYSA 5.0e-65 APOCYTOCHROME F PRECURSOR 

>gi_65615_pir CFRZ plastoquinol—plastocyanin reductase (EC 

1.10.99.1) cytochrome f precursor - rice chloroplast 
>gi_12000_emb_CAA33961_ (X15901) cytochrome f [Oryza sativa] 
>gi_226621_prf 1603356AU cytochrome f [Oryza sativa] 1 



Seq. No. 



34049 



Seq. ID OJ000251_01.0216.C9 



34020 



# • 

Gene No. 70473 Strand 

Start 3196 End 4103 

Name OJ000251_01 . 0216 . C9 . ol . tw Method TBLASTX : Wheat 

Start 1 End 592 

GI none Score 331 

Exons 1..195, 3. .194, 40. .195, 178. .546, 185. .592, 185. .586 

Seq. No. 34049 Seq. ID OJ000251_01 . 02 16 . C9 

Gene No. 70473 Strand 

Start 3196 End 4103 

Name OJ000251_01 . 0216 . C9 . o4 . tm Method TBLASTX : Mai ze 

Start 186 End 723 

GI none Score 314 

Exons 186. .554, 193. .402, 209. .556, 212. .556, 664. .723, 668. .721 

Seq. No. 34049 Seq. ID OJ000251_01 . 02 16 . C9 

Gene No. 70473 Strand 

Start 3196 End 4103 

Name OJ000251_01 . 0216 . C9 . o4 . tc Method TBLASTX : Cress 

Start 307 End 576 

GI none Score 353 

.,-,E.xons, ..... r . . 3.07... ,43 8.,, .^08^. 574, -.,3.0.8,,.. 5.74 ift _ 30?.,, .575, , .4 75 . 7 ^76^ ; _, 



Seq. No. 34 04-9 '■' -----Seq.- ID OJ000251_01-. 0216% C9 - - 

Gene No. * 70473 Strand 

Start 3196 End 4103 

Name OJ000251_01 . 0216 . C9 . olO . tm Method TBLASTX : Maize 

Start 864 End 1608 

GI none Score 53 

Exons 864. .896, 865. .915, 869. .901, 890. .922, 891. .923, 908. .1012, 
908. .994, 922. .1014, 1546. .1608 

Seq. No. 34049 Seq. ID OJ000251_01 . 02 1 6 . C9 

Gene No. 70473 Strand 

Start 3196 End 4103 

Name OJ000251_01 . 0216 . C9 . o2 . t s Method TBLASTX : Soybean 

Start 1612 End 4103 . 

GI none Score 140 

Exons 1612.. 1833, 1671.. 1790, 2293.. 2430, 2295.. 2384, 2305.. 2391, 

2306. .2392, 2752. .2913, 2757. .2897, 2901. .3104, 2909. .2950, 

2935. .3150, 2935.. 3147, 3170... 3232, 3173 ... 3232, . .3181 3237, . 

■ 3259.. 3318., 3259. .3336, 3632.. 3700, 3644.. 3703, 3646.. 3708,' 

3725.:. 4099, 3729.. 4103, 3735 .. 3839,. ..37.55 4 102 , 3918.. 4103 

Seq. No. 34049 Seq. ID OJ000251_01 . 02 1 6 . C9 

Gene No. 70473 Strand 

Start 3196 End 4103 

Name • OJ000251_01 . 0216 . C9 . o5 . tm Method TBLASTX : Maize 

Start 2247 End 2677' 

GI none Score 273 

Exons 2247. .2426, 2253. .2426, 2429. .2527, 2429. .2509, 2430. .2543, 

2516. .2593, 2524. .2595, 2527. .2595, 2529. .2615, 2563. .2661, 

2585.. 2662, 2588.. 2677, 2592.. 2663 

Seq. No. 34049 Seq. ID OJ000251_01 . 02 16 . C9 

Gene No. 70473 Strand 

Start 3196 End 4103 



34021 



Name 

Start 

GI 

Exons 



OJ000251 01.0216.C9.o2. tc 



Method TBLASTX : Cress 



2758 End 4099 

none Score 341 

2758. .3243, 2760. .3140, 2760. .3248, 2761. .3249, 3183. .3251, 

3230. .3319, 3235. .3318, 3647. .3721, 3721. .4080, 3722. .4099, 
3726. .4097 



Seq. No. 34049 
Gene No. 70473 
Start 3196 

Name OJ000251_01 . 0216 . C9 . o2 . tm 

Start 2916 
GI none 

Exons 2916. .2948, 2917. .2949, 2927, 

3422. .3445, 3423. .3446, 3441. 
3481. .3513, 3485. .3505 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 01. 0216. C9 



4103 

TBLASTX: Maize 
3513 
46 

3334, 2932. .3336, 2935. .3336, 
3488, 3442. .3489, 3444. .3488, 



Seq. No. 
Gene No. 
Start 
Name 

.Start ..... w , 

-GI. r .... 1 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000251 01. 0216. C9 



34049 Seq. ID 

70473 Strand 

3196 End 

OJ000251_01. 0216.C9.o3.gp Method 

,2 653^i,'..Rl 0.8,4 ^Scox.e .._ 

3196. .3733- v ' - - - - • • 

I 11998/emb|CAA33959| 5.0e-35 (X15901) ORF85 [Oryza sativa] 
>gi_226619_prf 1603356AR ORF 85A [Oryza sativa] ' 



4103 
• AAT/GAP 

3733_,^_ 
..1052.... 



34049 
70474 
4107 

OJ000251_01.0216.C9.ol. ts 

4107 

none 

4107. .4424, 4127. .4432, 4653. 
5160.. 5642, 5217.. 5633, 5303. 

34049 
70474 
4107 

OJ000251J)1. 0216.C9.o7.tc 

4119 
none 

4119. . 4334, • 4121. . 4336 . 



34049 
70474 
4107 

OJ000251 
4337 
none 
4337 
4664 
5544 



01.0216.C9.ol.tc 



.4417, 
.5233, 
.5600, 



4338. 
4920. 
5544 , 



,4409, 
5234, 
5600, 



4653. 
5160. 
5545. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4862, 
.5641 



OJ000251_01.0216.C9 
5747 

TBLASTX: Soybean 
5642 
332 

4659. .5222, 4660. .5226, 



Seq. ID 

Strand 

End 

Method 

.End . . 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251_01.0216.C9 
5747 

TBLASTX: Cress 

4336 

228 • 



OJ000251 01. 0216. C9 



5747 

TBLASTX: Cress 
5604 
91 

4862, 4659.-5222, 4660. 
5447, 5227. .5421, 5306. 
5601, 5551.. 5604 



,5226, 
,5425, 



Seq. No. 
Gene No. 
Start 



34049 
70474 
4107 



Seq. ID 

Strand 

End 



OJ000251 01. 0216. C9 



5747 



34022 




Name . 


OJ000251 01 


0216 


C9.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


4428 








End 


4854 


GI 


none 








Score 


39 


Exons 


4428 . . 4454, 


4429. 


.4464, 


4430. 


.4468, 4458. .4529, 4459. .4578, 




4474 . . 4599, 


4514 . 


.4726, 


4532 . 


.4696, 4534. .4725, 4626. .4727, 




4729. .4854, 


4732. 


.4851, 


4734 . 


.4853 




Seq. No. 


34049 








Seq. ID 


OJ000251_01.0216.C9 


Gene No. 


70474 








Strand 




Start 


4107 








End 


5747 


Name 


OJ000251 01. 


0216. 


C9.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


4480 ~~ 








End 


4960 


GI 


none 








Score 


58 


Exons 


4480 . .4518, 


4482. 


.4526, 


4515 . 


.4862, 4516. .4959, 4520. .4960 


Seq. No. 


34049 








Seq. ID 


OJ000251_01.0216.C9 


Gene No. 


70474 








Strand 




Start 


4107 








End 


5747 


Name 


OJ000251 01. 


0216. 


C9.o7. 


tm 


Method 


TBLASTX : Maize 


Start 


4961 ~ 








End 


5129 


GI 


none 








Score 


273 


Exons. 


,_4 961.._. 5.1 28,, „ 


4 9.62.. 


„. 51Z9 7 


b ..4 9j53. 


^12X,__ 




Seq. No.' 


34 04 9 








Seq. ID * 


0 JO 002 51_0 1.021 6 vC 9^ - 


Gene No. 


70474 








Strand 




Start 


4107 








End 


5747 


Name 


OJ000251 01 


0216 . 


C9 . o5 . 


t w 


Method 


TBLASTX: Wheat 


Start 


5420 ~~ 








End 


5747 


GI 


none 








Score 


377 


Exons 


5420 . .5683, 


5426. 


.5746, 


5427 . 


.5747, 5427. .5747 


Seq. No. 


34049 








Seq. ID 


OJ000251_01.0216.C9 


Gene No. 


70475 








Strand 




Start 


6566 








End 


6903 


Name 


OJ000251 01. 


0216. 


C9.o5. 


tc 


Method 


TBLASTX: Cress 


Start 


6566 ~~ 








End 


6903 


GI 


none 








Score 


273 


Exons 


6566. .6811, 


6569. 


. 6811, 


6850 . 


.6903, 6851. .6901 


Seq. No. 


34049 








Seq. ID 


OJ000251_01.0216.C9 


Gene No. 


70475 








Strand 




Start 


6566 








End 


6903 


Name 


OJ000251 01. 


0216. 


C9 . 06 : 


tm 


Method 


TBLASTX -Maize 


Start 


6620 ~ 








End 


6903 . . 


GI 


none 








Score 


364 


Exons 


6620. . 6835, 


6620. 


. 6874, 


6835. 


.6903, 6836. .6901, 6837. .-6902 


Seq. No. 


34049 








Seq. ID 


OJ000251_01.0216.C9 


Gene No. 


70476 








Strand 




Start 


6855 








End 


7957 


Name 


OJ000251 01 


0216 . 


C9 . o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


6855 








End 


7297 


GI 


none 








Score 


667 


Exons 


6855. .7295, 


6856. 


.7281, 


6857. 


.7297 




Seq. No. 


34049 








Seq. ID 


OJ000251_01.0216.C9 


Gene No. 


70476 








Strand 





"34023 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 

_Name_,..^.^ 

GI 

Exons 



6855 End 

OJ000251_01.0216.C9.o3.tc Method 

6942 "* End 

none Score 



7957 

TBLASTX: Cress 

7519 

66 



6942. .6998, 6942. .6995, 6943 .. 6999, 694 4 .. 7000, 7001. .7129, 

7002. .7130, 7002. .7130, 7003. .7131, 7132. .7320, 7135. .7344, 

7137. .7343, 7331. .7408, 7345. .7422, 7347. .7412, 7412. .7444, 

7416. .7445, 7448. .7519, 7452. .7514 



34049 
70476 
6855 

OJ000251_01 . 0216 . C9 . o9 . tm 

7361 

none 

7361. .7414, 7361. .7408, 7362, 
7415. .7468, 7416. .7469, 7416. 

34049 
70476 
6855 • ■ 

.5/1000.25.1^01.. 0.216. C9 .:o6_...tw 

SI3JA " 



Seq. ID OJ000251_01.0216.C9 
Strand 

End 7 957 

Method TBLASTX: Maize 
End 7513 
Score 8 9 

.7430, 7363. .7422, 7409. .7468, 
.7469, 7469. .7513, 7472. .7513 

Seq. ID OJ000251_01.0216.C9 
Strand 

End 7 957 

.Me t hp cL^. _ TJB LAS T^:J^he at . „ 

.End -„_^73jL5,ZIIll'I 



none •■" " ' ' - - 
7374. .7424, 7374. 
7604. .7750, 7629. 



: " " Score ■ - 79- ■■ - - 

.7448, 7375. .7425, 7395. .7610, 7407. .7610, 
,7772, 7650. .7775 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

QI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34049 
70476 
6855 

OJ000251_01.0216.C9.o8 . tm 

7549 

none 

7549. .7620, 756?. .7620, 7571. 
7632. .7688, 7633. .7692, 7686. 
7707. .7769, 7773. .7850, 7774. 

34049 
70477 
8137 

OJ000251_01. 0216.C9.o3.tw 
8137 

none ■■ 
8137, 
8305. 
8410. 
8456. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_01.0216.C9 
7957 

TBLASTX: Maize 

7957 

58 



.8265, 8141. 

.8370, 8324, 

.8460, 8411. 

.8569, 8557, 



,8266, 8142. 

,8407, 8329. 

,8458, 8443. 

,8733, 8562. 



.7627, 7572. .7625, 7600. .7692, 
.7727, 7699. .7764, 7704. .7766, 
.7845, 7880. .7957, 7882. .7944 

Seq. ID OJ000251_01.0216.C9 
Strand 

End 9042 

Method TBLASTX: Wheat 

End. 8733 ... 

Score 136 , ... ■ - .. 

.8237, .8144. .8266,' 8290. .8331, 
.84 06, 8381. .8458, 8409. .84 56, 
.8568, 8444. .8569, 8448. .8567, 
.8732 

Seq. ID OJ000251_01.0216.C9. 
Strand 

End 9042 
Method TBLASTX : Mai ze 
End 9042 
Score 139 



34049 
70477 
8137 

OJ000251_01 . 021 6 . C9 . ol . tm 
8299 
none 

H299..8457, 8324. .8449, 8326. .8475, 8331. .8471, 8444. .8530, 
8445. .8528, 8524. .8694, 8526. .8696, 8711. .8743, 8712. .8765, 
8738. .8764, 8746. .8775, 8762. .8869, 8763. .8831, 8827. .9042, 



34024 




8829.. 9035, 8830.. 9036 



Seq. No. 


34049 


Seq. ID 


OJ000251_01.0216.C9 


Gene No . 


70477 


Strand 




Start 


8137 


End 


9042 


Name 


OJ000251 01 . 0216 . C9 . 06 . tc 


Method 


TBLASTX •frp^q 


Start 


8626 ~~ 


End 


8968 


GI 


none 


Score 


74 


Exons 


8626.. 8712, 8628.. 8693, 8768. 


.8833, 8 


771 8833 8843 8968 




8854 . .8964 






Seq. No. 


34049 


Seq. ID 


OJ000251 01 0216 C9 


Gene No . 


70477 


Strand 




Start 


8137 


End 


9042 


Name 


OJ000251 01 . 0216 . C9 . o3 . ts 


Method 


TBLASTX • Sovbean 


Start 


8768 ~ 


End 


8983 


GI 


none 


Score 


230 


Exons 


8768 8833. 8827 8982. 8828 


.8983 




Seq. No. 


34050 


Seq. ID 


OJ000251 01. 0216. C10 


Gene No . 


70478 


Strand 


+ .... 




,_113 r ,__ ^ 


,End. : _ 




.Name™,. r 


. „0 J„.0JQ_5I. J)i.J0 21£.±.1.0....al -jgp 


Method- 


... AAT/ GAP * 


Start 


113 


End 


635 - - • - 


GI 


uC-osflm202104g03bl 


Score 


1026 


Rxon s 

J-J *\- N_/ HO 


113. .635 






GT npsrr \ n 

vJ -L — / ^ k-J -i» JL >— ' • 


1 131211/sp|P19443|PSAJ MAIZE 


6.0e-10 


PHOTOSYSTEM I REACTION 




CENTRE SUBUNIT IX (PSI-J) >gi 


1363533 


pir S58571 photosyst 




protein psaJ - maize chloroplast >gi 


552734 (J04502) ORF42 




mays] >gi_902241_emb_CAA60305 


_ (X86563) psaJ [Zea mays] 1 


Seq. No. 


34050 


Seq. ID 


OJ000251_01.0216.C10 


Gene No . 


70479 


Strand 




Start 


2951 


End 


3290 


Name 


OJ000251 01.0216.C10.ol.tw 


Method 


TBLASTX: Wheat 


Start 


10 


End 


398 


GI 


none 


Score 


83 


Exons 


10. .69, 11. .88> 52. .90, 113. . 


361, 117 


..383, 123. .398 


Seq. No. 


34050 


Seq. ID 


OJ000251_01. 0216. C10 


Gene No . 


70479 


Strand 




Start 


2951 


End 


3290' ~' 


Name 


OJ000251 01.0216.C10.o2.-tm 


Method 


TBLASTX : Maize , ' 


Start 


95 


End 


410 


GI 


none 


Score 


380 


Exons 


95. .403, 96. .410, 96. .410 






Seq. No. 


34050 


Seq. ID 


OJ000251J31. 0216. C10 


Gene . No . 


70479 


Strand 




Start 


2951 


End 


3290 


Name 


OJ000251 01.0216.C10.o2.ts 


Method 


TBLASTX: Soybean 


Start 


169 


End 


1532 


GI 


none 


Score 


168 


Exons 


169. .276, 171. .323, 171. .323, 


719. .883, 729. .959, 742. .972, 



756. .959, 1195. .1251, 1222. .1293, 1224. .1286, 1230. .1274, 
1281. .1343, 1353. .1523, 1354. .1524, 1355. .1519, 1355. .1528, 
1371. . 1532 



34025 




Seq. No. 


34050 








Seq. ID 


OJ000251_01. 0216. C10 


Gene No. 


70479 








Strand 




Start 


2951 








End 


3290 


Name 


OJ000251 01 


.0216 


C10.O3 


. tc 


Method 


TBLASTX- Cress 


Start 


172 








End 


332 


GI 


none 








Score 


165 


Exons 


172. .276, 174. .332 








Seq. No. 


34050 








Seq. ID 


OJ000251_01. 0216. C10 


Gene No . 


70479 








Strand 




Start 


2951 








End 


3290 


Name 


OJ000251 01 


0216. 


C10.o3 


. tm 


Mp t hod 


TBLASTX- Maize 


Start 


583 








End 


930 


GI 


none 








Score 


94 


Exons 


583. .651, 593. .676, 683 


. .892, 


694 . . 930 


, 726 .. 926. 736 930 


Seq. No. 


34050 








Seq. ID 


OJ000251_01. 0216. C10 


Gene No. 


70479 








Strand 




Start 


2951 








End 


3290 


Name 


OJ000251 01 


0216. 


ClO.ol 


. tc 


Method 


TBLASTX • frpqq - 


Start 










^EndL^ ; ^ 


167 5 




„._none.. — 








^Scorfi-^..- 


.280. .__ 


Exons- 


- 742.. 960, 759.. 959, 1227. .1274, 1251:. 


134 3 1355 - 1-519— ' ' 




1355 1519. 


1371 . 


1532 


1577 . 


.1675 




Sea No 


34050 








Seq. ID 


OJ000251_01. 0216. C10 


Gene No. 


70479 








Strand 




Start 


2951 








End 


3290 


Name 


OJ000251 01. 


0216. 


C10.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


2274 








End 


2851 


GI 


none 








Score 


37 


Exons 


2274. .2303, 


2340. 


.2375, 


2343. 


.2372, 2365.. 2424, 2378.. 2425, 




2461. .2547, 


2462. 


.2536, 


2552. 


.2590, 2553. .2651, 2554. .2697, 




2636. .2698, 


2734. 


.2778, 


2737. 


.2778, 2807.. 2851 


Seq. No. 


34050 








Seq. ID 


OJ000251_01. 0216. C10 


Gene No. 


70479 








Strand 




Start 


2951 








End 


3290 


Name 


OJ000251 01. 


0216. 


ClO.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


2370 








End . 


3111 


GI 


none 








Score 


73 


Exons ' 


■2378. .2420, - 


2378. 


.2428, 


2454. 


.'2495, 2458.. 2535, ^2459.. 2485, 




2497. .2541, 


2531. 


.2599, 


2552. 


.2596, 2553.. 2606, 2596.. 2661, 




2602. .2694, 


2603. 


.2695, 


2636. 


.2707, 2790. .2855, 2790. .2849, 




2797. .2850, 


2903. 


.3064, 


2906. 


.3082, 2908. .3084, 2931.. 3065, 




3067. .3111, 


3085. 


.3111 








Sea. No 


34050 








Seq. .ID 


OJ000251_01. 0216. C10 


Gene No. 


70479 








Strand 




Start 


2951 








End 


3290 


Name 


OJ000251 01. 


0216. 


ClO.ol 


tm 


Method 


TBLASTX: Maize 


Start 


2761 








End 


3290 


GI 


none- 








Score 


62 


Exons 


2761. .2787, 


2763. 


.2789, 


2788. 


.3015, 2791. .3078, 2792. .3082, 




2793. .3083, 


3070. 


.3114, 


3076. 


.3114, 3115. .3138, 3116. .3142, 




3145. .3288, 


3146. 


.3250, 


3150. 


.3290, 3151. .3288 



34026 



34050 Seq. ID OJ000251_01 . 021 6 . CIO 

704 79 Strand 

2951 End 3290 

OJ000251_01. 0216. CIO. o2.gp Method AAT/GAP 

2951 End 3118 

LIB3431-017-P1-K1-H4 Score 283 

2951. .3118 

' 1173189/sp|P12340|RR12_MAIZE 8.0e-18 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S12 >gi_2119091_pir S58629 ribosomal protein S12 - 

maize chloroplast >gi_342619 (M17841) ribosomal protein S12 [Zea 
mays] >gi_1216141_emb_CAA60309_ (X86563) ribosomal protein S12 
[Zea mays] 1 



34051 
70480 
73 

OJ000251_01.0216.Cll.ol.tm 
73 

none 



Seq. ID OJ000251_01.0216.C11 
Strand 

End 377 

Method TBLASTX: Maize 

End 377 

Score 220 



73. .231, 74. ,226, 220. .369, 224 . . 370 , .24 9 . . 377 



-704 80 - * - ■ 

73 

OJ000251_01 . 0216 . Cll . ol . tw 

73. 
none 

73. .339, 74. .340, 75. .341 



S eq_ „LD_0 J£L0n2Sl_.QLL.. 02JJL CI. 1 . 

-Strand - - "■• *- 

End 377 

Method TBLASTX : Wheat 

End ' 341 

Score 349 



34052 Seq. ID 

70482 Strand 
8 67 End 
OJ000251_01 . 0216.C12.o2.gp Method 
8 67 End 
uC-osf Icyp086a01al Score 
867. .1112, 1923. .2113 

f 133806/sp| P25875 |RR16_HORVU 5.0e-37 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S16 >gi_282999_pir S28766 ribosomal protein S16 - 

barley chloroplast >gi_11603_emb_CAA3697 3_ (X52765) ribosomal 
protein rpsl6 [Hordeum .vulgare] 1 



OJ000251_01.0216.C12 
+ 

2113 
AAT/GAP 
2113 
851 



34052 - \ Seq. ID 

70483 . Strand 

2707 End 

OJ000251_01.0216.C12.ol.tm Method 

887 End 

none Score 



OJ000251_01-.0216.C12 
+ 

3364 

TBLASTX: Maize 

1516 

64 



887. .931, 890. .937, 915.,. 965, 932. .964, 966. .998, 986. .1240, 
988. .1266, 994. .1254, 1228. .1362, 1239. .1376, 1242. .1409, 
1286. .1429, 1421. .1516, 1432. .1515, 1436. .1516 



34052 Seq. ID 

70483 Strand 

2707 End 

OJ000251_01. 0216.C12.ol. ts Method 

996 End 



OJ000251_01.0216.C12 
+ 

3364 

TBLASTX: Soybean 
2119 



34027 



GI 

Exons 



none Score 38 

996. .1019, 1000. .1020, 1045. .1134, 1060. .1134, 1126. .1176, 
1131. .1190, 1165. .1218, 1165. .1227, 1238. .1276, 1240. .1278, 
1281. .1382, 1296. .1403, 1521. .1553, 1556. .1606, 1557. .1598, 
1604. .1651, 1811. .1909, 1821. .1913, 1847. .1918, 1880. .2119, 
1891. .2118 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



34052 
70483 
2707 

OJ000251_01.0216.C12.o2.tc 

1857 

none 



Seq. ID OJ000251_01.0216.C12 
Strand 
End 

Method 
End 
Score 



+ 

3364 

TBLASTX: Cress 

2044 

230 



1857. .1952, 1858. .2043, 1859. .2044, 1865. .2044 



34052 
70483 
2707 

OJ000251_01.0216.C12.o3.tm 

2348 

none 

. 234.8 ...2.4 0.1 



Seq. ID OJ000251_01.0216.C12 

Strand + 

End 3364 

Method TBLASTX : Mai ze 

End 2722 

Score 65 



,.2.39.8,.. -2.49 3.,. 23.9.8... ..245.7., . 2 3.9.9..... .2.4.9.4.,- 2.4.0.6.. ,.25£ 4,_ 

„2A8X.„..2528.,_2^ 2585.,. _i 52.6 _ ,2 6,03 2527 B ...il_6., . 

2559. .2621/ 2576. .2614,- 2587. .2625, 2590 . .2628 >■ 2617 . r2682 : , 

2624. .2683, 2642. .2683, 2679. .2720, 2680. .2721, 2681. .2722, 
2681. .2722 



Seq. No. 34052 
Gene No. 70483 
Start 2707 

Name OJ000251_01 . 0216 . C12 . ol . tc 

Start 2688 
GI none 

Exons 2688.. 2837, 2696.. 2839, 2697. 

2828. .2866, 2892. .2936, 2918, 
2959. .3042, 2959. .3051, 3135. 
3143. .3181, 3182. .3223, 3183. 



Seq. ID 
Strand 
End 

Method 

End 

Score 157 
,2837, 2826..2867, 
,3031, 2943.. 3035, 
,3170, 3136. .3180, 
.3230, 3185. .3235 



OJ000251_01.0216.C12 
+ 

3364 

TBLASTX: Cress 
3235 



2826. 
2955. 



.2852, 
.3041, 



3140. .3181, 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



34052 Seq. ID OJ000251_01 . 0216 . C12 

70483 Strand + 

27.07 End 3364 

OJ000251_01,. 0216.C12.o3.gp " Method AAT/GAP 

2707 , . End 2975 - . .• *- ,. 

40596JL.R1084 Score ' 450 

2707. .2975 

, 11957/emb 1X15901 | CHOSXX 1.0e-104 Rice complete chloroplast 
genome 1 



34052 
70483 
2707 

OJ000251_01. 0216.C12.o2.tm 

2723 

none 



Seq. ID OJ000251_01.0216.C12 

Strand + 

End 3364 

Method TBLASTX : Mai ze 

End 2983 

Score 231 



2723.. 2923, 2724.. 2903, 2868.. 2963, 2894.. 2971, 2960.. 2983 
34052 Seq. ID OJ000251 01.0216.C12 



34028- 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



70483 
2707 

OJ000251_01.0216.C12.o4 .tm 

3131 

none 

3131.. 3214, 3138.. 3212, 3192. 
3219.. 3311, 3223.. 3312, 3331. 



Strand + 

End 3364 

Method TBLASTX: Maize 

End 3364 

Score 114 

.3236, 3210.. 3236, 3212. .3307, 
.3363, 3332.. 3364, 3332. .3364 



OJ000251_01.0216.C13 
+ 

2356 
AAT/GAP 
2356 
908 



34053 Seq. ID 

70484 Strand 
1903 End 
OJ000251_01 . 021 6 . C13 . ol . gp Method 
1903 End 
24570_1.R1084 Score 
1903. .2356 

' 131251/sp|P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
{32 KD THYLAKOID MEMBRANE PROTEIN) { PHOTOSYSTEM * II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

,>.gi ..,22,6406 .prf _ .. r . : ^ v .^-^ w ^.^ v ^ w _, v ...... 



OJ000251_01 . 0216 7C13 
+ 

3083 
AAT/GAP 
3083 
666 



34053- - Seq. ID 

70485 " Strand 

2720 End 
OJ000251_01 . 0216 . C13 . o2 . gp Method 
2720 End 
5455469 Score 
2720. .3083 

131251/ sp | P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN (32 
KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl ) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22 624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_22 64 0 6_pr f 1 5 



34053 
70486 
3107 

OJ000251_01. 0216.C13.o6.ts 
4 9 

none 



Seq. ID OJ000251_01.0216.C13 
Strand 
End 

"Method 
End 
Score 



5762 

TBLASTX: Soybean 

4 52 

77 



49. .159, 52. .183, 54. .185, 174. .248, 188. .241, 255. .452, 
262. .438, 276. .443 



Seq. No. 34053 

Gene No. ^0486 

Start 3107 

Name OJ000251_01 . 02 16 . C13 . 06 . tc 

Start 265 

GI none 

Exons 265. .336, 265. .444, 266. .457', 
528. .578, 528. .b96, 529. .594, 



Seq. ID OJ000251_01.0216.C13 
Strand 
End 

Method 
End 
Score 
270. .509, 



5762 

TBLASTX: Cress 

747 

62 

279. .512, 527, 



584. .745, 594. .746, 703. 



,586, 
,747 



Seq. No. 



34053 



Seq. ID OJ000251_01.0216.C13 



34029 



Gene No. 


70486 






Strand 








3107 






End 


S762 




Mama 


V_/tJ U \J \J £* ~J X 


m n?i n ^ n? 


■j- w 


L it. L11UU, 


X OXxnO 1A. VillcdL 




O Lai L 


??7 ~~ 












GI 


none 






Score 


Sfl ^ 




F 1 von q 


327 707 


327 704 428 


.706 








O C \J • INU • 


34 053 






Cprr TD 

OCkj . X L/ 


o.Tonn^si m n?i 




Gene No. 


70486 






Strand 






Start 


3107 






End 


5762 




Name 


OJ000251 


01 0216 C13 o5 


t s 


Mp1~ hr>H 

LJC LI 1UU 


J. o -L-i.fi kJ J. /\ • owyiJCOll 




Start 


475 ~~ 






End 


Q?1 




GI 


none 














47S S31 


4 ft 1 624 SIS 


t UJU / 


S22 fifift 


fifi? 7fi1 67^ 

UU£ • • /OX, U / J . . 


Q?1 




711 . . 920, 


712 . .921 










Seq. No. 


34053 






Se.q. ID 


OJ000251_01.0216 


.C13 


Gene No. 


70486 






Strand 






Start 


3107 






End 


57 62 




Name 




01.0216.C13.o5. 


tm 


Method 


1 DiinO 1 .A. • Lid Ilc 




Start 


875 _ 






End 


1141 

XXIX 




riT 

yj x . ... ; . 


none- 






. S.core. _ lfc= 


a n 






8J7_5 L1.41 


/ .._.8-7.6^..L1.3.9 / ,.-10.45-._1140_........ r _ 






Seq. No. 


34053 






Seq. ID 


OJ000251_01.0216 


. C13 


Gene No. 


70486 






Strand 






Start 


3107 






End 


5762 




Name 


OJ000251 


01.0216.C13.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


973 






End 


1369 




GI 


none 






Score 


46 




Exons 


973. . 999, 


974. .1000, 995 


..1369, 996. .1367 





Seq. No. 


34053 








Seq. ID 


OJ000251_01.0216 


Gene No. 


70486 








Strand 




Start 


3107 








End 


5762 


Name 


OJ000251 01. 


0216 


.C13.o4 


. ts 


Method 


TBLASTX : Soybean 


Start 


1067 








End 


1430 


GI 


none 








Score 


155 


Exons 


1067. .1192, 


1071 


. . 1187, 


1179. 


.1430, 1181. .1426 \ 


Seq. No. 


34053 








Seq. ID 


OJ000251JD1. 021.6 


Gene No. 


. 70486 ' . 








Strand 




Start 


3107 








End • 


5762 


Name 


" OJ000251 01. 


0216 


C13..o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1899 








End 


2395 


GI 


none 








Score 


267 


Exons 


1899. .2393, 


1902 


.2078, 


1904. 


.2395, 1906.. 2394 


Seg. No. 


34053 








Seq. ID 


OJ000251_01.0216 


Gene No. 


70486 








Strand 




Start 


3107 








End 


5762 


Name 


OJ000251 01. 


0216 


C13.o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


1899 








End 


2214 


GI 


• none 








Score 


174 


Exons 


l«yy. .2078, 


1909. 


.2214, 


1910. 


.2212, 191 


8. .2214 



Seq. No. 34053 Seq. ID OJ000251_01 . 0216 . C13 

34030 



Gene No. 


70486 








Strand 




Start 


3107 








End 


5762 


Name 


OJ000251 01 


.0216 


.C13.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


1923 ~~ 








End 


2590 


GI 


none 








Score 


46 


Exons 


1923 . . 1958, 


1936 


. .2361, 


1955. 


.2380, 2357.. 2587, 2363.. 2590 


Seq. No. 


34053 








Seq. ID 


OJ000251_01.0216.C13 


Gene No. 


70486 








Strand 


— 


Start 


3107 








End 


5762 


Name 


OJ000251 01 


. 0216 


,C13.o7 


. ts 


Method 


TBLASTX : Soybean 


Start 


2279 ~ 








End 


2644 


GI 


none 








Score 


214 


Exons 


2279 2644, 


2438 


. 2623 








Seq. No. 


34053 








Seq. ID 


OJ000251_01.0216.C13 


Gene No. 


70486 








Strand 




Start 


3107 








End 


■ 5762 


Name 


OJ000251 01 


0216 


C13.o4 


. tc 


Method 


TBLASTX: Cress 


Start 


2678 








End 


3046 


GI 


none 








Score 


579 


Exons., ^ 


^.,2678 .^.104 6^ 


.2.67.8, 


,..3,02,8^ 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. -ID 

Strand 

End 

Method 

End 

Score 



OJ000251 01.0216-.C13 



5762 
AAT/GAP 
3535 
820 



34053 - - ' • - 

70486 
3107 

OJ000251_01. 0216.C13.o3.gp 
3107 

3073_1.R1084 
3107. .3535 

, 133936/sp|P1214 6|RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_708 67_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



34053 
70486 
3107 

OJ000251_01.0216.C13.o4 . tm 
3123 



OJ000251 01.0216.C13 



none 
3123. 
3393. 
3463. 



.3341, 3142. 
.3461, 3422. 
.3552 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3456, 3151.. 3420, 3158.. 3457/ 3387 
3511, 3448.. 3507, 3450.. "3551, 3450 



5762 

TBLASTX: Maize 
3552 . 
348 



.34 61, 
.3551, 



Seq. No. 34053 

Gene No. 70486 

Start 3107 

Name OJ000251_01 . 02 16 . C13 . ol . ts 

Start 3186 

GI none 

Exons 3186. 

3649. 



.3338, 3190.. 3423, 3200. 
.3993, 3702.. 3992, 3703. 
.4162, 4065.. 4163, 4134. 



Seq. ID OJ000251_01.0216.C13 
Strand 

End 5762 

Method TBLASTX : Soybean 

End 4918 

Score 180 

.3424, 3428. .3454, 3429. .3452, 
.4032, 3758. .3997, 3938. .4147, 
,4280, 4149. .4247, 4239. .4283, 



4241. .4282, 4242. .4283, 4283. .4462, 4285. .4461, 4286. .4513, 
4467. .4544, 4468. .4545, 4523. .4918, 4537. .4830 



34031 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34053 
70486 
3107 

OJ000251_01.0216.C13.o3.tc 
3325 



OJ000251 01.0216.C13 



none 
3325. 
3565. 
3702. 
3884 . 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

3423, 3328. .3417, 3563. .3613, 3564. .3614, 3564. .3641, 
3621, 3615. .3644, 3615. .3644, 3616. .3645, 3701. .3868, 
3821, 3702. .3869, 3703. .3870, 3703. .3873, 3758.-3874, 
4132, 3888. .4127, 3896. .4213, 4065. .4133 



5762 

TBLASTX: Cress 

4213 

92 



Seq. No. 34053 

Gene No. 70486 

Start 3107 

Name OJ000251_01 . 0216 . C13 . ol . tm 

Start 3734 

GI none 
Exons 



Seq. ID OJ000251_01.0216.C13 
Strand 
End 

Method 
End 
Score 



5762 

TBLASTX: Maize 

4563 

1254 



3734. .4555, 3735. .4556, 3758. .4558, 4192. .4563 



Seq. No. 34053 

. Gene^. No . w .. - ™_. 70.48 6. a ., - 

~'^ : ZJ~Zj^—Z 

Name • ■ - OJ000251_01 r0216 . C13 :o4 . tw 

Start 3875 
GI none 
Exons 



Seq. ID OJ000251_01.0216.C13 

.. ^.Strand. „ ,z , - - 

.:^Jnd.iJ..._J5262lZlI^ 

Method • TBLASTX-: Wheat - 



End 
Score 



3875. .4180, 3875. .4180, 4065. .4181 



4181 
448 



Seq. No. 34053 Seq. ID 

Gene No. 70486 Strand 

Start 3107 End 

Name OJ000251_01 . 0216 . C13 . ol . tc Method 

Start 4467 End 

GI none Score 

Exons '4467. .4508, 4469. .4642, 4469. .4663, 

4663. .4779, 4664. .4783, 4787. .4996, 

5489. .5587, 5499. .5594, 5503. .5595, 

■ 5596. .5676, 5600. .5686, 5601.. 5684 



OJ000251 01.0216.C13 



5762 

TBLASTX: Cress 
5686 
79 

4545. .4676, 4662. .4775, 
4789. .5502, 4792. .5502, 
5507 . .5593, 5521. .5595, 



Seq. No. 

Gene .No.. 
Start 
Name- ■ 
Start 
GI 

Exons 



34053 

.70486 . . _ 

3107 

OJ000251_01 . 0216. C13 .o2 . tm 

4787 

none 



Seq. ID OJ000251_01.0216.C13 
Strand 

End '5762 . 

Method. TBLASTX: Maize 

End 5564 

Score 304 



4787. .4996, 4789. .5037, 4792. .5037, 4866. .5039, 4973. .5038, 
5032. .5562, 5040. .5564, 5041. .5562 



Seq. No. 34053 Seq. ID OJ000251_01 . 0216 . C13 

Gene No. 70486 Strand 

Start 3107 End 5762 

Name OJ000251_01 . 0216 . CI 3 . o2 . ts Method TBLASTX : Soybean 

Start 4919 End 5496 

GI none Score 107 

Exons 4919. .4996, 4921. .5496, 4923. .5180, 4924. .5490 



Seq. No. 



34053 



Seq. ID OJ000251 01.0216.C13 



3:4 032 




Gene No. 


70486 








Strand 




Start 


3107 








End 


5762 


Name 


OJ000251 01 


.0216 


.C13 .ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


5157 








End 


5534 


GI 


none 








Score 


51 


Exons 


5157. .5183, 


5158 


. .5532, 


5158. 


.5532, 5159.. 5533, 5232.. 5534 


Seq. No. 


34053 








Seq. ID 


OJ000251_01.0216.C13 


Gene No. 


70486 








Strand 




Start 


3107 








End 


5762 


Name 


OJ000251 01 


. 0216 


.C13.o5 


. tw 


Method 


TBLASTX: Wheat 


Start 


5535 








End 


5762 


GI 


none 








Score 


104 


Exons 


5535. .5594, 


5537 


. .5593, 


5601. 


.5762, 5616.. 5762 


Seq. No. 


34053 








Seq. ID 


OJ000251_01.0216.C13 


Gene No. 


70487 








Strand 




Start 


5916 








End 


6324 


Name 


OJ000251 01 


.0216 


.C13.o5 


. tc 


Method 


TBLASTX: Cress 


Start 


5916 








End 


6324 


GI 


none 








Score 


61 


-Exons^ 


5.9 16 ......5.960^ 


5.920. 


v . 5955,,^ 


- 5 94 7.. 


.61.0.8 fc ._>.?61 ....61.10., -^5,962 . ..,61.0.8., 




[Zi '£07Z, ^6lId,~ 




^."-6.i9.a f r 




... .6 191.,.,.. .61.0.5 621R,_610£ .6192., 




6193. .'6324, 


6195 


. . 6275, 


620-2 . 


.6282 




Seq. No. 


34053 








Seq. ID 


OJ000251_01.0216.C13 


Gene No. 


70488 








Strand 




Start 


6272 








End 


6451 


Name 


OJ000251 01 


.0216 


.C13.o8 


. ts 


Method 


TBLASTX : Soybean 


Start 


6272 








End 


6451 


GI 


none 








Score 


52 


Exons 


6272. .6301, 


6274 


. . 6297, 


6307. 


.6447, 6311. .6451 


Seq. No. 


34054 








Seq. ID 


OJ000251_01.0216.C14 


Gene No. 


70489 








Strand 




Start 


3885 








End 


6781 


Name 


OJ000251_01 


.0216. 


.C14 .o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


876 








End 


1362 


GI 


none 








Score 


92 


Exons 


876. .953, 8' 


76. .953, 877 


. .954, 


955. .1011, 955. .1011, 986. .1066, 




991. .1068, 


993.. 1070, 1002.. 1064, 1018 


. .1083, 1028. .1096, 




1029. . 1070, 


1056, 


. .1076, 


1081. 


.1131, 1081. .1122, 1082. .1174, 




'* 1082. .1132, 


1121. 


. .1360, 


1128. 


.1361, 1128.. 1361, 1315.. 1362 


Seq. No. 


34054 








Seq. ID 


OJ000251_01 . 0216. CI 4 


Gene No. 


70489 








Strand 




Start 


3885 








End 


6781 


Name 


OJ000251 01 


.0216. 


,C14.o2. 


. ts 


Method 


TBLASTX : Soybean 


Start 


1157 








End 


1650 


GI 


none 








Score 


684 


Exons 


1157. .1648, 


1167. 


, .1565, 


1169. 


.1648, 1315. .1650, 1528. .1650 


Seq. No. 


34054 








Seq. ID 


OJ000251_01.0216.C14 


Gene No. 


70489 








Strand 




Start 


-> n n c 

JOU J 








End 


6781 


Name 


OJ000251 01 


.0216. 


,C14.o6. 


. ts 


Method 


TBLASTX : Soybean 


Start 


2856 








End 


3082 



34033 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
2856. .3080, 2858. .3082, 2858. .3082 



347 



34054 
70489 
3885 

OJ000251_01.0216.C14 .o3.ts 

3083 

none 



Seq. ID OJ000251_01.0216.C14 
Strand 
End 

Method 
End 
Score 



6781 

TBLASTX : Soybean 

3535 

448 



3083. .3400, 3083. .3400, 3087. .3401, 3388. .3465, 3388.-3462, 
3405. .3464, 3418. .3534, 3420. .3533, 3449. .3535 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
. Gene t .No . 

.sfcaxt 

Name ■ 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34054 
70489 
3885 

OJ000251_01.0216.C14 .o3.tm 

3480 

none 



Seq. ID OJ000251_01.0216.C14 
Strand 
End 

Method 
End 
Score 



6781 

TBLASTX: Maize 

3604 

132 



3480. .3566, 3481. .3567, 3485. .3583, 3485. .3604 



34054 Seq. ID 

w 7 04 8.9.. . ^.^.-^ .^-vr -^. ^Strand^^ 

.3.8 8Al . . ^_..^_Xnd____;_ 

• OJ00b251j01.0216vC14.-o2.tm" - Method - 
3618 End 
none Score 
3618. .3935, 3619. .3972, 3621. .3971 



OJ000251 01.0216.C14 



34054 
70489 
3885 

OJ000251_01.0216.C14.ol.ts 

3648 

none 

3648.. .3695, 3651. 
3946. .4254, 3947. 
4247. .4372, 4247. 



,3692, 3691. 
,4192, 3993. 
,4372 



Seq. ID 
Strand 
End 

Method 
End 
Score 



-6-I8.1„,_ _ 

TBLASTX : Maize 

3972 

564 



OJ000251 01.0216.C14 



6781 

TBLASTX : Soybean 
4372 
59 

3921, 3695. .3940, 3696. .3935, 
4193, 4209. .4253, 4245. .4367, 



Seq. No. 34054 
Gene No. 70489 
Start 3885 

Name OJ00 025 1^01 . 0216 . C14-. o3 . tc 

Start 3660 
GI none 

Exons 3660.. 3695, 3663.. 3692, 3695. 

3945. .4067, 3946. .4059, 3947. 
4077. .4169 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 01.0216.C14 



6781 

TBLASTX: Cress 
4182 

47" 

3940, 3696.. 3923, 3697. 
4081, 4059. .4085, 4075. 



,3948, 
.4182, 



Seq. No. 34054 Seq. ID 

Gene No. 70489 Strand 

Start 3885 End 

Name OJ000251_01 . 0216 . C14 . ol . gp Method 

Start 3885 End 

GI 183_5.R1084 Score 

Exons 3385.. 4269, 48IU..5854 

GI Descrip. 1 133999/sp | P05424 | RR7_ORYSA 1.0e-48 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S7 >gi_70904_pir R3RZ7 ribosomal protein S7 - rice 



OJ000251_01.0216.C14 

6781 
AAT/GAP 
5854 
2766 



34034 




chloroplast >gi_12037_emb_CAA33942_ (X15901) ribosomal protein 
S7 [Oryza sativa] >gi_12065_emb_CAA33919_ (X15901) ribosomal 

protein S7 [Oryza sativa] >gi_226657_prf 1603356CH ribosomal 

protein S7 [Oryza sativa] ' 



Seq. No. 


34054 








Seq. ID 


OJ000251 


oi o?i n 4 




70489 








Strand 






Start 


3885 








End 


- 6781 




Name 


OJ000251 01 


. 0216. 


C14 .ol 


. tm 


Method 


TBLASTX: 


Mai ze 


Start 


3974 ~~ 








End 


5852 




GI 


none 








Score 


756 




Exons 


3974. .4444, 


3974. 


.5383, 


3975. 


.5411, 3993. .5405, 


4939. .5412, 




5320. .5421, 


5467. 


.5550, 


5468. 


.5551, 5493. .5552, 


5545. .5844, 




5547. .5852, 


5550. 


. 5852 










Sea No 


34054 








Seq. ID 


OJ000251 


01 0216 C14 


Canp No 


70489 








Strand 






Start 


3885 








End 


6781 




Name 


OJ000251 01 


.0216. 


C14 . o3 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


4049 








End 


4268 




GI 


none 








Score 


99 






....4 04?.., ..4159^ 


-4 052,. 


.4 132, 


4 0.5 3 . 


^413.6„_.. 41 


1,6,.. -4.2.47,,. 


4118 4231 




„4 23 JL7^„_2.2£.. 


" 4? 68 








C • IVU • 


34054 








Seq. ID 


OJ000251 


_01.0216.C14 


flp-np No 


70489 








Strand 






Start 


3885 








End 


6781 




Name 


OJ000251 01 


.0216. 


C14 . o4 


. t c 


Method 


TBLASTX: 


Cr e s s 


Start 


4229 








End 


4389 




GI 


none 








Score 


194 




Exons 


4229. .4384, 


4240. 


. 4350, 


4247 . 


.4384, 4248. .4388, 


4249 4389 


Sea. No. 


34054 








Seq. ID 


OJ000251 


01 0216 C14 


Hprip No 


70489 








Strand 






Start 


3885 








End 


6781 




Name 


OJ000251 01 


0216. 


C14 . o4 


. t s 


Method 


TBLASTX: 


o w y kj ~ a 1 1 


Start 


4374 








End 


4776 


GI 


none 








Score 


178 




Exons 


4374. .4496, 


4375. 


.4497, 


4509 . 


.4622, 4509. .4622, 


4592 4774 




4595. .4774, 


4621. 


. 4776, 


4623. 


.4775 






Sea No 


34054 ' 








Seq. ID 


OJ000251 


' ni 0216 C14 


fipnp No 


■ 70489* 








Strand 






Start 


• 3885 








End 


6781 




Name 


OJ000251 01 


0216. 


C14 . ol 


> t w 


Method 


TBLASTX: 




Start 


4644 








End 


5054 




GI 


none 








Score 


42 




Exons 


4644. .4703, 


4695. 


.5054, 


4710. 


.5051 






Seq. No. 


34054 








Seq. ID 


OJ000251 


__01.0216.C14 


Gene No. 


70489 








Strand 






Start 


3885 








End 


6781 




Name 


OJ000251 01. 


0216. 


C14.ol 


tc 


Method 


TBLASTX: 


Cress 


Start 


4664 








End 


5412 




GI 


none 








Score 


740 




Exons 


4664. .5185, 


4665. 


.5141, 


4665. 


.5186, 5136. .5252, 


5140. .5253, 




5141. .5167, 


5144. 


.5260, 


5145. 


.5261, 5197. .5265, 


5229. .5303, 



34035 



5234.. 5335, 5267.. 5314, 5304.. 5378, 5320.. 5388, 5330.. 5374, 
5364.. 5405, 5370.. 5411, 5392.. 5412 



Seq. No. 34054 
Gene No. 70489 
Start 3885 

Name OJ000251_01 . 0216 . C14 . o5 . ts 

Start " 4934 
GI none 

Exons 4934.. 5134, 4935.. 5141, 4935 

5151. .5240, 5197. .5247, 5204 
5303.. 5344, 5310.. 5345, 5333 
5470. .5535, 5528. .5554, 5529 
5674. .5766, 5693. .5749, 5781 
5882. .6046, 5907. .6047 



Seq. ' ID 
Strand 
End 

Method 

End 

Score 
.5135, 
.5251, 
.5395, 
.5555, 
.5819, 



OJ000251_01.0216.C14 
6781 

TBLASTX : Soybean 
6047 
308 

5118. .5240, 5150. .5245, 
5302, 5271.. 5303, 
5533, 5469.. 5534, 
5666, 5589.. 5666, 



5267 
5468 
5562 
5880 



,6038, 5881.. 6036, 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
:.GI,_ . v 
.Exons™_. 



34054 
70489 
3885 

OJ000251_01.0216.C14.o5.tc 

5472 • 

none.. . r . .. .. ..... 



End 

Method 
End 

_ _ .- Score, .. 

5533.. 5676, 5533". . 5664 , . 5534 . . 5665 , 5670 .. 5693 - ----- 



Seq. ID OJ000251_01 .0216.014 
Strand 

6781 

TBLASTX: Cress 
5693 

49 __ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34054 
70489 
3885 

OJ000251_01. 

5694 

none 

5694. .5789, 
5880. .6026, 
6074 . . 6154, 
6174. .6281, 
6300. .6407, 
6481. .6657, 
6693. .6743, 



0216.014 .o2.tc 



,5780, 5787. 

,6018, 5921. 

,6155, 6147. 

,6256, 6220. 

6462, 6354. 

6664, 6565. 



5694. 
5887. 
6075. 
6188. 
6304, 
6482. 
6704. .6757, 6758, 



Seq. ID OJ000251_01.0216.C14 
Strand 

End 6781 
Method TBLASTX : Cress 
End 67 81 

Score 110 

.5813, 5787. .5813, 5789. .5818, 
.6019, 5983. .6054, 6073. .6150, 
.6218, 6150. .6218, 6151. .6219, 
.6282, 6278. .6409, 6298. .6414, 
.6461, 6403. .6462, 6480. .6527, 
.6666, 6567. .6665, 6691. .6744, 
.6781, 6760. .6780 



Seq. No. 


34055 






Seq. ID 


OJ000251_01.0216.C15 


Gene No. 


70490 






Strand 




Start' 


200 






End 


337 


Name 


OJ000251 


01. 0216. 015. ol. 


ts 


Method . 


TBLASTX : Soybean 


Start 


200 






End . 


337 


GI 


none 






Score 


191 


Exons 


2.00. .322, 


209. .337 








Seq. No. 


34055 






Seq. ID 


OJ000251_01.0216.C15 


Gene No. 


70491 






Strand 




Start 


409 






End 


956 


Name 


OJ000251 


01. 0216. 015. ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


409 






End 


956 


GI 


none 






Score 


75 


Exons 


409. .456, 


417. .458, 551. 


.592, 


570. . 665, 


583. .660, 757. .888. 




769. .849, 


820. .900, 901. 


. 924, 


903. . 923, 


921. . 956 


Seq. No. 


34055 






Seq. ID 


OJ000251_01.0216.C15 



34036 



Gene No. 70491 Strand 

Start 409 End 956 

Name OJ000251_01 . 0216 . C15 . ol . tm Method TBLASTX : Maize 

Start 706 End 956 

GI none Score 52 

Exons 706. .795, 708. .755, 712. .801, 784. .828, 787. .831, 823. .954, 

823. .954, 825. .956 

Seq. No. 34056 Seq. ID OJ000251_01 . 0216 . C16 

Gene No. 70492 Strand + 

Start 140 End 517 

Name OJ000251_01 . 0216 . CI 6 . ol . tm Method TBLASTX : Maize 

Start 1 End 517 

GI none Score 254 

Exons 1..156, 2. .175, 143. .229, 178. .393, 186. .332, 232. .357, 

315. .416, 331. .444, 337. .447, 400. .477, 404. .484, 408. .485, 

473. .517, 478. .513 

Seq. No. 34056 Seq. ID OJ000251_01 . 0216 . CI 6 

Gene No. . 70492 Strand + 

Start 140 End 517 

. Name,,,.,^^. .,OJ0.0Q251_.01 ; . 0216 ..C.16,..ol ..ts^.^. .Method TBLASTX.: Soybean 

...S.tart 1 — - ......End "_4.ab . JT".I^^1ILJIZII_2_J1 

GI- - - • none ... Score 1-72 - 

Exons -1..141, 2. .145, 18 1 . . 222 , .186 . . 215 , 304. .321, 406. -.477, 

411. .470, 412. .480 

Seq. No. 34056 Seq. ID OJ000251_01 . 0216 . C16 

Gene No. 704 92 Strand + 

Start 140 End 517 

Name OJ000251_01 . 021 6 . CI 6 . ol . tw Method TBLASTX : Wheat 

Start 1 End 157 

GI none Score 103 

Exons 1..66, 2. .67, 2. .70, 63. .143, 71. .157, 71. .139, 73. .156 

Seq. No. 34056 Seq. ID OJ000251JD1 . 0216 . CI 6 

Gene No. 70492 : Strand + 

Start 140 End 517 

Name OJ000251_01 . 0216 . C16 . ol . gp Method AAT/GAP 

Start 140 End 517 

GI 2135JL.R1084 Score 740 

Exons " 140. .517. 

GI Descrip. ■ 11 957/emb I X15901J CHOSXX 1.0e-159 Rice complete .chloroplast . * 
.genome 1 

Seq. No. 34057 Seq. ID OJ000251_01 . 0216 . C17 

Gene No. 70493 Strand + 

Start 1 End 523 

Name OJ000251JD1 . 021 6 . C17 . ol . gp Method AAT/GAP 

Start 1 End 523 

GI 7528_2.R1084 Score 989 

Exons 1 . . 523 

GI Descrip. * 14 0291/sp | P12206 | YCF4_ORYSA 7.0e-68 HYPOTHETICAL 21.5 KD 

PROTEIN (ORF 185) >gi_82541 pir S05116 hypothetical protein 185 

- rice chloroplast >gi_11997_emb_CAA33958_ (X15901) ORF185 
[Oryza sativa] >gi_226618_prf 1603356AQ ORF 185 [Oryza sativa] ' 



34037 



Seq. No. 34057 

Gene No. 70494 

Start , 527 

Name OJ000251_01 . 0216 . C17 . ol . ts 

Start 83 

GI none 
Exons 



Seq. ID OJ000251_01.0216.C17 
Strand 

End 1000 

Method TBLASTX : Soybean 

End 667 

Score 98 



83. .244, 88. .228, 141. .278, 232. .435, 266. .481, 266. .478, 
501. .563, 504. .563, 512. .568, 590. .649, 590. .667 



Seq. No. 34057 

Gene No. 70494 

Start 527 

Name OJ000251_01 . 021 6 . C17 . ol . tc 

Start 89 

GI none 
Exons 



Seq. ID OJ000251_01.0216.C17 
Strand 

End 1000 

Method TBLASTX : Cress 

End 650 

Score 699 



89. .574, 91. .579, 92. .580, 514. .582, 561. .650, 566. .649 



Seq. No. 
Gene No. 
Start 
Name 

.Start.,..,., 
jGX— 



Exons 



34057 
70494 
527 

OJ000251 01.0216.C17.ol.tm 



Seq. ID OJ000251_01.0216.C17 
Strand 

End 1000 

Method TBLASTX: Maize - 



..247_, 
.none.. 



^ : .^.End v:: _.-_, 
^ Sco.re.„_, 



84 4„„.^ 
..46. 



247 ;;27-9;- 248: .280,- 258. .665,- 263. . 667, -266. .667, - 753. -.7-7-6, 
773. .820, 775. .819, 776, v .820, 812. .844, 816. .836 



Seq. No. 


34057 


Seq. ID 


OJ000251_01.0216.C17 


Gene No. 


70494 


Strand 




Start 


527 


End 


1000 


Name 


OJ000251 01.0216.C17.o2.gp 


Method 


AAT/GAP 


Start 


527 


End 


1000 


GI 


2653 1.R1084 


Score 


916 


Exons 


527. .1000 






GI Descrip. 


, 11998/emb|CAA33959| 5.0e-35 


(X15901) 


ORF85 [Oryza sativa] 




>gi_22 6619_prf 1 60335 6AR ORF 


1 85A [Oryza sativa] 1 


Seq. No. 


34058 


Seq. ID 


OJ000251_01.0216.C18 


Gene No. 


70495 


Strand 




Start 


39 


End 


824 


Name 


OJ000251 01.0216.C18.o2.tm 


Method 


TBLASTX :Maize 


Start 


39 . 


End 


167 


GI 


none 


Score 


191. 


Exons • M ■ 


\ 39. .167,- 40. . 159 






Seq. No. 


34058 


Seq. ID 


OJ000251_01.0216.C18 


Gene No. 


70495 


Strand 




Start 


39 


End 


824 


Name 


OJ000251 01.0216.C18'.o2.ts 


Method 


TBLASTX: Soybean 


Start 


40 


End 


391 


GI 


none 


Score 


43 


Exons 


40. .66, 41. .70, 71. .148, 72.. 


149, 127. 


.390, 141. .389, 149. .391 


Seq. No. 


34058 


Seq. . ID 


OJ000251_01.0216.C18 


Gene No . 


70495 


Strand 




Start 


39 


End 


824 


Name 


OJ000251 01.0216.C18.ol.tc 


Method 


TBLASTX: Cress 


Start 


73 


End 


824 



34038 




GI 


none 




Score 


251 


L_J 1 u 


73 . .24 6, 


73 267 149 280 


267 383 


268 387 391 600 




393 . . 824 , 


396. .815 






Qpa No 


34058 




Seq. ID 


OJ000251 01 0216 C18 


Gene No. 


70495 




Strand 




Start 


39 




End 


824 


Name 


OJ000251 


01.0216.C18.ol.tm 


Method 


TBLASTX: Maize 


Start 


391 




End 


824 


GI 


none 




Score 


304 


Exons 


391 .600, 


393 . .641. 396 641 


. 470 643 


. 577 642. 636 824 




637 . .786, 


644 .. 790, 645 . .818 






Seq. No. 


34058 




Seq. ID 


OJ000251_01.0216.C18 


Gene No. 


70495 




Strand 




Start 


39 




End 


824 


Name 


OJ000251 


01 0216 C18 ol ts 


Method 


TBLASTX: Soybean 


Start 


391 




End 


824 


GI 


none 




Score 


301 


Exons 


391 . . 600, 


393. .824, 396. .815 






Sea No 


3_4.0.55 




__Seq ... J.D T .__0 J0H0.25.1_01. .0.21.6.^02,0. 


.Gene. -.No.. 


* ~ioasus7 7"„ 




-_.Strand._- 




Start 


84 - 




End 


.170c. .. . - 


Name 


OJ000251 


01.0216.C20.o2.ts 


Method 


TRT ZVQTY • Qnuhoan 


Start 


84 ~~ 




End 


1916 


GI 


none 




Score 


75 


1—1 V_/ i 1 o 


84 . . 227 , 


102. .191, 231. .311, 


355. . 696, 


378. . 692, 747. .791, 




813 . . 1124 


, 817. .918, 1121. .1216 




Sea No 


34059 




Seq. ID 


OJ000251_01.0216.C20 


flpnp Ma 


704 96 




Strand 




Start 


84 




End 


1785 


Name 


OJ000251 


01.0216.C20.o4.tm 


Method 


TBLASTX: Maize 


Start 


84 




End. 


1462 


GI 


none 




Score 


66 


Exons 


84. .227, 


102.. 200, 231.. .311, 


378. .560, 


378. .692, 379. .696, 




747. .791, 


813. .1124, 817..H22, 1121.. 


12 L6, 12-23. .14 62, : , 




1224. .1295, 1247. .1372, 1335 


. .1394 




Seq. No. 


34059 




Seq. ID 


OJ000251_01.0216.C20 


Gene No. 


70496 




Strand 




Start 


84 ■ 




End 


1785 


Name 


OJ000251 


01.0216.C20.o9.tc 


Method 


TBLASTX: Cress 


Start 


96 




End 


582 


GI 


none 




Score 


83 


Exons 


96. .227, 


102. .200, 237. .311, 


378. .563, 


378. .581, 379. .582 


Seq. No. 


34059 




Seq. ID 


OJ000251_01.0216.C20 


Gene No. 


70496 




Strand 




Start 


84 




End 


1785 


Name 


OJ000251 


01.0216.C20.ol.tc 


Method 


TBLASTX: Cress 


Start 


582 




End 


1785 


GI 


none 




Score 


677 


Exons 


582. . 1124 


, 619. .1122, 905. .1126, 978.. 


1124, 1121.. 1549, 



1125. .1502, 1126. .1506, 1503. .1574, 1503. .1784, 1504. .1785 



34039 



Seq. No. 34059 Seq. ID 

Gene No. 70496 Strand 

Start 84 End 

Name OJ000251_01 . 0216 . C20 . oil . ts Method 

Start 1223 End 

GI none Score 

Exons 1223. .1393, 1224. .1394 



OJ000251_01.0216.C20 
1785 

TBLASTX: Soybean 

1394 

112 



Seq. No. 


34059 








Seq. ID 


OJ000251_01.0216.C20 


Gene No. 


70496 








Strand 




Start 


84 








End 


1785 


Name 


OJ000251 01 


.0216 


.C20 .ol0. tm 


Method 


TBLASTX: Maize 


Start 


1463 








End 


1605 


GI 


none 








Score 


67 


Exons 


1463. .1504, 


14 63 


. .1549, 


1502. 


.1603, 1504. .1605, 1504. .1605 


Seq. No. 


34059 








Seq. ID 


OJ000251_01.0216.C20 


Gene No. 


70496 








Strand 




Start 


84 








End 


1785 


Name 


OJ000251 01 


.0216 


.C20.o8. 


ts 


Method 


TBLASTX: Soybean 


Start 


1545 








End 


1777 




._npne__. _ 








... Score , v . 


.-2 8 5 ^^^^ 


.XxQns . — 


"„ T 1545l....l7i!5,„ 


..1.5.4.6.^,177.3.,. 


.15531 






Seq. No. 


34059 








Seq. ID 


OJ000251_01.0216.C20 


Gene No. 


70497 








Strand 




Start 


1786 








End 


4830 


Name 


OJ000251 01 


.0216 


■C20.ol0.tc 


Method 


TBLASTX: Cress 


Start 


1786 








End 


1988 


GI 


none 








Score 


259 


Exons 


1786. .1986, 


1786 


. .1986, 


1788. 


.1988, 1800. .1988 


Seq. No. 


34059 








Seq. ID 


OJ000251_01.0216.C20 


Gene No. 


70497 








Strand 




Start 


1786 








End 


4830 


Name 


OJ000251 01 


.0216 


C20.O3. 


tm 


Method 


TBLASTX: Maize 


Start 


1805 








End 


2936 


GI 


none 








Score 


742 


Exons 


1805. .2257, 


1805 


.2140, 


1806. 


.2285, 1807. .2262, 2232. .2300, 




2234. .2332, 


2235 


.2333, 


2255. 


.2341, 2315. .2437, 2328. .2444, 




2328. .2438, 


2439 


.24 68, 


2440. 


.2469, 2482. .2532, 2485. .2532, 




2510. .2614, 


2524 


.2613, 


2547. 


.2627, 2611. .2682, 2612. .2668, „ 




2616. .2669, 


2663- 


.2743, 


2664-. 


.2741, 26,65.. 2745, 2665 . .'2745, 




2773. .2925, 


2785 


.2922, 


2789. 


.2929, 2790. .2936 


Seq. No. 


34059 








Seq. ID 


OJ000251_01.0216.C20 


Gene No. 


70497 








Strand 




Start 


1786 








End 


4830 


Name 


OJ000251 01 


.0216, 


C20.O5. 


ts 


Method 


TBLASTX : Soybean 


Start 


1938 








End 


2357 


GI 


none 








Score 


365 


Exons 


1938. .2255, 


1938. 


.2273, 


1942. 


.2274, 1945. .2274, 2186. .2275, 



2328. .2357 



Seq. No. 34059 Seq. ID OJ000251_01 . 0216 . C20 

Gene No. 70497 Strand 

Start 1786 End 4830 



34040 



Name 

Start 

GI 

Exons 



OJ000251_01. 0216.C20.o6.tc Method 
1989 End 
none Score 
1989.. 2255, 1989.. 2255, 2328.. 2357 



TBLASTX: Cress 

2357 

361 



Seq. No. 34059 

Gene No. 70497 

Start 1786 

Name OJ000251_01 . 0216 . C20 . o9 . ts 

Start 2815 

GI none 

Exons 2815.. 2970, 2816.. 2971, 2819. 

3687.. 3803, 3689.. 3805, 3695. 



Seq. ID OJ000251_01.0216.C20 
Strand 

End 4830 

Method TBLASTX: Soybean . 

End 3805 

Score 149 

.2971, 2856. .2981, 3658. .3804, 
.3805 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34059 
70497 
1786 

OJ000251_01. 0216. C20. oil. tc 

2865 

none 

.2865. .2981, 
,2984... 3037,,,. 



2866.. 3006, 2866. 
.,298,5.^,.3q38,^ 3096 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 01.0216.C20 



4830 

TBLASTX: Cress 
3197 
114 

2994, 2873. .3010, 2982. .3047, 

31.4.0 ,.^3.036,.... 3.17 0,^,31.0 0_ V!fc 3171 



. 3 1.5.4.- 31.9.2., ... .3159 31 97 _ , 

34059 
70497 
1786 

OJ000251_01.0216.C20.o7.tm 
2991 
none 
2991. 
3148. 
3284, 



,3146, 2994. .3146, 
,3255, 3244. .3294, 

,3334 



3096. 
3248. 



OJ000251_01.0216.C20 
4830 

TBLASTX: Maize 
3334 
240 

,3271, 
,3332, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3218, 3142. .3258, 3146. 
.3331, 3251. .3313, 3255. 



Seq. No. 34059 Seq. ID 

Gene No. 704 97 Strand 

Start 1786. End 

Name OJ000251_01 . 0216'. C20 . o7 . tc Method 

Start 3665 End 

GI none Score 

Exons . 3665.-3922, 3668.. 4015 



OJ000251_01.0216.C20 
4830 

TBLASTX: Cress 

4015 

405 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No . 
Start 
Name 
Start 



.34059 . ■ • 
704 97 
1786 

OJ000251_01 . 0216 . C20 . o2 . tm 

3675 

none 

3675.. 3821, 3676.. 4026, 3676. 
4021. .4650, 4025. .4681, 4026. 
4629.. 4808, 4645.. 4809, 4646. 

34059 
70497 
17b6 

OJ000251_01.0216.C20.o8.tc 
4081 



Seq; ID 
.Strand 
End 

Method 
End 
Score 

.4011, 3876 
.4634, 4057 



OJ000251 01. 021'6.C20. 



4830 

TBLASTX: Maize 
4830 
239 

4028, 3962. 
4647, 4604. 



,4810, .4810. .4830, 4812, 



,4027, 
,4807, 
,4829 



Seq. ID 

Strand 

End 

Method 
End 



OJ000251_01.0216.C20 
4830 

TBLASTX: Cress 
4815 



34041 



GI 

Exons 



none 

4081. .4137, 4093. .4113, 4148. 

4200. .4322, 4206. .4322, 4207. 

4330. .4434, 4331. .4444, 4443. 

4626. .4805, 4633. .4815, 4633. 



Score 56 

.4201, 4165. .4200, 4165. .4296, 

.4323, 4211. .4330, 4318. .4434, 

.4535, 4455. .4535, 4457. .4540, 
.4815 



Seq. No. 34059 
Gene No. 70497 
Start 1786 

Name OJ000251JD1 . 0216 . C20 . o7 . ts 

Start 4144 
GI none 
Exons 4144.. 4200, 4145. 

4207. .4335, 4378. 

4474. .4545, 4488. 

4646. .4813, 4659. 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



OJ000251_01.0216.C20 

483CX - - 
TBLASTX : Soybean 
4820 
54 



.4204, 4164. .4205, 4177. .4299, 4206. .4325, 

.4413, 4388. .4411, 4447. .4473, 4454. .4528, 

.4532, 4540. .4566, 4544. .4567, 4645. .4812, 

,4820 



Seq. No. 
Gene No. 
Start 
Name 
Starts, 

-GL_ 

Exons 



34059 Seq. ID 

70498 Strand 
4 997 End 

OJ000251 01.0216.C20.o8.tm Method 



OJ000251_01.0216.C20 
5383 

TBLASTX: Maize 



. „ .Score^ 2.91 



„499.7, r ,,,_,._ 
.none ~. 

4997.. 5017/ 5001.. 5285, 5020.. 5145, 5021.:5152, 50'4 0-.-. 5288 , - 

5198. .5293, 5284. .5373, 5287. .5373, 5288. .5383, 5288. .5374 



Seq. No. 34059 

Gene No. 70499 

Start 5464 

Name OJ000251_01 . 0216 . C20 . 06 . tm 

Start 5464 

GI none 
Exons 



Seq. ID OJ000251_01.0216.C20 
Strand 

End 6758 

Method TBLASTX : Mai ze 

End 6006 

Score 97 



5464. .5547, 5464. .5517, 5465. .5545, 5466. .5546, 5547. .5699, 
5548. .5973, 5551. .5979, 5772.-5975, 5971. .6006 



Seq. No. 34059 
Gene No. 70499 
Start 5464 

Name * OJ000251_01 . 0216 . C20 . o2 . tw 
Start ' 5634 
GI • • none 

Exons 5634.. 5672, 5683.. 5751, 5690. 

5740. .6033' - - 



Seq. ID OJ000251_01.0216.C20 

Strand ' •] 

End 6758 

Method TBLASTX : Wheat 

End 6034 

Score 101 

.5752, 5696. .5752,, 5711. .6034, 



Seq. No. 34059 
Gene No. 70499 
Start 5464 

Name OJ000251_01 . 0216 . C20 . o3 . tc 

Start 5761 
GI none 

Exons 5761.. 6390, 5762.. 6391, 5771, 

6410. .6457, 6623. .6742, 6655. 
6663. .6749 



OJ000251JD1. 0216.C20 
6758 

TBLASTX: Cress 

6758 

704 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6391, 6261. .6395, 6409. .6480, 
.6744, 6662. .6739, 6663. .6758, 



Gene No. 
Start 



J4 ud y 

70499 
5464 



Seq. ID 

Strand 

End 



OJ000251 01.0216.C20 



6758 



34042 



Name 
Start 
GI. 
Exons 



OJ000251_01.0216.C20.o4 .ts 

5985 

none 

5985.. 6380, 5986.. 6387, 5987. 
6433. . 6489 



Method TBLASTX : Soybean 
End 64 8 9 

Score 348 

.6388, 5987. .6388, 6294. .6389, 



Seq. No. 34059 
Gene No. 70499 
Start 5464 

Name OJ000251_01 . 0216 . C20 . o9 . tm 

Start 6267 
GI none 

Exons 6267.. 6380, 6267.. 6380, 6268, 

6377. .6490, 6379.. 6489, 6380. 
6498.-6524, 6499.. 6522, 6500, 



Seq. ID OJ000251_01.0216.C20 
Strand 

End 6758 

Method TBLASTX : Mai ze 

End 6524 

Score 163 

,6381, 6269. .6409, 6375. .6467, 
.6502, 6381.. 6500, 6463.. 6501, 
.6523 



Seq. No. 
Gene No. 
Start 
Name 
Start 

..Exons _ 



34059 
70500 
7118 

OJ000251_01. 

7118 
vr none. ^ „ „. _ a _ _ 
^IX8'~.I52ll*,:. 



7379. 
7619. 
7818. 
7920. 
8008. 



,7609, 
,7738, 
,7865, 
,7997, 
,8109 



0216.C20.o5.tm 



J„15.Q-._7;2.33.,„^7.22 6. 
7380. .7610, 7383. 
7620. .7649, 7643. 
7825. .7923, 7826. 
7933. .8001, 7994. 



OJ000251_01. 0216.C20 
8134 

TBLASTX: Maize 
8109 

7.8 



Seq. ID 
Strand 
End 

Method 
End 

.Scow _ 



,7619, 7384. .7620, 7 616 .'.7 651 , 

,7735, 7644..7742, 7654. .7746, 

,7924, 7919. .7996, 7919. .7996, 

.8068, 7995. .8105, 7995. .8108, 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name. . 
Start 
GI 

Exons 



34059 
70500 
7118 

OJ000251_01. 0216.C20.olO.ts 

7471 

none 

7471. .7620, 7493. .7654, 7510. 
7617. .7733, 7642. .7734 

34059 
70500 

7118 .... 

OJ000251_01.0216.C20.o3.tw 

7495- 

none" * 

7495.-7683, 7502. .7612, 7503. 
7671. .7757, 7683. . 7757 



Seq. ID OJ000251_01.0216.C20 
Strand 

End 8134 

Method TBLASTX : Soybean 

End 7738 

Score 165 

.7620, 7610. .7660, 7616. .7738, 



Seq. ID OJ000251_01.0216.C20 
Strand 

End . 8134 

Method TBLASTX: Wheat 

End ' 7757 

Score 176 

7619, 7599. .7652, 7618. .7659, 



Seq. No. 34059 

Gene No. 70500 

Start 7118 

Name OJ000251_01 . 0216 . C20 . ol2 . tc 

Start 7998 

GI none 

Exons 7998.. 8114, 8001.. 8132, 8008. 

Seq. No. 34059 

Gene No. 70501 



Seq. ID OJ000251_01.0216.C20 
Strand 

End 8134 

Method TBLASTX : Cress 

End 8134 

Score 133 

.8121, 8008. .8133, 8111. .8134 

Seq. ID OJ000251_01.0216.C20 
Strand 



34043 



Start 


8724 


End 


11527 


Name 


OJ000251 01.0216.C20.ol.tm 


Method 


TBLASTX: Maize 


Start 


8724 


End 


11426 


GI 


none 


Score 


68 


J__i \w/ 1 X o 


8724. .8774, 8724. .8774, 8725 


..8775, 8777. .8845, 8787. .8816, 




8842. .9501, 8848. .9483, 9481 


..9519, 9488. .9697, 9492. .9707, 




9523. .9714, 9524. .9694, 9531 


..9695, 9680. .10204, 9683. .10066, 




9684. .10235, 9684. .10214, 10218 10529, 10240 10740, - ' 




lUz j b . . 1U / 4 I , i Uo jD . . 1 U / 4 1 , 


10738. .10899, 10742. .10900, 




1074 3. .10910, 1074 3. .10925, 


1074 4. .1092 6, 10935. .1097 9, 




10956. . 11009, 10956. .10985, 


10957. .11013, 10961. .11008, 




11002.. 11028, 11006.. 11029, 


11059. .11121, 11061. .11123, 




11076 11123 11090 11134 


11095. .11217, 11128. .11172, 




11129.. 11176, 11144.. 11266, 


11151. .11252, 11251. .11313, 




11251.. 11310, 112 52.. 11311, 


11308. .11334, 11313. .11426, 




11315 . . 11425 






Seq. No. 


34059 


Seq. ID 


OJ000251_01.0216.C20 


Gene No. 


70501 


Strand 




Start 


8724 


End 


11527 


Name 


OJ000251 01 0216 C20 o4 tc 


Method 


TBLASTX: Cress 


Start 


-8931 .~ r .__ „..- 


„-^End^ 




G.I_ _ . 


none 


. S.cor.e. 


. 237 


Rynnq - 

Lj JTi. \S 1 1 O 


8931 9143 8931 9398 8932 


..9399, 8932..9408, -9062.. 9406 


Seq. No. 


34059 


Seq. ID 


OJ000251_01.0216.C20 


Gene No. 


70501 


Strand 




Start 


8724 


End 


11527 


Name 


OJ000251 01.0216.C20.o3.ts 


Method 


TBLASTX : Soybean 


Start 


8983 


End 


9433 


GI 


none 


Score 


383 


1_J A \J L I lD 


8983. .9417, 8983. .9417, 9059 


. .9433 




Sea No 


34059 


Seq. ID 


OJ000251_01.0216.C20 


Gene No. 


70501 


Strand 




Start 


8724 


End 


11527 


Name 


OJ000251 01.0216.C20.o2.tc 


Method 


TBLASTX: Cress 


Start 


94 95 


End 


10212 v 


GI 


none 


Score 


146 


F.xnn 

l_j *v ^ iltj 


9495. .9683, 9520.. 9684, 9521 


..9787, 9674. .9745, 9732. .9788, 




9781. .9858, 9782. .10204,. 9783. .10211, 


9898. .10212 


Seq. No.- 


■ 34059 


,Seq. ID 


"OJ000251_01.0216.C20 


Gene No. 


70501 


Strand 




Start 


8724 


End 


11527 


Name 


OJ000251 01.0216.C20.ol.ts 


Method 


TBLASTX: Soybean 


Start 


9563 


End 


10247 


GI 


none 


Score 


778 


i_J aUI 1 O 


9563. .10204, 9564. .10247, 9564. .10211 




Seq. No. 


34059 


Seq. ID 


OJ000251_01.0216.C20 


Gene No. 


70501 


Strand 




Start 


8724 


End 


11527 


Name 


OJ000251 01.0216.C20.ol.tw 


Method 


TBLASTX r Wheat 


Start 


9650 


End 


10181 


GI 


none 


Score 


697 


Exons 


9650. .10180, 9651. .10181 







34044 



Seq. No". 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34059 
70501 
8724 

OJ000251_01.0216.C20.o5.tc 

10243 

none 



Seq. ID OJ000251_01.0216.C20 
Strand 

End 11527 

Method TBLASTX : Cress 

End 10642 

Score 210 



10243. .10275, 10290 .. 10499, 10292 .. 10642 , 10292 .. 10636, 
10324. .10638, 10575.. 10640 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34059 
70501 
8724 

OJ000251_01.0216.C20.o6.ts 

10249 

none 



Seq. ID OJ000251_01.0216.C20 
Strand 

End 11527 

Method TBLASTX : Soybean 

End 10582 

Score 306 



1024 9. .10524, 10250. .10582, 10252. .10581 



Seq. No. 
Gene No. 
Start' 
Name 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34059 
70501 

8724 . ...... 

„OJ0.00,251_0.1 . 0216_. C20 .pl2 .±s 

_113JL&, . 

none ... 



Seq. ID OJ000251_01.0216.C20 
Strand 

End 11527 
.^Method.. _ TBLASTXxS.o.ybean__ 
_ „Eni„ 1.1527. , 

Score 137 - - - - " 



11318. .11422, 11319. .11423, "11319. .11423, 11320. .11424, 
11419. .114 99, 11420. .114 94, 11474. .11527 



34060 
70502 
124 

OJ000251_01 . 0216 . C21 . ol . tc 

124 

none 



Seq. ID OJ000251_01.0216.C21 
Strand 

End 1796 

Method TBLASTX: Cress 

End 1795 

Score 75 



124. .294, 219. .458, 284. .448, 291. .452, 379. .462, 429. .773, 
450. .773, 830. .1795, 831. .1451, 856. .1794 



Seq. No. 34060 - 

Gene No. 70502 

Start 124 

Name OJ000251_01 . 02 16 . C21 . o2 . tm 

Start 157 ; . 

GI none 
Exons 



Seq. ID OJ000251_01.0216.C21 

Strand . , 

End 1796 

Method TBLASTX : Maize 

End .541 

Score 131 



157. .294 v 158. 148-7, 497. .487, 379. .504, 471. .539, 472. .540, " 
4 94.. 541 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34060 
70502 
124 

OJ000251_01.0216.C21.ol.ts 

219 

none 



Seq. ID OJ000251_01.0216.C21 
Strand 

End 1796 

Method TBLASTX : Soybean 

End 1515 

Score 69 



219. .773, 220. .294, 302. .769, 309. .773, 829. .990, 830. .1513, 
831. .1451, 871. .1515, 1189. .1515 



oeq. lno . 
Gene No. 
Start 



34060 
70502 
124 



Seq. ID OJ000251_01.0216.C21 
Strand 

End 1796 



34045 



Name 

Start 

GI 

Exons 



OJ000251_01 . 0216 . C21 . ol . tm Method TBLASTX: Maize 
645 End 1796 

none Score 67 

645.-773, 650. .772, 734. .1030, 830. .1426, 831. .1415, 1070. .1426, 
1427. .1669, 1445. .1795, 1536. .1796 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34060 
70502 
124 

OJ000251_01.0216.C21.o2.tw 

677 

none 



Seq. ID OJ000251__01.0216.C21 
Strand 

End 1796 

Method TBLASTX : Wheat 

End 1057 

Score 4 4 



677. .772, 678. .773, 830. . 1057, 831. .1034 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq . No-. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34060 
70502 
124 

OJ000251_01. 0216.C21.ol.tw 

1145 

none 



Seq. ID OJ000251_01.0216.C21 
Strand 

End 1796 

Method TBLASTX : Wheat 

End 1796 

Score 237 



1145. .1426, 1146. .1415, 1151. .1420, 1445. .1507, 1514. .1552, 

.1563,^1236,.. 1577.,. 17.9,5.,....,...^ ..... 



34060' 

70502 

124 

OJ000251_01. 0216.C21.o2.ts 

1516 

none 



Seq. ID ■ OJ000251_01.0216.C21 
Strand 

End 1796 

Method TBLASTX: Soybean . 

End 1796 

Score 225 



1516. .1788, 1517. .1789, 1517. .1795, 1518. .1796 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.* " 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34061 
70503 
1368 

OJ000251_01.0216.C22.o2.gp 
1368 

24824_1.R1084 
1368. .2097 

■476752 5.0e-87 (L24073) rubisco large subunit [Oryza sativa] 
>giJL583954_prf 21214 8 9A 

RuBisCO:SUBUNIT=large: ISOTYPE=truncated [Oryza .sativa] ' 



Seq. ID OJ000251_01.0216.C22 

Strand + 

End 2097 

Method AAT/GAP 

End 2097 

Score 1363 



34061 
70504 
2193 

OJ000251_01.0216.C22.o3.gp 
2193 

14384JL.R1084 
2193.. 2252 

'5881726/dbj |BAA84417.1| 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] 1 



Seq. "ID OJ000251_0L. 0216.C22 

Strand + 

End' 2252 

Method AAT/GAP 

End 2252 

Score 116 



Seq. No. 34061 

Gene No. 70505 

Start 390 

Name OJ000251_01 . 0216 . C22 . o2 . ts 

Start 56 



Seq. ID OJ000251_01.0216.C22 
Strand 

End 1113 

Method TBLASTX : Soybean 

End 1113 



34046 



GI 


none 


Exons 


56. .289, 57. .380, 57. .623, 58. 


Seq. No. 


34061 


Gene No. 


70505 


Start 


390 


Name 


OJ000251 01.02i6.C22.ol.tc 


Start 


57 


GI 


none 


Exons 


57. .380, 57. .626, 58. .627 


Seq. No. 


34061 


Gene No. 


70505 


Start 


390 


Name 


OJ000251 01.0216.C22.o3.tw 


Start 


57 


GI 


none 


Exons 


57. .182, 57. .380, 61. .363, 201 


Seq. No. 


34061 


Gene No. 


70505 


Start ,^ . _ ra:r 




Name . 


.OJ-00.Q251.-.,0.1..-0Z1.6.^C,2.2 r ..o2...tm, 


Start 


118 • ... 


GI 


none 


Exons 


118. .366, 138. .365, 141. .374, 




367. .675, 401. .679, 670. .699, 


Seq. No. 


34061 


Gene No. 


70505 


Start 


390 


Name 


OJ000251 01.0216.C22.ol.gp 


Start 


390 


GI 


uC-osflM202083hl2bl 


Exons 


390. .905 


GI Descrip. 


'552857 3.0e-25 (M31464) atpB 


Seq. No. 


34061 


Gene No. 


70505 


Start 


390 


Name 


OJ000251 01.0216.C22.o2.tw I 


Start 


497 . 


GI . 


none. 


Exons 


4 97.. 64 6, 4 97 ."'.5 92, 4 99.. 675, 



Score 



267 



Seq. ID OJ000251_01.0216.C22 
Strand 

End 1113 

Method TBLASTX : Cress 

End 627 

Score 237 



Seq. ID OJ000251_01.0216.C22 
Strand 

1113 

TBLASTX: Wheat 
380 
55 



End 

Method 
End 
Score 
. .380 



Seq. ID OJ000251_01.0216.C22 
Strand 

End.. : ..„ ..... .1113. ........_..„... r ,. ja . ;= _.„ 

Method . .TBLASTX.:ilai.ze,_ 

End 721 ' 

Score 255 



Seq. ID OJ000251_01.0216.C22 
Strand 

End 1113 

Method AAT/GAP 

End 905 

Score 947 



Seq. ID OJ000251_01.0216.C22 
Strand 

End 1113 
Method TBLASTX : Wheat 
End .928 
Score ' '215 ' ' 



643. .729, 644. .718, 707. .793, 715. .795, 716. .805, 717. .806, 
758. .928, 785. .928 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34061 
70506 
1036 

OJ000251_01. 0216.C22.o3.tm 

1036 

none 



Seq. ID OJ000251_01.0216.C22 
Strand 

End 2109 

Method TBLASTX: Maize 

End 1361 

Score 170 



1036. .1146, 1053. .1166, 1055. .1213, 1057. .1167, 1151. .1 261.- 
1269, 1234. .1359, 1236. .1361 



1167.. 1259, 1168 



Seq. No. 



34061 



Seq. ID OJ000251 01.0216.C22 



34047 





/UOUD 








Strand 




Start 


1036 








End 


2109 


Name 


OJ000251 01 


.0216 


C22.ol 


.tw 


Method 


TBLASTX: Wheat 


C -J- 3 y- f- 


1 0Q6 








End 


1780 












Score 


98 


Exons 


1 0Q6 1 1 67 
x w .7 u . . x x v / , 


1 096 

X \J ^ u 


114 6 

• X X 1 U / 


1 0QR 

lu JO . 


.1166, 1163. .1240, 1167. .1256, 




1214 1319 

X Z. X 4 . • 1 JlL/ 


194 3 


1305 


1 268 

X u o . 


.1342, 1306. .1734, 1326. .1778, 




1326 1778 


1355 


.1780, 


1597 . 


.1779 






34 o 61 








Seq. ID 


OJ000251_01.0216.C22 


Gene No. 


70506 








Strand 




Start 


1036 








End 


2109 


Name 


0.10009^1 m 


091 6 


P99 n1 




Method 


TBLASTX: Soybean 


OLall 










End 


2031 




none 








Score 


722 


Exons 


1 ^TR 18^6 


1 3?S 
i j j j « 


1 ft 6S 


1 3Sft 

1 J JO . 


.1861, 1851. .1919, 1852. .1977, 




1 ft S3 1 QR4 


1 9R0 

X -7 O U • 


2021 


1987 . 


.2031 




Seq. No. 


34061 








Seq. ID 


OJ000251_01.0216.C22 


Gene No. 


70506 








Strand 




C4-a r +- 


1 036 

X \J _> u 








End 


2109 


Name . • ^ . 


r>TOon9M 01 


0916 


P29 o? 


. Lt... 


Method. ... 


.. TBLAS.TX.:.Cress __._.-„ 


Q-t- a -r-f- 


1^4 4 ~ 








./End..''...,. . 


.182.0. „ 




none 








Score 






134 4 1 37 6 


1 37R 

1 J / u . 


. X / Z> o , 


1 379 


.1801, 13 


80. .1820, 1383. .1820 


Con NT r^> 


^4 n si 








Seq. ID 


OJ000251_01.0216.C22 


P o o NT o 


70R06 








Strand 




Start 


1036 








End 


2109 


Name 


OJ000251 01 


.0216. 


C22.ol 


.tm 


Method 


TBLASTX: Maize 


u Lai L 


i ^£9 
x j u ^ 








End 


2109 


C T 


none 








Score 


728 




1369 1 ft QS 


1 ^74 


1 ft S6 

. lO JUj 


1 7 QS 

X / ^ J . 


.1866, 18 


41. .1978, 1855. .1977, 




1 Q4 6 90 S 6 


1 QftO 


9109 


1 QR4 

X ,7 O *i • 


.2055, 2058. .2108, 2059. .2109, 




9061 91 Oft 

U U 1 • f ^ 1 u u 












C parr NIn 

OClj. IN U • 


34 061 

J M VJ U X 








Seq. ID 


OJ000251_01.0216.C22 


Gene No. 


70506 








Strand 




Start 


1036 








End 


2109 




0,10009^1 m 


091 6 


T9 9 r»4 

Z. Z . W 4 


f- W 
. LW 


Method 


TBLASTX: Wheat 


O LclX U 


1 7 ft 1 _ 

X f O X 








End 


1962 . . 


fl T 


none 








Score - 


128 


uAUIlo ■ ,» fc 


i 7 ft i 1 psr 


>7ft 9 

1,(06 . 


.1856," 


1 7 ft 'V 
1 / Oj. 


.1869, 17 


84. .1870, 1839... 1958, . 




XO*iU. . X .7 -J .7 , 


1 ft 4 1 

X O H X . 


1 QfiO 


1 ft S "3 
ID JO . 


.1957, 18 


55. .1962 


Octj. LN O . 


34 0 61 








Seq. ID 


OJ000251_01.0216.C22 


Gene No. 


70507 








Strand 




Start 


2106 








End 


2251 


LN CUlLC 


O.T0009S1 01 


091 6 


P99 nS 


. LW 


Method 


TBLASTX: Wheat 




91 06 ~~ 

Z X U D 






End 


2251 


uX 


none 








Score 


115 


Exons 


2106. .2180, 


2107. 


.2181, 


2108. 


.2182, 2112. .2183, 2174. .2251, 




2185. .2250 












h> s~ 14 . LIU . 


—>*/->/•- ^ 








Seq. ID 


OJ000251__01.0216.C23 


Gene No. 


70508 








Strand 




Start 


1 








End 


225 



34048 




Name 


nT0009 c ii oi 091 6 P9^ ni 


■ US 


4- Vi 

Metnoa 


i oij/-io i a . ooyoean 


otari. 


1 
X 






99 ^ 
z z o 


bl 


none 




Score 


9R ^ 
ZOO 


Exons 


1 99R ^ 1 Rft s 1 60 


1 S6 

X 3 D • • 


994 




Seq. No. 


34062 




Seq. ID 


OJ000251_01.0216.C23 


Gene No. 


70509 




Strand 




C+- -a v-f- 


1 R4 

104 




EjilVj. 


^94 


Name 


otooo9m m 0?16 r9^ ni 


. LL 


1X1 c LllOU 




O t-a.IT t. 


1 R4 ~ 






^94 


V3 X 


none 




Score 


99 Q 


Exons 


1 ft 4 "394 1 ft 6 ^9^ 








Seq. No. 


34063 




Seq. ID 


OJ000251_01.0216.C24 


Gene No. 


70510 




Strand 




Start 


182 




End 


673 


Mama 


O.70009M 01 0916 P94 oi 




Mo i* Vi <"\/H 
l v ic LilUU. 


TRT. A STY • PrpQQ 

1 DLinO XA • ^Xcbb 




1 ft 9 _ 




EjIKJ. 


67^ 


rir 
ox 


none 




Score 


6ft4 


l_i A U 1 1 o 


1ft9 67^ 1ft6 S19 9S6 


679 






j>eq,.^.No ^ 


.34063 




^Seq v .^ ID.^ 


,0 J 00,0 2.51_0.L-0.21 6,.,C2,4 . 


.Gene... No 


..20.5.1.0 





„ Strand---*. 






1 ft 9 • ~ ■ 
X 0 z 




tina 


67 ^ ■ * 


Name 


0 70009^1 01 0916 CO A n1 
UJUUUZOX Ul.UzXD.^Zfi.OX 


. T,S 


wetnoa 


TRT QQTY • Cn^Knan 

i t5Xj/\o i a i ooyoean 


O L aiTT_ 


^ A A 
O *i fl 






^ft 6 
ODD 




none 




Score 


^Rft 




"344 Rft6 "344 R90 ^46 


R ft R 






O c q . IN U • 


"34 064 




oeq . x u 


OT0009m 01 0916 P9R 




70511 




St r^nri 

U L J. Cll 1U 


+ 


Start 


1 




End 


57 


Name 


OJ000251 01.0216.C25.ol 


.gp 


Method 


AAT/GAP 




1 




EjIIQ 


^7 


uX 


2135 1.R1084 




Score 


1 1 O 


TT 1 \r /~\ y-\ cy 


1. .57 










, 11957/emb|X15901|CHOSXX 1 . Oe 


_1 C.Q Ri ao 


conip±ettr Liiioropiab L 




genome ? 










34064 




Seq. ID 


D.T0009R1 01 0916 P9 R 


Gene No. 


70512 




Strand 




Start 


95 




• End 


827 




.OJ000251 01.0216'.C25.bl 


tm • . 


Method ■ 


TRT ZiQTY • Ma n 70 « 


OLdl L 


1. 




End 


61 1 
D X X 


ox 


none 




Score 


10 6 


Exons 


1..72, 2. .67, 3. .74, 4. 


75, 75. .200, 75 


1 ft ft 7 7 1 QO 1 ^ft 




159. .461, 160. .462, 160 


.474, 


447. . 611, 


4ft7 m Q RIO 611 
HOf* . O 11? , OXU. .OXX 


Spa No 


34064 




Seq. ID. 


O.T00 0 9S1 01 0916 T9S 


Gene No. 


70512 




Strand 


+ _ 


Start 


95 




End 


827 


Name 


OJ000251 01.0216.C25.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


1 




End 


228 


GI 


none 




Score 


110 




1. .72, 2. .73, 2. .73, 4. . 


75, 64. .111, 73 


..111, 108. .227, 



108. .227, 112. .228 



34049 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 

..Name. r „, T _. .± 

.Start - 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



34064 
70512 
95 

OJ000251_01.0216.C25.ol.tc 
2 

none 



Seq. ID OJ000251_01.0216.C25 



Strand 
End 

Method 

End 

Score 



+ 

827 

TBLASTX: Cress 

432 

43 



2. .34, 42. .122, 43. .126, 43. .129, 45. .128, 196. .405, 198. .419, 
200. .424, 202. .432 



34064 
70512 
95 

OJ000251_01. 0216.C25.ol.ts 
18 

none 



Seq. ID OJ000251_01.0216.C25 

Strand + 

End 827 

Method TBLASTX : Soybean 

End 4 08 

Score 54 



18. .71, 19. .72, 21. .68, 64. .135, 78. .137, 78. .131, 79. .132, 
226. .3.99, 228. .404, 228. .404, 229. .408 

34064 Seq. ID OJ000251_01 . 021 6 . C25 

70512 Strand + 

95 End 827 

. 0 J0.002 5 1_0 1.. 02 1 6 . C25 ..p.2. ..gp^- .Met hod., . . AAT/GAP^ OT _ 

.95. ........... End. 822- 

2721_1.R1084 "Score ■ 1418 ---- - --- 

95. .827 

' 114 62 2/ sp | P12087 | ATPF_ORYSA 1.0e-20 ATP SYNTHASE B CHAIN 

(SUBUNIT I) >gi_67929_pir LWRZ1 H+-transporting ATP synthase 

(EC 3.6.1.34) chain I - rice chloroplast 

>gi_669080_emb_CAA33992_ (X15901) ATPase I subunit [Oryza 
sativa] >gi_226695_prf 1603356W ATPase I [Oryza sativa] ' 



34064 
70512 
95 

OJ000251_01. 0216.C25.o2.tm 

614 

none 



Seq. ID OJ000251_01.0216.C25 

Strand + 

End 827 

Method TBLASTX : Maize 

End - 827 

Score 111 



614. 
754. 



,697, 614, 
,825 



,712, 616. .699, 696. .740, 698. .742, 726'.. 827, 



Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No . 
Start 
Name 



Seq. ID OJ000251_01.0216.C26 
Strand 

End. . 456 . 

Method AAT/GAP 

End 456 

Score 734 



34065 
70513 , 
8.6 

OJ000251_01.0216.'C26.ol.gp 
86 

LIB3477-011-P1-K1-C10 
86. .456 

' 114657/sp|P12083|ATPI_ORYSA 2.0e-34 ATP SYNTHASE A CHAIN 

PRECURSOR (SUBUNIT IV) >gi_67 92 6_pir LWRZ6 H+-transport ing ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 

>gi_1197 5_emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 

>gi_226693_prf 1603356U ATPase a [Oryza sativa] 1 



34065 

n n c -i a 

I u J 11 

497 

OJ000251 01.0216.C26.o5.tm 



Seq. ID 

Strand 

End 

Method 



OJ000251_01.021fi.C26 
3358 

TBLASTX: Maize 



34050 



Start 


6 




Hi 1 1^1 




GI 


none 






X O *J 




6 131. 7 150, 14 148 


22 


1 S6 14 3 


143 9^9 144 9fi0 




148 . .264 










34065 




Seq. ID 


OJ000251_01.0216.C26 


Gene No. 


70514 




Strand 




Start 


4 97 




End 


3358 


Naitie 


OJ000251 01 0216 C26 o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


174 ~ 




End 


1880 


GI 


none 




Score 


824 


Fynn s 


174 269, 175 924 324 


923, 


1155. . 1607, 1160. . 1876, 




1165 1875, 1182 1880 


1189 . 


. 1878 




Seq. No. 


34065 






O.T0D02S1 01 0916 r?fi 


Gene No. 


70514 




o l. x aiiu 




Start 


497 




End 


33 

j j j <j 


Name 


OJ000251 01 0216 C26 o4 


. tni 






Start 


266 ~ 




End 


R9R 


GI 


none 




Score 


355 


1_J liij 


266 526 266 493 268 


S28 


322. .528 




S,eq..~ .No 


.^rHo^ii„iziU-i^i-i"- 1 




_Seq.-..-ID„. 




Gene No. 


70514- ' - 




• Strand- ' 




Start 


497 




End 


'3358 


Name 


OJ000251 01 0216 C26 n2 




Method 


TBLASTX: Cress 


Start 


423 ~~ 




End 


935 


GI 


none 




Score 


406 




423 881 423 884 424 


882 


448. .897, 


885.-935, 887. .928 


Sea No 


34065 




Seq. ID 


OJ000251_01.0216.C26 


Gene No. 


70514 




Strand 




Start 


497 




End 


3358 


Name 


OJ000251 01.0216.C26.o2 


,gp 


Method 


AAT/GAP 


Start 


497 




End 


1039 


GI 


42732 1.R1084 




Score 


1070 


Exons 


497. . 1039 








GI Descrip. 


' 114 657/sp| P12083|ATPI_ORYSA 


3.0e-7 6 ATP SYNTHASE A CHAIN 



PRECURSOR (SUBUNIT IV) >gi_67 926_pir LWRZ6 H+-transporting ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 
>gi_11975_emb_CAA33990_ (X15901) ATPase a subunit. [Oryza. sativa] 
>gi_226693_prf 1603356U ATPase a [Oryza- sativa] 1 . 



Seq. No. 34065 

Gene No. 70514 

Start 497 

Name OJ000251_01 . 0216 .C26 . o2 . tm 

Start 1387 

GI none 

Exons 1387.. 1671, 1387.. 1671 



Seq. ID OJ000251_01.0216.C_6 

Strand - 

End 3358 

Method TBLASTX : Mai ze 

End 1671 

Score 452 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



34065 
70514 
497 

1391 
none 



Seq. ID OJ000251_01.0216.C26 
Strand 

End 3358 

Method TBLASTX : Cress 

End 2013 

Score ' 118 



34051 



Pynn 

1—1 *\ 1 1 O 


1391 1504 


1393 


1506, 


1501 


..1875, 1502. .1876, 


1504 1878 




1993 2013 


1995 


. . 2012 










QpC7 Mr, 

^ V— ( ■ IN ^ • 


34065 








Seq. ID 


OJ000251 


01 0216 C26 


1 I IN W • 


70514 








Strand 






Start 


4 97 








End 


3358 




Name 


OJ000251 01 


.0216 


C26.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


1672 








End 


2332 




GI 


none 








Score 


47 




J«J Vh/ no 


1672 1698 


1672 


. 1698 , 


1693 


.1878, 1693.. 1875, 


1694 1876 




1712 1888. 


1927 


.2010, 


1928 


.2020, 1950. .2012, 


1982 2026 




2012 2077. 


2085 


. 2126, 


2085 


.2120, 2124.. 2162, 


2131 2163 




2132 2164. 


2159 


. 2332, 


2160 


.2267, 2161.. 2331 




Qprr No 

O vj » IN W • 


34065 








Seq. ID 


OJ000251 


01 0216 C26 


LN * 


70514 








Strand 






Start 


497 








End 


3358 




Name 


OJ000251 01 


.0216 


C26.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2148 








End 


3223 




GI 


none 








Score 


62 




Fyon S 

-1*1 ^ V> 1 1 


2148 2255 


2208 


.2267, 


2212 


.2280, 2212.. 2280, 


2225 2287 




2266 2397 


22.6.7 


3058 


.227.0, 


.... 219 8 , 233 4,^.3 05,9,/, 


2682 3059 




3068 32Q2 


.J3.Q.68." 


..3223_ 








- . 


Seq. No. 


34065 








Seq. ID 


OJ000251 


_01.0216.C26 


Gene No. 


70514 








Strand 






Start 


497 








End 


3358 




Name 


OJ000251 01 


.0216. 


C2 6 . ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


2168 ~ 








End 


2576 




GI 


none 








Score 


493 




Exons 


2168 . .2533, 


2168 . 


. 2572, 


2169. 


.2576 






Sea No 

\5 vj ■ LN W • 


34065 








Seq. ID 


OJ000251 


01 0216 C26 


(^p-np Wn 


70514 








Strand 






Start 


497 








End 


3358 




Name 


OJ000251 01 


.0216. 


C26.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


2213 








End 


3358 




GI 


none 








Score 


58 




J—J llu 


2213 2269 


2214 . 


.2267 , 


2308 . 


.2406, 2327. .2530, 


2327 3058 




2334 3059 


3071 . 


.3121, 


3071 . 


.3145, 3081. .3137, 


3140 3196 




3149 3193 


3258 . 


. 3350, 


3302 . 


.3358 






Seq. No. 


34065 








Seq.. ID 


OJ0t>0-251 


_01 / 0216.C26 


Gene No. 


70514 








Strand 






Start 


497 








End 


3358 




Name 


OJ000251 01 


. 0216 . 


C2 6 . o3 


. tm 


Method 


TBLASTX: 


Ma i_ z e 


Start 


2333 ~ 








End 


2627 




GI 


none 








Score 


396 




Rxori 

■LJ A V—/ 1 1 *Zj 


2333 2590 


2334 . 


.2591, 


2334 . 


.2591, 2538.-2627, 


2572 2619 


Seq. No. 


34065 








Seq. ID 


OJ000251 


01 . 0216. C26 


Gene No. 


70514 








Strand 






Start 


497 








End 


3358 




Name 


OJ000251_01 


.0216. 


C26.o6 


. tm 


Method 


TBLASTX: 


Maize 


OJ . — J- 


2816 








End 


2953 




GI 


none 








Score 


212 




Exons 


2816. .2953, 


2816. 


.2953 











34052 



Seq. No. 34066 
Gene No. .70515 
Start 181 

Name OJ000251_01 . 0216 . C27 . ol . tc 

Start 181 
GI none 

Exons 181.. 273, 225.. 281, 351.. 686, 

580. .687, 583. .687, 653. .913, 
939. .977 



Seq. ID OJ000251_01.0216.C27 

Strand 

End 977 

Method TBLASTX : Cress 

End 977 

Score 4 9 

352. .495, 360. .497, 555. .686, 
681. .947, 700. .921, 702. .944, 



Seq. No. 34066 

Gene No. 70515 

Start 181 

Name OJ000251_01 . 0216 . C27 . ol . tw 

Start 515 

GI none 

Exons 515. .934, 516.. 935, 517. .936, 
898. .975, 911. .976 



Seq. ID OJ000251_01.0216.C27 
Strand 

End 977 

Method TBLASTX : Wheat 

End 977 

Score 572 

549. .968, 698. .970, 897. .977, 



Seq. No. 34066 

. Gene...No..,^,..... J .705.15 .^,,._..^^. J ^ r: „ w , ..^„. 
..Start.. .-.Liai- - ..Jl^ ,,-L_LL™. r 

Name- OJ000251_01 . 0216 . C27 . ol . tm 

Start 588 

GI none 

Exons 588.-977, 590.. 976 



Seq. ID OJ000251_01.0216.C27 
. Strand.. . .^^„ 

Method 
End 
Score 



TBLASTX: Maize 

977 

548 



Seq. No. 34067 

Gene No. 70516 

Start 16 

Name OJ000251_01 . 0216 . C28 . ol . tc 

Start 16 

GI none 

Exons 16. .111, 45. .110, 46. .111, 67, 



Seq. ID OJ000251_01.0216.C28 
Strand 

End 265 

Method TBLASTX : Cress 

End 265 

Score 95 

.174, 113. .175, 191. .265, 191. .265 



Seq. No. 34068 

Gene No. 70517 

Start 262 

Name OJ000251_01 . 0216 . C29 . ol . tc 

Start 262 

GI • none 

Exons ' ■. 262. .309,. 262. .315, 270. .335, 
522.. 572, 523.. 573, 561.. 635, 



Seq. ID OJ000251_01.0216.C29, 
Strand 

End 638 

Method TBLASTX : Cress 

End 638 

Score 64 

2-92. .486, '310. .489, 311.\.487, 
582.. 638, 583.-636 



Seq. No. 34068 

Gene No. 70518 

Start 570 

Name OJ000251_01 . 0216 . C29 . ol . ts 

Start 570 

GI none 

Exons 570.. 620, 570.. 620, 572.. 622, 
812., 892 



Seq. ID OJ000251_01.0216.C29 

Strand 

End 8 94 

Method TBLASTX : Soybean 

End 8 94 

Score 78 

716. .820, 717. .824, 811. .894, 



U ^ . LVVJ . 

Gene No. 
Start 



70518 
570 



Seq. ID OJ000251_01.0216.C29 

Strand 

End 894 



.34053 



Name 

Start 

GI 

Exons 



OJ000251_01 . 0216 . C29 . ol . tm Method TBLASTX : Maize 

600 End 879 

none Score 338 

600. .878, 600. .878, 601. .879, 601. .879 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34069 
70519 
490 

OJ000251_01.0216.C30.ol. ts 
7 

none 



Seq. ID OJ000251_01.0216.C30 

Strand + 

End 664 

Method TBLASTX : Soybean 

End 591 

Score 333 



7. .468, 9. .494, 47. .493, 85. .498, 143. .550, 515. .577, 520. .579, 
523. .591 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

-S.eq.,.. No..— ^ 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



34069 
70519 
490 

OJ000251_01. 0216.C30.ol. tc 

124 

none 



Seq. ID OJ000251_01.0216.C30 

Strand + 

End 664 

Method TBLASTX : Cress 

End 576 

Score 221 



124. .501, 126. .497, 143. .502, 502. .576 



.3-4,0.6.9... 



70519- - 
490 

OJ000251_01. 0216.C30.ol.gp 
4 90 

2653_1.R1084 
490. .664 

• 11998/emb|CAA33959| 5.0e-35 (X15901) ORF85 [Oryza sativa] 
>gi 226619 prf 1603356AR ORF 85A [Oryza sativa] ' 



Sjeq..„XD- . JO.D.0.25 l_0X.n2.16„C3{L 
Strand + ■ - - - - ■ ' - 
End 664 
Method AAT/GAP 
End 664 
Score 324 



Seq. No. 34070 

Gene No. 70520 

Start 380 

Name OJ000251_01 . 0216 . C31 . ol . tc 

Start 380 

GI none 

Exons 380. .583, 384. .581, 386. .583 



Seq. ID OJ000251_01.0216.C31 
Strand 

End 583 

Method TBLASTX : Cress 

End 583 

Score 305 



Seq. No. . 34071 

Gene No. - 70521 
Start . 1 . 

Name ' OJ000251_01 . 0216 . C32 . ol . tm 

Start 1 

GI none 

Exons 1..111, 1..111 



Seq. ID OJ000251_01.0216.C32 
Strand 

End 411 

Method TBLASTX : Maize 

End 111 

Score 180 



Seq. No. 34072 

Gene No. 70522 

Start 1 

Name OJ000251_01 . 021 6 . C33 . o2 . tw 

Start 1 

GI none 

Exons I. .120, 2. .121, 3. .119 



Seq. ID OJ000251_01.0216.C33 

Strand 

End 352 

Method TBLASTX : Wheat 

End 121 

Score 194 



Seq. No. 



34072 



Seq. ID OJ000251_01.0216.C33 



34054 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



70522 Strand 

1 End 
OJ000251_01 . 0216 . C33 . ol . tm Method 

2 End 
none Score 



352 

TBLASTX: Maize 

352 

200 



2. .139, 10. .147, 12. .140, 14. .148, 55. .336, 136. .327, 137. .352, 
138. .347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

.-Exons- .. 



34072 
70522 
1 

OJ000251_01.0216.C33.ol.tw 

122 

none 

122. .340, 123. .341 



Seq. ID OJ000251_01.0216.C33 
Strand 

End 352 

Method TBLASTX : Wheat 

End 341 

Score 355 



34072 
70523 
289 

OJ000251_01.0216.C33.ol.tc 

289 

.none „. . . , . , _ 



Seq. ID OJ000251_01.0216.C33 
Strand 

End 794 
Method TBLASTX : Cress 
End 794 

_jScor.e__ . ..55 . _ , __.,_„ 

466.. 645, 467.. 643, 678.. 728, 679.. 729, 7 17 . . 7 91 , -738 . :1 94 , • -■ 
739.. 792 



Seq. No. 34072 

Gene No. 70524 

Start 726 

Name OJ000251_01 . 0216 . C33 . ol . ts 

Start 726 

GI none 
Exons 



Seq. ID OJ000251_01.0216.C33 
Strand 

End 1049 

Method TBLASTX : Soybean 

End 1049 

Score 78 



726. .776, 726. .776, 728. .778, 871. .960, 873. .962, 876. .962, 
877. .963, 966. .1049, 967. .1047 



Seq. No. 34072 

Gene No. 70524 

Start 726 

Name 0 JO 0 0 2 5 1_0 1.0216.C33.o2.tm 

Start 755 
GI . none 
Exons 



Seq. ID OJ000251_01.0216.C33 
Strand 

End 1049 

Method TBLASTX: Maize 

End 1035 

Score 367 



755.. 982, 755.. 964, 757.. 993, 757 981, ' 960 ... 1034, 961.. 1035, 
■963. .1034' ' \ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



34073 
70525 
1648 

OJ000251_01 . 0216 .C34 .ol . gp 
1648 

5886_1.R1084 
1648. .2082 

1 11957/emb 1X15901 | CHOSXX 0.0e+00 Rice complete chloroplast 
genome 1 



Seq. ID OJ000251_01.0216.C34 

Strand + 

End 2082 

Method AAT/GAP 

End 2082 

Score 840 



34073 
70526 
4552 



Seq. ID OJ000251_01.0216.C34 
Strand + 
End 4754 



34055 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000251 J)l . 021 6 . C34 . o3 . gp Method AAT/GAP 
4552 End 4754 

6012822 Score 337 

4552. .4754 

11957/emb|X15901|CHOSXX 1.0e-52 Rice complete chloroplast genome 



34073 Seq. ID 

70527 Strand' 

2229 End 
OJ000251_01.0216.C34 .o3.tm Method 

1 End 

none Score 

1..174, 3. .203, 3. .191, 170. .244, 171. 



OJ000251_01.0216.C34 
5878 

TBLASTX: Maize 

245 

289 

,245, 173. .244 



Seq. No. 


34073 






Seq. ID 


OJ000251__01.0216.C34 


Gene No. 


70527 






Strand 




Start 


2229 






End 


5878 


Name 


OJ000251 01 


.0216. 


C34 .oil. ts 


Method 


TBLASTX: Soybean 


Start 


81 






End 


259 


GI 


none 






Score 


142 


Exons 


81... 170, 83 


. . 172, 


86. .172, 87 


..173, 176 


..259, 177. .257 


.Seq ..-.No....._.. 


.1 V34073lT_Z 






..Seq ilL_ 




Gene No.- 


-70527- 






Strand - 




Start 


2229 






End 


5878 


Name 


OJ000251 01 


.0216. 


C34 .o4 . tm 


Method 


TBLASTX: Maize 


Start 


1698 






End 


1968 


GI 


none 






Score 


256 


Exons 


1698. .1919, 


1698. 


.1811, 1699. 


1920, 1817.. 1867, 1820. .1867, 




1908. .1967, 


1908. 


.1967, 1909. 


1968, 1909.. 1968 



Seq. No. 


34073 








Seq. ID 


OJ000251 


_01.0216.C34 


Gene No. 


70527 








Strand 






Start 


2229 








End 


5878 




Name 


OJ000251 01 


.0216 


C34 .ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2039 








End 


4082 


GI 


none 








Score 


168 




Exons 


2039. .2275, 


2051 


.2281, 


2058. 


.2282, 2101.. 2283, 


2414 . .2938, 




2420. .3664, 


2421 


.3692, 


3596. 


.3703, 3598. .3693, 


3699. .4082, 




3704. .4009, 


3751 


. 4080 










Seq. No. 


34073 








Seq. ID* 


OJ000251 


_01.0216.C34 


Gene No . 


.70527 








Strand ■ 






Start 


2229 








End 


5878 




Name 


OJ000251 01 


.0216. 


C34 .06 


tm 


Method 


TBLASTX: 


Maize 


Start 


2179 








End 


2463 




GI 


none 








Score 


175 




Exons 


2179. .2289, 


2179. 


.2295, 


2217. 


.2309, 23.01.. 2366, 


2306. .2371, 




2323. .2388, 


2342. 


.2380, 


2383. 


.2409, 2384.. 2410, 


.,2406. .2462, 




2421. .2462, 


2422. 


.2463, 


2422. 


.2463 







Seq. No. 34073 Seq. ID 

Gene No. 70527 Strand 

Start 2229 End 

Name OJ000251_01 . 0216 . C34 . o2 . gp Method 

Start 2229 End 

GI LIB3431-005-P1-N1-A5 Score 



OJ000251_01.0216.C34 

5878 
AAT/GAP 
2601 
695 



34056 



Exons 2229.. 2601 

GI Descrip. ' 131251/sp I P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_2264 06_prf 15 ' 



V* S-i . . 


34073 








Seq. ID 


OJ000251 


01 09 1 6 P^4 


Cpnp TOo 


70527 








Strand' 






Start 


2229 








End 


5878 




Name 


OJ000251 01. 


0216 


.C34.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


2907 








End 


3362 






none 








Score 


126 




F von <? 


2907 2969 

C Z/\J i • • C Zf \J Zf , 


2 909 


. .2971, 


2981 


..3355, 2982.. 3359, 


^} c~ \J f ■ i J JUL 


Seq . No . 


34073 








Seq. ID 


OJ000251 


01 0216 C34 




70527 








Strand 








999Q 








End 


5878 




In dint; 


O.TOOO^SI 01 


0916 

\J iL J. vj 


P^4 nl 




Method 


TBLASTX: 


- 

Lr e s s 


q+- ort 


^474 ~~ 


""'* " 








^-5878 ____ 




^GlZllT'L* 


none 








Score 


. 288 




Exons 


3474. -.3695, 


3474 


..3695> 


3596 


..3697, 3699.. 4157, 


"3751." -."4 158, 




4 1 77 


514 5 


5225, 


5147 


. .5491, 5148. .5492, 


SI S^ S491 




S 1 S S S 4 


•J O \J 


S4 98 


S4 SO 


..5647, 5485. .5685, 


S4Q1 S6R9 




S703 S876 


5750 


5878 , 


5759 


. .5878 








34073 








Seq. ID 


OJ000251 


01 091 6 r^4 




70527 








Strand 






Start 


2229 








End 


5878 




Name 


OJ000251 01. 


0216 


.C34 .o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4 160 








End 


5690 




GI 


none 








Score 


40 




R von ^ 


4 1 60 4 PR? 


4233 


.4283, 


4268 


..4330, 4 


291. .4329, 


4 ^7fl 4 41^ 




4383 441S 


4 4 4 7 


. 4515 , 


4 4 81 


..4513, 4607. .4690, 


4 61 0 4 6R 4 

*± U X \J . • *a \J O *i , 




4848 4886 


4 902 


. 4 937 , 


4 938 


..4973, 5048. .5647, 


S0S3 SI 1 9 




50S4 566S 


5068 


S688 


514 6 


..5688, 5268. .5690 




Seq. No. 


34073 








Seq. ID 


OJ000251 


01 0216 C34 


Gene No. 


70528 








Strand 






Start 


5787 








End 


- 5980 " - 




Name 


. OJ000251 01. 


0216 


C34 .olO 


-ts 


Method 


TBLASTX : 


Soybean 


Start 


5787 








End" 


5980 




GI 


none 








Score 


280 




Exons 


5787. .5978, 


5789 


.5980, 


5790 


. .5978 






Seq. No. 


34073 








Seq. ID 


OJ000251 


_01.0216.C34 


Gene No. 


70529 








Strand ; 






Start 


5961 








End 


8560 




Name 


OJ000251 01. 


0216. 


C34.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5961 








End 


8253 




GI 


none 








Score 


67 




Exons 


5961. . 6014, 


6081. 


.6143, 


7805 


..7981, 7 


306. .7985, 


7978 . .8094, 




7982 . . 8095, 


8028. 


.8222, 


8096 


..8224, 8097. .8222, 


8098. .8223, 



8194. .8253 



34057 



• 



Seq. No. 


34073 








Seq. ID 


OJ000251_01.0216.C34 


Gene No. 


70529 








Strand 




O Lai L 










End 


8560 


Name 


0.10009^1 01 


021 6 


J *i .WO 




Method 


TBLASTX: Soybean 


O Lai L 


■^QRI "~ 

JyO 1 








End 


6230 


\J A. 


n on 0 








Score 


204 


IjAUi lo 


sqri fiinfi 


5982 . 


. 6104 , 


6097 


.6219, 6105. .6230, 6105. .6230 


OCIJ . IN (J • 










Seq. ID 


OJ000251_01.0216.C34 


Gene No. 


70529 








Strand 




Start 


5961 








End 


8560 


KfaTTIA 
LN CllUC. 


o.tooo9si m 


0216 . 






Method 


TBLASTX : Soybean 




OOO 3 








End 


6950 


VjX 


none 








Score 


135 


Exons 


fifiRQ 67R4 

D003. •0/0*1/ 


fifiQO 


67R9 


fifiQI 

O O -? X • 


.6783, 6767. .6949, 6781. .6948, 




6789 6950 












Seq. No. 


34073 








Seq. ID 


OJ00025lj01.0216.C34 


Gene No. 


70529 








Strand 




u Lai U 


5961 








End 


8560 


Name 


o,tooo9si m 


091 6 


P^4 n Q 




Method 


TBLASTX: Cress • 




6R QR _ 








,End__ 


J. 1 23.^^^. „ . _ Irvas _.„ 


GL- _ _ 


non.6 








S.core_„ . 


218 „ 


LiAUllO 


6R QR 70QS 


6899 . 


7109 


6RQQ 


.7123 - 




o c q . IN U . 


^4 07 "3 








Seq. ID 


OJ000251_01.0216.C34 




70R9Q 
/ u +j c y 








Strand 




OLal L 


j _7 u x 








End 


8560 


Name 


OJ000251 01. 


0216. 


C34.o4 


.ts 


Method 


TBLASTX: Soybean 


Start 


7058 








End 


8560 


VJJ X 










Score 


328 


Hi AUJ lo 


7 0 RR 7 1 9 Q 

/ U JO . . / X ^ _/ , 


7 9 S Q 


7 4 Q9 


7 9 6Q 
/ ^ 0 y . 


.7610, 7269. .7607, 7270. .7611, 




7 R 4 Q 7 QfiR 

/ O T -7 . . / JOO / 


7 Q4 R 
/ 310 . 


7 QR 0 
. / y 0 u t 


RO 


.8094, 8054. .8095, 8054. .8095, 




R0Q7 fi^94 


R0Q7 


fl ^94 


R0 QR 


.8325, 8373. .8417, 8377. .8418, 




R41 7 RSfiO 

Oil / • • O JuU/ 


R 4 1 fi 


R S4 ^ 
■ 0 *j 1 j / 


R 4 90 

O *i VJ . 


.8554 




Seq. No. 


34073 








Seq. ID 


OJ000251_01.0216.C34 


Gene No. 


70529 








Strand 




Start 


J JUl 








End 


8560 


Mama 


0,70009^1 m 

UUUUU6 JI ux. 


091 

U X 0 ■ 


r^4 n7 




Method 


TBLASTX: Cress 


oidi L 


7 9 fiR ~~ 








End 


7593 . 


(IT 
\j x 


none 








Score 


. 210 


uAUl 13 


796R 74QR 


7 9 6R 


7 4 Q9 


7 9 fiQ 
/ z. 0 y . 


.75^2, 7270. .-7593,' 7558. .7593 


O " ^ . LN D . 


?4 07 "3 








Seq. ID 


OJ000251_01.0216.C34 


Cano Mo 
oeiic In tj. 


7 0 r 9 q 








Strand 




Start 


5961 








End 


8560 


Name 


OJ000251 01. 


0216. 


C34.ol 


tw 


Method 


TBLASTX: Wheat 


Jldl L 


77 QQ 








End 


8037 




none 








Score 


78 


Exons 


77QQ 7 R 4 £ 


7 r no 
/ 0 uu . 


. / ODU, 


7 0 on 
/ 0 UU . 


.7850, 7801. .7854, 7807. .7851, 




7856. .7921, 


7857. 


.7922, 


7939. 


.7968, 7946. .7984, 7968. .8036, 




7993. .8037, 


7993. 


.8037 








O »T- 

JC4. IN U . 


34073 








Seq. ID 


OJ000251_01.0216.C34 


Gene No. 


70529 








Strand 




Start 


5961 








End 


8560 



34058 



Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000251_01, 
8044 
none 
8044. 
8097. 
8400. 



.8094, 
.8246, 
.8417, 



34073 
70530 
8561 

OJ000251_01. 

8561 

none 

8561. .8836, 



0216.C34.o5.tc 



8051. .8095, 8061. 
8101. .8247, 8228, 
8417. .8560, 8418, 



0216.C34.o9.ts 



8568. .8804, 8740. 



Method TBLASTX : Cress 

End 8560 

Score 69 

.8096, 8095. .8244, 8097. .8246, 
.8326, 8241. .8330, 8242.. 8319, 
.8558 

Seq. ID OJ000251_01.0216.C34 
Strand 

End 8867 

Method TBLASTX : Soybean 

End 8836 

Score 270 
.8835 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons , . 



34073 
70530 
8561 

OJ000251_01 

8586 

none 

8586. .86.60, 



0216.C34.o8.tc 



8.586, ..86.99,_ 8593.. 
.a7.6.L.JB8_66 



Seq. ID OJ000251_01.0216.C34 
Strand 

End 8867 

Method TBLASTX : Cress 

End 8867 

Score 106 

. 87.06.,.. -8593.. . 8.706., . 85S4.. -8X07., ... 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34073 
70531 
8790 

OJ000251_01. 

8790 

none 

8790. .8984, 

34073 
70531 
8790 

OJ000251_01. 

8837 

none 

8837. .9262, 

34073 . 
70531 
■8790 , 
OJ000251_01. 
8868 
none 

8868. .8978, 
8983. .9333, 

34073 
70532 
9458 

OJ000251_01. 

9458 

none 

9458. .9916, 



0216.C34 .o5. tm 



8846. .8983, 9078, 



0216.C34 .o3.ts 



8838.. 9332, 8998. 



0216.C34.o3. tc 



8949.. 9332, 8953.. 
9325.. 9405, 9326. 



0216.C34.o4.tc 



9460. .9813 



Seq. ID OJ000251_01.0216.C34 
Strand 

End 9406 

Method TBLASTX : Mai ze 

End 9233 

Score 163 
.9233, 9092. .9232 



Seq. ID OJ000251_01.0216.C34 
Strand 

9406 

TBLASTX: Soybean 
9333 
711 



End 

Method 
End 
Score 
.9333 



Seq. ID OJ0.00251_01.0216.C34 
Strand 

End - . 9406 

Method TBLASTX rCres.s 

End 9406 

Score 48 

.9243, 8960.. 9331, 8964.. 9350, 
.9406 

Seq. ID OJ000251_01 .0216.C34 
Strand 

End 9988 

Method TBLASTX : Cress 

End 9916 

Score 586 



34059 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



34073 
70532 
9458 

OJ000251_01.0216.C34 .ol.tm 

9537 

none 



Seq. ID OJ000251_01.0216.C34 
Strand 

End ^ 9988 

Method ' TBLASTX: Maize 

End 9988 

Score 195 



9537. .9692, 9537. .9959, 9539. .9961, 9539. .9988 



Seq. No. 34073 

Gene No. 70532 

Start 9458 

Name OJ000251_01 . 0216 . C34 . o7 . ts 

Start 9617 

GI none 
Exons 



Seq. ID OJ000251_01.0216.C34 
Strand 

End 9988 

Method TBLASTX : Soybean 

End 9871 

Score 317 



9617. .9868, 9619. .9807, 9633. .9863, 9635. .9871 



Seq. No. 

Gene No. 

Start 

Name 

Start 
.GI ;i: . 
. Exons 



34073 
70533 
10132 

OJ000251_01.0216.C34 .o6.tc 
10132 



Seq. ID OJ000251_01.0216.C34 
Strand 

End 10517 

Method TBLASTX : Cress 

End 10479 



...none_„.__ . _-. ._ . Score,. _ .. v „ 268. 

"..1013 2 . ~. ,103.6 \2 1. - 1013 HZ 1Q3.1.4^ -10.1 34 Z i 10.3-6 1, ' A 03 Sll'.'l OA Z%- 
10401.. 10478 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34073 
70533 
10132 

OJ000251_01.0216.C34.o5.ts 

10134 

none 



Seq. ID OJ000251_01.0216.C34 
Strand 

End 10517 

Method TBLASTX : Soybean 

End 10517 

Score 96 



10134. .10217, 10134. .10505, 10135 10509, 10251. .10517 



Seq. No. 34074 

Gene No. 70534 

Start 1 

Name OJ000251_01 . 0216 . C35 . o3 . ts 

Start 1 

GI none 
Exons 



Seq. ID OJ000251_01.0216.C35 

Strand 

End 241 

Method TBLASTX : Soybean 

End 241 

Score 80 



1..57, 3. .53, 49. .147, 50. .154, 152. .241, 205. .240 



Seq. No. 34074 

Gene No. . 70535 • ' 

Start ' 1813 

Name OJ000251_01 . 0216 .C35 . ol . tc 

Start 1813 

GI none 
Exons 



Seqi ID OJ000251_01.0216.C35 
Strand - ■ . 



End 

Method 

End 

Score 



2.141. 

TBLASTX: Cress 

2141 

320 



1813. .1878, 1827. .2141, 1828. .2127 



Seq. No. 34074 

Gene No. 70535 

Start 1813 

Name OJ000251_01 . 0216 . C35 . o2 . ts 

Start 1834 

GI none 
Exons 



Seq. ID OJ000251_01.0216.C35 
Strand 

End 2141 

Method TBLASTX : Soybean 

End 2120 

Score 366 



1834. .2118, 1836. .2120, 1839. .2120 



34060 



Seq. No. 


34074 






Seq. ID 


OJ000251_01.0216.C35 


Gene No. 


70536 






Strand 




O Lai U 


21 QQ 

Z X -7 -7 






End 


9479 
z. ** / z. 


Name 


n.T0002si oi 


091 P^S nl 

U Z X U . L J J • (J X 


,ts 


Method 


1 DLnO 1 A. . OUyUcall 


q-t- a -r -j- 


2 1 QQ — 

Z, X TP J 






End 


94 72 
Z, 1 / z. 










Score 


"31 S 

J X <J 


DAU11D 


2199 2471 

Z X J ^ • • Z. *a / -L , 


2199 9465 

Z. X ^ J? • . 61 U J/ 


2200. .2472 




Seq. No. 


34074 






Seq. ID 


OJ000251_01.0216.C35 


Gene No. 


70536 






Strand 




Cf art 


X Z) z? 






End 


24 72 

Z. 1 / z. 


in cuut: 


0,70002^1 D1 


091 r*3^ n9 


. tc ■ 


Mp t" h nr] 


1 OXirlO 1 A. . LI Co j 


OLdl L 


2^1 ~~ 
z j x u 






End 


24 71 

Z. 1 / X 




n ^ n o 






Score 


170 

X / VJ 


Rxons 

J_l V„/ 1 1 W 


2316 2471. 


2325 2471 
















Seq. ID 


O.T0009S1 01 021 Ci>fs 




70 R "37 






Strand 




Start 


202 






End 


491 


Name 


OJ000251 01. 


0216.C36.ol 


.tm 


Method 


TBLASTX: Maize 




^7 
j / 






End 


^4 2 
jit. 




- r .- i . i , none. . • r—v.- 






Score. „. 


63 


,Exqjis — 


^7 fifi "3ft 


7Q ^ft 70 




.io,_3^...9.2 


40 1^2 R4 1 ft ft 




202 6fi 

DJ • . Z. U Z, , DO. 


9^S 1-19 


255, 


178. .237, - 


2^2 2 64-247 "34-2 - 




2 Sft ^4 1 

6 JO . . J fi X 










Qrtpf NT 

o e q . in o . 


0 7 R 
0 4 U / 0 






Seq. ID 


nTnno9m m n9i ^ r 1 ^^ 

UJUUUz.01 U1.UZ1d.lJd 


Gene No. 


70537 






Strand 


+ ~~ 


Start 


202 






End 


491 


Name 


OJ000251 01. 


0216.C36.ol 


• gp 


Method 


AAT/GAP 


Start 


202 






End 


491 


GI 


LIB3474-003- 


Pl-Kl-Fl 




Score 


502 


Exons 


202. .491 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 114521/sp| P12084 |ATPA_ORYSA 1.0e-78 

>gi_67827_pir PWRZA H+-transporting 

alpha chain 



ALPHA CHAIN 
(EC 3.6.1.34) 



ATP SYNTHASE 
ATP synthase 

rice chloroplast >gi_11979_emb_CAA33993_ (X15901) 

subunit [Oryza sativa] >gi_226696_prf 1603356X 

[Oryza sativa] ' 



ATPase alpha 
ATPase alpha 

34076 
70538 
84 

OJ000251_01.0216.C37.ol.tm 
84 

none 

84. .272, 87. .272, 91. .273, 91. .276, 92. .274, 276. .302, 276. .302, 
278. .307, 278. .304 



Seq. ID OJ000251_01.0216.C37 
Strand.. 
End. 
Method 
End 
Score 



626 

TBLASTX: Maize 

307 

273 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34076 Seq. ID 

70538 Strand 

84 End 

OJ000251_01. 0216.C37.ol.ts Method 

87 End 

none ' ' ' Score 



OJ000251_01.0216.C37 
626 

TBLASTX : Soybean 

596 

68 



87. .134, 91. .162, 92. .157, 210. .275, 215. .268, 358. .429, 
370. .462, 371. .463, 404. .469, 459. .512, 466. .534, 469. .513, 
524. .568, 530. .577, 570. .596 



34061 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



34076 
70538 
84 

OJ000251_01.0216.C37.ol.tc 

214 

none 



Seq. ID OJ000251_01.0216.C37 
Strand 

End 62 6 

Method TBLASTX : Cress 

End 626 

Score 59 



214. .258, 287. .331, 287. .328, 367. .429, 368. .511, 414. .512, 
469. .594, 518. .595, 528. .626, 529.-594 



34077 
70539 
67 

OJ000251_01 . 0216 . C38 . o2 . tw 
67 

none 



Seq. ID OJ000251_01.0216.C38 
Strand 

End 299 

Method TBLASTX: Wheat 

End 299 

Score 406 



67. .297, 68. .298, 69. .299, 69. .299 



Seq. No. 34077 
Gene No. 70539 
Start 67 

..Name . ....^ . 7 OJ0p.0251_01., 0216 . C38.ol ...tc 
..Start.. ... .68.. , „ _ 

GI - ■ none ^ ' - 

Exons 68.. 151, 69.. 152, 69.. 152, 154.. 210, 155.. 211, 155.. 211, 

159. .212 



Seq. ID OJ000251_01.0216.C38 
Strand 

End 299 

Method...... TBLASTX,:jCx.es,s,. ^^-^ 

Score • 128 • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34077 
70540 
251 

OJ000251__01. 0216.C38.ol.tm 

251 

none 



Seq. ID OJ000251_01.0216.C38 

Strand 

End 454 

Method TBLASTX : Maize 

End 4 54 

Score 110 



251. .319, 252. .317, 253. .318, 317. .448, 318. .449, 320. .454 



34077 
70541 
427 

OJ000251_01. 0216.C38.ol.tw 

427 
none 



Seq. ID OJ000251_01.0216.C38 
Strand 

End 1132 

Method TBLASTX : Wheat 

End 844 

Score .51 . . 



427. .480, 444. .494, 4 4 6 . .. 4 81 ,' 4 50 . . 4 94 , 469. .549, 474. .551, 

476. .553, 485. .547-, 501. .566, 511. .552, 511. .579, 512, .553, 

539. .559', 564. .614, 564. .605, 565. .657, 565 .. 615, '604 .. 843, 

611. .844, 611. .844 



34077 
70541 
427 

OJ000251_01. 0216.C38.ol.ts 

640 

none 



Seq. ID OJ000251_01.0216.C38 
Strand 

End 1132 

Method TBLASTX : Soybean 

End 1132 

Score 329 

640. .900, 652. .897, 663. .905, 798. .902, 880. .1125, 888. .1130, 
903. .1130, 1010. .1132 



Seq. No. 
Gene No. 



34078 
70542 



Seq. ID OJ000251_01.0216.C39 
Strand + 



34062 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

GI... 
.Exons... 



63 



End 

Method 
End 
Score 



290 

AAT/GAP 
290 
390 



OJ000251_01.0216.C39.ol.gp 
63 

688_1.R1084 
63. .290 

'226661/prf || 1603356CM 6.0e-54 trnA intron ORF 109 [Oryza 
sativa] 1 



34079 
70543 
1 

OJ000251_01.0216.C40.ol.tm 
1 

none 

1..180, 3.-338, 3. .290, 226. 

34079 
70543 
1 

OJ000251_01.0216.C4 0.ol.ts 
1 

.none... . ... , 



Seq. ID OJ000251_01.0216.C40 
Strand 

340 

TBLASTX: Maize 
339 
557 



End 

Method 
End 
Score 
,339 



Seq. ID OJ000251_01.0216.C40 
Strand 

End 34 0 

Method TBLASTX : Soybean 
End 34 0 

Score. ... 137 . 



_1 .....8J_,-„L.„.a7 .88.... 132 ,„...8.9_.J30, , 9.0..— 1.3 J...... a2 2.3JB.,_L25 Z23, 

129.. -224, 209.. 337, -210.. 338/ 218.. 340 ' 



Seq. No. 


34079 






Seq. ID 


OJ000251_01.0216. 


C40 


Gene No. 


70543 






Strand 






Start 


1 






End 


340 




Name 


OJ000251 


_01.0216.C40 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


159 






End 


340 




GI 


none 






Score 


174 




Exons 


159. .338, 


239. .340, 


245. .340 








Seq. No. 


34079 






Seq. ID 


OJ000251_01.0216. 


C40 


Gene No. 


70543 






Strand 






Start 


1 






End 


340 




Name 


OJ000251 


01.0216.C40 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


191 






End 


339 




GI 


none 






Score 


269 




Exons 


191. .337, 


' 192. .338, 


193. .339, 


223. .339 






Seq. No.- 


; 34080 






Seq. ID 


OJ000251_01.0216. 


C41 


Gene No. 


■ 70544 






Strand 






Start 


74 






End 


373 




Name 


OJ000251 


01.0216.C41 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


74 






End 


373 




GI 


none 






Score 


145 




Exons 


74. .160, 


75. .161, 76 


..357, 157 


..348, 158. .373, 159. .368 




Seq. No. 


34080 






Seq. ID 


OJ000251_01.0216. 


C41 


Gene No. 


70544 






Strand 






Start 


74 






End 


373 




Name 


OJ000251 


01.0216.C41 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


143 






End 


362 




r* t 
ux 


none 






Score 


355 




Exons 


143. .361, 


144. .362 











34063 



Con Vfn 


^4 nft i 












r>Tnnn9M m n^ifi 

UJUUUZJl Ui.U^iO 


p/ 9 
. L, fi 


Gene No. 


70545 










Strand 






Start 


41 










End 


430 




Name 


OJ000251 


01 


.0216. 


C42. 


ol . t s 










32 










Fnr! 








none 










Q T 1 " o 


1 1 n 

J. X \J 




LAUl 1 o 


32 . .112, 


32 


• -112, 


33. 


. J. X «J , 


?4 1 ^"3 ^4 


174 1 ? 9 17^ 


± DO • 




167 292, 


167. .292 










Seq. No. 


34081 










Seq. ID 


OJ000251_01.0216 


.C42 


Gene No. 


70545 










Strand 






Start 


4 1 










End 


4 ^n 




Name 


wo \j \j \j *j ±. 


01 


0216. 


C42. 




LiC LI1UU 






Start 












EjI 1U 


4 9Q 

*i _7 




GI 


none 












JUX 




Exons 


33 . .428, 


33 


.425, 


34. 


.429, 


34 . .429 






Seq. No. 


34081 










Seq. ID 


OJ000251JD1.0216 


. C42 


Gene No. 


70545 










Strand 






Start 


41 










End 


430 




Name 


OJ000251 


01 


0216. 


C42. 


ol . tw 


Method 


TBLASTX: Wheat 




.Start, 


. , ..33_ _ 










End ... V ,.,,. T . 


JL88_ _^^._ v 




GI _ _ 


_ . _none . 










_-Scor.e 


..1.9.1 ...... 




Exons 


■ 33.. 149, 


36 


.167, 


38. 


.151, - 


1-55. .187, 156. .188 





Seq. No. 34081 
Gene No. 70545 
Start 41 

Name OJ000251_01 . 0216 . C4 2 . ol . gp 

Start 41 
GI 5005167 
Exons 41.. 430 

GI Descrip. 14 0281/sp | P09363 | YCX1_S0YBN 1.0e-32 HYPOTHETICAL 16.8 KD PROTEIN 

(ORF 143) >gi_81821_pir S05717 hypothetical protein 143 - 

soybean chloroplast >gi_11577_emb_CAA30522_ (X07675) ORF 143 
[Glycine max] 



Seq. ID OJ000251_01.0216.C42 
Strand 

End 4 30 

Method AAT/GAP 

End 4 30 

Score 776 



Seq. No. 34081 

Gene No. 70545 

Start 41 

Name. OJ000251JD1 . 021 6 . C42 . ol . tc 

Start . 149 : . 

GI * - none - * • " 

Exons 



Seq. ID OJ000251_01.0216.C42 
Strand 

End 4 30 

Method TBLASTX: Cress . 

End - 309 

Score- 194 



149. .304, 160. .270/ 167. .304, 168. .308, 169. .309 



Seq. No. 34081 

Gene No. 70545 

Start .41 

Name OJ000251_01 . 0216 . C42 . o2 . ts 

Start 294 

GI none 

Exons 294.. 416, 295.. 417 



Seq. ID OJ000251_01 .0216.C42 
Strand 

End 430 

Method TBLASTX : Soybean 

End 417 

Score 178 



Seq. No. 34082 

Gene No. 70546 

Start 27 

Name OJ000251 01 . 021 6 . C43 . ol . tw 



Seq. ID OJ000251__01.0216.C43 
Strand 

End 242 

Method TBLASTX : Wheat 



34064 



Start 27 End 242 

GI none Score 90 

Exons 27. .50, 49. .102, 50. .103, 54. .104, 60. .107, 106. .195, 116. .187, 

187. .240, 191. .241, 191. .241, 195. .242 



Sea No 


34082 










Seq. ID 


OJ000251 01 0216 C^3 


Gpnp No 


70546 










Strand 




Start 


27 










End 


242 


Name 


OJ000251 


_01 


.0216. 


C43 


.ol . tm 


Method 


TBLASTX: Maize 


Start 


31 










End 


235 


GI 


none 










Score 


278 


Exons 


31 . . 234 , 


32 


. . 235, 


32 


. 235 






Sea. No. 


34083 










Seq. ID 


OJ000251_01.0216.C44 


Gene No 


70547 










Strand 




Start 


32 










End 


206 


Name 


OJ000251 


01 


. 0216. 


C44 


o2 . tc 


Method 


TBLASTX: Cress 


Start 


32 










End 


180 


GI 


none 










Score 


138 


Exons 


32. .172, 


33 


. . 173, 


34 


.180 






Seq ,.,.,,No... , r 


_ ,34 083 










,Seq T .. . ID,,, 


.OJ0.0P25 L-Q-i.-P 2 1 6_(C4i,. 


Gene. .Na.--,- 












...Strand... . .... 


Start 


32 










End 


206 " - - - 


Name 


OJ000251 


_01 


.0216. 


C44 


o2.ts 


Method 


TBLASTX : Soybean 


Start 


32 










End 


206 


GI 


none 










Score 


172 


Exons 


32. .193, 


33 


. .194, 


33, 


.206, 


34. .198 





Seq. No. 34083 Seq. ID 

Gene No. 70548 Strand 

Start 182 End 

Name OJ000251_01 . 0216 . C4 4 . ol . tc Method 

Start 182 End 

GI none Score 

Exons 182.. 607, 198.. 608, 199.. 615 



OJ000251_01.0216.C44 
615 

TBLASTX: Cress 

615 

445 



Seq. No. 34083 " Seq. ID 

Gene No. 70548 Strand 

Start 182 End 

Name OJ000251_01 . 0216 . C4 4 . ol . tw. Method 

Start 188 End 

GI -'none ' - Score 

Exons 188. .334, i91. .334, 192. .335 



OJ000251_01.0216.C44 
615 

TBLASTX: Wheat 
335 ' 

215 - 



Seq. No. 34083 Seq. ID 

Gene No. 70548 Strand 

Start 182 End 

Name OJ000251_01 . 0216 . C4 4 . ol . ts Method 

Start 286 End 

GI none Score 

Exons 286. .507, 287. .607, 288. .608 



OJ000251_01.0216.C44 
615 

TBLASTX : Soybean 

608 

347 



Seq. No. 34084 Seq. ID 

Gene No. 7054 9 Strand 

Start 69 End 

Name OJ000251_01 . 0216 . C4 5 . ol . gp Method 



OJ000251_01.0216.C45 
669 

AAT/GAP 



34065 



Start 69 End 669 

GI 7587_1.R1084 Score 731 

Exons 69.. 491, 641.. 669 

GI Descrip. 1 131283/sp | P12158 | PSBC_ORYSA 2.0e-85 PHOTOSYSTEM II 44 KD 
REACTION CENTER PROTEIN (P6 PROTEIN) (CP43) 

>gi_72710_pir F2RZ44 photosystem II chlorophyll a-binding 

protein psbC - rice chloroplast >gi_11965_emb_CAA34014_ (X15901) 
PSII 43kDa protein [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ... 

JGI,:.™,. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34084 
70549 
69 

OJ000251_01.0216.C4 5.ol.tw 
69 

none 



Seq. ID OJ000251_01.0216.C45 

Strand 

End 669 

Method TBLASTX : Wheat 

End 409 

Score 595 



69. .407, 69. .407, 71. .409, 236. .409 



34084 
70549 
69 

OJ000251_01 . 0216 . C4 5 . o2 . tm 

.69, .. ... . . .. ... , ... 

..none „ ~^ , , 

69.-.221,- 71. .211 - - 

34084 
70549 
69 

OJ000251_01.0216.C45.ol .tc 
69 

none 



Seq. ID OJ000251_01.0216.C45 

Strand 

End 669 

Method TBLASTX: Maize 

.End, , 221__ .... .... 

„Scorje 2.65.-™ : 



Seq. ID OJ000251_01.0216.C45 

Strand 

End 669 

Method TBLASTX: Cress 

End 520 

Score 726 



69. .494, 69. .4* 



71. .490, 236. .520 



34084 
70549 
69 

OJ000251_01.0216.C45.ol.ts 
69 

none 

69. .494, 69. .485, 71. .490 



Seq. ID OJ000251_01.0216.C45 

Strand 

End 669 

Method TBLASTX : Soybean 

End 4 94 

Score 740 



Seq. No.' 

Gene "No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

n t 

Exons 

GI Descrip. 



• 34084 

70549 * • 
69 

OJ000251_01 . 0216. C4 5 . ol . tm 

221 

none 

221. .490, 237. .494, 239. .502 

34085 
70550 
1 

OJ000251_01.0216.C4 6.ol.gp 
1 



Seq." ID OJ00.0251_0i; 0216. C45 

Strand - 

End 669' 

Method TBLASTX: Maize 

End 502 

Score 435 



Seq. ID OJ000251_01.0216.C46 

Strand + 

End 53 

Method AAT/GAP 

End 53 

Score 106 



1. .53 

1 11957/emb | XI 5901 | CHOSXX 0.0e+00 Rice complete chloroplast 



34066 



genome 1 

Seq. No. 34085 

Gene No. 70551 

Start 200 

Name OJ000251_01 . 0216 . C4 6 . ol . ts 

Start 10 

GI none 

Exons 10.. 246, 22.. 252, 29.. 253 

Seq. No. 34085 

Gene No. 70551 

Start 200 

Name OJ000251JD1 . 0216 . C4 6 . ol . tm 

Start 150 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_01.0216.C46 
395 

TBLASTX: Soybean 

253 

168 



Seq. ID OJ000251_01.0216.C46 
Strand 
End 

Method 
End 
Score 

150. .260, 150. .266, 151. .261, 188. .280, 272. .337, 277. .342, 
294. .359, 313. .351, 354. .380, 355. .381 



395 

TBLASTX : Maize 

381 

175 



Seq. ID 
Strand 

_End^ ri , v _39y5^„^ 

:.^M e t ho_d ~ AAT / GAR 

-End - • 395 
Score 359 



OJ000251 01.0216.C46 



Seq. No. 34085 
Gene No. • 70551 . 

Start,. , .^. v ._..., r ..20.0 .... A .„„ ....... ..., s __ 

Start - ' 200 - - - -■ 

GI LIB34 31-005-P1-N1-A5 

Exons 200. .395 

GI Descrip. ' 131251/sp | P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_ll 958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34086 Seq. ID 

70552 Strand 

9 End 

OJ000251_01 . 0216 . C47 . ol . tm Method 

9 End 

none Score 



OJ000251_01.0216.C47 
679 

TBLASTX: Maize 

437 

84 



9. .74, 9. .74, 10. .75, 11. .76, 60. .119, 61 . . Ill 65 . . 139,. 
66. .170, 76. .174, 175.. 291, 176. .313", 193. .315, 270. .329, 
■271.*.. 333., 271. .333, 340.. 435, 3'42..437, 342. .437 
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Gene No. 

Start 

Name 

Start 

GI 

Exons 



34086 



Seq. ID OJ000251_01.0216.C47 



70552 
9 

OJ000251_01.0216.C47.ol . tw 
114 
none 

114. .173, 115 
176.. 259, 230 

275. .346, 338.-463, 340. .453, 432 
550. .636, 595. .669, 596. .664 



Strand 
End 

Method 
End 
Score 



679 

TBLASTX: Wheat 

6.69 



57 

174, 121. .186, 124. .255, 168. .254, 176, 

301, 248. .289, 250. .339, 250. .300, 259. 

,626, 450. .590, 479. 



,256, 
,333, 
, 601, 
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Gene No. 



34086 
70552 



Seq. ID 
Strand 



OJ000251 01.0216.C47 
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Name 
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Name 

Start 
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Seq. No. 
Gene No. 
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Name 
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..Jdil ~ 

Exons- • 



OJ000251_01.0216.C4 7.o3.tm 

439 

none 



End 

Method 

End 

Score 



679 

TBLASTX: Maize 

679 

181 



439. .576, 450. .575, 450. .578, 580. .624, 583. .636, 585. .626, 
614. .679, 616. .669 



34086 
70553 
670 

OJ000251_01.0216.C4 7.o2.tw 

670 

none 



Seq. ID OJ000251_01.0216.C47 
Strand 

End 1457 

Method TBLASTX : Wheat 

End 1043 

Score 44 



670. .702, 673. .720, 678. .719, 692. .721, 712. .768, 722. .769, 
726. .770, 727. .771, 758. .784, 762. .785, 763. .798, 769. .891, 
770. .895, 771. .896, 894. .911, 923. .1039, 927. .1043, 927. .1043 



34086 
70553 
670 

OJ000251_01. 0216.C4 7.ol.ts 

921 a , _ 

™jione . 

•921. . 14 57-, 931. . 1455, 935. . 1456 



Seq. ID OJ000251_01.0216.C47 
Strand 

End 1457 

Method TBLASTX : Soybean - ■ 
End,, ■ . - _1 4 5 7, ^ WSrf . ^^^^ 

Score . 9.0.i . 



Seq. No. 34086 

Gene No. 70553 

Start 670 

Name OJ000251_01 . 0216 . C4 7 . ol . tc 

Start 983 

GI none 

Exons 983.. 1354, 984.. 1355 

Seq. No. 34086 

Gene No. 70553 

Start 670 

Name OJ000251_01 . 02 16 . C47 . o2 . tm 

Start 1295 

GI none 

Exons 1295.. 1456, 1295.. 1456 

Seq. No. 34087 
Gene No. - 70554 
Start * . 191 

Name OJ000251 JD1 . 0216 . C48 . ol . ts 

Start 25 

GI none 
Exons 



Seq. ID OJ000251_01.0216.C47 
Strand 

End 1457 

Method TBLASTX: Cress 

End 1355 

Score 660 



Seq. ID OJ000251_01.0216.C47 
Strand 

End 1457 

Method TBLASTX : Mai ze 

End 1456 

Score 279 



Seq. ID OJ0.00251_01.0216.C48 
■Strand 

End 520 

Method TBLASTX : Soybean 

End 520 

Score 42 



25. .54, 48. .287, 48. .320, 49. .318, 285. .518, 286. .519, 287. .520, 
287. .520 
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u Lai L. 

GI 
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34087 
70554 
191 

OJ000251_01 . 0216. C48 . ol . tc 
48 

none 



Seq. ID OJ000251_01.0216.C48 
Strand 

End 520 

Method TBLASTX: Cress 

End 520 

Score 359 



48. .287, 48. .317, 49. .318, 280. .330, 285. .518, 287. .520, 
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Score 
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520 


PT 
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Score 


629 


Exons 
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GI Descrip. 


, 11957/emb|X15901|CHOSXX 1. 


Oe- 


-145 Rice 


complete chloroplast 




genome 1 
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Seq. ID 
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Gene No. 


70555 
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End 


122 


Name 
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End 
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bl 
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Oe+00 Rice 
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Seq. ID 


OJ000251_01.0216.C49 
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70556 






Strand 
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91 






End 


316 • . v 


Name 


OJ000251 01.0216.C49.62 


. t-s 




Method 


TBLASTX: Soybean 
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91 






End 


'316 


P T 
bl 


none 






Score 


204 


Exons 


91. .315, 98. .316 










oeq . no . 


34088 






Seq. ID 


OJ000251_01.0216.C49 


Gene No . 


70557 






Strand 




Start 


402 






End 


721 


Name 


OJ000251 01.0216.C49.ol 


ts 




Method 


TBLASTX: Soybean 


Start 


402 






End 


721 


GI 


none 






Score 


170 


Exons 


402. .521, 403. .720, 407 


.721 






Seq. No. 


34089 






Seq. ID 


OJ000251_01.0216.C50 


Gene No. 


70558 






Strand 





520 



34069 



Start 
Name 
Start 
GI 

Exons 



54 End 304 

OJ000251_01 . 0216 . C50 . ol . tm Method TBLASTX : Maize 

54 End 304 

none Score 179 

54. .173, 55. .180, 56. .184, 183. .251, 184. .255, 212. .241, 

253. .303, 254. .304, 254. .304 
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Gene No. 
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Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

,,Exo.ns_ ..... 



34090 Seq. ID OJ000251_01 . 021 6 . C51 

70559 Strand 

60 End 750 

OJ000251_01 . 0216 .C51 . o4 . ts Method TBLASTX : Soybean 

60 End 360 

none Score 94 

60. .170, 63. .173, 64. .174, 189. .317, 189. .323, 193. .327, 

194. .337, 324. .359, 325. .360 

34090 Seq. ID OJ000251_01 . 02 1 6 . C51 

70559 Strand 

60 End 750 

OJ000251_01 . 0216 . C51 . o3 . tm Method TBLASTX : Maize 

138 End 741 

rw ,.none„. - c ^-.- - Score... ^1.5.3.„_^^ 

138... .3.77,.. liL..4ia,„i50-_7,4I.- 









Seq. ID 


OJ000251_01.0216.C51 


i; f^prip Mo 






Strand 




^ j Start 


60 




End 


750 


J Name 


OJ000251 01.0216.C51.o6 


.tc 


Method 


TBLASTX: Cress 


= 1 Start 


193 




End 


750 




none 




Score 


155 


1 1 Exons 


193. .480, 231. .377, 550 


. .750, 


642. .749 




Seq. No. 


34090 




Seq. ID 


OJ000251__01.0216.C51 


= 1 Gene No. 


70560 




Strand 




h \ Start 


663 




End 


1479 


Name 


OJ000251 01.0216.C51.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


663 




End 


1479 


;; gi ' 


none 




Score 


214 


= ; Exons 


663. .854, 663. .875, 664 


. .996, 


736. .1023, 851. .1024, 1005. .1124, 




1022. .1474, 1024. .1479, 


1025. . 


1474, 1065. .1478 


Seq. No.. 


3.4090 




Seq. ID 


OJ000251_6l.0216.C51 


Gene No. 


70560 




.Strand 




Start 


663' 




End 


1479 


Name 


OJ000251 01.0216.C51.o4 


. tc 


Method 


TBLASTX: Cress 


Start 


763 




End 


1162 


GI 


none 




Score 


323 


Exons 


763.. 1002, 769.. 1002, 8 


60'.. 1024, 1031.. 


1162, 1033.. 1161, 




1034 ... 1162 








Seq. No. 


34090 




Seq. ID 


OJ000251_01.0216.C51 


Gene No. 


70561 




Strand 




Start 


1383 




End 


1552 


Name 


OJ000251_01.0216.C51.o4 


. tm 


Method 


TBLASTX : Maize 


Start 


1383 




End 


1552 


GI 


none 




Score 


85 


Exons 


1383. .1430, 1385. .1438, 


1391. . 


1432, 1432. .1500, 1433. .1498, 



34 07.0 






1507 1548 


1509 . 


. 1550, 


1517 


. 1552 




Seq. No 


34090- 








Seq. ID 


OJ000251_01.0216.C51 


Gene No 


70562 








Strand 




Start 


1457 








End 


2248 
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1457 ~ 








End 


1738 


GT 


none 








Score 


270 


Exons 


1457 . . 1738, 


1465 . 


. 1683 








Seq. No. 


34090 








Seq. ID 


OJ000251_01.0216.C51 


Gene No. 


70562 








Strand 




Start 


1457 








End 


2248 


Name 


OJ000251 01 


0216 . 


C51 .o5 


. ts 


Method 


TBLASTX : Soybean 


Start 


1564 ~~ 








End 


2017 


GI 


none 








Score 


43 


R von S 


1564 1623 


1595 . 


. 1624 , 


1625 . 


.1750, -1625. .1699, 1721. .1825, 




1738 . . 1977. 


1747 . 


. 1932, 


1760 . 


.1972, 1973. .2017, 1976. .2014 
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34090 








Seq. ID 


OJ000251_01.0216.C51 


Gene No. 


70562 








Strand 




...Start-__. 
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. JSIame 
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„ .Methods- 


.TBLASTX-:-Cr.e.ss 
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1827 ~ • - 








End 


-2248 - ■ - - 


GI 


none 








Score 


52 
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1827 1874 


1828 . 


. 2217, 


1828 . 


.1932, IE 


44 . .2248, 1883. .2218 
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Gene No. 
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Strand 




Start 


2258 








End 


3002 


Name 


OJ000251 01 


0216 . 


C51 . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2258 _ 








End 


3002 


GI 


none 








Score 


664 


Exons 


2258 2698. 


2259 . 


.2705, 


2752 . 


.3000, 2766. .3002, 2768. .3001 


Sea No 


34090 








Seq. ID 


OJ000251_01.0216.C51 


Gene No. 


70563 








Strand 




Start 


2258 








End 


3002 


Name 


OJ000251 01 


0216 . 


C51 . o3 


. ts 


Method 


TBLASTX: Soybean 


Start 


2532 _ 








End 


2974 


GI 


none 








Score 


218 


Exons 


2532 2 '6 9 9 


254 8. 


. 2697 , 


2563 . 


.2700, 2567.. 2698,. 2740.. 2970, 




2750 2887 


2757 . 


. 2972, 


27 68". 


.2974, -2770. .2973 


Sea No 


34090 








Seq. ID 


OJ000251_0i.0216.C51 


Gene No. 


70563 








Strand 




Start 


2258 








End 


3002 


Name 


OJ000251 01 


0216 . 


C51 . ol 


. tm 


Method 


TBLASTX: Maize 


Start .j 


2643 ~ 








End 


2976 


GI 


none 








Score 


82 


Exons 


2643. .2699, 


2644. 


.2700, 


2645. 


.2698, 2740. .2976, 2750. .2887, 




2757. .2975, 


2770. 


.2976 








Seq. No. 


34090 - 








Seq. ID 


• OJ000251_01.0216.C51 




~i n C C A 








Strand 




Start 


2975 








End 


4713 


Name 


OJ000251_01. 


0216. 


C51.ol 


ts 


Method 


TBLASTX : Soybean 



34071 



Start 
GI 

Exons 



2975 
none 

2975.. 3049, 2979.. 3053, 2982. 
3244. .3276, 3274. .3981, 3275. 
3978. .4127, 3979. .4107, 4114. 



End 4713 
Score 99 

.3053, 3L78.. .3225, 3182.. 3226, 
.3634, 3276. .3983, 3977.. 4102, 
.4713, 4127. .4708, 4135. .4713 



Seq. No. 34090 

Gene No. 70564 

Start 2975 

Name OJ000251_01 . 0216 . C51 . o2 . tm 

Start 2978 

GI none 

Exons 2978.. 3079, 2979.. 3083, 2979. 

3244. .3276, 3274. .3474, 3276. 



Seq. ID OJ000251_01.0216.C51 
Strand 

End 4713 

Method TBLASTX : Maize 

End 3474 

Score 140 

.3080, 3178. .3225, 3182. .3226, 
.3473 



Seq. No. 34090 

Gene No. 70564 

Start 2975 

Name OJ000251_01 . 0216.C51 .08 . tc 

Start 3014 

GI none 

Exons. . , 3.0 1 4... . .307.9., . 3.0 .1.5.... ...3 0.71 3187 . 

„. -.3219. ..33.65-,.. _ , .„_,.. 



OJ000251_01.0216.C51 
4713 

TBLASTX: Cress 

3366 

81 
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Strand 
End 

Method 
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Score 

.32 37,,. ,3 191 , ,323£ ,^2T7 . v _3 366^,^ 



Seq. No. 34090 

Gene No. 70564 

Start 2975 

Name OJ000251_01 . 0216 . C51 . o2 . tc 

Start 3369 

GI none 
Exons 



Seq. ID OJ000251_01.0216.C51 
Strand 

End 4713 

Method TBLASTX : Cress 

End 3763 

Score 595 



3369.. 3761, 3370.. 3762, 3692.. 3763 
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GI 

Exons 



34090 
70564 
2975 

OJ000251_01.0216.C51.ol.tw 

4062 

none 



Seq. ID OJ000251_01.0216.C51 
Strand 

End 4713 

Method TBLASTX : Wheat 

End 4507 

Score 624 



4062. .4505, 4063. .4506, 4063. .4506, 4064. .4507 
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Name. OJ000251_01 . 0216 . C51 . o3 . tc 

Start 4207 

GI none 
Exons 



Seq. ID OJ000251_01. 021.6. C51 
Strand 

End ' 4713 

Method TBLASTX: Cress 

End 4623 

Score 387 



4207. .4617, 4208. .4618, 4208. .4621, 4213. .4623 
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Gene No. 70565 

Start 956 

Name OJ000251_01 . 02 16 . C52 . ol . ts 

Start 1 

GI none 
Exons 



Seq. ID OJ000251_01.0216.C52 
Strand 

End 1840 
Method TBLASTX : Soybean 
End 1839 
Score 78 

1..57, 1..66, 53. .178, 54. .203, 55. .183, 190. .942, 203. .943, 
204. .950, 414. .944, 947. .1003, 950. .1099, 957. .1100, 958. .1161 
1069. .1239, 1094. .1237, 1110. .1238, 1665. .1838, 1665. .1838, 
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Seq. No. 


34091 




Seq. ID 


OJ000251_01.0216.C52 


Gene No. 


70565 




Strand 




Start 


956 




End 


1840 


Name 


OJ000251 01.0216.C52.ol 


• gp 


Method 


AAT/GAP 


Start 


956 




End 


1041 


GI 


LIB34 32-01 3-P1-K1-E3 




Score 


133 


Exons 


956. .1041 








GI Descrip. 


' 133446/sp | P12093 | RPOD_ORYSA 


3.0e-09 DNA- DIRECTED RNA POLYMERASE 



BETA" CHAIN >gi_6698 6_pir RNRZC2 DNA-directed RNA polymerase 

(EC 2.7.7.6) beta 11 -2 chain - rice chloroplast 

>gi_11973_emb_CAA33988_ (X15901) RNA polymerase beta" subunit-2 
[Oryza sativa] 1 



Seq. .No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



34091 
70565 
956 

OJ0002 
1209 
none 
1209. . 
1228. . 
1252. . 
1261. . 
1291. . 
1319. . 
1346. . 
1394. . 
1430. . 
1472. . 
1528. . 



51 01.0216.C52.o2.tm 



1331, 
1302, 
1362, 
1356, 
1365, 
1405, 
1393, 
1549, 
1453, 
1522, 
1566, 



1216. 
1229. 
1256. 
1261. 
1294. 
1334. 
1346. 
1412. 
1439. 
1474 . 
1531. 



1356, 
1276, 
1354, 
1335, 
1353, 
1402, 
1444, 
1567. 
1570, 
1551, 
1569, 



1218. 
1230. 
1260. 
1261. 
1298. 
1337. 
1346. 
1415. 
1451. 
1475. 
1548. 



.Seq. I 
Strand 
End 

Method 

End 

Score 
.1331, 
.1301, 
.1307, 
.1362, 
.1384, 
.1393, 
.1393, 
■ 1 54 9, 
.1483, 
.1561, 
.1625 



D OJ000251 01.0216.C52 



1840 

TBLASTX: Maize 
1625 
138 
1225. .1332, 
1242. .1280, 
1261. .1365, 
1265. .1366, 
1298. . 1405, 



1340. 
1388. 
1423 . 
1457. 
1480. 



1393, 
1552, 
1467, 
1522^ 
1524, 



1225, 
1246. 
1261. 
1272, 
1306. 
1346. 
1388. 
1430 . 
1471, 
1508. 



. 1335, 
.1302, 
.1335, 
.1328, 
. 1374, 
. 1444, 
. 1552, 
. 1570 
. 1515^ 
.1570, 



34073 
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Gene No. 70565 

Start 956 

Name OJ000251_01 . 0216 . C52 . ol . tm 

Start 1571 

GI none 

Exons 1571.. 1609, 1634.. 1687, 1635, 
1736. .1840 



OJ000251_01.0216.C52 
1840 

TBLASTX: Maize 

1840 

46 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1838, 1636.. 1839, 1636.. 1839, 



Seq. No. 34091 

Gene No. 70565 

Start 956 

Name OJ000251_01 . 0216 . C52 . o3 . tc 

Start 1613 

GI none 

Exons ... 1613. .1720, 1635. .1838, 1636. 

Seq. No. 34092 

Gene No. 70566 

Start 1 

Name . . OJ0 002 5.1^0,1 ..021.6 . C53 v ol .±s,. 

-StartL ,...„,_ L - r.'_ 

GI none • 

Exons 



Seq. ID OJ000251_01.0216.C52 
Strand 

End 1840 

Method TBLASTX : Cress 

End 1839 

Score 66 

.1839, 1636.. 1830, 1665.. 1838 



Seq. ID 

Strand 

End 

._Methpd, 
-End.lJ.".!* 
Score 



OJ000251_01.0216.C53 
385 

.TBLASTX :. Soybean..- 

J3.83 

86 ■ 



1..123, 2. .106, 4. .123, 127. .381, 139. .381, 152. .382, 165. .383 



Seq. No. 


34092 






Seq. ID 


OJ000251_01.0216. 


.C53 


Gene No. 


70566 






Strand 






Start 


1 






End 


385 




Name 


OJ000251 01.0216.C53 


.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


121 






End 


385 




GI 


none 






Score 


174 




Exons 


121. .378, 127. .384, 


152 


. .385, 


180. .383 






Seq. No. 


34093 






Seq. ID 


OJ000251_01.0216. 


.C54 


Gene No. 


70567 






Strand 


+ 




Start 


804 






End 


1415 . . 




Name 


OJ000251 01.0216.C54 


.ol 


.gp 


Method 


AAT/GAP 




Start 


804 






End 


1245 




GI 


LIB3431-005-P1-N1-A5 






Score 


869 





Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



804 . .1245 . . 

' 131251/sp|.P12094 I PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE' PROTEIN) "(PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir^ FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_2264 06_prf 15 1 

Seq. ID OJ000251_01.0216.C54 



34093 

70567 Strand 
804 End 
OJ000251_01.0216.C54 .ol. ts Method 
877 End 
none Score 
877. .1032, 880. .1053, 887. .1054, 887. 
1193. .1411, 1199. .1414, 1200. .1415 



+ 

1415 

TBLASTX: Soybean 

141.S 

196 

1060, 1192. .1413, 



34074 




Cpn No 


34 093 




Seq. ID 


OJ000251_01.0216.C54 


Gene No. 


70567 




Strand 


+ 


Start 


804 




End 


1415 


Name 


OJ000251 01.0216.C54.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1011 ~~ 




End 


1295 


GI 


none 




Score 


53 


Exons 


1011 1052, 1012.. 1068, 


1012 . 


.1053, 1013. .1057, 1064. .1090, 




1065.. 1091, 1086.. 1151, 


1094 . 


.1132, 1103.. 1168, 1108.. 1173, 




1165 1257, 1179 1295, 


1185 . 


.1295 




Sea No 


34094 




Seq. ID 


OJ000251_01.0216.C55 


Gene No. 


70568 




Strand 




Start 


44 




End 


609 


Name 


OJ000251 01.0216.C55.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


44 




End 


609 


GI 


none. 




Score 


198 


Exons 


44. .172, 51. .197, 52. .201, 190. .504, 195. .503, 317. .508, 




507. .572, 508. .570, 509 


. .571, 


O J_ u . . _> / Z 


r^r fina rrp £n?i 

, J JO • i DUO / JjO . • QUO, 




574. .609 








.Seq t ,-No., iWi 


J34 0.94 ^.. 9 .,..,_.„,., _ 




Qprr jn 




Gene. No. 


05.6.8 ... _. r 




O LXdllLl 




-Start 


44 • -'• '- ' • 




EnH - 




Name 


OJ000251 01.0216.C55.ol 


tw 




1 D±jr\0 I A . WnSaL 


Start 


80 




EnH 


^ S ^ 
J J J 


GI 


none 




Score 


O :? ± 




80. .352, 81. .353, 81. .353 






Seq. No. 


34094 




Seq. ID 


OJ000251_01.0216.C55 


Gpne No 


70568 




Strand 




Start 


44 




End 


609 


Name 


OJ000251 01.0216.C55.ol 


ts 


Method 


TBLASTX : Soybean 


Start 


222 




End 


473 


GI 


none 




Score 


279 


Exon ^ 


222. .473, 251. .457 








Seq. No. 


34094 




Seq. ID 


OJ000251_01.0216.C55 


Gene No . 


70568 




Strand 




Start 


44 




End 


609 


Name 


. OJ000251 01..0216.C55.O1. 


tc 


Method 


TBLASTX: Cress 


Start 


. 248 




End 


480 


GI 


none 




Score . 


237 


Exons 

UAU Ilk? 


.248". .460, 255. .479, 262. 


.480, 


264 . .479 




Seq. No. 


34095 




Seq. ID 


OJ000251_01.0216.C56 


Gene No. 


70569 




Strand 


+ 


Start 


1 




End 


494 


Name 


OJ000251 01.0216.C56.ol. 


gp 


Method 


AAT/GAP 


Start 


1 


End 


494 


GI 


7587 1.R1084 




Score 


952 - 


Exons 


1. .494 









GI Descrip. ' 131283/sp | P12158 | PSBC_ORYSA 2.0e-85 PHOTOSYSTEM II 44 KD 
REACTION CENTER PROTEIN {P6 PROTEIN) (CP43) 

>gi_72710_pir F2RZ44 photosystem II chlorophyll a-binding 

protein psbC - rice chloroplast >gi_11965_emb_CAA34 014_ (X15901) 
PSII 43kDa protein [Oryza sativa] 1 



34075 



Seq. No. 


34095 




Seq. ID 


OJ000251 01 0216 C56 


Gene No. 


70570 




Strand 


+ ~~ 


Start 


549 




End 


930 


Name 


OJ000251 01.0216.C56. 


o2 . gp 


Mo +* H oH 


AAT /HAP 




549 






-7 O \J 




5607533 




Q oo y~ o 


fin r 




549. . 930 










11957/emb|X15901 ICHOSXX 1 . Oe- 


14 j r\-L L-ts 






genome 










34095 




Seq. ID 


OJ000251_01.0216.C56 


Gene No. 


70571 




Strand 


+ 


Start 


1662 




End 


1836 


Name 


OJ000251 01.0216.C56. 


o4 . gp 


Method 


AAT /GAP 


Start 


1662 




End 


1836 


Vj-L 


306 9.R1084 




Score 


238 


Tn 1 von c 


1662. .1836 








CI T Docryi o 


'287391/dbj | D13111 | RICMT15 1. 


Oe-178 Oryza sativa mitochondrial 




rpoB pseudogene ' 








-§ec[. J ,.JNp.. s . r . % ,.„ i 






. i Seq..^I.D. 


.OJ000251. 01,.,021.6..C5.6,„ „ 


Patia Xfo 


70S7? 




J3£xand 






O 1 Z 


~ . _ - — - 


End ■ 


1270 - " ' - * 


Name 




ol r O ' 


Method 


TBLASTX: Cress 


OLdlt 


1 

1 




End 


417 




none 




Score 


419 


Exons 


1..234, 3. .236, 216.. 


347, 229 


..351, 230. .346, 388. .417 


Seq. No. 


0 41 u y D 




Seq. ID 


OJ000251_01.0216.C56 




/UD // 




Strand 




C+- a r-+- 






End 


1270 


IN a. Ill C 


OJ000251 01.0216.C56. 


ol.ts 


Method 


TBLASTX: Soybean 


c 4- o r-+- 


1 




End 


380 




none 




Score 


422 


.Exons 


1..234, 3. .236, 216.. 


380, 230 


..343, 238. .348 


Seq. No. 


34095 




Seq. ID 


OJ000251_01.0216.C56 




70572 




Strand 




o Lai, L 


812 




End 


1270 


LNCllUC - 


OJ000.251 01..0216.C56. 


ol..tm 


Method 


. TBLASTX: Maize 


OLal L 


1 . 




End 


383 


ox 


' none 




Score 


' 414 


T* 1 von c 


1..237, 3. .239, 231.. 


353,' 235 


..354, 235. .354, 351. .383, 352, . 38' 


Seq. No. 


34095 




Seq. ID 


OJ000251_01.0216.C56 


Gene No. 


70572 




Strand 




OLal I 


812 




End 


1270 


Name 


OJ000251 01.0216.C56. 


ol . tw 


Method 


TBLASTX: Wheat 


OLaLL 


34 




End 


446 


GI 


none 




Score 


357 


Exons 


34. .237, 36. .239, 216 


..380, 235. .381, 


235. .381, 352. .435, 




374 . .445, 375. .446 








Seq. No. 


34095 




Seq. ID 


OJ000251_01. 0216.C56 


Gene No. 


70572 




Strand 




Start 


812 




End 


1270 



34076 



Name 

Start 

GI 

Exons 



OJ000251_01 . 0216 . C56 . o2 . ts Method TBLASTX : Soybean 
573 End 1150 

none Score 7 6 

573. .629, 573. .632, 575. .634, 575.-634, 623. .652, 624. .656, 
827. .874, 918. .1142, 926. .1150, 926. .1138 



Seq. No. 34095 

Gene No. 70572 

Start 812 

Name OJ000251_01 . 02 1 6 . C56 . o2 . tm 

Start 620 

GI none 
Exons 



Seq. ID OJ000251_01.0216.C56 
Strand 

End 1270 

Method TBLASTX : Mai ze 

End 1235 

Score 77 



620. .709, 621. .668, 622. .669, 680. .718, 807. .905, 821. .907, 
822. .905, 826. .924, 862. .1176, 872. .1177, 908. .1180, 1191. .1235, 
1196. .1234 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI,,,,.,. 
_ Exons 



34095 
70572 
812 

OJ000251_01.0216.C56.o2.tc 
621 



Seq. ID OJ000251_01.0216.C56 
Strand 

End 1270 

Method TBLASTX : Cress 

End 1150 



..none _,. ... ... . A .„ . Score. . 4 5.. ... 

".62_1.-6.EL9 ~Hdh '±63., Li 3 U.Zi6iZ-$23^Rl£.,. Z 8.29U Z £5£~1.92£.__1A5., 
926. .1150, 926.. 1138, 927. .1139, 934-.. 1149 ' • - ■ 



Seq. No. . 34095 

Gene No. 70572 

Start 812 

Name OJ000251_01 . 0216 . C5 6 . o3 . gp 

Start 812 

GI 45273_1.R1084 

Exons 812.. 1270 

GI Descrip. '1022811 4.0e-21 (U37703) ORF 62 [Hordeum vulgare] 1 



Seq. ID OJ000251_01.0216.C56 
Strand 

End 1270 

Method AAT/GAP 

End 1270 

Score 850 



Seq. No. 34095 

Gene No. 70573 

Start 1649 

Name OJ000251_01 . 0216 . C56 . o5 . tm 
Start ■ ■ ■ 164 9 

GI none 
Exons 



Seq. ID OJ000251_01.0216.C56 
Strand 

End -2016 

Method TBLASTX : Mai ze 

End 2016 

Score 44 



1649. .1675, 1799. .1876, 1803. .1958, 1806. .1961, 1954. .2013, 
1957. .2016 



Seq. No. 34095,. 

Gene No. 70574 

Start 2489 

Name OJ000251_01 . 0216 . C56 . o3 . tm 

Start 2489 

GI none 
Exons 



Seq. ID OJ000251_01.0216.C56 
Strand 

End 2761 

Method TBLASTX : Maize 

End 2761 

Score 66 



2489. .2557, 2490. .2579, 2539. .2643, 2547. .2684, 2547. .2687, 
2549. .2728, 2676. .2759, 2677. .2760, 2678. .2761 



Seq. No. 34095 

Gene No. 70575 

Start 3696 

Name OJ000251_01 . 021 6 . C56 . o4 . tm 

Start 3696 



Seq. ID OJ000251_01.0216.C56 
Strand 

End 3898 

Method TBLASTX : Mai ze 

End 3898 



34077 



GI 

Exons 



none Score 61 

3696. .3740, 3697. .3759, 3698. .3757, 3742. .3768, 3743. .3769, 
3755.. 3898, 3763.-3888 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000251_01.0216.C57 

Strand + 

End 1129 

Method AAT/GAP 

End 1129 

Score 198 



34096 
70576 
1018 

OJ000251_01.0216.C57.ol.gp 
1018 
1036999 
1018. .1129 

11957/emb 1X15901 | CHOSXX 2.0e-52 Rice complete chloroplast genome 



34096 Seq. ID 

70577 Strand 

1203 End 
OJ000251_01. 0216.C57.ol.tc Method 

195 End 

none Score 

195. .332, 195. .332 



OJ000251_01.0216.C57 
+ 

1625 

TBLASTX: Cress 

332 

191 



.Seg. v No. 
. -Gene T -No-. 

Start - ■ 

Name 

Start 

GI 

Exons 



34 0.96 



; r .. M _,Se<i ... ID . ,0 J000251 . 01. 02.1,6 . C57_ 



..7.057:L_~_, : - .„.Strand 

1203 • • •• - - End 

OJ000251_01. 0216.C57.o2.tm Method 
201 End 
none Score 



1625 



TBLASTX: Maize 
473 
250 

201. .365, 201. .383, 202. .384, 202. .384, 224. .391, 429. .473, 
429. .467 



Seq. No. 34096 Seq. ID OJ000251_01 . 02 16 . C57 

Gene No. 70577 Strand + 

Start 1203 End 1625 

Name OJ000251_01 .0216. C57 . ol . t s Method TBLASTX : Soybean 

Start 946 . End 1260 

GI none Score 59 

Exons 946. .1026, 963. .1070, 1092. .1121, 1132. .1260, 1138. .1248 



Seq. No. 34096 

Gene No. 70577 

Start 1203 . .... 

Name OJ000251_01 . 0216 . C57 . o2 . tc 
Start . 976 

GI none 
Exons 



Seq. ID OJ000251_01.0216.C57 

Strand + 

End 1625 . 

Method TBLASTX: Cress . 

End * 1302 

Score 41 



976. .1026, 979. .1026, 1024. .1095, 1092. .1139, 1093. .1140, 
1129. .1275, 1131. .1250, 1141. .1302 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34096 
70577 
1203 

OJ000251_01.0216.C57.ol.tm 

1053 



none 
1053. 
1125. 
1280. 



1094, 1054. 
1301, 1129. 
1507, 1317. 



1095. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1054 , , 1095 - 



OJ000251_01.0216.C57 
+ 

1625 

TBLASTX: Maize 
1625 
79 

1 0 £ Q 1 i a n 1 nop i -j o c 



1500.. 1544, 1503. 



,1302, 1133. .1309, 1135. .1302, 1278. .1508, 
,1385, 1338. .1391, 1339. .1386, 1340. .1387, 
,1547, 1530. .1619, 1536. .1625 



34078 




Seq. No. 


34096 






Seq. ID 


OJ000251_01.0216.C57 


bene ino . 


in c 7-7 






Strand 


• + 


otart 








End 


1625 


Name 


p> th n n 0 c; 1 n 1 
UJUUUZ01 Ul 


. UZ lo.LD / .Ol 


. zvj 


Method 


TBLASTX: Wheat 


Cf 3 -y~ f- 








End 


1290 


pt 


none 






Score 


50 


Exons 




iuyj. . 1 ±4 u , 


1 1 0 Q 


.1290, 1131. .1250, 1141. .1284 


Qprr NO 

O ^ . Li W • 


34096 






Seq. ID 


OJ000251_01.0216.C57 


Gene No. 


70577 






Strand 


+ 


Start 


1203 






_na 




Name 


OJ000251 01 


.0216.C57.o2 


.gp 


Method 


AAT/GAP 


Jlall 


1203 






End 


1348 


p t 


LIB3432-021 


-P1-K1-A3 




Score 


213 




1203. . 1348 












, 11957/emb|X15901|CHOSXX l.Oe 


-52 Rice 


complete chloroplast 




genome 1 










Seq. No. 


34097 






Seq. ID 


OJ000251_01.0216.C58 


Gene No . 


70578 






Strand 






A ,..14J30 






.End.,.....,,,. 


., 158 0_ iS , ^.^^^^^^ 


„N.ame .. ... — 




.52161 .£5&.x>3". 


l£s.l_ . 


.Method ... 


TtiT.ASTX ;SnyhPfln 


O L 3 L L 


-12 ■ 






End 


149 


P T 
bl 


none 






Score 


128 


Exons 


12. .140, 27 


. .149 








o e q . ln u . 


34097 






Seq. ID 


OJ000251_01.0216.C58 


Gene No. 


70578 






Strand 




Start 


1450 






End 


1580 


Name 


OJ000251 01 


.0216.C58.ol 


.gp 


Method 


AAT/GAP 




1450 






End 


1580 


P T 


5607624 






Score 


215 


Exons 


1450. .1580 










P_ X e /"» l r~\ 

ul UcSCiip. 


287391/dbj | 


D13111 IRICMT15 1.0e-178 Oryza sativa mitochondrial 




rpoB pseudogene 








oeq. ln o . 


34097 






Seq. ID 


OJ000251_01.0216.C58 


Gene No. 


70579 






Strand 




Start 


1502 






End 


2159 


Name 


OJ000251 01 


.0216.C58.o2 


.tc 


Method 


.TBLASTX: Cress 


OLdit 


1502 






End 


2072 ; 




none 






Score 


38 - 


Exons 


1502. . 1537, 


1507. .1536, 


1554 . 


.1628, 1554.. 1628, 1555.. 1629,' 




1679. . 1951, 


1687. .1953, 


1687. 


.1950, 1689. .1952, 1954. .2070, - 




1955. .2065, 


1965. .2072, 


1965. 


.2072 




Seq. No. 


34097 






Seq. ID 


OJ000251_01.0216.C58 


Ijcuc 1NO . 


70579 






Strand 




otiar u 


1502 






End 


2159 


Name 


OJ000251 01 


.0216.C58.o3 


,ts 


Method 


TBLASTX: Soybean 


Start 


1549 






End 


1952 


GI 


none 






Score 


52 


Exons 


1549. .1653, 


1566. .1640, 


1568. 


1663,. 1-657 .,1950,- 165 9. . 1952 


Seq. No. 


34097 






Seq. ID 


OJ000251_01.0216.C58 


Gene No. 


70579 






Strand 





34079 



9fa rt 


1502 








End 


91 59 
£~ x j y 




o.tooo25i m 


021 6 

. U Z. x o 


C58 ol 


. tm 




TRT A CITY • Ma i 




1 567 ~ 








PnH 


1 Qfi5 
1 y Dj 


\J X 


n on ^ 










54 9 


P von c: 


1567 1965 


1569 


1964 








Seq. No. 


34097 








Seq. ID 


OJ000251_01.0216.C58 


Gene No. 


70579 








Strand 




Start 


1502 








End 


2159 


Name 


OJ000251 01 


.0216 


C58 o2 


. tm 


Mf^ t" hoH 


1 O ±jr\>D 1A . 1 .Jcl X Z. 


Start 


1966 _ 








End 


91 59 


\J X 


none 








O l_. X c 


304 


P. von ^ 


1966 2151 


1968 


2156, 


1968 . 


. 2159 




Seq. No. 


34097 








Seq. ID 


OJ000251_01.0216.C58 


Gene No. 


70580 








Strand 




Start 


2152 








End 


314 8 


Name 


0,1000251 m 


021 6 


P5R ol 


. tc 


-t- h oH 


1 DLinO 1 /\ . L/I Coo 


C» L. C1X U 


2152 ~ 








Pnri 


951 9 


GI 


none 








Q oo t*o 


4 ft 3 


Pyrin c; 


2152 2 511 


2154 


.24 68, 


2 168 . 


. 2512 






_3 4 0 9 7 


-■'••"■=""- 






—Seq. ID, 


.OJQ.a6.25lIjQlloS 




70580 








Strand. - 




Start . 


2152 








End 


3148 


Name 


OJ000251 01 


.0216 


C58.ol 


.ts 


Method 


TBLASTX: Soybean 


Qr art 

O I— Cl X L. 


21 94 








End 


3025 


vJ X 


n on o 








Score 


568 


P von c? 


21 94 2 59R 

Z. X -7 *3 ■ t J JO/ 


21 96 

Z. X y \> 


94 6ft 
. z i u o , 


91 9ft 

Z. X y o • 


.2599, 2458. .2604, 2599. .2748, 




2600 2755 


2 629 

Z. U Z Z 


976S 

. Z 1 \J -J , 


97 69 

Z. 1 \J y • 


.3023, 2781. .3023, 2794. .3024, 




2807 3025 












Q&rr Mo 


34 097 








Seq. ID 


OJ000251_01.0216.C58 


Hpnp NIo 


70580 

/ U JO u 








Strand 




Start 


2152 








End 


3148 


Name 


OJ000251 01 


0216. 


C58.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


2513 








End 


2880 


KJ X 


n on o 








Score 


88 


P von q 


251 3 263ft 

J 1 J . i JO/ 


9514 


9594 
■ z -j y *i , 


9 5 91 

Z. *J Z X * 


.2598, 251 


8. .2760, 2599..2748, 




2603 2761 


2 604 

Z. U U *i • 


97 6 5 


9 699 


.2765, 2769. .2876, 2769. .2876, 




2788 2877 


2794 . 


9RR0 


2822 . 


..2878. 




O ~ ^4 . LN ■ 


34097 








-Seq. ID • 


OJ000251_01.0216.G58 


Gene No. 


70580 . 








Strand 




Start 


2152 








End 


3148 


Name 


OJ000251 01 


0216 . 


P5R o5 




Method 


TBLASTX: Cress 




2 QD 1 _ 








End 


3148 




none 








Score 


49 


P von q 


2901 2951 

Z _7 U X . . ^ J J i. ; 


991 1 


9QR9 
. z. y D c. f 


9 Q9^ 


.2958, 2952. .3032, 2953. .3042, 




2953 2994 
d j j j . • z. _7 .? *i , 


2955 


3039 


304 "3 


.3075, 3074. .3148, 3106. .3147 


Seq. No. 


34097 








Seq. ID 


OJ000251_01.0216.C58 


Gene No. 


70581 








Strand 




Start 


3122 








End 


3666 


Name 


OJ0U0251 01. 


0216. 


C58.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


3122 








End 


3666 


GI 


none 








Score 


227 



34080 




jr von 


3122 3301 3130 3282 


3132 


.3302, 3132. .3311, 3145. .3312, 




3264 3446 3279 3446 


3283 


.3468, 3439. .3477, 3488. .3625, 




3492 3644 3492 3626 


34 93 
*j *i z? j . 


.3666, 3499.. 3663 


Seq. No. 


34097 




Seq. ID 


OJ000251_01.0216.C58 


Gene No. 


70581 




Strand 




Start 


3122 




End 


3666 


Name 


OJ000251 01 0216 C58 o4 


. tc 


Method 


TBLASTX: Cress 


Start 


3213 ~ 




End 


3408 


GI 


none 




Score 


175 


Exons 


3213.. 3407, 3213 3407, 


3214 . 


3408, 3214. .3408 


Sea No 


34098 




Seq. ID 


0.70002^1 01 0216 PSQ 


Gene No. 


70582 




Strand 




Start 


1 




End 


333 


Name 


OJ000251 01 0216 C59 ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1 ~ 




End 


333 


GI 


none 




Score 


145 


F.xon *=; 

i-J -tV \*-/ i- 1 O 


1 135 1 111 3 113 

X . * X .J *J , X . ■ X X X , ,J . . X X , 


106. .144, 155.. 


292, 159.. 311, 159.. 




160 333. 166 330 








Qprr Mo 


34 099 : 




;; Seq. . ID*. 


n.Tono?si m 09i 6 r^i 




1 . 1 13.0 i5.83™ll Ill -„H„ 11* 1 '121 , 





_S.txand 




Start * 


- 2 




End — ■ 


354 • - - 


Name 


OJ000251 01.0216.C61.ol 


• L.UI 


L v lc L. i lOU. 


TBLASTX: Maize 


Start 


2 




FnH 

Ej I ILi 


354 


GI 


none 






35 


P. von <? 


2 22 31 93 31 93 


35 . . 94 , 


4 9 1 6S 

*± Z/ . . X U >J , 


51. .167, 73. .171, 




189 218 193 297 224 


. . *C _7 O , 


£ 1 1 • i JUJ/ 


246. .302, 287. .352, 




288 353 289 354 








-J v_J . V_/ . 


34099 




Seq. ID 


OJ000251_01.0216.C61 


Gene.. No . 


70584 




Strand 




Start 


426 




End 


706 


Name 


OJ000251 01 0216 C61 ol 


. tc 


Method 


TBLASTX: Cress 


Start 


426 ~~ 




End 


706 


GI 


none 




Score 


47 


Exons 


426' 452. 426 452 427 


. .453, 


549. .599, 


550. .693, 550. .693, 




563 706 








Seq. No. 


34099 




Seq. ID 


OJ000251_01.0216.C6L 


Gene No. 


. 70584 ** ; 




•Strand 




Start" 


426. 




End 


706 


Name 


OJ0002S1 01 0216 Pfil oT 


.ts 


Method 


TBLASTX: Soybean 


Start 


426 ~~ 




End 


692 


GI 


none 




Score 


177 


Exons ■ 


426 521 562 690 563 


. .691, 


564. .692, 


566. .691 


Sea No 


34100 




Seq. ID 


OJ000251_01.0216.C62 


Gene No . 


70585 




Strand 




Start 


1 




End 


573 


Name 


OJ000251 01.0216.C62.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


444 


GI 


none 




Score 


167 


Exons 


1..117, 1..117, 2. .118, 


2. .118 


, 3. .122, 


112. .195, 114. .197, 




115. .195, 194. .442, 195 


. .443, 


195. .443, 


196. .444, 196. .444 



34081 



• 



o e q . no. 


jIIUU 


Seq. ID 


OJ000251_01.0216 


P£9 


oene lno . 


/Ujoj 


Strand 






Start 


1 


End 


573 




Name 


OJ000251_01. 0216.C62.ol.ts 


Method 


TBLASTX: Soybean 




Cf 3 y- f- 

jLall 


i 
± 


End 


573 




PT 


none 


Score 


35 




17" v ^\ T^t c? 


1 91 Q4 1 9"^ 917 959 917 


..252, 2S4..322, 262. .294, 






976 347 300 413 339 430 


340. .414, 


349 483, 436 


4 65 




4S6 S36 464 S38 479 SS8 


476. .550, 


509 573 534 


57 9 


O t= q ■ 1 N U . 


34100 


Seq. ID 


OJ000251 01 0216 




P. o n o M 


70585 


Strand 






Start 


1 


End 


573 




Name 


OJ000251 01.0216.C62.ol.tc 


Method 


TBLASTX: Cress 




OLai L 


46 


End 


573 




P T 


none 


Score 


44 




Exons 


46. .84, 94. .123, 130. .204, 184. .258, IE 


}Q 353 i Qfi 955 


t 




940 347 947 34ft 330 401 


340 409 


361 399 461 


53ft 
•J o o , 




466 537 476 53ft 531 579 

40D t . JO / f 4 / O . . J JO ^ JJl • • J / ^f 


539 573 


S39 573 




Seq. No. 


34101 


Seq. ID 


o,Tnnn9 5i no 091 i 


.CI- 


.Gene No a .„ 


, ..,7058.6^........^ ^ ,._ J , 4 . A .. -^.^ 


_,Strand^ Tr , 


. _ . "I 




.O.L.C1 J, , t , 




,.EndL.,.... r ,,_ r 


.432 ■ _ . 




Name" ■ 


OJ000251 00.0-217.Cl.ol.gs - - 


■Method -"" 






Of a r-+- 


53 


End 


4 39 




PT 


none 


Score 


ft Q 




TP \r /~\ o 


53. .432 








Seq. No. 


34102 


Seq. ID 


0,7000951 00 091 7 


.C4 


Gene No. 


70587 


Strand 


+ ~~ 




oiai i 


255 


End 


4716 




Name 


OJ000251 00.0217.C4.ol.gs 


Method 


GEN SCAN 






255 


End 


1906 




PrT 


none 


Score 


.45 




TP T» O 


255. .435, 1884. .1906 








O C t-J • in (j • 


34102 


Seq. ID 


OJ000251_00.0217 


P4 


Gene No. 


70587 


Strand 


+ 




Start 


255 


End 


4716 




Name 


OJ000251 00.0217.C4.ol.np 


Method 


AAT/NAP 




Of -a r-h 


13.94 


End . .. 


4716 . 




PT 


6721512 


Score . 


102 • 






1394. ..1424, 2992. .3100, ■ 3128. 


.'3232, .4689. .4716* 




P T T*\^ o /~i v* i r~"\ 

ul. Ucbtlip. 


(AP001072) hypothetical protein [Oryza 


sativa]. 




Seq. No. 


34102 


Seq. ID 


OJ000251_00.0217 


.C4 


Gene No. 


70588 


Strand 


+ 






15742 


End ■ 


18560 




Name 


OJ000251 00.0217.C4.ol.gp 


Method 


AAT/GAP 




Of 3 


15742 


End 


16002 




GI 


700744 


Score 


502 




Exons 


15742.. 16002 








Seq. No. 


34102 


Seq. ID 


O.J000251 00.0217 


. C4 


Gene No. 


70588 


Strand 


+ ~ 




Start 


15742 


End 


18560 




Name 


OJ000251 00.0217.C4.o3.np 


Method 


AAT/NAP 





34082 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15854 End 18448 

2914693 Score 1937 

15854. .16663, 16700. .17509, 17540. .1844 8 

(AC003974) putative protein kinase [Arabidopsis ' thaliana] 



34102 Seq. ID 

70588 Strand 

15742 End 

OJ000251_00 . 02 17 . C4 . o2 . gp Method 

18184 End 

3761893 Score 
18184 . . 18560 



OJ000251_00.0217, 
+ 

18560 
AAT/GAP 
18560 
697 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



„S.eq No... 

Gene- No-. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34102 Seq. ID 

70589 Strand 
29005 End 
OJ000251_00.0217 .C4 .o7 .gs Method 
29005 End 
none Score 

29005. .29088, 29235 .. 29351 , 30525 .. 30590, 30762 

30998. .31198, 31454 .. 31561 - 



•OJ000251_00.0217.C4 
+ 

31561 
GENSCAN 
31561 
.69 

,30957,. 



.3.4l0.2_..„.._;.^i r .;: 

70590 - --• - " 

2972 

OJ000251_00.0217.C4.o2.gs 
2972 
none 

2972. .3037, 3471. .3532, 3781. .3997, 4121 
4696.. 4823, 4992.. 5186, 5289.. 5505, 5575 
6440. .6853, 7160. .7333, 7379. .7506, 8659 
10415. . 10460, 10926. .11051, 11070.. 11984 
1257 6. .13116, 1314 7. .134 07 



. Saq^ID O.T0009 [ S1_00_ 091 7 .CA 

Strand — - :1 ■-• 

End 13407 
Method GENSCAN 
End 13407 
Score .48 

4217, 4279. .4361, 
5745, 5977. .6315, 
8740, 9096. .9994, 
12005. .12426, 



34102 Seq. ID 

70590 Strand 

2972 End 

OJ000251_00 . 0217 . C4 . o2 . np Method 

4942 End 

6498441 Score 

4942.. 5223, 5317 



OJ000251_00.0217.C4 

13407 
AAT/NAP 
12527 
1524 



,6698., 9531. 



11962, . 12308. .12527 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 





retrotransposon 


RetroSorl . 


. (AF098806) 


[Oryza sativa] 


Seq. No. 


34102 




Seq. ID 


OJ000251_00.0217 


Gene No. 


70591 




Strand 




Start 


19863 




End 


31593. 


Name 


OJ000251 00.0217 


.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4951 




End 


5559 


GI 


none 




Score 


73 


Exons 


4951.. 5082, 4952 


..5077, 5107. .5559 




Seq. No. 


34102 




Seq. ID 


OJ000251 00,0217 


Gene No. 


70591 




Strand 




Start 


19863 




End 


31593 


Name 


OJ000251 00.0217 


.C4 .o3.tw 


Method 


TBLASTX: Wheat 



34083 




O IQI L 


5680 




FnH 


uuuu 






none 




Q. r\ ~r~ 


1 R1 

J. O -L 




F. von s 


5680 6066, 


5684 6058 








Seq. No. 


34102 




Seq. ID 


OJ000251_00.0217 


.C4 


Gene No. 


70591 




Strand 






Start 


19863 




End 


31593 




Name 


OJ000251 00 


021 7 C4 o? tm 


Mpf h oH 


TRT.A^TX • Ma i 7p 




Start 


5761 _ 




End 


6066 




GI 


none 




Score 


172 




Fxon 


5761 6066. 


5762 6049 








Seq. No. 


34102 




Seq. ID 


OJ000251_00.0217 


.C4 


Gene No. 


70591 




Strand 






Start 


19863 




End 


31593 




Name 


OJ000251 00 


0217 C4 o4 tm 


Method 


TBLASTX: Maize 




' Start 


6609 




End 


25750 




GI 


none 




Score 


101 




Exons 


6609 . . 6707 , 


6611 6715. 6611 


.6769, 25486. .25749, 25487 


. 25750 


Seq. No. 


34102 




Seq. ID 


OJ000251J30.0217- 


C4 


..Gene_ No .. , c ^ 


^. : J0.591^_,^ r . 




^.S.trand^-. 






JS.tart ~_ 


X98.63_ 




.".End-7™ 


„.315.93.„ 




"Name 


■OJ0002ST' 00 


0?1 7 : P4 1 o? tw 


Method - 


TBLASTX: Wheat - 




Start 


6611 _ 




End 


25750 




GI 


none 




Score 


195 






6611 6934 


661 fi 6Q1 4 2^648 


. .25749, 


25649. .25750 




O M • IN ^ ■ 


34102 




Seq. ID 


OJ000251J30.0217 




Gene No. 


70591 




Strand 






Start 


19863 




End 


31593 




Name 


OJ000251 00. 


0217.C4.o6.tw 


Method 


TBLASTX: Wheat 




Start 


7091 




End 


26166 




GI 


none 




Score 


109 




F, von <=; 


7091. .7327, 


7106. .7315, 7209. 


.7325, 10827. .11000, 10828. 


1 1 DDI 




25857. .25976, 26014. .26166 








Seq. No. 


34102 




Seq. ID 


OJ000251_00.0217. 


C4 


Gene No. 


70591 




Strand 






Start 


19863 




End 


31593 




Name 


.. OJ000251 .00. 


0217.C4.o5.tw . . . 


. Method 


TBLASTX: Wheat . 




Start 


11592 




End 


29610 




GI 


none 




-.Score 


■69 


A 


F. von s 


11592. .11990 


, 11683. .11865, 11938. .11976, 29368. .29610 




Seq. No. 


34102 




Seq. ID 


OJ000251JD0.0217. 


C4 


Gene No. 


70591 




Strand 






Start 


19863 




End 


31593 




Name 


OJ000251 00. 


0217.C4.o6.tm 


Method 


TBLASTX: Maize 




Start 


11754 




End 


29643 




GI 


none 




Score 


100 




Exons 


11754. .11993 


, 11755. .12009, 29374. .29643 




Seq. No. 


34102 




Seq. ID 


OJ00n?51 00,0217. 


C4 


Gene No. 


70591 




Strand 






Start 


19863 




End 


31593 




Name 


OJ000251 00. 


0217.C4.ol.tc 


Method 


TBLASTX: Cress 





34084 




Start 


16139 






End 18343 




\j x 


none 






Qrnrp 1 ft S 




Exons 


1 61 ^9 


1 6*^96 1 61 6S 

■ t XU J JU/ X V X O »J 


1 6236 


1 63RS 16441 1 6^96 1649ft 

X\J,JO.J..XU*i'3X, XU.J.7U..XO'i^O, 






1 6484 


1 6660 1 6M 6 

* ( iUUUU/ X \J -J X \J 


1 66S6 


1 6779 16ft1^ 16ft?? 1 6949 






16941 


..16970, 17039 


17122 , 


1740R 17497 17S94 1779ft 






17762 


..17923, 18005 


18124 , 


18194 18343 




Seq . No . 


34102 






Sea TD OJ0009S1 00 0917 


P4 


VJCllC l^t \J m 


70591 






Strand - 

J Llul l vX 




J LCll L 


19863 






End 31^93 




Name 


OJ000251 00. 0217. C4 


. ol . tm 


Method TBLASTX : Mai ze 




Start 


16162 






End 18109 




GI 


none 






Srorp 86 






16162 


..16242, 16163 


1 694 3 


162S3 16396 163RR 1 66S7 






16396 


..16656, 16765 


1 6R21 

> • J. U O X , 


16769 16ft19 16R14 16R99 

i U / vj y . • X VJ O X .7 , 1UU J4 . • X O O .? -7 , 






17594 


..17758, 17603 


. 17737, 


17744.. 17947, 17776.. 17 92 2, 






18005 


.18109 








C^rr Mo 


34102 






Sprr TD 0.70009^1 DO 0917 


P4 


Gene No. 


70591 






Strand - ~ 




Start 


19863 






End- 31593 




Name 


: ,_OJQ00251_.00, 0217,. C_4, 


ol . ts 






- o. i_,d.i_i — . - 


_ _1£1£5. 






_ i End™ 1 12.92 3..1 " „. 




\j x 


- - none ■ 






Cpnrp - - 1 ft ft- - -■■ - - * — 




IT 1 von c 


16165 


.16263, 16166 


1 6^96 


16?ftS 16441 164R4 16660 

1U JO J • •XO*i t iX, 10104 . .XDOOU, 






16522 


.16659, 17429 


. 17503, 


17^94 1779ft 17747 1799? 






34102 






cjfirr TD D.T0009R1 00 091 7 


P4 


Gene No. 


70591 






Strand - _ 




Start 


19863 






End 31593 




Name 


OJ000251 00. 0217. C4 


o7 . tw 


MphhnH TRT.A STY • Whp^ t- 

I'iC L11UU 1 D XJrtO 1 A ■ VV i 1 G & L 




o lai L 


16484 






Fnd 1 ft 1 97 




GI 


none ' 






Cr-Arp 1 4 Q 




Fvnn ^ 


16484 . 


.16648, 16772. 


.16813, 


1 6ft0ft 16919 17747 179S0 






18005. 


. 18127 








Seq. No. 


34102 






Seq. ID OJ000251 00.0217 


.C4 


Gene No. 


70591 






Strand 




J LCtl L 


19863 






Fnd ?1 R9? 

LjI 1VX -J X J .7 *J 




in aiuc 


OJ000251 00. 0217. C4 . 








O Lai. L 


16.835 






Fnd 1 ft?^4 




O J. 


; none 












16835. 


.16909, 16937. 


1 697-S 


17990 1R194 1R176 1R^^4 

X / _7 Z> \J • • X O X ^. *i , 1 O 1 ' O • . lO JJ4 




Seq. No. 


34102 






Seq. ID OJ000251_00.0217 


.C4 


Gene No. 


70591 






Strand 




Start 


19863 






End ^1 ^9^ 

III 11^ j x .j -7 O 




Name 


OJ000251 00. 0217. C4 . 




L ie L. I 1 DiinO 1 A . rid 1 Z, c 




Qfarf 
O L.O.1 L. 


18112 






Fnd 1 R^70 






none 






OLUI jUO 




Exons 


18112. 


.18339, 18113. 


i Q "3 7 n 


1ft90^ 1ft ^4 6 




Seq. No. 


34102 






Seq. ID OJ000251 00.0217 


.C4 


Gene No. 


70591 






Strand 




Start 


19863 






End 31593 




Name 


OJ000251 00. 0217. C4 . 


o4 . gs 


Method GENSCAN 




Start 


19863 






End 21678 





34085 




GI none Score . 6 

Exons .19863. .19870, 204 45 .. 20609, 21351.. 21678 



Seq. No. 


34102 


Seq. ID 


OJ000251_00.0217 


.C4 


(?onP Mo 


70591 


Strand 






O Lai L 


198 63 


End 


31593 




IN aiUC 


0.70002^1 on o?i7 ca 


. o4.np Method 


AAT/NAP 




OlCli I 


20044 _ 


End 


31593 




VJ X 


4406792 


Score 


579 






90044 90190 9M9ft 


..25918, 25952. .26429, 31566.. 31593 




GI Descrip. 


(AC006304) putative 


retroelement pol polyprotein [Arabidops 




thaliana] 








cpn Mo 


^4109 


Seq. ID 


OJ000251_00.0217 


P4 




70SQT 


Strand 






C+- o rt" 


X^OUJ 


End 


31593 




Name 


OJ000251 00 0217 C4 


. o5.tm Method 


TBLASTX: Maize 




O Lai L, 


9 M 9*3 _ 


End 


25457 




GI 


none 


Score 


110 




Exons 


25123. .25218, 25222 


..25344, 25242. .25457 




Corf "M^ 


^4109 


^ ^^:..Seg_,_ ... ID.. 


.. 0 .JO 0 025 l„Q4 te 02 




.Xj.en.fcl ,rJO,.. 


7 Q59L 


,_-..„„,. .„_.St rand ™ 






otalL 




■ End • - 


31593 




Name 


O.T0009S1 00 09T7 P4 


. o4.tw Method 


TBLASTX: Wheat 




C -i- -a v-f- 


9 R9 4 9 _ 


End 


25617 




GI 


none 


Score 


80 




Exons 


25242..254S7, 25459 


..25617, 25460. .25615 




OcL[. LN . 


^4 1 0 ? 


Seq. ID 


OJ000251_00.0217 


.C6 


f^ono Mo 

UCllC 1NLJ • 


70SQ9 


Strand 


+ 




o lax l, 


1 7 ^ 

X / J 


End 


4222 




Name 


O.TOOOPM 00 0917 Pfi 


. ol.gs Method 


GENSCAN 




J Lax L. 


17^ _ 

X / -J 


End 


4222 




(IT 
\J X 


none 


Score 


.54 




i-J ^rv l lo 


173. .351, 408. .583, 


858. .916, 2735. .28 


69, 4082.. 4222 




Seq. No. 


34104 


- " Seq. ID 


OJ000251_00.0217 


C7 


Gene No. 


70593 


Strand 


+ 






1 


End 


3050 




LMdltlt; 


OJ000251 00. 02.17. C7 


. ol . np . . Method 


AAT/NAP 




Cfa v-+- 

O Lax L. 


1 


End 


1098 




o X 


6630699 


'Score 


84 • ■ 




IT von q 


1..72, 1021... 1098 . 








\J ± UcoLXip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gi| 6721536 | dbj I BAA8 9566.il (AP00107 3) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


34104 


Seq. ID 


OJ000251_00.0217. 


C7 


Gene No. 


70593 


Strand 


+ 




Start 


1 


End 


3050 




Name 


OJ000251 00. 0217. C7 


.ol.gs Method 


GENSCAN 




Start 


432 ' 


End 


3050 




GI 


none 


Score 


.54 




Exons 


432. .537, 697. .728, 


1290. .1435, 1632. . 


1693, 1720.. 1809, 





2424. .2596, 2880. .3050 



34086 




0 \^ v_j ■ i>* v_/ • 


34104 


Sea TD 


OJ000251 00 09M 




Gene No. 


70594 


Strand 


+ 




Start 


3322 


End 


19383 




Name 


OJ000251 00. 0217 .C7 . o3 . np 


Method 


AAT/NAP 




Start 


3322 


End 


4666 




GI 


6630699 


Score 


82 




Exons 


3322. .3356, 4588. .4666 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gil 6721536 |dbj IBAA8 9566. 1 | (AP001073) 


hypothetical protein 




rOru7a s^t* "i v;^ 1 
|_ vi y tifl ou li va j 








Seq. No. 




Seq. ID 


OJ000251_00.0217 




Gene No. 


70594 


Strand 


+ 




Start 


3322 


End 


19383 




Name 


OJ000251 00.0217.C7.o5.np 


Method 


AAT/NAP 




Start 


4287 


End 


10888 




GI 


4538896 


Score 


328 




Exons 


4287.. 4309, 8307.. 8440, 9337 


..9861, 9957. .10172, 10829. 


. 1UOOO 


GI Descrio. 


(AL04 9482) putative protein 


[Arabidopsis thaliana] 




Sea. No. 


34104 


Seq. ID 


OJ000251_00.0217 


■ C7 


,,Gene_No_.^^ 


„7_0 5 94 


^- jStrand,_, 


_+ _^ 








„:JTEnoL,JL„„ 


_L93.R.T„. ' 




Name .-•"*■ 


"0 JO 00-251- 00.-0217-.C7-.o4.np 


Method- - 


AAT/NAP - ,*-■ - 




Start 


4312 


End 


6778 




GI 


6539570 


Score 


193 






4312. .4342, 4826. .4995, 5155 


..5228, 6717. .6778 




GI Desrrio 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


34104 


Seq. ID 


OJ000251_00.0217 


.C7 


Gene No. 


70594 


Strand 


+ 




Start 


3322 


End 


19383 




Name 


OJ000251 00.0217.C7.o3.gs 


Method 


GEN SCAN 




Start 


6757 


End 


8803 




GI 


none 


Score 


.74 




Exons 


6757.. 6833, 7485.. 7648, 8348 


. .8455, 8607. .8803 




Seq. No. 


34104 


Seq. ID 


OJ000251_00.0217 


. / 


Gene No. 


70594 


Strand 


+ 




Start 


3322 


End 


19383 




Name 


OJ000251 00. 02.17. C7.o4.gs 


Method 


GENSCAN 




Start 


.9660 . 


- End 


13211 




GI • 


none 


Score 


.46 




U AVI 1 


9660.. 9872, 1138 9 .. 11534 , 12098 12282 , 13096. .13211 




Spa No 


34104 


Seq. ID 


OJ000251__00.0217 


.C7 


Gpnp No 


70594 


Strand 


+ 




Start 


3322 


End 


19383 




Name 


OJ000251 00.0217.C7.o6.np 


Method 


AAT/NAP .. 




Start 


11571 


End 


19383 




GI 


322759 


Score 


113 




Exons 


11571. .11666, 12149. .12219, 


13139. . 13242, 13470 .. 137 99, 






19247. .19383 








GI Descrip. 


pistil extensin-like protein 


(clone pMG14) - nommon tob; 


ceo 



(fragment) gi | 19927 | emb | CAA78393 | (Z14015) pistil extensin like 
protein [Nicotiana tabacum] 



34087 



Seq. No. 


34104 






Seq. ID 


OJ000251 


Gene No. 


70595 






Strand 




Start 


1237 






End 


4528 


Name 


OJ000251 00. 


.0217 


.C7.o2.np 


Method 


AAT/NAP 


Start 


1237 






End 


4528 


GI 


5922620 






Score 


361 


Exons 


1237. .1366, 


2709 


..3046, 3309. 


.3345, 3983. .4006, 



GI Descrip. 



4490. .4528 
(AP000492) 



,4448, 



EST D15357 (C0514) corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



gil 6016853 | dbj | BAA85196.il 

corresponds to a region of the predicted gene 
protein [Oryza sativa] 



AP000570) EST D15357 (C0514 ) 

hypothetical 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

JGI^Descrip.. 



OJ000251 00. 0217. C7 



34104 
70596 
4574 

OJ000251_00.0217.C7.ol.gp 
4574 

LIB34 79-006-Q6-K1-B11 
4574. .5008 

. . i 57-34 LW^j,LA£00,Q3 9 JU 1 J ARO0 .03 9 L, 1 , Qe -1 1.0. Oryjs a^s a tl.v^,.gBnomi c_. 
r .DNA,^hxamasj^^ , . . . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



5008 . 
AAT/GAP 
5008 
653 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 



34104 
70597 
13755 
OJ000251 
9807 
none 
9807. 
10067 
10864 



00.0217.C7.ol.tm 



9875, 
. 10177, 
.10986, 



9809.. 9874, 9949. 



Seq. ID OJ000251_00.0217.C7 
Strand 

End 17645 

Method TBLASTX : Mai ze 

End 10986 

Score 83 

.10059, 9953. .10081, 10065 .. 10148 , 



10114. 
10864. 



10176, 
10986 



10824. .10952, 10836. .10877, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34104 Seq. ID 

70597 Strand 
13755 End 
OJ000251_00 . 0217 . C7 . o5 . gs Method 
13755 End 
none Score 
13755. 
15129. 
16913. 

34105 Seq. ID 

70598 Strand 
101 End 
OJ000251_00 . 02 17 . C8 . ol . gs Method 
101 End 
none Score 
101. .151, 251. .379,. 1721. .1826, 1870. 
3281. .4105 



13832, 14181.. .14286, 
15269, 15493. .15558, 
17114, 17207. ..17229, 



OJ000251_00.0217.C7 

17645 
GENSCAN 
17645 
.52 

14648. . 14844, 1488 6 14 974., 
1604 5. . 16165,.. 16319. . 1639.6, 
17441. . 17645 ... : * ■ ■ 

OJ000251_00.0217.C8 
+ 

12199 
GENSCAN 
4105 
.94 

1980, 2420. .2476, 



Seq. No. 3410.5 

Gene No. 70598 

Start 101 

Name OJ000251_00 . 0217 . C8 . ol . np 



Seq. . ID O.T000251 

Strand + 

End 12199 

Method AAT/NAP 



00 0917 rQ 



34088 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



333 End 9023 

4249385 Score 88 

333. .379, 1721. .1826, 2281. .2322, 2420. .2476, 3281. .3490, 
3614. .3696, 3943. .4044, 7976. .8130, 8962. .9023 
(AC005966) T2K10.11 [Arabidopsis thaliana] 



34105 
70598 
101 

OJ000251_00 . 0217 . C8 . o2 . gs 

5941 

none 



Seq. ID OJ000251_00.0217.C8 

Strand + 

End 12199 

Method GENSCAN 

End 12082 

Score .42 



5941. .6639, 6913. .7456, 7608. .7698, 8028. .8910, 9078. .9497, 
9555. .9839, 9957. .10155, 10267 .. 10621, 10915 .. 11268 , 
11515. .11758, 11867. .12082 



Seq. No. 
Gene No. 
Start 
Name 
Start 

. Uxons 



34105 Seq. ID 

70598 Strand 

101 End 

OJ000251_00.0217 .C8.o2.np Method 

9087 End 

.5.9024.4 5^ _ A ^ .^Score . _ 

90,8i_.l0S3i,- _1 Q9.65..- S 213 9_ .„„ ._.„ _„; 



OJ000251_00.0217.C8 
+ 

12199 

AAT/NAP 

12199 

.2929 , 



GI Descrip-. -(AB030283) 1 GAG-POL precursor [Oryza sativa] : 



Seq. No. 34105 Seq. ID 

Gene No. 70599 Strand 

Start 3856 End 

Name OJ000251_00 . 0217 . C8 . ol . gp Method 

Start 3856 End 

GI none Score 

Exons 3856.. 4296 



OJ00Q25.l_00.0217.C8 

4296 
AAT/GAP 
4296 
862 



Seq. No. 34105 

Gene No. 70600 

Start 13530 

Name OJ000251_00 . 0217 . C8 . o2 . ts 

Start 126 

GI none 
Exons 



Seq. ID OJ000251_00.0217.C8 
Strand 
End 

Method 
End 
Score 



18212 

TBLASTX: Soybean 

1787 

47 



126. .152, 240. .386, 252. .380, 1721. .1786, 1722. .1787 



Seq. No. 

Gene' No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34105 

70600 , ■ - ' 

13530 

OJ000251_00.0217.C8.ol. tc 

1721 

none 

1721.. 1825, 1722.. 1829, 1723. 
2420.. 2479, 3281.. 3337, 36,86. 

34105 
70600 
13530 

OJ000251_00.0217.C8.o7.tw 

3854 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 00. 0217. C8 



18212 

TBLASTX: Cress 
3964 
189 

1833, 2269.. 2340, 2419. 
3772, 3709.. 3774, 3887. 



,2475, 
,3964 



Seq. ID OJ000251_00.0217.C8 
Strand 
End 

Method 
End 
Score 



18212 

TBLASTX : Whe^t 

4114 

174 



3854. .3964, 3919. .3972, 4036. .4104, 4037. .4114, 4059. .4106 



34089 



Seq. No, 


34105 








Seq. ID 


OJ000251_00.0217 


.C8 


Gene No, 


70600 








Strand 






O LcLI L, 


13530 








End 


18212 




Name 




0917 


Ly O • U O . 


K, W 


Method 


TBLASTX: Wheat 






7 ?6fi _ 








End 


7757 




\J I 


none 








Score 


62 






7366 7416 


7423 . 


. 7539, 


7428 . 


.7475, 7480. .7752, 7496. .7699 




76QF! 77R7 














Seq. No. 


34105 








Seq. ID 


OJ000251JD0.0217 


.C8 


Cone KTi^i 


70600 








Strand 






OLdlL 


1 "3^0 

IJJ JU 








End 


18212 




Name 


O.70002S1 00 


0917 

U £. X / . 




t- w 

L. W 


Method 


TBLASTX: Wheat 




O L. CI I 1— 


8386 








End 


8841 




O X 


none 








Score 


147 






8386. .8568, 


8394. 


.8495, 


8605. 


.8841, 8607. .8723, 8617. .8784 


Seq. No. 


34105 








Seq. ID 


OJ000251_00.0217 


.C8 




70600 








Strand 


- 






13530 








End 


18212 




. IN dlUC ^ 


■ P. J 0,0 02,51,. 0 21 1.. ££ t w w rir ,„ _ 


..Mejt.ho.d .„ v 


_ TBLASTX.: Wheat 




.OLalL 


9D32 








ljEnd-J,7."J 


... 9A8.a:._:I ; 




\J I 


nnno - 
1 1U1 1c 








Score 


529 ' -•- 




TP v/-\yi o 




QO ^ 


.9488 










Seq. No. 


34 105 








Seq. ID 


OJ000251_00.0217 


.C8 


UCllt; INC. 


70600 








Strand 


- 




O Lctl L 


13530 








End 


18212 




Name 


OJ000251 00. 


0217. 


C8.ol. 


tm 


Method 


TBLASTX: Maize 




O Ld.1 L. 


9162 








End 


9518 




O X 


none 








Score 


407 






9162. .9518, 


9224. 


.9517 










Seq. No. 


34105 








Seq. ID 


OJ000251_00.0217 


.C8 


uCllC InU • 


70600 








Strand 






u Lai L 


13530 








End 


18212 




In dULC 


OJ000251 00. 


0217. 


C8.o3. 


tm 


Method 


TBLASTX: Maize 




O Lai L 


9573 








End 


9929 




\J X 


none 








Score 


297 




TP VAH Q 


9573.. 9929, 


9713. 


.9928 










Seq-. No: 


34105 








Seq. "ID 


•OJ000251_00.0217 


.C8* 




70600 








Strand 






OL.aI L 


13530 








End 


18212 




Name 


OJ000251 00. 


0217. 


C8.o2. 


tw 


Method 


TBLASTX: Wheat 




O Lai L 


9603 








End 


10027 




vJJ X 


none 








Score 


444 






9603. . 10025, 


9,606 


..9884, 9713 


. .10027 






Seq. No. 


34105 








Seq. ID 


OJ000251_00.0217 


.C8 


Gene No. 


70600 








Strand 






Start 


13530 








End 


18212 




Name 


OJ000251 00. 


0217. 


C8.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


9657 








End 


10082 




GI 


none 








Score 


287 




Exons 


9657. .10082, 


9716 


. .9841 











34090 



Seq. No. 


34105 




Seq. ID 


OJ000251_00.0217 


.C8 


Gene No. 


70600 




Strand 






91- a rf- 

OUal L 


1 J J 




End 


18212 




Name 


n.Tnnn^M nn n9T7 pr 


. ob . tw 


Method 


TBLASTX: Wheat 










End 


10578 




pt 


n on o 




Score 


209 




F von q 


10169 10^96 10170 

1 \J 1 U J • . 1 V -J _7 U , 1U 1 / u 


■ . i u o :? *i , 


10404. .10577, 10433. .10576, 






i nsi ^ i ns7fi 










Seq. No. 


34105 




Seq. ID 


OJ000251_00.0217 


.C8 


Ppi-n *^ Wo 


70600 




Strand 








1 J JJU 




End 


18212 




IN CUtlC 


n.mnnPM no n9i i pr 


o^ +- c 




ioLn.oiA. ooyjjean 




O Lai L 


i n?Q^ — 




PnH 


1UD / O 




GI 


none 




Score 


R 4 

O 4 




T+ 1 v o n c 


i n?Q^ indifl in^9R 


i n 67 ^ 

. • X U D / 0 








Seq. No. 


34105 




Seq. ID 


OJ000251JD0.0217 


.C8 


CZ(^T\ Mo 






Strand 






OLai L 


1 

I jjjU 




End 


18212 




. . .^Nanie „ v . 


nTonn^m nn 0917 pr 




j ..^ Method.,.. 


. T BLAS T-X.:_Whe at 




.. ... , O.L cil. 1 


„ — UU.O.O u _.. — . 






...1Q8-7.4 ^'SS ~ 




f"\ (IT • ' " 


none 


' " 1 


* Score 


■208 ' 




s : • 


i nsRn infi7n i n^fii 

1U Jul) . • 1UO / U f lUOOl 


1 nR7 A 








j-ii Seq. No. 


34105 




Seq. ID 


OJ000251_00.0217 


,C8 


: " ' P^n p> Mo 

_ s UCilC L\ w • 


7n^nn 




Strand 






- K O Lai L 






End 


18212 




: IN cl 1 1 1 1; 


n.Tnnn9M nn n9i i pr 


o 9 -hm 
. . LIU 


Method 


TBLASTX: Maize 






1 1 n7R — 

1 ± U / 0 




End 


11380 




« ." j C T 

I : ; w 1 


none 




Score 


63 




r vAn o 

is 


1in7ft 1 1 1 d Q 11196 

1 1 U / O . . 1 1 1 4 .7 , ill^D 




11143. . 11379 




P Seq. No. 


34105 




Seq. ID 


OJ000251_00.0217 


.C8 


.: UC11C INU • 


70600 




Strand 






■ 9 fart" 


1 ^^n 

IjJjU 




End 


18212 




Marino 
. - ; LN cunt; 


n.Tnnn9^i nn n9i i pr 

UUUUUZ jl UU. U^l / . L^O 


. Oj . tW 


Method 


TBLASTX: Wheat 




cirprr 

; . O Lai L 


1 1 9n7 ~~ 

1 1 U / 




End 


11560 






"n on o 

1 1U1 1C 




Score 


333 




i- - i Fyonc 


1 1 9n7 1 1 d 4 Q 1 1 9 1 n 


1 1 r fin 

. 11 JOUj 


11308.. 11550 




Seq; No. 


34105 




. Seq. ID 


OtT000251_.00.0217 


X8 


Gene No. 


70600 




Strand 






Start 


1 JJ JU 




End 


18212 




Name 


ninnn9m nn n9i7 pr 

UuUUUZ Jl UU. U £ ± f • v^O 


O J . tw 


Method 


TBLASTX: Wheat 




O Lai U 


1 1 ^R9 ~~ 




End 


12190 




PT 


none 




Score 


328 




TP v /-\ to o 


1 1 COO 19m/l 1 1 tOl 


1 1 CQC 

.11 DO 0 , 


11731. .11838, 12059. .12190, 






i 9n£d i oi pq 










Seq. No. 


34105 




Seq. ID 


OJ000251_00.0217 


.C8 


Gene No. 


70600 




Strand 






Start 


13530 




End 


18212 




Name 


OJ00O251 00. 0217. C8. 


o3 . np 


Method 


AAT/NAP 




Start 


13530 




End 


14753 




GI 


6721561 




Score 


1151 





34091 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 

^Name_-_. _ 
Lstartllll!" 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13530. . 14294, 14368 14 426, 14497. .14753 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted" gene . ; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251 00. 0217. C8 



18212 
AAT/NAP 
15681 
259 



34105 
70600 
13530 

OJ000251_00.0217.C8.o4.np 
14034 
6721558 

14034. .14242, 14757 .. 14 881, 15582. .15681 

(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815083 |dbj |BAA90369.1| (AP001081) hypothetical protein 

[Oryza sativa] 

34105 Seq. ID OJ000251_00 . 02 17 . C8 

70600 Strand 

13530 End 18212 

DJ0 00 2 5 1_0 0 A 02 1 7 . C .EL p 5l. np. _ Method . . . c Z^T7_NAP_ ^ . . „ aJS ^ GSSS 

.iiaacL ___.EndL.. ^.Sqiiz^ _ 1^__T_ 

..67-21512 -■ - Score - -73 -- ----- 

14890. .14949, 16506 . .16638 , 18187.. 18212 
(AP001072) hypothetical protein [Oryza sativa] 



34106 Seq. ID 

70601 Strand 

255 End 
OJ000251_00. 0217. C10. ol.gs Method 

255 End 

none Score 
255. .329 



OJ000251_00. 0217. C10 
+ 

329 

GENSCAN 

329 

.58 



Seq. No. 34107 Seq. ID 

Gene No. 70602 Strand 

Start 197 End 

Name OJ000251_00 . 0217 .Cll . ol .gs Method 

Start 197 End 

GI none - Score . 

Exons.; 197.. 358, 440.. 484 



OJ000251_00. 0217. Cll 
484 

GENSCAN 

484 

.76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons- 

GI Descrip. 



oeq. no. 
Gene No. 
Start 



34108 Seq. ID 

70603 Strand 
1 End 
OJ000251_00.0217.C12.ol.np Method 
1 r . End 

6630696 Score 
1. .2722 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ000251_00.0217.C12 
+ 

2722 
AAT/NAP 
2722 
4034 



34108 
70603 
1 



Seq. ID OJ000251_00.0217.C12 
Strand + 
End 2722 



34092 




Nf ^amo 


OJ000251 00 0217 PI 2 ol n<* 


l w iC L. i lvJU 






OLal L 


337 ~~ 


FnH 


1 697 






none 


OOUI 


63 • 




TTy on <3 


337 697. 1084 1268 1S41 


1 627 






Seq. No. 


34108 


Seq. ID 


OJ000251_00.0217 


.C12 


Gene No. 


70604 


Strand 


+ 




Start 


9187 


FnH 


1 0283 




Name 


OJ000251 00 0217 PI 2 o4 




PFN^PAN 




Start 


9187 ~~ 


FnH 

Hi I ILL 


1 D 98 3 




GI 


none 


Q OO T"0 


A Q 




F von <3 


9187 9295. 10038 10063 


1 02S7 10283 

J. \J ^ / . . J. u O J 






Seq. No. 


34108 


Seq. ID 


OJ000251_00.0217 


.C12 


Gene No. 


70605 


Strand 






Start 


3949 


End 


7710 




Name 


O.70002S1 00 0217 PI 9 o? -hm 


Mo +- Vi /"\H 
l it; L i 1UU 


TRT A CITY • M^> H 70 




Start 


304 ~ 


FnH 


7 38 

1 JO 




GI 


none 


Score 


<L D D 




F von q 

Lit JTV W 1 1 O 


304 738 SI 3 fifiS 








Seq ..No 


. .3.4108..,,.. 


Sea TO 


OJ00 0251 00 0217 


C12 


.Garie. JtJo 




,.JstxancL, 






Start - 


■ 394 9 -* ■ - ' 


- End- 


7710- -;■ — — - 




Name 


OJ000251 0.0. 0217. C12.o4.tw 


Method 


TBLASTX: Wheat 




Start 


381 


End 


573 




GI 


none 


Score 


257 




Exons 


381. .572, 382. .573 









Seq. No. 34108 

Gene No. 70605 

Start 3949 

Name OJ000251_00 . 0217 . C12 . o3 . ts 

Start 526 

GI none 

Exons 526. .747, 534. .746, 751. .924 



Seq. ID OJ000251_00.0217.C12 
Strand 

End 7710 

Method TBLASTX : Soybean 

End 924 

Score 176 



Seq. No. 34108 

Gene No. 70605 

Start 3949 

Name .... OJ000251J)0 . 0217 . C12 . ol . tw 

Start 574 

GI ■ none 
Exons 



Seq. ID OJ000251_00.0217.C12 
Strand 



End 

Method 

End 

Score 



7710 

TBLASTX: Wheat 

1331 . ' 

532 ...... 



574. .1020, 581. .667, 582 .. 1028, 797 .. 1027 , 1020. .1331, 
1148. .1321 



Seq. No. 


34108 








Seq. ID 


OJ000251_00.0217 


.C12 


Gene No. 


70605 








Strand 






Start 


3949 








End 


7710 




Name 


OJ000251 00 


0217 


.C12.o4 


ts 


Method 


TBLASTX: Soybean 




Start 


1266 








End 


1618 




GI 


none 








Score 


85 




Exons 


1266. .1373, 


1408 


. . 1569, 


1412. 


.1618 






Seq. No. 


34108 








Seq. ID 


OJ000251J30.0217 


.C12 


Gene No. 


70605 








Strand 






Start 


3949 








End 


7710 





34093 



Name OJ000251_00 . 0217 .C12 . ol . tc Method 

Start,-. 134 4 End 

GI none • Score 

Exons 1344.. 1415, 1397. .1603 



TBLASTX: Cress 

1603 

79 



Seq. No. 34108 

Gene No. 70605 
Start - 3949 

Name OJ000251_00 . 0217 . C12 . o4 . tm 

Start 1403 

GI none 

Exons 1403.. 1603, 1413.. 1463, 1538. 

Seq. No. 34108 

Gene No. 70605 

Start 3949 

Name OJ000251_00 . 0217 . C12 . o3 . tw 

Start 1412 

GI none 

Exons 1412.. 1615, 1698.. 1904 



Seq. ID OJ000251_00.0217.C12 
Strand 

End 7710 

Method TBLASTX : Maize 

End 1823 

Score 197 
.1600, 1686. .1823 

Seq. ID OJ000251_00.0217.C12 
Strand 

End 7710 

Method TBLASTX : Wheat 

End 1904 

Score 192 



Seq. ..No. f „,„ _,34 108,,^ . - .„,^. :srrj ,_ <w: , ; ,_^,, i ^ , ^ 

. .Gene No.... .^..i..6.6JD5_ . . .- B ._.« - S SS 

Start • • •' • 3949 ^ • - : 

Name OJ000251_00 . 0217 . C12 . o2 . ts 

Start 1757 

GI none 

Exons 1757.. 1885, 1758.. 1916, 1918. 

Seq. No. 34108 

Gene No. 70605 

Start 3949 

Name OJ000251_00 . 0217 . C12 . ol . tm 

Start 1912 

GI none 

Exons 1912.. 2253, 1913.. 2254 

Seq. No. 34108 

Gene No. 70605 

Start 3949 

Name . OJ000251_00 . 021.7 . C12 . o2 . tw . 

Start 2111 

GI ' ■ hone - - • 

Exons 2111.. 2185,. 2111. .2191, 2116. 

Seq. No. 34108 

Gene No. 70605 

Start 3949 

Name OJ000251_00 . 0217 . C12 . o5 . ts 

Start 2117 

GI none 

Exons 2117.. 2230, 2152.. 2220, 2249. 

Seq. No. ■ 34108 

Gene No. 70605 

Start 3949 

Name OJ000251 00 . 0217 . C12 . o5 . tw 



, Seq . , I p^_,OJ0QQ251_^ 

.. S tra nd ~- . . ...» . ~ e 

End 7710 - - - - 

Method TBLASTX: Soybean 

End 2107 

Score 145 

.2103, 1919. .2104, 1925.. 2107 

Seq. ID OJ000251_00.0217.C12 
Strand 

End 7710 

Method TBLASTX: Maize 

End 2254 

Score 309 



Seq. ID OJ000251_00.0217.C12 
Strand 

End 7710 
Method . TBLASTX: Wheat 
End 2586 
Score " ' 105 • * 
.2199, 2200.. 2586, 2201.. 2584 

Seq. ID OJ000251_00.0217.C12 
Strand 

End 7710 

Method TBLASTX : Soybean 

End 2458 

Score 85 
.2458, 2254. .2385 

Seq. ID OJ000251_00.0217.C12 
Strand 

End 7710 

Method TBLASTX : Wheat 



34094 



Start 
GI 

Exons 



2861 End , 3240 

none Score 62 

2861.. 2932, 2862.. 2933, 2911.. 3003, 2934.. 3005, 2936.. 3016, 

3005.. 3082, 3007.. 3075, 3008.. 3079, 3094.. 3240, 3098.. 3187 



Seq. No. 34108 Seq. ID 

Gene No. 70605 Strand 

Start 3949 End 

Name OJ000251_00 . 0217 . C12 . o3 . gs Method 

Start 3949 End 

GI none Score 
Exons 



OJ000251_00.0217.C12 

7710 
GENSCAN 
7533 
.42 



3949. .4139, 4314. .4427, 6916. .7200, 7293.-7533 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34108 Seq. ID 

70605 Strand 

3949 End 

OJ000251_00.0217.C12.o2.np Method 

6710 End 

6175153 Score 

6710. .6866, 6977. .7200, 7293. .7431 

(AC010796) unknown protein [Arabidopsis thaliana] 
..gi r |. 6A53.8 9.4J.gb |.AAFpa07.7 . 1 J , AGO 11 .6 6 3_ 1 3_ J AC 0 11 663 L.^now^mtein 
...[.Ar.abldopsla.Jthalia'naj . - . 



OJ000251_00.0217.C12 

7710 
AAT/NAP 
7431 
263 



34108 
70605 
3949 

OJ000251_00.0217.C12.ol.gp 
6835 

3847JL.R1084 

6835. .7200, 7293. .7710 

, 4 678364/emb|CAB41174. 1 | 1, 

[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_00 . 0217 . C12 

7710 
AAT/GAP 
7710 
1259 



0e-19 (AL049659) putative protein 



Seq. No. 34108 Seq. ID 

Gene No. 70605 Strand 

Start 3949 End 

Name OJ000251_00 . 0217 . C12 . o2 . tc * Method 

Start 7046 End 

GI none Score 

Exons , 7046. ..7198, 7297 . ..7410, .7310. .7411 . 



OJ000251_00.0217.C12 
7710 

TBLASTX : Cress 

7411 

79 



Seq. No. r 34108. * * Seq. .ID- 
Gene No. 70605. . Strand 
Start 3949 End 
Name OJ000251_00 . 0217 . C12 . o3 . tm Method 
Start 7046 End 
GI none Score 
Exons 7046. .7189, 7297. .7410, 7298. .7390 



OJ000251_00.0217.C12 
7710 

TBLASTX: Maize 

7410 

84 



Seq. No. 34108 Seq. ID 

Gene No. 70605 Strand 

Start 3949 End 

Name OJ000251_00 . 0217 . C12 . ol . ts Method 

Start 7055 End 

GI none Score 
Exons 



OJ000251_00.0217.C12 
7710 

TBLASTX : Soybean 

7410 

71 



7055. .7201, 7104. .7202, 7297. .7410, 7301. .7408 



34095 



Seq. No. 34109 Seq. ID 

Gene No. 70606 Strand 

Start 613 End 

Name OJ000121_07 . 0222 . CI . ol . tm Method 

Start 63 End 

GI none Score 

Exons 63.. 374, 381.. 524 



OJ000121_07 .0222. CI 
+ 

1483 

TBLASTX: Maize 

524 

169 



OJ000121_07.0222.C1 
+ 

1483 
AAT/NAP 
1483 
603 



Seq. No. 34109 Seq. ID 

Gene No. 70606 Strand 

Start 613 End 

Name OJ000121JD7 . 0222 . CI . o2 . np Method 

Start 613 End 

GI 4680492 Score 

Exons 613.. 1483 

GI Descrip. (AF119222) putative reverse transcriptase [Oryza sativa] 

Seq. No. 34110 Seq. ID OJ000121_07 . 0222 . C2 

Gene No. 70607 Strand + 

Start 2042 End . 7194 

: Name w „„..__QJQ0 . qs.. .Method.- . GENSCAN ,_, 

star±":._..., 2.61.2,..;.™.,,.-. ^ s : ijad M7Q ' *~ " " 

GI - -none*"- "*■ •'■ * -— Score ■ .48- - - - ' 

Exons 2042.. 2338, 2649.. 2921, 3132;. 3239, 3337.. 3612, 3696. .4065, 

4186. .4972, 5362. .5673, 6332. .6479 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name : • 
.Start ' ■■ *' 
GI 

Exons 

GI Descrip. 



34110 
70607 
2042 

OJ000121_07.0222.C2.o2.np 
2327 
6539581 

2327.. 2379, 3365.. 3600, 3657 
5128.. 5605, 7166.. 7194 

(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000121_07.0222.C2 

+- 

7194. 
AAT/NAP 
7194 
737 



,3722, 3792. .3859, 3968. .4972, 



BAC 



34110 Seq. ID 

70608 Strand 

31 : . .... End 

OJ000121^07.0222.C2.ol.np ' Method. 
31 • < End 
6554485 ' Score 
31: . 132, 998. . 1448, 1628. .2093, 2333.. 



OJ000121_07.0222.C2 

2450 
AAT/NAP. 
2450 • * 
553 
2450 



(AC012394) unknown protein [Arabidopsis thaliana] 
gi|6573714|gb|AAF17634.1|AC009978_10 (AC009978) T23E18.26 
[Arabidopsis thaliana] 



Seq. No. 34110 Seq. ID 

Gene No. 70608 Strand 

Start 31 End 

Name OJ000121_07 . 0222 . C2 . ol . gp Method 

Start 92 6 End 

Gi none Score 

Exons 926.. 1377 



OJ000121_07 .0222.C2 

2450 
AAT/GAP 
1377 
714 



34096 




Seq. No. 34110 
Gene No. 70609 
Start 6733 

Name OJ000121_07 . 0222 .C2 . ol . 

Start 980 
GI none 

Exons 980.. 1156, 1032.. 1145, 

1229. .1288, 1310. .1405, 
1771. .1866, 1785. .1871, 
1869. .2087, 2018. .2083 




Seq. ID OJ000121_07.0222.C2 
Strand 

End 9098 
ts ' Method TBLASTX : Soybean 
End 2087 
Score 137 
1040. .1150, 1150. .1236, 1157. .1231, 
1323. .1406, 1628. .1768, 1629. .1757, 
18 64. .1953, 18 67. .2061, 18 68. .2080, 



O G L^ • LN L> ■ 


34110 








Seq. ID 


OJ000121_07.0222.C2 




70609 








Strand 




o Lai. L 


6733 








End 


9098 


INdULG 


OJ000121 07 


.0222. 


L/Z . Uj . 


Llll 


Method 


TBLASTX: Maize 


O Lai L 


1019 








End 


1216 




none 








Score • 


174 




1019. .1156, 


1026. 


1 1 A R 
. X X ft D , 


1 1 ^o 


.1215, 1157. .1216, 1160. .1216 


Seq. No. 


34110 








Seq. ID 


OJ000121_07.0222.C2 


Gene No. 


70609 








Strand 




, O, L a X L _ . 


_ .....6.733. _ , 








.JEnd,. . 


.909a , . ... 




^ __QJG.0.Qm_,0 X.D.2 2.2^ 


CO r\0 


-U_C ~.- 


...Method 


- TBLAS.TX,:.Cxes.S-™ - .. . 


5LdI L 










End 


1212 - - • 


ol 


none 








Score 


111 




1032. .1145, 


1034. 


i i t;c 

. llJO; 


10 4 0 
iU4U . 


.1159, 1041. .1157, 1150. .1212, 




1 1 R7 1910 

X X -J / . • X Z X U 












Seq. No. 


34110 








Seq. ID 


OJ000121_07.0222.C2 


Gene No. 


70609 








Strand 




u Lai L 


6733 








End 


9098 


IN diut; 


OJ000121 07, 


.0222. 


CO r>1 


LIU 


Method 


TBLASTX: Maize 


O Lai. L 


1229 








End 


2083 


O -L 


none 








Score 


59 


U 1 -v n cr 


1229. .1303, 


1230. 


1 ^oi 


1 ^07 
X O U / . 


.1405, 1308. .1406, 1628. .1711, 




1629. .1712, 


1706. 


1 7R^ 

. X 1 O O t 


17 07 
X / U / • 


.1769, 1779. .1871, 1780. .1866, 




■1867. .2061, 


1868. 


.2080, 


1868. 


.2083 






34110 








Seq. ID 


OJ000121_07.0222.C2 




70609 








Strand 




Start 


. 6733 








End 


9098 


Name' 


OJ000121 07, 


.0222. 


C2.ol. 


tc 


Method' 


TBLASTX: Cress 


Start 


•> " 1352 








' End 


2007 - - • - 


GI 


none 








Score 


123 


Exons 


1352. . 1402, 


1628. 


.1768, 


1629. 


.1784, 1771. .1872, 1785. .1871, 




1867. .2007, 


1868. 


.2005 








Seq. No. 


34110 








Seq. ID 


OJ000121_07 .0222.C2 


Gene No. 


70609 








Strand 




Start 


6733 








End 


9098 


Name 


OJ000121 07, 


,0222. 


C2.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4032 








End 


4349 


GI 


none 








Score 


228 


Exons 


4032. .4349 












Seq. No. 


34110 








Seq. ID 


OJ000121_07.0222.C2 


Gene No. 


70609 








Strand 





34097 



Start 


6733 








End 


9098 


Ma mo 

IN CL1UG 


0,70001 21 07 


0222 


C2 o2 


L. o 


Mot* hnH 


TBLASTX • 


OLal L 


A? A S ~~ 








End 


4790 














413 




424S 4790 


424 5 


4 4 63 


4 289 


. 4534 




Seq. No. 


34110 








Seq. ID 


OJ000121 


Gene No. 


70609 








Strand 




Start 


6733 








End 


9098 


Name 


OJ000121 07 


. 0222 


. C2 . o2 . 


tm 


Method 


TBLASTX: 


Start 


4287 ~ 








End 


4922 


GI 


none 








Score 


232 


R von 


4287 4592 


4323 


. .4 4 69, 


4382 . 


.4573, 4614.. 4922 


Seq. No. 


34110 








Seq. ID 


OJ000121 


Gene No. 


70609 








Strand 


- 


Start 


6733 








End 


9098 


Name 


OJ000121 07 


. 0222 


. C2 . ol . 


tw 


Method 


TBLASTX: 


Start 


4418 _ 








End 


4850 


(IT 


none 








Score 


269 


p.xnn s 

i — f S\ vllw 


4418 4579. 


4 419 


4850 








..S.eq_._No. „ 









T 


.Seq.-..I.D_ 


^ — ... 

lojio.oaiZL 


Gene No. • 


■ 70609 ■ 








Strand 





Start 


6733 








End 


.9098 


in ctiut; 


ojonm 21 0 7 


0222 




g& 


Method 


GENSCAN 


OLal L 


67 33 ~~ 








End 


QOQfi 

Zs\J ZJO 


GI 


none 








Score 


.11 




6733 6862 


8089 


8272 


8 393 


.9098 




Qpn Mo 

O " v_4 . ViKJ • 


34111 








Seq. ID 


OJ000121 


Gene No. 


70610 








Strand 


+ 


Start 


1 








End 


1017 


Name 


OJ000121 07 


.0222 


.C4.ol. 


np 


Method 


AAT/NAP 


Start 










End 


1017 


GI 


6721512 








Score 


141 


R ynn 

DAUl ID 


1 55 622 • 


.695,. 


722. .859, 903. .1017 




QT Dp qprin 


( AP001072} 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


34111 








Seq. ID 


OJ000121 


Gene No.. . 


70610 








Strand. 


+ 


Start 


1 . - 








End ' 


1017 


Name • 


OJ00012I 07 


.0222^ 


.C4 .ol; 


g-s 


Method ' 


"GENSCAN 


Start 


.200 








End 


851 


GI 


none 








Score 


.7 


R von 


200. .370, 695. .851 








Seq. No. 


34112 








Seq. ID 


OJ000121 


Gene No. 


70611 








Strand 


+ ., 


Start 


1759 








End 


5796 


Name 


OJ000121 07 


.0222 


.C5.o2. 


gs 


Method 


GENSCAN 


Start 


1759 








End 


5796 


GI 


none 








Score 


.81 


Exons 


1759. .2808, 


3103 


. .3174, 


5526. . 


5658, S669..5796 


Seq. No. 


34112 








Seq. ID 


OJ000121 


Gene No. 


70611 








Strand 


+ 



34098 




Start 


1759 




Fnrl 


5796 




Name 


d.toooi ? i oi 0222 


C^i ol -hw 




TBLASTX: Wheat 


OLdi i. 


1 Q?f) ~~ 

J. _7 £. VJ 




r nr j 






GI 


none 




uLUIc 


*i *J C 




Li AVJllO 


1920 2246 1924 


2268 1975 


2247 






Seq. No. 


34113 




Seq. ID 


OJ0001 21 07 


0222 P6 


Gene No. 


70612 




Strand 


-1- 




Start 


501 




End 


14 62 
x i \j 




Name 


OJ000121 07 0222 


C6 ol n<; 








Start 


501 " ~~ 




FnH 

Hi I 1U 


X 1 \J c. 




GI 


none 




OL-UJ. C 


7 




pvAn q 


501 928 1021 


1073 1112 

A- \J 1 ~J f X X X • . 


11^7 1 1 ft Q 

X X *J / , X X O _7 


..1346, 1440 


1 A £9 


iJC^i IN KJ ■ 


^411^ 




Seq. ID 


OJ000121_07 


.0222.C6 


Gene No. 


70613 




Strand 


+ 




Start 


8982 




End 


14178 




Name 


OJ000121 07 0222 


C6 o3 nq 


Method 


GENSCAN 




Start 


8982 ~ 




End 


14178 




GI 


none 




Score 


.72 




PvAne 


8982 9405 9624 


9644 9923 

. • \j m t , j z>> 


..10055, 12193. .12248, 


lizjj , . 1/4 11/ 




13901 1417ft 

..... — _„X J VJ X ■ • X t X ,/ Sj ,. 










Seq. No.* 


34113 - • 




Seq. -ID 


OJ000121_07 


- 0 9-9 9 P - ■ 


Gene No. 


70613 




Strand 


+ 




Start 


8982 




End 


14178 




Name 


O.T0 001 21 07 0222 


P6 nl rrn 


Method 


AAT/GAP 




Start 


961 ^ ~~ 

-7 U X .J 




End 


10085 




GI 


471 6^1 ft 




Score 


538 




DAUl 1J 


9613 96R S 97 60 


Qft2ft Qftft4 

. • ?Ot,0 / J004 


. .10085 








34113 




Seq. ID 


OJ000121_07 


.0222. C6 


Gene No. 


70614 




Strand 






Start 


1 




End 


6849 




Name 


OJ000121 07 0222 


P6 ol nn 


Method 


AAT/NAP 




Start 


1 ~~ 




End 


4157 




GI 


4206306 

T U U J U U 




Score 


1566 




Fi x o n *=? 


1 32 496 661 


197 9 4 1 S7 

X J t Zf a . 1 X J / 








(~1T HpQrr i n 
uj. uc o^i x yj 


(AF04Q110^ nrnnl 


[ 7 d 3 ma wo 1 

L uca iiiciyo j 








Sf^a No 


. 34113 . . 




Seq. ID 


OJ000121_07 


.0222.C6 


Gene No . 


70614 




Strand 






Start. 


•' •! • "■■ 




End 


6849 . 




Name 


OJ000121 07.0222 


. C6.o2 .np 


. Method 


AAT/NAP 




Start 


98 




End 


6849 




GI 


5922631 




Score 


931 




Exons 


98. .131, 1941. .2768, 3375. .4097, 4148. 


.4392, 4521. 


.4612, 




4724. .5075, 6813 


. . 6849 









GI Descrip. (AP000492) ESTs C26347 (C12 145 ) ., AU07 8074 (C1214 5 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrof renspc-son 
Cinful-1. (AF049110) [Oryza sativ 

Seq. No. 34113 Seq. ID OJ000121_07 . 0222 . C6 



34099 



Gene No. 70614 

Start 1 

Name OJ000121_07 . 0222 . C6 . o2 . gs 

Start 1910 

GI none 

Exons 1910.. 2311, 2376.-2498, 2550. 

4977. .5087, 5764. .6029, 6169. 



Strand 

End 6849 
Method GENSCAN 
End 6839 
Score .46 

.4072, 4172. .4618, 4765.- 4864, 
.6255, 6821.. 6839 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI,.. 

._Exons 



34113 
70614 
1 

OJ000121_07.0222.C6.o4.tw 

1953 

none 

1953. .2162, 1991. .2215 



• 34113 
70614 
1 

OJ000121_07.0222 
2355 
. none., t . . „^ 



C6. ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 

Score _ . . 



OJ000121_07.0222.C6 
6849 

TBLASTX: Wheat 

2215 

110 



OJ000121_07.0222.C6 
6849 

TBLASTX: Soybean 
2741 

57 . 



Seq. No. 34113 

Gene No. 70614 

Start 1 

Name OJ000121_07 . 0222 . C6 . o5 . tw 

Start 2362 

GI none 

Exons 2362.. 2454, 2367.. 2582, 2469. 

Seq. No. 34113 

Gene No. 70614 

Start 1 

Name OJ000121_07 . 0222 . C6 . o2 . tm 

Start 2460 

GI none 

Exons 2460.. 2843, 2473.. 2820 

Seq. No. . . 34113 . 

Gene' No. 70614 . 

Start • 1 ■ - - * 

Name OJ000121_07 . 0222 . C6 . ol . tw 

Start ... 2583 

GI none 

Exons 2583.. 3002, 2584.. 2799, 2833. 

Seq. No. 34113 

Gene No. 70614 

Start 1 

Name OJ000121_07 . 0222 . C6 . ol . tm 

Start 2871 

GI none 

Exons 2871.. 3227, 2872.. 3228 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2579 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000121_07.0222.C6 
6849 

TBLASTX: Wheat 

2582 

53 



OJ000121_07.0222.C6 
6849 

TBLASTX: Maize 

2843 

210 



Seq. .ID OJ00012L_07.0222..C6 
Strand - 

'684 9 

TBLASTX: Wheat 
3002 
147 



End 

Method 
End 
Score 
.3000 



Seq. ID OJ000121_07.0222.C6 
Strand 

End 6849 

Method TBLASTX : Mai ze 

End 3228 

Score 202 



Seq. No. 



34113 



Seq. ID OJ000121 07. 0222. C6 



34100 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



70614 Strand 

1 End 

OJ000121_07. 0222.C6.o2.tw Method 

3003 End 

none Score 



6849 

TBLASTX: Wheat 

3356 

62 



3003. .3116, 3003. .3356, 3004. .3330, 3027. .3113 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34113 
70614 
1 

OJ000121_07 .0222.C6.o3.tw 

3558 
none 



Seq. ID OJ000121_07.0222.C6 
Strand 
End 

Method 
End 
Score 



6849 

TBLASTX: Wheat 

3905 

83 



3558. .3773, 3559. .3657, 3564. .3737, 3780. .3905 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



34113 
70615 
12791 
OJ000 
12791 
none 
.12791 
.12133. 
12804 
12935 
12939 
13082 
13091 
13101 
13249 
13307 
13310 
13450 
13466 
13569 



Seq. ID OJ000121 
Strand 



07. 0222. C6 



121 07.0222.C6.o3.tm 



End 

Method 

End 

Score 



13724 

TBLASTX: Maize 

13724 

61 



.128 9.2,,. 
.12909,,. 
;12917, 
.13021, ' 
.13046, 
,13231, 
,13237, 
,13163, 
,13407, 
,13408, 
,13414, 
,13551, 
13549, 
13691, 



.12792. 
,128.0.0.. 
12806. 
12936. 
12945. 
13085. 
13094. 
13102. 
13299. 
13307. 
13311. 
13453. 
13470. 
13584. 



..12890,. 

-.128,9.8,.. 

.12880, 

.13052, 

.13028, 

.13243, 

.13234, 

.13242, 

.13409, 

.13414, 

.13391, 

.13563, 

.13565, 

.13709, 



.1 2 7 9 9 . . 1 2 9.1 5 . . 1.2 7 9.9 . - .1 2.8.7.6., _ 
12B02... 12.906.,. ,12 8 61. .1.29'oI,- 
12926. .13027, 12928. .13068,- 
12937. .13062, 12938 .. 13045 , 
12970. .13035, 12973. .13053, 
13086. .13190, 13090. .13197, 
13095. .13178, 13100. .13201, 
13181. .1324 9, 13181. .1324 9, 
13306. .134 07, 13307. .13414, 
13307. .13414, 13308. . 13418, 
13312. .13392, 13322 .. 13423, 
13455. .13583, 134 63 .. 13588 , 
13477. .13560, 134 94 .. 13565, 
13587. .13724, 13597. .13653 



Seq. No. 34114 Seq. ID 

Gene No. 70616 ' Strand 

Start 829 End 

Name OJ000121_07 . 0222 . C7 . ol . gp Method 

Start . 829 . . End 

GI 4716319 . Score 
Exons . 829. .1154 . - 



OJ000121_07.0222.C7 
+ 

1154 
AAT/GAP 
1154 . 
554 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34115 Seq. ID 

70617 Strand 

231 End 

OJ000121_07 . 0222 . C8 . ol . gs Method 

231 End 

none Score 



OJ000121_07.0222.C8 
+ 



231. .400, 634. .703, 839. .995, 1438, 



5442 
GENSCAN 
5442 
. 66 

1590, 1682. 



,2222, 



2291. .2397, 2430. .2563, 2576. .3028, 3034. .3123, 3251. .3523, 
3545. .3742, 3772. .4011, 4247. .4324, 5144. .5319, 5376.-5442 



Seq. No. 
Gene No. 
Start 



34115 
70618 
6207 



Seq. ID 

Strand 

End 



OJ000121 07. 0222. C8 



10874 



34101 




Name 


ntftrini oi m 
UJUUU1Z1 u / 


n o o o 
. UZZZ 


—O 

. bo . OZ . 


gs 


Method 


GENSCAN 


Start 


com 
DZU / 








End 


10850 


bl 


none 








Score 


.86 


Exons 


com cqoo 

DZU / . . DO Z Z , 


n O A Q 
( Z 4 0 


. . / 0 / Z , 


y uzi 


..9114, 9295. .9819, 9981. .1085 


Seq. No. 


34115 








Seq. ID 


OJ000121_07.0222.C8 


Gene No. 


70618 








Strand 




o t arc 


com 








End 


10874 


Name 


UJ UUU 1Z 1 u/ 


n o o o 

. UZZZ 


•bo . Ol . 


tm 


Method 


TBLASTX: Maize 


b tart 


boy / 








End 


9300 


bl 


none 








Score 


89 


Exons 


ft R Q"7 QQAQ 


o d y o 


Q 1 HQ 
. .0 / UO , 


QCQQ 

o o y y 


..9300, 8609.. 9292 


Seq. No. 


34115 








Seq. ID 


OJ000121_07.0222.C8 


Gene No. 


70618 








Strand 




Of -i v- 4- 

b tart 










End 


10874 


Name 


UJ U UU 1Z 1 u / 


. UZZZ 


PQ ^0 

.to . OZ . 


t s 


Method 


TBLASTX: Soybean 


otart 


o c o o 

O OZ J 








End 


9282 


bl 


none 








Score 


45 


Exons 


Q C O "3 QQ1 A 
O bZ-3 . .OO / H f 


O / Dj 


QQQ1 

. . 0 o o 1 , 


o o y j 


. .9282, 8894. .9277 


b e q . ^ jni p . v # 


J 4 1 13 . . A . . 








__:Se&. ID,^ 


,0 JO 0 0.1,2 1_0 7, .. 0 222.,£ 8. 




7 n c, 1 ft 

./..U..O.-LO — , 








._Stx,and; , 




Start ■ - 


• 6207 - 








End ' ' r 


10874 ' '• 


Name 


OJ000121 07 


.0222 


.C8.ol. 


np 


Method 


AAT/NAP 


btart 


8626 








End 


10874 


bl 


6630685 








Score 


3693 


Exons 


8626. .10874 












GI Descrip. 


(AP000969) 


Similar to copia- 


type pol polyprotein. (AF10571 




[Oryza sativa] 










Seq. No. 


34115 








Seq. ID 


OJ000121_07.0222.C8 


Gene No. 


70618 








Strand 




Otalt 


6207 








End 


10874 


Name 


OJ000121 07 


.0222 


.C8.ol. 


tc 


Method 


TBLASTX: Cress 


btart 


8644 








End 


9099 


bl 


none 








Score 


84 


Exons 


8644. .8856, 


8696 


. .8863, 


8875 


..9009, 9013. .9099 


Seq. No. 


34115 








Seq. ID 


OJ000121_07.0222.C8 


Gene No. 


70618 








Strand 




ot art 


6207 








End 


10874 


Name 


OJG00121 .07 


.0222 


.C8".o3". 


tw- 


■ Method 


TBLASTX: Wheat- 


btart 


8677. 








End 


9144 


bl 


none 








Score 


113 


Exons 


8677. .8865, 


8884 


. . 9144 








beq . No . - 


34115 1 








Seq. ID 


OJ000121_07.0222.C8 


Gene No. 


70618 








Strand 




Start 


6207 








End 


10874 


Name 


OJ000121 07 


.0222 


.C8 .o3. 


tm 


Method 


TBLASTX: Maize 


Start 


9415 








End 


9850 


GI 


none 








Score 


391 


Exons 


' 9415. .9789, 


9416 


. .9793, 


9444 


..9794, 9793. .9849. 979R..9R4R 




9809. .9850 












Seq. No. 


34115 








Seq. ID 


OJ000121_07.0222.C8 



34102 




bene ino . 


/UDlO 


Strand 






Start 


6207 


End 


10874 




Name 


OJ000121 07.0222.C8.ol.ts * 


Method 


TBLASTX: Soybean 




otarr 




End 


10260 




O T 
bX 


j juy-i ou 


Score 


114 




Exons 


Q£R"3 QTQQ Q^^R Q7QO QCCC 


..9798, 9792.. 10034, 9799.. 






i nn9Q 10914 ioozii i horq 
iuu<: y. . xuz xfi , xuufj x . . xuzoy , 


10207. .10260 




ui uescirxp. 










O /-» M /™s 

beq . ino . 


O 4 1 1 0 


c pn TP) 


0.7000191 07 097? 


. bo 


Gene No. 


70618 








Start 


6207 


End 


10874 




Name 


rjTnoni9i m 0999 r*ft oi t-uz 


Method 


TBLASTX: Wheat 




btan 


q ££7 
y do / 




1 01 ^4 




C T 

bl 


none 


Score 


X U 4 




Exons 


Q££7 QTQQ Q£QO Q7Q"3 Q7Q9 

yoo / . . y / o7 f yoou..y/yj, y / yz 


. . 1UU1 J; 


Qoni; 1 nm 1 Qft 9 1 


1 001 R 
. 1UU1 j, 




10044 imift ioodR ioi^d 








Seq. No. 


34115 


oeq . X U 


ninnm 91 07 0999 


-C8 


Gene No. 


70618 


Strand 






Q4- ^ v-4- 


£9 07 
0 Z u / 


End 


10874 




^Name _ . ... . 4 . 


ninnm 91 m no99 rQ ^9 -t-i- 


WA cv *l— V^i 

-t , J , ex no a ^ ^ 


— id XjM.o x A ._b rebs 






9-7 92 


... v JlilXU^..- 


1 00^9 
, UJ \J D^L.„ . 




bl 


none~ * ■ ~ 


Score~ 


* - 7 ft ' - — ■ - - - 

to 




Exons 


Q7Q9 i oor9 Qfto^ inrmn 
y / yz # . luu jz , you j . . iuu ju 








Seq. No. 


34115 


Qarr T Pi 


DT000191 07 0999 


.C8 


Gene No. 


70618 


Strand 






Of -i vf 


£9 n 7 

DZ U / 


End 


10874 




Name 


n"roooi9i m 0999 cq *-^a +-m 

UdUUUXZI U / . UZZZ . bo . Oh . LIU 


ftyf »— 1 +- V^i /~\ s~i 

fieinoa 






CM i v-f- 

otart 


yyo / 


£jna 


X U Z O 41 




C T 
bl 


none 


Score 






Exons 


QQC7 1 C\OQA QQCQ 1 0 9 ft "3 

yyo / . . iuzo*!/ yyoy . . lUio j 








Seq. No. 


34115 


oeq . x u 


010001 91 07 0999 


.C8 


Gene No. 


70618 


Strand 






OLaiL 


ozu / 


End 


10874 




Name 


riTfinni 91 m H999 cq r\0 4-m 
ujuuuxzx u / . uzzz . bo-. Q£. . tm 


Method 


TBLASTX: Maize 




Pf 3 ~ 4- 

o l ar l 


1 n 9 q*5 
x uz y j 


End 


10860 




bx 


none 


Score 


364 




Exons 


109Q - } 10PRQ 10411 10ft£0 

luzyj . . luooy, x u x x . , iuddu 








oeq. no-. 


3 4 1 1 1) 


Seq. ID 


. OJ000121_07.0222 


. bo 


Gene No. 


70618 


Strand 






Start 


6207 


End 


10874 




Name 


ATnnni9i m 0999 r*Q /-\9 

UJUUU1Z1 U / . UZZ Z . bo . OZ . LW 


Method 


TBLASTX: Wheat 




Cf o y-f 


1 u 0 y 0 


End 


10742 




C T 
bx 


none 


Score 


111 




Exons 


in*5QQ 1H/I7Q 1H/1QQ 1 ^ C C; "3 


10500. .10664, 10503. .10667, 






ir\£R'3 in7/i9 in^c/i 1 m^o 


10666. .10740 




Seq. No. 


34115 


Seq. ID 


OJ000121_07.0222 


.C8 


Gene No. 


70618 


Strand 






Start 


6207 


End 


10874 




Name 


OJ000121 07.0222.C8.o3.ts 


Method 


TBLASTX: Soybean 




Start 


10524 


End 


10860 




GI 


none 


Score 


60 





34103 




Exons 10524 10859, 10675.. 10860 

Seq. No. 34116 Seg. ID OJ000121_07 *. 0222 . CIO ' 

Gene No. 70619 Strand + 

Start 6576 End 11979 

Name OJ000121J37 . 0222 . CIO . ol . np Method AAT/NAP 

Start 6576 ' End 8983 

GI 6539588 Score 64 

Exons 6S76..6682, 7400.. 7609, 8971.. 8983 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 

Seq. No. 34116 Seq. ID OJ000121_07 . 0222 . C10 

Gene No. 70619 Strand + 

Start 6576 End 11979 

Name OJ000121_07 . 0222 . C10 . ol . gp Method AAT/GAP 

Start 8211 End 8687 

GI 5003867 Score 624 

Exons 8211.. 8391, 8501.. 8687 

Seq. No. 34116 Seq. ID OJ00012 1_07 . 0222 . C10 

Gene No. 70619 Strand + 

StArt^.,„ W3 ..^7 6^ .^ ;_^ EnpU- ^197.9. . . , 

-Name OJfiGjoill.-O^^ J^Method IaAT/NAE r _„ 

Start • 8523 : - -"End - 9-7 9- — - - : ----- 

GI 6651245 Score 659 

Exons 8523. .8679, 9441. .9479, 9655. .9683, 9868. .9930, 11278 .. 11381 , 

11499. .11979 

GI Descrip. (AF154003) pirin [Lycopersicon esculentum] 

Seq. No. 34116 Seq. ID OJ000121_07 . 0222 . C10 

Gene No. 70619 Strand + 

Start 6576 End 11979 

Name OJ000121_07 . 0222 . C10 . ol . ts Method TBLASTX : Soybean 

Start 8591 End 11976 

GI none Score 96 

Exons 8591.. 8656, 8595.. 8675, 9431.. 9481, 9865.. 9930, 9867.. 9929, 

11275. . 11418, 11277. .11381, 114 96 .. 11648 , 11500 .. 11712, 
11826. .11975, 11827. .11976 . 

Seq. No. 34116 Seq. ID OJ000121__07 . 0222 . C10 

Gene No. 70619 Strand . + 

. Start 6576 . End . 11979 

Name OJ00012 1_G7 . 0222 . C10 . ol -. tnT Method. - TBLASTX : Maize 

Start 9822 . ". End " 11625 

GI none Score 118 

Exons 9822.. 9929, 9862.. 9930, 9862.. 9939, 11275 .. 11319, 11275.. 11319 

11276. . 11320, 11322. .11381, 11323 .. 11382 , 11496 .. 11555, 
11500. . 11556, 11523. .11624, 11560.. 11625 

Seq. No. 34117 Seq. ID OJ000121_07 . 0222 . Cll 

Gene No. 70620 .Strand + 

Start 195 End 821 

Name OJ000121_07 . 0222 . Cll . ol . tw Method TBLASTX : Wheat 

Start 186 End 584 

GI none Score 184 

Exons 186. . 584 



34104 



Seq. No. 34117 Seq. ID 

Gene No. 70620 Strand 

Start 195 End 

Name OJ000121_07 . 0222 . Cll . ol . gs Method 

Start 195 End 

GI none Score 

Exons 195.. 821 



OJ000121_07. 0222. Cll 
+ 

821 

GENSCAN 

821 

.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34118 Seq. ID 

70621 Strand 

842 End 
OJ000121_07 . 0222 . C12 . ol . tm Method 

61 End 

none Score 

61. .249, 62. .433, 63. .278, 446. .532 



OJ000121_07.0222.C12 
+ 

994 

TBLASTX: Maize 

532 

314 



Seq. No. 34118 Seq. ID 

Gene No. 70621 Strand 

Start 842 End 

Name OJ000121_07 . 0222 . C12 . ol . tw Method 

Start 257 End 

.GI_ ... . .none.,.^. uw „ ™..., r , r - t -„,. ^ „v^;^u.^..;.?core., j:r . 

'.Exons ,1 \ JL.- -257 .: 1^25^4^ 



OJ000121_07.0222.C12 
+ 

994 

TBLASTX : Wheat 
627 

34 7... 



Seq. No. 34118 Seq. ID 

Gene No. 70621 Strand 

Start 842 End 

Name OJ000121_07 . 0222 . C12 . o2 . tm Method 

Start 703 End 

GI none Score 

Exons 703. .816, 704. .901, 860. .892, 896. .994 



OJ000121_07.0222.C12- 
+ 

994 

TBLASTX: Maize 

994 

177 



Seq. No. 34118 Seq. ID 

Gene No. 70621 Strand 

Start 842 End 

Name OJ000121_07 . 0222 . C12 . ol . gs Method 

Start 842 End 

GI none Score 

Exons 842. . 955 



OJ000121_07.0222.C12 
+ 

■994 

GENSCAN 

955 

.49 



Seq. No. 34119 Seq. ID 

Gene No.- 70622 Strand 

Start- 10.58.- ' End 

Name. OJ000121_07 . 0222 . C13 . ol . gs Method 

Start 1058 End 

GI none Score 

Exons 1058.. 1212, 1571.. 1802 



OJ000121_07.0222..C13 

1*802 ' ' 

GENSCAN 

1802 

1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



34119 Seq. ID 

70623 Strand 

4045 End 
OJ000121_07.0222.C13.ol.ts Method 

1058 End 

none Score 

1058. .1210, 1059. .1211, 1060. .1212 

34119 Seq. ID 



OJ000121_07.0222.C13 
4237 

TBLASTX : Soybean 

1212 

193 



OJ000121 07. 02-22. C13 



34105 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



70623 Strand 

4045 End 4237 
OJ000121_07.0222.C13.ol.np Method AAT/NAP 

4045 End 4237 

6002799 Score 104 
4045. .4237 

(AF149815) unknown [Oryza sativa] 



34120 Seq. ID 

70624 Strand 

1 End 

OJ000121_07.0222.C14 .ol.np Method 

1 End 

2244874 Score 

1..37, 601. .690, 1531. .1764, 2746. .2807 
(Z97338) cell wall protein like [Arabidopsis thaliana] 



OJ000121_07.0222.C14 
+ 

2807 
AAT/NAP 
2807 
45 



Seq. No. 


34120 


Seq. ID 


OJ000121_07.0222.C14 


Gene No. 


70624 


Strand 


+ 




i 


End 


2807 


Name 




Method 


GENSCAN 




119 ■ - _ 




2,8 0Q. V _^_^^^^_„ _ . 


GI 


_ ..non6~ _- . ..^ , 


.Score. 


.44 1 




±X_/..X_7/, O'i^.mtOZfOf JJ t ±..OU~J, 


-1506. .1598,' 1855. .-1984, '2 6-8-2-. .2800 




34121 


Seq. ID 


OJ000121_07.0222.C15 


!=M Gene No. 


70625 


Strand 


+ 


Hi Start 


1 


End 


3924 


Hi Name 


OJ000121 07. 0222. C15. ol.np 


Method 


AAT/NAP 


:*:! Start 


1 


End 


3719 


gi 


4680203 


Score 


1537 


H] Exons 


1..61, 569. .2217, 2248. .2311, 


2468. .2695, 2972. .3719 


: = ! GI Descrip . 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 


ri Seq. No. 


34121 


Seq. ID 


OJ000121_07.0222.C15 


: ^.| Gene No. 


70625 


Strand 


+ 


i.\ Start 


1 


End 


3924 


r ]' Name 


OJ000121 07.0222.C15.ol.gs 


Method 


GENSCAN 


Start 


871 


End 


3924 


i!!! GI 


none 


Score 


.44 


Exons . .. . 


871. .1441., 1449. .1609, 1943.. 


3109, 3182 


.3694, 3727. .3924 


Seq .".-No. 


34121 . '■ " • , ■ 


Seq. ID 


OJ000121_07.0222';C15. - 


Gene No. 


70625 


. Strand 


+ 


Start 


1 


End 


3924 


Name 


OJ000121 07.0222.C15.o3.tw 


Method 


TBLASTX: Wheat 


Start 


1051 


End 


1519 


GI' 


none 


Score 


196 


Exons 


1051. .1371, 1053. .1349, 1430. 


. 1519 





Seq. No. 34121 . Seq. ID 

Gene No. 70625 Strand 

Start 1 End 

Name OJ000121 _07 . 0222 . C15 . ol . ts Method 

Start 1219 End 

GI none Score 

Exons 1219.. 1341, 1396.. 1662, 1430.. 1663 



OJ000121_07.0222.C15 
+ 

3924 

TBLASTX ! Soybean 

1663 

112 



34106 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

. Starts.. 

Exons-" - 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



0222.C15.o2.tc 
1433. .1744, 1588. 

0222.C15.o2.tm 
1517. .1723, 1517. 

0222.C15.o2.tw 



34121 
70625 
1 

OJ000121_07. 
1432 
none 

1432. .1548, 

34121 
70625 
1 

OJ000121_07. 
1507 
none 

1507. .1713, 

34121 
70625 
1 

OJ000121_07. 

L52R ;r _ r .. r .^...^_ A ...^,,_ _ ... 

_none_: , 

; 1529v .4831,- 1537 .-.-1803 



34121 
70625 
1 

OJ000121_07, 

2561 

none 

2561. .2629, 

34121 
70625 
1 

OJ000121_07, 

2585 

none 

2585. .3307, 
3376. .3492, .. 

34121 
'70625 
1 

OJ000121_07. 

287 6 

none 

2876. .3301, 

34121 
70625 
1 

OJ000121_07. 

3194 

none 

3194 . .3370, 



Seq. ID OJ000121_07.0222.C15 
Strand + 

3924 

TBLASTX: Cress 
1744 
253 



End 

Method 
End 
Score 
.1686 



Seq. ID OJ000121_07. 0222. CIS 

Strand + 

End 3924 

Method TBLASTX : Mai ze 

End 1724 

Score 270 
.1723, 1518. .1724 

Seq. ID OJ000121_07.0222.C15 

Strand + 

End 3924 

Method TBLASTX: Wheat 

r End., r - r ^, : , 1,8 3 1,,^^ . 

-Sjcox e J3.Q2 . 



0222.C15.ol.tm 



2630. .2944, 2638, 



0222.C15.ol.tw 



2635.. 2769, 2818, 
3497.. 3586, 3517, 



0222.C15.ol.tc 
2884. .3117, 3172. 

0222.C15.o3. tm 

3376. .3486, 3377. 

34107 



Seq. ID OJ000121_07. 0222. CIS 
Strand + 

3924 

TBLASTX: Maize 
2944 
56 



End 

Method 
End 
Score 
.2943 



Seq. ID OJ000121_07.0222.C15 

Strand + 

End 3924 

Method . TBLASTX: Wheat 

End 3721 

Score 522 

,3117, 3172.. 3273, 3320.. 3520, 
,3615, 3617. .3721 . . 



Seq. ID OJ0O0121_07.0222.C15 
Strand + 

3924 

TBLASTX: Cress 
3301 
279 



End 

Method 
End 
Score 
,3273 



Seq. ID OJ000121_07 .0222.C15 

Strand + 

End 3924 

Method TRT.ASTX? Maize 

End 3486 

Score 163 
.3484 



9 



Seq. No. 


34122 




Seq. ID 


OJ000121 


_07 


.0222 


.C16 


Gene No. 


70626 




Strand 


+ 








Start 






End 


O Q T 1 

__ y o 1 








Name 


UJUUUl_cl U / . \J££<L . Ul 0 . Ol 


.np 


Method 


n 7\ rn /MAD 








Start 


1/11 

14 1 




End 


__ y o i 








GI 






Score 










Exons 


1/11 1 qc oriTt; oirc o< 
14 1.. loo, ZUjD . . ^ J.OD, 


367. .2931 










GI Descrip. 


(Aruuiu /zj nypotneticai 


protein [Oryza 


sat i va ] 








Seq. No. 


34122 




Seq. ID 


OJ000121 


_07 


.0222 


.C16 


Gene No. 


70626 




Strand 


T 








b tar z 


141 




End 


__ y o i 








Name 


OJ000121 07.0222.C16.ol 


gs 


Method 










OLdlL 


548 




End 












none 




Score 


7 A 








Exons 


548.-682, 2092. .2196, 2617. .2 


832 










Seq. No. 


34123 




Seq. ID 


OJ000121 


_07 


.0222 


.C17 


Gene No . 


70627 




Strand 










Start 


2824 




End 


oyo / 








, Name ■ .. . - r ,:, : - - 


0 JO 0 012 1 . 0 7. . 0 2 2.2.. .C 1 7 . o 1 




.^Method 










_S.tar.t _ 


J2B2A . - ... 




lEndlJLLlJ 


_-.Jj3.D_4 


— „_ 


■ - 


— 




none - * ■ - ■ --------- 




Score -* 


. -/--■- 








Exons 


2824. .2998, 3392. .3429, 


3793. 


.3957 










Seq. No. 


34124 




Seq. ID 


OJ000121 


_07 


.0222 


-C18 


Gene No . 


70628 




Strand 


+ 








Start 


25 




End 


Q1 1 /" 

Ol 1 D 








Name 


OJ000121 07.0222.C18.ol 


gs 


Method 


P I? M c r 1 7\ M 








b tart 


25 




End 


oi i /: 

olio 








GI 


none 




Score 










Exons 


25. .428, 829. .880, 2472 


.3116 












Seq. No. 


34124 




Seq. ID 


OJ000121 


_07 


.0222 


.C18 


Gene No. 


70629 




Strand 










otart 


1 




End 


7582 








Name 


OJ000121 07.0222.C18.ol. 


np 


Method 


AAT/NAP 








btart 


1 




End 


5386 








bl 


4972046 




Score 


320 








Exons 


1..46, 3467. .3673, 4580. 


. 4767 


, 5320.. 5386 . . 








GI Descrip. 


(AL078470) putative transcription factor [Arabidopsis thaliana] 


Seq. No. 


34124 




Seq.' ID 


OJ000121_ 


_07 


.0222 


.C18 


Gene No . 


70629 




Strand 










Start 


1 




End 


7582 








Name 


OJ000121 07.0222.C18.o2. 


gs 


Method 


GENSCAN 








Start 


3273 




End 


7582 








GI 


none 




Score 


.52 








Exons 


3273. .3683, 4596. .4767, 


5320. 


.5427, 5692. .6050, 


7526. .7582 


Seq. No. 


34124 




Seq. ID 


OJ000121_ 


_07 


.0222 


.C18 


Gene No. 


70629 




Strand 










Start 


1 




End 


7582 








Name 


OJ000121 07.0222.C18.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3517 




End 


3662 








GI 


none 




Score 


149 









34108 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3517. .3660, 3519. .3662 

34125 
70630 
2822 

OJ000121_07.0222.C19.ol.np 

2822 

4008446 



Seq. ID OJ000121_07.0222.C19 

Strand + 

End 5531 

Method AAT/NAP 

End 5531 

Score 124 



2822. .2921, 4251. .4366, 4544. .4652, 5466. .5531 
(AL034488) predicted using Genefinder; cDNA EST EMBL:C08771 
comes from this gene; cDNA EST EMBL:C07412 comes from this gene 
[Caenorhabditis elegans] 



Seq. No. 34125 

Gene No. 70630 

Start 2822 

Name OJ000121_07 . 0222 . C19 . ol . tm 

Start 4203 

GI none 
Exons 



Seq. ID OJ000121_07 .0222.C19 

Strand + 

End 5531 

Method TBLASTX: Maize 

End 4604 

Score 202 



4203. .4358, 4228. .4365, 4270. .4362, 4271. .4363, 4497. .4598, 
4498. .4593, 4542. .4604, 4547. .4603 



Gene' No . • - - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip 



-70631' 
1 



_ 7 Siiq_ v JI)__..X3JA0Dl^^ 
Strand'-" 



OJ000121_07 .0222.C20.ol.np 
1 

4185311 
1. .292 

(AF090446) polyprotein [Zea mays] 



End 

Method 
End 
Score 



292 

AAT/NAP 

292 

208 



Seq. No. 34126 

Gene No. 70631 

Start 1 

Name OJ000121JD7 . 0222 . C20 . ol . tm 

Start 1 

GI none. 

Exons 1..72, 3. .68, 63. .191, 76.. 



Seq. ID OJ000121_07.0222.C20 
Strand 

End 292 

Method TBLASTX: Maize 

End 191 

Score 66 



183 



Seq. No. 34127 

Gene. No.. 70632 . . 

Start. ... 98 

Name OJ000251_05 . 0228 . CI . ol.. gs 

Start 98 

GI none 

Exons 98 . . 619 



Seq. ID OJ000251_05.0228.C1 

Strand - 

End. 710 

Method GENSCAN. . 

End .619 

Score .92 



Seq. No. 34127 

Gene No. 70632 

Start 98 

Name . OJ000251JD5 . 0228 . CI . ol . np 

Start 101 

GI 6907089 

Exons 101.. 710 

Gi Descrip. (AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ000251_05.0228.C1 
Strand 

End 710 

Method AAT/NAP 

End 710 

Score 667 



Seq. No. 



34128 



Seq. ID OJ000251_05.0228.C2 



34109 





70633 


Strand 


+ 




OLdl L 


8987 


End 


11268 




Name 


OJ000251 05.0228.C2.o2.np 


Method 


AAT/NAP 




Start 


8987 


End 


10828 




UJ. 


3080386 


Score 


115 




TP *r y*\ o 


8 987. .9012, 10165. .104 4 6, 10733. .10828 








(AL022603) hypothetical protein [Arabidopsis thaliana] 






gi | 34 027 61 | emb | CAA20207 . 1 | (AL031187 ) 


hypothetical protein 




[Arabidopsis thaliana] 








Seq. No. 


34128 


Seq. ID 


OJ000251_05.0228. 


no 


Gene No. 


70633 


Strand 


+ 




of 2 rt- 


8987 


End 


11268 




Name 


OJ000251 05.0228.C2.o4.gs 


Method 


GENSCAN 




Of a yf- 


9998 


End 


11268 






none 


Score 


.58 




Exons 


9998. .10080, 10131. . 10517, 11047 11151, 11169. .11268 




Con Kl 

oeq . ino . 


34128 


Seq. ID 


OJ000251_05.0228. 


no 


Gene No. 


70634 


Strand 


+ 




Start 


12558 


End 


13023 




Name . _ ■ _ _ . 


OJ0 00.2.51. 05 ..0228 . C2 . o3 ..np 


... Method... 


.. AAT/NAP ..... ... 


_.t. 


Cf a r-+- 


.... 125.5.8, _ ■ . „ _1 


._End.._-l_ 


..1,3023^-- 







2760319-: - - - '- •• - 


•Score • 


132 ' - - - - 




Exons 


12558. . 12703, 12784 . . 12852, 


12972.. 13023 




\jL uesciip. 


(AC002130) F1N21.3 [Arabidopsis thaliana] 




oecj. in o . 


34128 


Seq. ID 


OJ000251_05.0228. 


no 


Gene No. 


70635 


Strand 






Start 


2257 


End 


4970 




Name 


OJ000251 05.0228.C2.ol.tw 


Method 


TBLASTX: Wheat 




C +- a v-+- 


168 


End 


4720 




ul 


none 


Score 


85 




XT' \r /-\ f^t c? 


168. .248, 328. .369, 3511. .3570, 3516.. 


3587, 3688..3729, 






3772. .3813, 3913. .4023, 3959 


. .4024, 4670. .4720 




Oc(j> IN O . 


34128 


Seq. ID 


OJ000251_05.0228. 


C2 


Gene No. 


70635 


Strand 






Start 


2257 


End 


4970 




Name 


OJ000251 05.0228.C2.o2.tm 


Method 


TBLASTX: Maize 




Cf 3 r f 


307 


End 


4724 






none ' 


Score 


. 81 




Exons - 


307.. 363,. 3514.. 3570, 3688*... 


3723, 3730 


..3813, 391-3.:4026, 




3962. .4027, 4668. .4724, 4670 


. .4723 






OcCJ. IN O . 


34128 


Seq. ID 


OJ000251_05.0228. 


C2 


Gene No. 


70635 


Strand 






Start 


2257 


End 


4970 




Name 


OJ000251 05.0228.C2.o2.gs 


Method 


GENSCAN 




Of- a r-4- 


2257 


End 


4970 






none 


Score 


.73 




Exons 


2257. .2367, 2507. .2575, 2954 


..3113, 3221. .3280, 3383. .3570, 




3691. .3719, 3913. .4027, 4842 


. .4970 






Seq. No. 


34128 


Seq. ID 


OJ000251_05.0228. 


C2 


Gene No. 


70635 


Strand 






Start 


2257 


End 


4970 





34110 



# • 

Name OJ000251__05 . 0228 . C2 . ol . tm Method TBLASTX : Maize . 

Start 2289 End 3426 

GI none Score 174 

Exons 2289.-2396, 2290.. 2394, 2507.. 2602, 2508.. 2603, 2911.. 3114, 

2937. .3116, 2943. .3116, 2954. .3121, 3214. .3282, 3221. .3286, 
3221. .3286, 3382. .3426, 3382. .3426 

Seq. No. 34128 Seq. ID OJ000251_05 . 0228 . C2 

Gene No. 70635 Strand 

Start 2257 End 4970 

Name OJ000251_05 . 0228 . C2 . ol . np Method AAT/NAP 

Start 2298 End 4970 

GI 2501231 Score 821 

Exons 2298.. 2393, 2507.. 2575, 2954.. 3113, 3221.. 3280, 3383.. 3570, 

3691. .3807, 3913. .4027, 4671. .4726, 4842. .4970 

GI Descrip. HYPOTHETICAL 38.1 KD PROTEIN gi | 99505 | pir | | S24 930 hypothetical 

protein - pink corydalis gi | 18258 | emb | CAA4 5139 I (X63595) protein 
of unknown function [Corydalis sempervirens] 

gi I 444333 Iprf | | 1906382A pCSC71 protein [Corydalis sempervirens] 

Seq. No. 34128 Seq. ID OJ000251_05 . 0228 . C2 
..Gene .No.. . ... 7,0635 , ...... . ... . v . ^ Strand ^ ^ 

-Start .™. ( 225.X _._* ..End™. Jl" "'.4.97.6. '..^~Z--lS---Z2.S~l.i-'^l 

Name OJ000251_05. 0228 . C2 . ol . tc Method TBLASTX : Cress -f -■- ■ • " 

Start 2307 End 3116 

GI none Score 71 

Exons 2307. .2396, 2311. .2394, 2507. .2602, 2511. .2576, 2937. .3116, 

2945. .3115 

Seq. No. 34128 Seq. ID OJ000251_05 . 0228 . C2 

Gene No. 70635 Strand 

Start 2257 End 4970 

Name OJ000251 JD5 . 0228 . C2 . ol . ts Method TBLASTX : Soybean 

Start 2307 End 3264 

GI none Score 77 

Exons 2307. .2387, 2308. .2388, 2508. .2597, 2512. .2586, 2513. .2602, 

2937. .3119, 2945. .3121, 3214. .3264, 3220. .3258 

Seq. No. 34129 Seq. ID OJ000251_05 . 0228 . C3 

Gene No. 70636 Strand + 

Start ... 98 End 2660 

Name OJ000251_05 . 0228 . C3 . o.l . gs Method GENSCAN 

Start ' 98 - ' End 2660 ' • 

GI none Score .67 

Exons 98. .187, 279. .390, 859. .880, 1204. .1300, 1385. .1446, 1542. .1754, 
2098. .2178, 2448. .2660 

Seq. No. 34129 Seq. ID OJ000251JD5 . 0228 . C3 

Gene No. 70637 Strand + 

Start 4274 End 5545 

Name OJ000251_05 . 0228 . C3 . o2 . gs Method GENSCAN 

Start 4274 End 5545 

GI none Score .68 

Exons 4274. .4475, 4731. .4963, 5369. .5545 

Seq. No. 34129 Seq. ID OJ000251_05 . 0228 . C3 

Gene No. 70638 Strand + 



34111 



Start 


7568 


End 


13075 




Is] ^3 m o 
Lvalue 


OJ000251 05.0228.C3.o3.gs 


Method 


vj X_J LN tD N^iiLN 




O Lai- l_ 


7568 


End 


1 ^07 R 






none 


Score 


. 4 1 




IT vnn q 


7568.-8885, 118 12 .. 11860, 12466. .13075 






Seq. No. 


34129 


Seq. ID 


OJ000251 05.0228 


.C3 


Gene No. 


70638 


Strand 


+ 




Start 


7568 


End 


13075 




Name 


OJ000251 05.0228.C3.o2.gp 


Method 


AAT /GAP 






12419 


End 


12736 




GI 


2280610 


Score 


598 




P von q 


12419. .12736 








O C ^ • LNU • 


34129 


Seq. ID 


OJ000251 05 0228 




Gene No . 


70639 


Strand 






Start 


7305 


End 


7406 




Name 


OJ000251 05.0228.C3.ol.gp 


Method 


AAT/GAF 




Start 


7305 


•End 


7406 




GI 


LIB3477-003-P1-K1-E9 


Score 


138 




P von <^ 


7305. .7406 








f!Z T Q <^ K "i "Pi 
u.l ^.LJ~ J L£J • 


2498586/spJ.Q4,0638 J MPOl^ORYSA^Z. Oe-24.. 


MAJOR ,P0LLEN.„ ALLERGEN ORY. 




...S. .1^. ERE CURSOR-. (ORY.,,S...I.k..>g.i, 


JL 1.7 3,5 57_(.U3.17 71 ).._0r.y._s -1... JOx-yza- 




sativa] 1 










34129 


Seq. ID 


OJ000251_05.0228 




Gene No. 


70640 


Strand 






Start 


12521 


End 


13033 




LMdlllC 


OJ000251 05.0228.C3.ol.np 


Method 


AAT /NAP 




C-t- a r -|- 


12521 


End 


13033 




O -L 


2347189 


Score 


347 




P von q 


12521. .13033 










(AC002338) hypothetical protein [Arabidopsis thaliana] 




Cpn Mo 


34129 


Seq. ID 


OJ000251_05.0228 


C3 


CZ cin ^ KIo 


70641 


Strand 






Start 


13464 


End 


14350 




Name 


OJ000251 05.0228.C3.o2.tm 


Method 


TBLASTX: Maize 




Of- a r +- 


10308 


End 


10971 




O J. 


none 


Score 


77 




P von q 


10308. . 10463, 10325. . 10462, 


10331. .10432, 10332. ...10466, 






10340. . 10465, 10458. . 10580, 


.10470. .10580, 10474. .10632, 






104 88. .10616, 10514. .10573, 


i054 9. . 10629/ 10603. .107 61, 






' 10621. . 1077 6, 10622. .10780, 


10631. .10738, 10631. .10774,' 






10631. .10771, 10632. .10742, 


10636. . 107 


88, 10723. .10815, 






10724. .10816, 10761. . 10868, 


10777. .10869, 10804. .10956, 






10806. .10961, 10807. .10956, 


10813. .10971, 10816. .10965, 






10818. .10964, 10819. .10968, 


10849. .10923, 10895. .10936 




Seq. No. 


' 34129 


Seq. ID 


OJ000251_05.0228. 


C3 


Gene No. 


70641 


Strand 






Start 


13464 


End 


14350 




Name 


OJ000251 05.0228.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


12758 


End 


13046 




GI 


none 


Score 


79 




Exons 


12758. .12859, 12765 .. 12857 , 


12866. .13042, 128 67. .1304 6 





34112 




Seq. No. 


34129 




Seq. ID 


OJ000251 


_05 


0228 


.C3 


Gene No. 


70641 




Strand 










Start 


13464 




End 


14350 








Name 


OJ000251 05 0228. C3 


. ol . tm 


Method 


TBLASTX : 


Maize 




Start 


12758 ~~ 




End 


13034 








GI 


none 




Score 


93 








Exons 


12758 . . 12865, 12768 


. . 12842, 


12866. .13033, 12867 


. .13034 




Seq. No. 


34129 




Seq. ID 


OJ000251 


_05 


0228 


.C3 


Gene No. 


70641 




Strand 










Start 


13464 




End 


14350 








Name 


OJ000251 05 0228 C3 


. ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


12758 ~~ 




End 


13049 








GI 


none 




Score 


167 








Exons 


12758 . . 12865, 12866 


. . 13045, 


12867. .13049 








Seq. No. 


34129 




Seq. ID 


OJ000251 


_05. 


0228 


.C3 


Gene No. 


70641 




Strand 










Start 


13464 




End 


14350 








Name 


OJ000251 05 0228 C3 


o4 . gs 


Method 


GENSCAN 








Start 


13464 ~~ 




• End 


14350 








GI.. . • 


none 




_ _ ...Score 


... r .,41_ 








Exons 


'134 64" 1352 ft" - ~1 42 4 8 


".J 435.0" * 










- •'- 


Sea No 


34130 




Seq. ID 


OJ000251 


_05. 


0228 




Gene No . 


70642 




Strand 










Start 


2329 




End 


5968 








Name 


OJ000251 05. 0228. C5 


ol . np 


Method 


AAT/NAP 








Start 


2329 




End 


4314 








GI 


6539556 




Score 


184 








Ex on s 

1*J Vm/ u J 


2329. .2348, 4018. .4314 












GI Dpsrr i o 


(AP000836) hypothetical protein [Oryza 


sativa] 










gi | 6539593 |dbj | BAA8E 


J209.ll 


(AP000837) 


hypothetical 


protein 




[Oryza sativa] 














Seq. No. 


34130 




Seq. ID 


OJ000251 


_05. 


0228 


.C5 


Gene No. 


70642 




Strand 










Start 


2329 




End 


5968 








Name 


OJ000251 05. 0228. C5 . 


o2 . gs 


Method 


GENSCAN 








Start 


4177 




End 


5968 








GI 


none 




Score . . . 


.4.1 








Exons 


..4177. .4359, 4 986 .. 5544 , 5850 .. 5968. ' 










Sea No 


34131 




Seq. ID 


OJ000251 


_05. 


0228 


.C6 


Gene No. 


70643 




Strand 


+ 








Start 


1 




End 


718 








Name 


OJ000251 05. 0228. C6. 


ol . np 


Method 


AAT/NAP 








Start 


1 




End 


718 








GI 


5042454 




Score 


1180 








Exon s 


1..718 
















(AC007789) putative 


polyprotein [Oryza 


sativa] 








Seq. No. 


34131 




Seq. ID 


OJ000251_ 


_05. 


0228 


,C6 


Gene No. 


70643 




Strand 


+ 








Start 


1 




End 


718 








Name 


OJ000251 05. 0228. C6. 


ol .gs 


Method 


GENSCAN 








Start 


69 




End 


704 









34113 



• 



GI none 

Exons 69.. 704 

Seq. No. 34132 

Gene No. 70644 

Start 181 

Name OJ000251_05 . 0228 . C8 . ol . gs 

Start 181 

GI none 

Exons 181.. 290 



Score 



.49 



Seq. ID OJ000251_05.0228.C8 

Strand + 

End 290 

Method GEN SCAN 

End 290 

Score .87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No . . 
-S.tart__ ... 
Name - 
Start 
GI 

Exons 



34132 
70645 
1 

OJ000251_05.0228.C8.ol.np 
1 

2651302 
1..112, 195. .457 

(AC002336) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000251_05.0228.C8 
Strand 

457 

AAT/NAP 
457 
89 



End 

Method 

End 

Score 



34133 

.7064 6,- _ 

.355. ...^..^.li , ...... ........ 

OJ000251_05.0228.C9.ol .gs 

355 

none 

355. .753 



Seq. ID OJ000251_05.0228.C9 
Strand .., t +„ ... ,_^^~ r ^^^ ; 

..End __.753- r _ 

Method- GEN SCAN " - - — - 
End 7 53 

Score . 6 



Seq. No. 34134 Seq. ID 

Gene No. 70647 Strand 

Start 15 End 

Name OJ000251_05 . 0228 .C10 . ol . gs Method 

Start 15 End 

GI none Score 

Exons 15. . 103 



OJ000251_05 . 0228 . CIO 
+ 

103 

GENSCAN 
103 
. 97 



Seq. No. 34135 Seq. ID 

Gene No. 70648 Strand 

Start 854 End 

Name OJ000251_05 . 0228 . Cll . ol . gs Method 

Start 854 End 

GI none . . Score 

Exons • 8-54 . . 961 



OJ000251_05. 0228. Cll 
+ 

961 

GENSCAN 
961 
. 68 



Seq. No. 34136 Seq. ID 

Gene No. 70649 Strand 

Start 317 End 

Name OJ000251_05 . 0228 . C13 . ol . gs Method 

Start 317 End 

GI none Score 

Exons 317.. 487 



OJ000251_05.0228.C13 
487 

GENSCAN 

487 

.42 



Seq. No. 34137 Seq. ID 

Gene No. 70650 Strand 

Start 611 End 

Name OJ000251_05 . 0228 . C14 . ol . gs Method 

Start 611 End 



OJ000251_05.0228.C14 
+ 

2075 

GENSCAN 

2075 



34114 




C T 
bi 


none 


Score 


A 7 






Exons. 


oil . . OyO, IDDo . . JL / Oj; 1 yOO . 


9H7 ^ 








Seq. No. 


34137 


Seq. ID 


OJ000251_05. 


0228 


.C14 


Gene No. 


70651 


Strand 














01*1 / 






Name 


riinnnoRi nc. n99Q r*i ^9 rrc 


KyT 4— l-i /-\^ 

i v ie unou 


LIjlNOL.tt.iN 






C 4- >- 4- 


9 CO Q 

do y 












none 


Score 


. J4 






Exons 


9fifiQ 97P.1 9Q1 7 ^147 










Seq. No. 


34138 


Seq. ID 


OJ000251JD5. 


0228 


.C15 


Gene No. 


70652 


Strand 


+ 








41 O y 


rjiia. 


d i y 






Name 


UJUUUZOl Uj . UZZo . tl J . Ol . yS 


\A *-\ 4- Vi a /-\ 


LH.1NOLH1N 






C 4- -i v-4- 

btan 




tna. 


CI Q 

o i y 








none 


S core 


7 9 






Exons 












oeq . ino . 




oeq . iu 


n Tnnn9 r 1 or 

UJUUUZjI Uj. 


n 9 9 R 
uzzo 


pi £ 

.LID 


belle LNU . 


/ UO J J 


Strand 


+ ~~ 






Start 


_ 161 . ...^ , „ _ .., 


End, 








Name 


.. Djd6.025i-.b.5...Q228.. CiiLoL-gp.- 


.^1 -.Method ...„ 


AAT./GAP 






Of 5 V--J- 

oLart 


1 Ol 


End 


• 2128' 






LI 




Score 


1511 






Exons 


1 01 ..<£// , oyo. . iu/3/ 11/1.. 


1368, 1455. 


.1514, I860.. 


2128 




GI Descrip. 


• 9^Qi'5ri9 7 n^_i n /nr , nri9'^'5^\ 
zooxouz / . u e — 1 u [ At uuzo jd) 


hypothetical protein [Arabidopsis 




f Vi 3 1 -i anal 1 

tnai lana j 










Seq. No. 


34139 


Seq. ID 


OJ000251 05. 


0228 


.C16 


Gene No. 


70653 


Strand 


+ 






OLdlt 


1 £1 
1 D 1 


End 


2128 






Name 


n"rnnn9m n99p pi £ ni rrc 

UJUUU/ Dl Uj . Uz/o .LID. Ol . yS 


Method 


GENS CAN 






0 car l 


1 an 
1 yu 


End 


2009 








none 


Score 


.9 






Exons 


1 Qfi 977 QQc; 1D7Q 1171 


1368, 1455. 


.1514, I860.. 


2009 




oeq . v*o . 


J 4 1 3 y 


Seq. ID 


OJ000251_05. 


0228 


.C16 


Gene No. 


70653 


Strand 


+ 






Start 


161 


End 


2128 






Name 


nTnnn9Ri rm n99p pi £ ^i nn 
uuuuuz ji u j . u^zo . lid . oi . np 


Method 


AAT/NAP . . 






Q+- v-4- 

0 z art 


1 Cf3. * 


End 


2000 






Li 


OOoUlOJ 


Score 


335 • 






Exons 


1 QO 9 7 H Q1Q 1 H7 Q 1171 

i yo . . z / u , yio..iu/y, 11/1.. 


1368, 1455. 


.1514, I860.. 


2000 




uescrip. 


^hli jzyoo j puLative proiein 


[Arabidops 


is thaliana] 






Seq. No. 


34139 


Seq. ID 


OJ000251_05. 


0228 


.C16 


Gene No. 


70654 


Strand 


+ 








7385 


End 


9654 






Name 


OJ000251 05.0228.C16.o3.gs 


Method 


GENSCAN 






otar t 


7385 


End 


8886 






GI 


none 


Score 


.45 






Exons 


7385. .7755, 8457. .8602, 8732. .8886 








Seq. No. 


34139 


Seq. ID 


OJ000251_05. 


0228 


.C16 


Gene No. 


70654 


Strand 


+ 






Start 


7385 


End 


9654 







34115 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000251_05.0228.C16.o3.gp Method 
8554 End 
2427608 Score 
8554. .8686, 9031. .9088, 9466. .9654 



34139 
70655 
2789 

OJ000251_05.0228.C16.o2.gp 

2592 

3766731 



AAT/GAP 

9654 

650 



OJ000251 05.0228.C16 



Seq. ID 
Strand 

End 6333 
Method AAT/GAP 
End 3436 
Score 930 
2592.. 2903, 3029.. 3096, 3200.. 3436 

2651302 7.0e-10 (AC002336) hypothetical protein [Arabidopsis 
thaliana] 



Seq. No. 34139 Seq. ID 

Gene No. 70655 Strand 

Start 2789 End 6333 

Name OJ000251_05 . 0228 . C16 . o2 . gs Method GENSCAN 

Start 2789 End 6333 

GI none . Score .95 

..Exons.,...,. ..... .. .2789..,. 2903.,. 302.9... ...3.096, 

T .40.65. ..4118.,. Jil6.3-..-.ii.£l. / „5.0£4^-.5111 f „.320i 

• - 6i57: .6333 - 



OJ000251 05.0228.C16 



.3 2 0 0. .... 3 4.2 4 ,. 35 0 7. ... 3 6 42^. ^37 4.3 . 

532R,_5.6l7_. 



Seq. No. 34139 
Gene No. 70655 
Start 2789 

Name OJ000251_05 . 0228 . C16 . o2 . np 

Start 2792 
GI 2651302 

Exons 2792.. 2903, 3029.. 3096, 3200. 

4065. .4184, 4463. .4621, 4706. 

5637. .5750, 6157. .6333 
GI Descrip. (AC002336) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 

GI Descrip. 



Seq. ID OJ000251_05.0228.C16 
Strand 

End 6333 
Method AAT/NAP 
End 6333 
Score 1041 

.3424, 3507. .3642, 3743. .3945, 
.4813, 5203. .5328, 5448.-5555, 



34139 Seq. ID 

70656 Strand 

8618 End 

OJ000251_05.0228 .C16.o3.np Method 

8618 End 

6714444 Score 



OJ000251_05.0228.C16 

12414 
AAT/NAP 
12414 
842 



8618. .8709,- 9427. .10145, 10172 10622 , 10669. . 1072.6, 
10811. .11420, .11493. . 11720, 11943. .12414 

(AC011620) putative disease resistance protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34139 
70657 
13628 

OJ000251_05. 0228.C16.o3.ts 

912 

none 



Seq. ID OJ000251_05.0228.C16 
Strand 

End 15481 

Method TBLASTX : Soybean 

End 2027 

Score 136 



912. .1079, 1168. .1380,. 1170. .1262.. 1452.. 1 514,- 1847..1957 p 
1857. .2027 



Seq. No. 



34139 



Seq. ID OJ000251 05.0228.C16 



34116 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



70657 Strand 

13628 End 

OJ000251_05.0228.C16.o2.tc Method 

938 End 

none Score 
938. .1078, 954. .1079, 1167, .1370, 1168 
1452. .1505, 1857. .1955 



15481 

TBLASTX: Cress 

1955 

109 

. .1380, 1451. . 1489, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34139 
70657 
13628 

OJ000251_05 . 0228 . CI 6 . o5 . tm 

960 

none 



Seq. ID OJ000251_05.0228.C16 
Strand 
End 

Method 
End 
Score 



15481 

TBLASTX: Maize 

1320 

130 



960. .1073, 986. .1063, 1165. .1320, 1170. .1319 



Seq. No. 34139 Seq. ID 

Gene No. 70657 . Strand 

Start 13628 End 

Name OJ000251JD5 . 0228 . CI 6 . o2 . tm Method 

Start 2768 End 

ST.-.' _ : _^ ..none... . _ . .. ; . ^ Score 



OJ000251_05.0228.C16 
15481 

TBLASTX: Maize 
3566 

.129 



..2:7.68 2m.L,-_2£2.6.._29n6.,„2.914^ 

3031. . 3099,- -3194 . . 3427 , - 31 95 34 25', -3504 ; 3566, • 3505 . v3564 - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34139 
70657 
13628 

OJ000251 05.0228.C16.o2.ts 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 05.0228.C16 



15481 

TBLASTX: Soybean 
3022 End 3924 

5605823 Score 54 

3022. .3096, 3194. .3283, 3237. .3278, 3272. .3427, 3306. .3434, 
3504. .3644, 3505. .3645, 3742. .3924, 3761. .3919 
2651302 4.0e-67 (AC002336) hypothetical protein [Arabidopsis 
thaliana] 



Seq. No. 34139 
Gene No. 70657 
Start 13628 

Name OJ000251_05 . 0228 . CI 6 . ol . tm 

Start 3619 
GI none 

.Exons • 3619. .3645, 3621 . .3644 ,• 3736. 

3742.. 3945, 3743.-3946, 4056. 
4282. .4347, 4283.-4345, 4460. 
4707. .4766 



Seq. ID OJ000251_05.0228.C16 
Strand 

End 15481 
Method TBLASTX : Mai ze 
End . 4768 . . 

Score 43 

.394 8, 374 0. .397 0, .3741. ,394 4, 
.4187, 4060. .4179, 4278. .4346, 
.4624, '4460. .4627, 4703. .4768, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34139 
70657 
13628 
OJ000251 
5296 
none 
5296 
5637 



05.0228.C16.o4.ts 



5328, 
5753, 



5445, 
6130. 



,5555, 
,6234, 



5446. 
6259. 



OJ000251_05.0228.C16 
15481 

TBLASTX : Soybean 
6334 
61 

5602. .5712- 5637. .5714, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5556 
.6333, 6260.. 6334 



Seq. No. 



34139 



Seq. ID OJ000251_05.0228.C16 



34117 



Gene No. 70657 

Start 13628 

Name OJ000251_05 . 0228 . C16 . o4 . tm 

Start 5482 

GI none 

Exons 5482.. 5556, 5484.. 5555, 5635. 

6155.. 6307, 6209.. 6409, 6259. 



Strand 

End 15481 

Method TBLASTX : Mai ze 

End 6409 

Score 94 

.5751, 5637. .5753, 6154. .6279, 
.6333 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000251_05.0228.C16 
Strand 

End 15481 
Method TBLASTX : Maize 
End 11455 
none Score 393 

9533. .9751, 9644. .9781, 9653.-9835, 9854. .9919, 10077 .. 10331, 
10082. .10630, 10083. .10631, 10448 .. 10633, 11 105 1138 9, 
11177. .11314, 11189. .11455, 11255.. 11368 



34139 
70657 
13628 

OJ000251_05. 0228 .C16.o3.tm 
9533 



Seq. No. 34139 
Gene No. 70657 
Start 13628 

,5± ariL™.l rr ...„ ^64Ll„,_-..-™.„_ 

■GI'- ■ - ■ " none-' ' - '-- * r '■ 

Exons 9564 . . 9953, 

9656. .9835, 

10079. .10120 

10313. .10444 



10451. 
10595. 
11114 . 



,10558 
,10630 
,11317 



11261. .11599 



9569.-9982, 9596 
9728..995S, 9728 
, 10160. .10438, 
, 10412. . 10507, 
, 10460. . 10714, 
, 10802. .10939, 
, 11117. .11377, 
, 11327. .11584, 



Seq. ID OJ000251 
Strand 

End 15481 
:r ,.. Method. .TBLASTX:., 
.„,.End_._. . iil 3i-.-- 
- Score - - -"- 155 - - - - 
. .9898, 9650. .9916, 
..9925, 9734. .9835, 
10178. .10423, 10178 
10439. .10498, 10451 
10460. .10594, 10580 
11108. .11290, 11114 
11180. .11488, 11255 
11615. .11737 



05.0228.C16 



an 



9653. .9829, 

9866. . 9925, 

.10423, 

.10579, 

.10690, 

.11353, 

.11515, 



Seq. No. 34139 
Gene No. 70657 
Start 13628 

Name OJ000251_05 . 0228 . CI 6 . ol . tc 

Start 9590 
GI' none 
Exons 9590. . 9700, 

. .. 9591. .9899, 

9788. .9925, 

1016.0 . .10393 
. 10241. .10423 

10448. .10660 

10451. .10630 

10460. .10588 

10817. .10897 

11105. .11410 

11114 . . 11458 

11213. . 11389 

11615. .11758 



Seq. ID OJ000251_ 
Strand 



05.0228.C16 



End 

Method 

End 

Score 



15481 
TBLASTX: 
11758 
83 



Cress 



9590. .9925, 9590. .9922, 9590. .9874, 
9605.. 9880, 9635.. .9925, 9644.. .9853, 
10028. .10132, 10151. . 10336, 10160.. 
, 10172. .10450> 1.0172. .10432, 10220 
, 10304. . 10525, 10422 
, 10451. . 10642, 10451 
, 10457. . 10588, 10457 
, 10460. . 10567, 10634 
, 10925. .11029, 11105 
, 11105. . 11314, 11105 
, 11144. .11314, 11168 
, 11240. . 11449, 11309 



10592, 10445 

10540, 10451 

10555, 10460 

10714, 10643 

11599, 11105 

11596, 11114 

11503, 11168 

11452, 11603 



9590. .9817, 
9674. .9835, 

10444, 

..10423, \ 

. .10591, 

..10555, 

. .10642, 

. . 10714, 

. . 11521, 

. . 1,1491, 

. .11428, 

. .11734, 



Seq. No'. 34139 Seq. ID 

Gene No. 70657 Strand 

Start 13628 End 

Name OJ000251 05 . 0228 . CI 6 . ol . tw Method 



OJ000251_05 . 0228 . CI 6 
15481 

TBLASTX: Wheat 



34118 





z* *j y \j 


End 


11746 








none 


Score 


78 






£j is. i l o 


9S90 Q7fl1 9602 9973 9fif)3 


..9833, 10172. . 10423, 


1 1 

± ±D y X 


1 1 7 A & 




34139 


Seq. ID 


OJ000251JD5 




PI 6 
. LID 


Gene No. 


70657 


Strand 


- 






Start 


13628 


End 


15481 






Name 


OJ000251 05.0228.C16.o4.np 


Method 


AAT/NAP 






J Lai U 


13628 


End 


15481 








5852093 


Score 


66 






uAUl 1 O 


13628. . 13680, 15375. .15481 










PtT Dp^rri n 


(AL117264) zwh!6.1 [Oryza sativa] 








Seq. No. 


34140 


Seq. ID 


OJ000251JD5 


.0228 


.C17 


Gene No. 


70658 


Strand 


- 






Start 


256 


End 


567 






Name 


OJ000251 05-0228. C17.ol.gs 


Method 


GENSCAN 






Cf a rt 

O Lax u 


256 " 


End 


567 






GI 


none 


Score 


. 47 






uAUl 1 o 


256.. 567 










,..^,Seg v ..Nq... 


.34141... 


■=■_ Seg,. , I-D„ 


^QJ0.0Q25d_ s ._0.5 




. C20 


.Gene.-N.o , 


X0£5°L . „. „. . .„ 


-._JS.tx.and „ 









. • start. • ' 

£ 1 


- 1012 • • ' " • • ' 


End ■ • 


1235 








OJ000251 05.0228.C20.ol.gp 


Method 


AAT/GAP 






= * q+-o-rt 


1012 


End 


1235 






; : PtT 
ox 


2310876 


Score 


374 








1012.. 1235 










:! Seq. No. 


34141 


Seq. ID 


OJ000251_05 


.0228 


.C20 


«. Gene No. 


70660 


Strand 








Start 


350 


End 


1285 






= : Name 


OJ000251 05.0228.C20.ol.gs 


Method 


GENSCAN 






Start 


350 


End 


1285 






! \ GI 


none 


Score 


.68 






i Fyon^ 


350. .645, 946. .1157, 1203. .1285 








i : " ' Seq. No. 


34141 


Seq. ID 


OJ000251_05 


.0228 


C20 


; ! Gene No. 


70660 


Strand 








!! Start 


350 


End 


1285 






" : Name 


OJ000251 .05. 02.28. C20.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1.119 


End 


. 1262 






■ GI 


none - 


Score 


18 6 - 






l_t e\. W HO 


1119. .1262, 1133. .1261, 1140. 


.1262 








Seq. No. 


34142 


Seq. ID 


OJ000251JD5 


.0228. 


C21 


Gene No. 


70661 


Strand 


+ 






Start 


548 


End- 


2329 






LNCllU — ? 


OJ000251 05.0228.C21.ol.gs 


Method 


.; GENSCAN 






c+- =i rt- 

O L.d.1 L 


548 


End 


2329 






GI 


none 


Score 


.99 






Exons 


548. .556, 2189. .2329 










Seq. No. 


34142 


Seq. ID 


OJ000251_05 


.0228 .. 


C21 


Gene No. 


70662 


Strand 


+ 






Start 


3581 


End 


3924 






Name 


OJ000251 05.0228.C21.o2.gs 


Method 


• GENSCAN 







34119 



Start 3581 

GI none 

Exons 3581.. 3679, 3895.. 3924 

Seq. No. 34142 

Gene No. 70663 

Start 5885 

Name OJ000251JD5 . 0228 . C21 . o3 . gs 

Start 5885 

GI none 

Exons 5885.-5983, 5989.. 6205, 6504. 
8603. .8755 



End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6655, 



3924 
.69 



OJ000251 05.0228.C21 



9503 
GENSGAN 
8755 
.8 

7032. .7170, 



8067. .8281, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



„Se,q.._No... 
-Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34142 
70663 
5885 

OJ000251_05 . 0228 . C21 . ol . np 

6840 

3367571 



Seq. ID OJ000251_05.0228.C21 



Strand 
End 

Method 

End 

Score 



9503 
AAT/NAP 
9334 
173 



6840. .6953, 7032. .7170, 7488. .7540, 9314 .. 9334 
(AL031135) putative protein [Arabidopsis thaliana] 



-24142-. 



70663 
5885 

OJ000251 
6858 
none 
6858. , 
7488 . . 
8108. . 

34142 



05.0228.C21.ol. tm 



6965, 
7544, 
8251, 



6858.. 6965, 7032 
7490. .7543, 7711 
8123. .8251, 8196. .8261 



..:.Saq-.„ID 
- Strand 
End 

Method 
End 
Score 
.7178, 
.7812, 



; DJ.0.0,0JZ51^Q3 e .-022JBLJ22L. 



9503 

TBLASTX: Maize 
8261 
80 

7032.. 7178, 7033. 
7722.. 7823, 7723. 



.7179, 
.7806, 



Seq. ID OJ000251 05.0228.C21 



70663 Strand 
5885 End 
OJ000251_05 . 0228 . C21 . o2 . np Method 
9101 End 
6069646 Score 
9101. .9503 

(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis . thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



9503 
AAT/NAP 
9503 
324 

transcriptase 
,1| (AP001129) 

F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



34143 Seq. ID 

70664 Strand 

1081 End 

OJ000251_05 . 0228 . C22 . ol . np Method 

1081 End 

4586057 Score 
1081. .1173, 1292. .1386 

(AC007020) hypothetical protein [Arabidopsis thaliana] 



OJ000251_05.0228.C22 

1386 
AAT/NAP 
1386 
147 



34144 
70665 
200 



Seq. ID 

Strand 

End 



OJ000251 05.0228.C23 



653 



34120 



Name 

Start 

GI 

Exons 



OJ000251_05.0228.C23.ol.gs 

200 

none 

200. .653 



Method GENSCAN 
End 653 
Score .56 



Seq. No. 34145 Seq. ID 

Gene No. 70666 Strand 

Start 572 End 

Name OJ000251_05 . 0228 . C24 . ol . gs Method 

Start 572 End 

GI none Score 

Exons 572. .700 



OJ000251_05.0228.C24 
700 

GENSCAN 

700 

.59 



Seq. No. 34146 Seq. ID 

Gene No. 70667 Strand 

Start 4 5 End 

Name OJ000251_05 . 0228 . C25 . ol . gs Method 

Start 45 End 

GI none Score 

Exons 45.. 277 



OJ000251_05.0228.C25 
+ 

277 

GENSCAN 

277 

.43 



.. S eq.^ No ^ ^, £ _34 147^^ , _ 5 ,^ : ^ v 

jGehe .No^ 7 r . _ 

Start • 482 • • 

Name OJ000251_05 . 0228 . C27 . ol . gs 

Start 482 

GI none 

Exons 482. .722 



._.: >; .„Seq...^^ 



„S.t.rand_ 
End - • 
Method 
End 
Score 



.„£ 

" 722 

GENSCAN 

722 

. 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



34148 
70669 
775 

OJ000251_05.0228.C28 .ol .gs 

775 

none 

775. .917, 1601. .1769, 2146. 
4201. .4281, 5716. .5817 

34148 
70669 
775 . 

OJ000251_05.0228.C28.oI.gp 

4191 

2796811 

4191. .4281, 4817. .4945 



Seq. ID 

Strand 

End 

Method 
End 
Score 
2192, 2755 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_05.0228.C28 
+ 

5817 
GENSCAN 
5817 
.72 

. .2883, 3687. .3771, 



OJ000251_05.0228.C28 
+ 

5817 
AAT'/GAP - 
4945 
307 



34148 
70670 
6933 

OJ000251_05.0228 .C28.o3. tm 
279 
none 

279. .353, 280. .393, 281. .367 
760. .918, 762. .920, 1446. .1541, 1448. .1543, 1450. .1542, 
1681. .1749, 1684. .1764, 1685. .1765, 1686. .1769 



Seq. ID OJ000251_05.0228.C28 
Strand 

11874 

TBLASTX: Maize 
1769 
65 



End 

Method 

End 

Score 



724. .918, 746. .919, 756. .920, 



Seq. No. 



34148 



Seq. ID OJ000251_05.0228.C28 



34121 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



70670 Strand 

6933 End 

OJ000251_05 . 0228 . C28 . o4 . tm Method 

2109 End 

none ' Score 



11874 

TBLASTX : Maize 

4288 • 

82 



2109. .2195, 2116. .2196, 2140. .2193, 2145. .2195, 2700. .2879, 
2749. .2883, 2750. .2884, 2755. .2904, 3684. .3776, 3688. .3774, 
4150. .4284, 4198. .4284, 4199. .4288 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 05.0228.C28 



Seq. No. 34148 
Gene No. 70670 
Start 6933 

Name OJ000251JD5 . 0228 . C28 . o2 . gs 

Start 6933 
GI none 

Exons 6933.. 7112, 7275.. 7442, 7679 

8523. .8705, 8782.. 8965, 9471 
10115. .10196, 10267. .10374, 1058 6 .. 10708 , 11077 .. 11275 , 
11541. .11615, 11680. .11830 



11874 
GENSCAN 
11830 
.85 

7892, 7975.. 8037, 8112. 
9542, 9612.. 9723, 9814. 



8254, 
9889, 



Seq. No. 
Gene. Np.. : ^ 

„S±art.^ „. 

Name - - 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



34148 

,70670 . ... . 

_6.933 



-Seq. ID 

... .~, 1S -S.trand„... 

^^-_^_End.,^.- f ._ 

OJ000251_05.0228.C28.o2.gp - -Method • 
6970 

LIB3431-006-P1-K1-H11 
6970.. 7001, 7109.. 7195, 



OJ000251 05.0228.C28 



-11,8.7.4 ._,„. 
AAT/GAP 
7808 
726 



End 
Score 

7275.-7442, 7679. .7808 
'225174/prf | | 1210248A 2.0e-ll glutelin precursor [Oryza sativa] 1 



34148 
70670 
6933 

OJ000251_05.0228.C28.o2.np 

9809 

3193333 



OJ000251 05.0228.C28 



Seq. ID _ 
Strand 

End 11874 
Method AAT/NAP 
End 11874 
Score 2 95 

9809. .9913, 9986. .10061, 10110 .. 10196, 10267 .. 10348 , 
10394. .10503, 10586. .10742, 11099. .11230, 11309 .. 114 63, 
11616. .11874 

(AF069299) contains similarity to breast cancer susceptibility 
(Brca2) [Arabidopsis thaliana] 



Seq. No. 
..Gene No. 
.Start 

Name 

Start 

GI 

Exons 



34148 

70670 . - 
6933 

OJ000251_05.0228 .C28.o2.tm 
9983 



OJ000251 05.0228.C28 



none 
9983. . 
10116. 
10263. 



Seq. ID 
Strand 
End . 

_ Method 

End 
Score 

10039, 9984. .10037, 9985. .10038, 10111 .. 10206, 
.10196, 10204 .. 10299, 10253 10372 , 10256 .. 10378 , 
.10382 



11874 

TBLASTX: Maize 

10382 

81 



Seq. No. 34148 Seq. ID 

Gene No. 70670 Strand 

Start 6933 . End 

Name OJ00025I_05 . U228 .C28 . ol. tm Method 

Start 11074 End 

GI none Score 



OJ000251_05.0228.C28 
11874 

TBLASTX: Maize 

11745 

80 



34122 



Exons 



11074. .11151, 11074. .11145, 11076 .. 11147, 11151 .. 11216, 
11154. .11213, 11161. .11217, 1 127 6 . . 11401 , 11283 .. 114 05, 
11294. .11404, 11613. .11741, 11614 .. 11745, 11615. .11740 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

JGI Des crip. 



34148 
70670 
6933 

OJ000251_05.0228.C28.ol.tw 

11546 

none 



Seq. ID OJ000251_05.0228.C28 
Strand 
End 

Method 
End 
Score 



11874 

TBLASTX: Wheat 

11868 

42 



11546. .11611, 11559. .11627, 11561 .. 11 611 , 11612 11848 , 
11613. .11849, 11617. .11868, 11617. .11853 



34149 
70671 
7898 

OJ000251_05.0228.C29.ol.np 

7898 

6498441 



Seq. ID OJ000251_05.0228.C29 
Strand + 
End 13544 
Method AAT/NAP 
End 13544 
Score 6803 
7898. .8961, 9292. .9755, 9819. .10192, 10376 10510, 
11118. .11600, 11772. .13169, 13263 .-. 1354 4 

JAPOO.O 815 ).,.EST. : C7 2.7 8 6 j E2 2 5 8J_.cor r e sppnds.. to. .a., region., o.f^the. 
predicted .-.gene Similar.., to.. Sorghum, .hi color, Gypsy-T.y3„t-ype™- 
retrotransposon RetroSorl." (AF098806) ' [Oryza sativa] = 



10685... 10925, 



Seq. No. 


34149 








Seq. ID 


OJ000251_05.0228.C29 


Gene No. 


70672 








Strand 




Start 


203 








End 


5582 


Name 


OJ000251 05. 


0228 


.C29.ol 


.gs 


Method 


GENSCAN 


Start 


203 








End 


5582 


GI 


none 








Score 


.48 


Exons 


203. .742, 1799.. 


1927, 2563.. 


2688, 2960. 


.3085, 3193. .3318, 




3415. .3549, 


3713 


. .3817, 


3954 


..4019, 444 


6. .4652, 4763. .4819, 




5003. .5122, 


5438 


. .5582 








Seq. No. 


34149 








Seq. ID 


OJ000251_05.0228.C29 


Gene No. 


70673 








Strand 




Start 


14178 








End 


17401 


Name 


OJ000251 05. 


0228 


.C29.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


417 








End 


3819 


GI 


none 








. Score 


46 


Exons' 


417. .464, 418. .456, 480 


. .743 


, -484. .717, 


491..-736, 504.. 743, 




. 1547. .1588, 


1547 


. .1588, 


1582 


..1665, 1592.. 1666, 1607". .1669, 




2038. .2163, 


2048 


. .2152, 


2308 


..2418, 2309... 2386, 2765. .2899, 




2791. .2871, 


3203 


. .3283, 


3207 


..3284, 3714. .3791, 3715. .3819 


Seq. No. 


34149 








Seq. ID 


OJ000251_05.0228.C29 


Gene No. 


70673 








Strand 




Starts 


14178 








End 


17401 


Name 


OJ000251 05. 


0228 


.C29.o6 


tw 


Method 


TBLASTX: Wheat 


Start 


8046 








End 


8438 


GI 


none 








Score 


55 


Exons 


8046. .8093, 


8100 


. .8198, 


8117 


..8197, 8165. .8404, 8181. .8438 


Seq. No. 


34149 








Seq. ID 


OJ000251_05.0228.C29 


Gene No. 


70673 








Strand 




Start 


14178 








End 


17401 



34123 



Name 


n TnnnoRi ac 
UOVUVZdI Uo , 


vzzo . y . od'. tm 


Method 


TBLASTX : Maize 


btart 


QAQQ 

oUoo 




End 


O *D *3 /T 

8336 


bX 


none 




Score 


i a o 

193 


Exons 


Q Pi OO QTTC 
OUOO. . OjjO, 


0 u y u . . 0 jjo 






Seq. No. 


34149 




Seq. ID 


OJ000251_05.0228 


Gene No. 


70673 




Strand 




C r- a 

oLart 


1 4 1 7 R 
X ft 1 1 0 




bna 


X / 4 U X 


Name 


UJUUU^-DX Uj . 




Metnoa 


x DiiAb I a : wneat 


otart 


y x / 1> 




End 


y ooz 


p t 


none 




Score 


4X0 




Ql 7c Q 4 Q 

y x / o . . y j fi y , 


yx/ / . . y b bz , y 0 / 1 


. . ybob 




Seq. No. 


34149 




Seq. ID 


OJ000251_05.0228 


Gene No. 


70673 




Strand 




Start 


14 178 




Hi 1 1H. 


X / *i U X 


Name 


p Tnn n9Ri n c: 
UJUUUZ 01 U3 . 


vzzo .tzy .01 . tw 


K/l a 4- V% ^ j-J 

Metnoa 


TBLASTX : Wheat 


otart 


yoz / 




End 


i a o o a 


P T 
(jX 


none 




Score 


con 

boy 


Exons 


yo z / . . lu^o o f 


yozo . . xuzo y 






,Seg... .JJo,.,_ 


34149 .. • . ■ 




Seq.... : ID 


■.OJ0 00 2.5.1 ,05.0228. 


.GHne : „Na.„. 


„.7,0£13_.._ _ 


- 


.Strand^.,, 




btart 


X 4 X / O . 




hnd 


1 "7 A A 1 

1 / 4 U 1 - - 


Name 


ujuuu^ox ud . 


nooo poo' — n +. 

Uzzo . Czy . 00 . ts 


Method 


TBLASTX : Soybean 


b tart 


ybb/ 




End 


1 A O "5 O 

10232 


P T 


none 




Score 


i i *i 

11 / 


Exons 


ytso / . . xuuyx, 


xuuy 0 . . lvzoz 






Seq. No. 


34149 




Seq. ID 


OJ000251_05.0228 


Gene No. 


70673 




Strand 




bt art 


1/11-70 

X 4 X / O 




End 


1 H A A 1 
1 / 4 U 1 


Name 


OJUUU^bl U5 . 


0228.C29.ol.tm 


Method 


TBLASTX : Maize 


bt art 


yyo / 




End 


1 A "3 1 "D 

10313 


p t 
tjX 


none 




Score 


O A "D 


Exons 


QQC'7 1 mi 1 

yyo / . . xu jx 0 , 


9992.. 10303, 10023.. 10313 




Seq. No. 


34149 




Seq.- ID 


OJ000251_05.0228 


Gene No . 


70673 




Strand 






1 A 1 7 Q 
X f± X / 0 




End 


1 *7 /I A 1 

X / 4 U X 


Name 


UJ UUUZ jl U 3 . 


0228.C29.o3.tm 


Method 


TBLASTX : Maize 


btart 


X U o 4 U 




End 


X U /z4 


P T 


none . 




Scdre 


3o3 . 




XUJflU. .xu/uo 


, .10341.'. 10724 






Seq. No. 


34149 




Seq. ID 


OJ000251J35.0228 


Gene No . 


70673 




Strand 




btart 






End 


1 1 A A 1 

1/401 


Name 


A TA AAO c 1 a c 

OJ UUUZbl UD . 


0228.C29.o2.tw 


Method 


TBLASTX : Wheat 


Of v-4- 

bt art 


XUo yo 




End 


10822 


GI 


none 




Score 


d ft 1 


Exons 


10398. .10817 


, 10403. .10822 






Seq. No. 


34149 




Seq. ID 


OJ00Q251 05,0228 


Gene No. 


70673 




Strand 




Start 


14178 




End 


17401 


Name 


OJ000251 05. 


0228.C29.ol.ts 


Method 


TBLASTX : Soybean 



34124 




Start 10476 End 10847 

GI none Score 274 

Exons 10476. .10847, 104 93 .. 10636 



Qcx-f Mo 


"34 1 4 Q 

<J *i X *2 ZJ 




Seq. ID 


OJ000251_05.0228 


poo 


flpno Mo 


7067 ^ 




Strand 






Start 


1 4 1 7.8 




End 


17401 




LN Cl-ILIC 




O ^ t" TaI 


Method 


TBLASTX: Wheat 




Otai t 


114 4ft ~" 

llllO 




End 


11906 






n on o 

1 lUt LC 




Score 


234 




Exons 


11448. .11696, 11472. 


.11696, 


11537. . 11710, 11757. .11906, 






11766. .11903, 11768. 


.11905 








OCvjt LN ■ 


34149 




Seq. ID 


OJ000251JD5.0228. 


C29 


nonD Mo 


70673 




Strand 






O L. d -L L- 


14178 




End 


17401 




Name 


OJ000251 05.0228.C29 


.o2.ts 


Method 


TBLASTX : Soybean 




O L- ClX L. 


11595 




End 


12161 




GI 


5666795 




Score 


68 




Exons 


11595. .11693, 11769. 


.11906, 


11961. .12161 






4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 
















c 0 n Mo 

. O XZX± »~ J-NaJ.* 


3 4 1A9-. 




.^.!seq..-_ XD_ 


-..OJOL0.0.2.5JL.0.5_^0.2.2.8u.-C29 


f!nnD Mo - - 


70673 




: - -Strand 






OLdiL 


14178 




End 


17401 




Name 


OJ000251 05.0228.C29 


08 . tw 


Method 


TBLASTX: Wheat - 




Start 


11909 




End 


12221 




GI 


none 




Score 


192 




Ej^vuxlo 


11909. . 12085, 11922. 


12110, 


11961. . 12221 




OC^i LN U . 


34149 




Seq. ID 


OJ000251_05.0228. 


C29 


Con o Mo 


70673 




Strand 






Start 


14178 




End 


17401 




LN dlllC 


OJ000251 05.0228.C29 


o2.tm 


Method 


TBLASTX: Maize 




Start 


12414 




End 


12737 




GI 


none 




Score 


361 






12414. .12737, 12443.. 


12724 








Qpn Mo ' 

OC^i LN ^ • 


34149 




Seq. ID 


OJ000251_05.0228. 


C2 9 


uCHC LN U . 


70673 




Strand 






o i d x l. 


14178 . 




End 


17.401 




Name 


OJ000251 05.0228.C29. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


12551 . 




■End 


12932 




GI 


none 




Score 


372 




W von q 


12551. .12607, 12552.. 


12932, 


12653. . 12901 




O cJ . LN U . 


34149 




Seq. ID 


OJ000251J)5.0228. 


C29 


Gene No. 


70673 




Strand 






Start 


14178 




End 


17401 




Name 


OJ000251 05.0228.C29. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


12933 




End 


13535 




GI 


none 




Score 


263 




Exons 


12933. .13217, 12938.. 


13216, 


13409. .13531, 13410. .13535 




Seq. No. 


34149 




Seq. ID 


OJ000251_05.0228. 


C29 


Gene No. 


70673 




Strand 






Start 


14178 




End 


17401 





34125 




Name 

Start 

GI 

Exons 



OJ000251_05. 0228.C29.o6.tm Method 

13404 End 

none Score 
13404. .13586, 13409. .13585 



TBLASTX: Maize 

13586 

192 



Seq. No. 34149 Seq. ID 

Gene No. 70673 Strand 

Start 14178 End 

Name OJ000251_05 . 0228 . C29 . o3 . gs Method 

Start 14178 End 

GI none Score 

Exons 14178. .16047, 16140.. 17401 



OJ000251_05.0228.C29 

17401 
GENSCAN 
17401 
.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

.Seq..,...NQ 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34149 Seq. ID 

70673 Strand 

14178 End 

OJ000251_05 . 0228 . C29 . o2 . np Method 

14181 End 

5803259 Score 
14181. .16047, 16140. .17401 

(AP000399) hypothetical protein [Oryza sativa] 



OJ000251_05.0228.C29 

17401 
AAT/NAP 
17401 
4208 



.3.415.0.. _ „. 

70674' 
631 

OJ000251_05.0228.C30.ol.np 
631 

3738230 
631. .1088, 2614. .2635 

(AB007790) DREB2A [Arabidopsis thaliana] 

gi|4126706|dbj |BAA36705| (AB016570) DREB2A [Arabidopsis 
thaliana] 



, ..„-S.eq.„. ID.,. 

Strand '" 
End 

Method 
End 
Score 



.0J.Q0A2.51^5..X12.2J8..X3IL 

2635 * 
AAT/NAP 
2635 
386 



Seq. No. 34150 Seq. ID 

Gene No. 70674 Strand 

Start 631 End 

Name OJ000251JD5 . 0228 . C30 . ol . gs Method 

Start 653 End 

GI none Score 

Exons 653.. 892, 1037.. 1464 



OJ000251_05.0228.C30 
+ 

2635 
GENSCAN 
1464 
.66 



Seq. No. 34150 Seq. ID 

Gene- No. 70675 . . ,. . - . Strand 

Start . 1494 . [ - End 

Name OJ000251_05 . 0228 . C30 . o2 . gp Method 

Start 1494 End 

GI none . Score 

Exons 1494.. 1685 



OJ000251_05.0228 .C30 

1685 
AAT/GAP 
1685 
356 



Seq. No. 34150 Seq. ID 

Gene No. 70676 Strand 

Start 1929 End 

Name OJ000251_05 . 0228 . C30 . ol . tc Method 

Start 684 End 

GI none Score 

Exons 684.. 1031, 685.. 1128 



OJ000251_05.0228 ,C30 
3899 

TBLASTX: Cress 

1128 

352 




Seq. No. 


34150 








Seq. ID 


OJ000251JD5.0228 


.C30 


Gene No. 


70676 








Strand 








1 9?9 

X 7 3? 










^ft 99 

O O 7 7 
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n.Tnoo9M oc; 


099ft 

• \J £. Z. O 


r^o n? 


. gs 


rue l x iuu 


O Uj IN O V^rtlN 




C-|- -) v--j- 

O Lai L 


1 Q9Q _ 
x 7 7 








Fnrl 


*3ft Ofi 




\J X 


none 








JLUI c 


7 ft 




F vnn c; 

LAUU o 


1 QOQ 9 R74 








- • 






Seq. No. 


34150 








Seq. ID 


OJ000251_05.0228 


.C30 


Gene No. 


70676 








Strand 








1 9?9 
x 7 7 








FnH 


^ft 99 

O O 7 7 




Name 


n.T0009M or 


099ft 


P^O n9 


• LL 




TRT ZIQTY • Proc e 
I DXjHO 1 A . V^x co 5 




uLai L, 


1 9^ _ 








FnH 

j_jil\J. 


99 4 7 




cj 










OLUIc 


1 S4 

X J 1 




Hi A. LJ 1 1 O 


I 7 J J • • 4 \J , 


1 944 

X 74 fi 


9 94 6 


1 996 

X 7 7 D . 


9947 
















O tJLj . X U 


O.T0009S1 OR 099ft 


P?0 


Gene No. 


70676 








Strand 






Start 


1929 








End 


3899 




Name 


o.tooo?si os 


.0228 


.C30.O2 


. np 


Method 


AAT/NAP 




Cf a v-f- 
O Lai t 


1941 ~~ 








End 


3587 




Ul..^ .... „ ; . r vs. 


v . -.-.I.^J O D \J u.+J , 








r ,Scpre 


_113\5^^__^ 




F von q 


1 9 4 1 9 S 7 4 


.73.022: 












OX UCOLL X^J ■ 


-( AP007 0 90 \ 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


34150 








Seq. ID 


OJ000251_05.0228 


.C30 


Gene No. 


70676 








Strand 






O Lwl L 


1 9?9 

X Z> 7 








End 


3899 




Name 


o,tooo9m 


.0228, 


.C30.O2 


.ts 


Method 


TBLASTX : Soybean 




O LCtl L 


1941 _ 








End 


3251 




CI 

\3 X 


none 








Score 


77 






1 94 1 9 4 9^ 


2472, 


. .2516, 


3021. 


.3152, 3165.. 3251 




lJCLJ • LN L> • 


"34 1 SO 

J4 1 JU 








Seq. ID 


OJ000251JD5.0228 


.C30 


Gene No. 


70676 








Strand 






Start 


1929 








End 


3899 




Name 


O.T0002S1 OS 


.0228. 


.C30.ol 


. tm 


Method 


TBLASTX: Maize 




O L d J. L 


?1 64 ~~ 

t 1 U4 








End 


3091 




CT 

KJ X 










Score 


595 




TT von q 


91 64 9S77 


2164, 


. .2577, 


2166. 


.2582, 3000.. 3089, 3019.. 3090, 




30?0 3091 


3021. 


. .3089 










Seq.. No. 


34150 








, Seq. ID 


OJ000251_05.0228 


.C30 


Gene . No . 


70676 








Strand 






J Lai L 


199 9 

X 7 7 








End 


3899 




Name 


0,10009 R1 OR 


.0228. 


,C30.o3 


. tc 


Method 


TBLASTX: Cress 




O Lai L 


9^1 _ 
l j ji 








End 


3206 




\J X 


none 








Score 


165 




F VPiH c 


9 '3'3 1 9 co 9 


2356. 


, .2577, 


3021. 


.3206, 3027.. 3206 




*_> ~ • LN . 


34150 








Seq. ID 


OJ000251_05.0228 


.C30 


Gene No. 


70676 








Strand 






Start 


1929 








End 


3899 




Name 


OJ000251 05 


.0228. 


,C30.o3, 


. tm 


Method 


TBLASTX : Maize 




Start 


3203 








End 


3435 




GI 


none 








Score 


128 




Exons 


3203. .3379, 


3204. 


.3422, 


3204. 


.3431, 3205. .3435 





34127 



Seq. No. 34150 

Gene No. 70676 

Start 1929 

Name OJ000251_05 . 0228 . C30 . o3 . ts 

Start 3438 

GI none 

Exons 3438.. 3533, 3439.. 3531, 3546. 

Seq. No. 34150 

Gene No. 70676 

Start 1929 

Name OJ000251_05 . 0228 . C30 . o3 . gp 

Start 3525 

GI none 

Exons 3525..3899 



Seq. ID OJ000251_05.0228.C30 
Strand 

End 3899 

Method TBLASTX : Soybean 

End 3884 

Score 59 

.3719, 3765. .3884, 3776. .3883 

Seq. ID OJ000251_05.0228.C30 
Strand 

End 3899 

Method AAT/GAP 

End 3899 

Score 738 



Seq. No. 34151 

Gene No. 70677 

Start 802 

Name ■ OJ000251_05 . 0228 . C31 . o2 . gp 

GJL _ „j.2 6.9£3 w 1 J-„.TJJ„1T1T11T 

Exons • 802. .1203- - • - 



Seq. ID OJ000251_05.0228.C31 
Strand 

End 1203 . . 

Method AAT/GAP 

„End.,,^ ^ 2,0 l^.^^^ .-__..-_-__ =! = M= -. 
.Score _„,-JLli ; , Ul„ 1." 



Seq. No. 34151 
Gene No. 70678 
Start 1426 

Name OJ000251_05 . 0228 . C31 . ol . tm 

Start 1375 
GI none 
Exons 1375.. 1479, 1396 

1942.. 2025, 1945 

2695.. 2871, 2702 

2760.. 2861, 2972 

2996. .3046 



OJ000251 05.0228.C31 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1563, 1767. .1856, 1782. .1859, 1940. .2023, 
2025, 1947. .2036, 1951. .2010, 2694. .2870, 
2893, 2703. .2894, 2703. .2903, 2736. .2897, 
3007, 2977. .3015, 2994. .3095, 2996. .3094, 



5066 

TBLASTX: Maize 

3095 

83 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



34151 
70678 
1426 

OJ000251_05.0228,C31.ol . np 



OJ000251 05.0228.C31 



Seq. ID 
Strand 

End 5066 

Method AAT/NAP 

End 3155 
Score 193 . 

2024, 2694.. 2898, 2982.. 3155 
(AL035424) dA22D12.1 (novel protein similar to Drosophila Kelch 
(Ring Canal protein, KEL) and a heterogenous set of other types 
of proteins) [Homo sapiens] 



1426 
4539520 ' ' 
1426. .1564, 



1756. .1875, 1948, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34151 Seq. ID 

70678 Strand 

1426 End 

OJ000251JD5 . 0228 . C31 . o2 . np Method 

2006 End 

6016694 Score 



OJ000251_05.0228.C31 

5066 
AAT/NAP 
4708 
204 



2006. .2024, 4287. .4445, 4544. .4708 

(AC009991)- hypothetical protein [Arabidopsis thaliana] 



34128 



Seq. No. 34151 

Gene No. 70678 

Start 1426 

Name OJ000251_05 . 0228 . C31 . o2 . gs 

Start 2655 

GI none 
Exons 



Seq. ID OJ000251_05.0228.C31 
Strand 

End 5066 

Method GENS CAN 

End 5066 

Score .65 



2655. .2893, 2971. .3313, 3555. .3611, 3729. .4445, 4523. .4725, 
4889.-. 5066 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

, Starts,..,. . 

.„.GI„. 

Exons" 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



34151 
70678 
1426 

OJ000251_05. 0228.C31.o2.tm 

4576 

none 



Seq. ID OJ000251_05.0228.C31 
Strand 

End 5066 

Method TBLASTX : Mai ze 

End 4978 

Score 149 



4576. .4725, 4583. .4732, 4583.-4732, 4868. .4978, 4887. .4976 



34152 
70679 
1 

OJ000251_05 . 0228 .C32 . ol .np 
.. .--5*0.4 2l£IZlll~*l-- 



Seq. ID OJ000251_05.0228.C32 
Strand + 
End 1120 
Method AAT/NAP 

_ E nd . . ,11 2,0 m ... ^,„^^, 
.._S.co.r eLr~^j3£..^ , . 



1.-.296,- 590-. .689-; ■ 1000-. 1120= - • * ; : 
(AC007789) putative polyprotein [Oryza sativa] 



34152 
70680 
447 

OJ000251_05.0228 .C32.ol.gs 

447 

none 

447. .573, 673. .722, 746. .809 



Seq. ID OJ000251_05.0228.C32 
Strand 

End 809 

Method GENSCAN 

End 809 

Score .78 



34153 
70681 
179 

OJ000251_05.0228 .C37 .ol . gp 
179 

22365_2.R1084 
.179. .299 . ... 

'26513.02 7. 0e-10 .(AC002336) . hypothetical protein [Arabidopsis 
thaliana] ' > ■ " _ • 



Seq. ID OJ000251_05.0228.C37 
Strand 

End 2 99 

Method AAT/GAP 

End " 2 99 

Score 164 



Seq. No. ■ 34154 

Gene No. 70682 

Start 28 

Name ; OJ000251_05 . 0228 . C38 . ol . gs 

Start 28 

GI none 

Exons 28.. 237 



Seq. ID OJ000251_05.0228.C38 

Strand + 

End 237 

Method GENSCAN 

End 237 .> 

Score . 8 



Seq. No. 34155 

Gene No. 70683 

Start 3lb 

Name OJ000251_05 . 0228 . C39 . ol . gs 

Start 316 



Seq. ID OJ000251_05.0228.C39 

Strand + 

End 370 

Method GENSCAN 

End 370 



34129 




(IT 
VjX 


none 


Score 


. O D 






^1 ^70 








Seq. No. 


34156 


Seq. ID 


OJ000251JD5.0228 


.C40 


Gene No. 


70684 


Strand 






9f- s rt" 

J Lai L 


136 


Hii ivj. 


9 

L JJ 




Name 




\A 4- V"l S~\ /~\ 


oLjiNoL.rt.LN 






X J D 


Hina 


9 R R 
ZOO 






none 


OLUI c 


7Q 






X J U ■ . Ll J; ^.^.O. . J J 








9<=»rr Kin 


ji j — ) / 


oeq ■ x u 


0.70009^1 OR H99R 


CA 1 


Gene No. 


70685 


Strand 






Start 


1 


End 


587 






O.T0009S1 099PI P41 ni nn 


Mo 1" h nH 
Lie LIlvJU 


AflT /NTZiP 




9f- o r*t- 


X 




Rfl 7 

JO / 




(IT 


ItUU Jul) 


Score 


4 4 7 




Hi AUi ID 


1 SR. 7 

x • » J O / 








V3X UcoLI ip • 


(Z\Ff)4Q1irn nmnl r 7 o a mauo 
U4 JllU J pipOl [iieci ilidyo 


1 








"34 1 Sfi 

Jt 1 JO 


9orr T Pi 


070009^1 OS 099R 


C A 9 


Gene_Np . „ 




^.Strand... 






_Star±^iri_*l 




End.J 




— - 


Naixte 


OJ000251* 05. 0228. C4 2 .ol.np 


Method 


- AAT/NAP 




c+- = -r f- 
O Lai L 


1 


End 


266 




(IT 


2651302 


Score 


103 




LAUil o 


1. .266 








OX UcoLIipi 


(AC002336) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


34158 


Seq. ID 


OJ000251_05.0228 


.C42 


Gene No. 


70686 


Strand 






9t;q rt 


1 


End 


342 




LN CtlLlC 


OJ000251 05.0228.C42.ol.gs 


Method 


GENSCAN 




u Lai L 


90 


End 


266 




o x 


none 


Score 


.92 






90. .266 








Seq. No. 


34159 


Seq: ID 


OJ000251_13.0302 


.C3 


Gene No. 


70688 


Strand 


+ 




Start 


5 


End 


160 




LN d 1 1 L C 


OJ000251 13.0302.C3.ol.gs 


Method 


. GENSCAN 




O Lai. L 


5 


End . 


160 




GI 


. none / • . ■ 


Score 


' .74 




CjAUIIo 


5. .160 










34160 


Seq. ID 


OJ000251_13.0302 


C A 


Gene No. 


70689 


Strand 


+ 




Start 


1 


End 


1135 




NT a mo 
LN guuc 


OJ000251 13. 0302. C4. ol.np 


Method 


AAT/NAP 




O LcLx t 


1 


End 


1135 






4510427 


Score 


49 




Exons 


1..22, 708. .775, 852. .947, 


1059. .1135 






GI Descrip. 


(AC006929) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


34160 


Seq. ID 


OJ000251_13.0302 


C4 


Gene No. 


70689 


Strand 


+ 




Start 


1 


End 


1135 





34130 




Name 




1 ? 0^02 CA nl no. 


Mat" n 
11" L. I 1UU 


o lii IN owrilN 






S72 




End 


Q4 ^ 




\J X 


■pi -pi 




Score 


fl 2 




R von q 


S72 591 

1 C~ » • -J 1- f 


835 943 








Seq. No. 


34161 




Seq. ID 


OJ000251_13.0302 


C5 


Gene No. 


70690 




Strand 


+ 




Start 


137 




End 


2 5fi 

~J \J 




Name 


OJ000251 


13 0302 C5 ol as 


1. J \H L. 1 1UU 






O Lai L 


137 




End 


2 56 




GI 


none 




Score 


57 






1^7 2 56 












34 162 




Seq. ID 


0.1000251 1"* 0^09 


\s 0 


Gene No. 


70691 




Strand 






Start 


1 




End 


1381 




Name 


OJ000251 


13 0302 C8 ol nn 


Method 


AAT/NAP 




Start 


1 _ 




End 


1381 




yj X 


24 4 3320 




Score 


1623 




ill jTk kj> 1 lO 


X • * X J O X 










C^T Hpc:r'r"i n 

VJJ _L 1— / O J— -L k-/ 


f D85597 ) 


nol vn rnfpi n f Dr\/7P 


australiensis] 






^liiisilllJ 




S.e.q...... id- 


. „6ii 6i).bi5i. jl5... 03.02 




Gene No. 


-70691 ■ 




Strand- 






O LCIL L. 


1 

X 




End 


1381 




IN ClilLtJ 


n.Tnon? 5 l 




Method 


TBLASTX: Wheat 




OLal L 


22 ~ 




End ■ 


H D D 




GI 


none 




Score 


119 




DAUi I O 


22 . . 252 , 


2 5 24 0 18 5 4 63 


250. .462/ 


254. .466 




Seq. No. 


34163 




Seq. ID 


OJ000251JL3.0302. 


C9 


Gene No. 


70692 




Strand 


+ 




Start 


340 




End 


2570 




Name 


OJ0002 SI 


13.0302.C9.ol.gs 


Method 


GENSCAN 




Start 


34 0 _ 




End 


2570 




GI 


none 




Score 


.5 




Rxon <=; 

A— J x\ W 11 J 


340 439 


749. .958, 1056. .1173, 1550.. 


1609, 2366.. 2570 




Sea No 


34164 




Seq. ID 


OJ000251_13.0302. 


n 1 

X X 


Gene No. 


70693 




Strand 






Start 


188 . 




End 


3714 




Name 


OJ000251 


13.0302..Cll.ol.gs 


Method 


GENSCAN 




Start ' • / 


188 




End 


■3714 . 




GI 


none 




Score 


.62 




l_t HO 


188. .646, 


921. .1003, 1036. .1132, 1352. 


. 1579, 1619. .2371, 






2378.. 2603, 3473. .3607, 3644 


. .3714 






Seq. No. 


34165 




Seq. ID 


OJ000251_13.0302. 


C14 


Gene No. 


70694 




Strand 


+ 




Start 


1 




End 


71 




Name 


OJ000251 


13.0302.C14 .ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


71 




GI 


none 




Score 


138 




Exons 


1. .71 










Seq. No. 


34165 




Seq. ID 


OJ000251__13.0302. 


C14 


Gene No. 


70695 




Strand 


+ 





34131 * 





Start 


444 


End 


879 






Name 


OJ000251 13.0302.C14.o2.gp 


Method 


AAT/GAP 








444 


End 


879 








LIB3432-052-P1-K1-D9 


Score 


669 






17" V O 


444 . . 879 










^ P T 1 r""\ 

oX Uco^I • 


1 23267 60/embl Y14 4 34 | MTTANAD2X 0.0e+00 


Triticum aestivum 






mitochondrial nad2 gene exons 3, 4 and 


«J , CliHwl Li 11 I 


gene 




Seq. No. 


34165 


Seq. ID 


o.tooo? si i ? 

vU Uu U£> Jl X _) 




C14 


Gene No. 


70696 


Strand 








Qf o r f- 


687 


End 


905 






Nsme 


OJ000251 13.0302.C14.ol.gs 


Method 


GENSCAN 






Cj-a r 4- 


687 


End 


905 






riT 

O X 


none 


Score 


.42 






Li AUl lo 


687. .905 










Can Hn 


34166 


Seq. ID 


OJ000251_13 


.0302. 


pi R 

\^ X D 


Gene No. 


70697 


Strand 


+ 






Start 


1 


End 


1809 






IN clllLt; 


OJ000251 13.0302.C15.ol.np 


Method 


AAT/NAP 








1 


.End 


1809 








..,45104.27. . _ 


_ i; S,co.re,;...^. 


...6.8 .. 






Exon s — — 


l_.ii. / ^i6A...^5l / _L75i. .. .1.8.09.. 










ox Uco^iip • 


(AC006929) -hypothetical protein" [Arabidopsis thaliana]-- 




Seq. No. 


34166 


Seq. ID 


OJ000251_13 


.0302. 


C15 


Gene No. 


70698 


Strand 








O Lai L 


776 


End 


2182 






Name 


OJ000251 13.0302.C15.ol.gs 


Method 


GENSCAN 








776 


End 


2182 






CT 
\j ± 


none 


Score 


.57 






Exons 


776. .950, 1024. .1049, 1533.. 


1639, 1813 


..1874, 2103 


. .2182 


Seq. No. 


34167 


Seq. ID 


OJ000251_13 


.0302. 


C16 


Gene No. 


70699 


Strand 








O U G -L L- 


153 


End 


291 






IN dlLlC? 


OJ000251 13.0302.C16.ol.gs 


Method 


GENSCAN 






Of a r +- 
O Lai L 


153 


End 


291 








none 


Score 


.41 








153. .291 










Seq. No. 


34168 


Seq. ID 


OJ000251_13 


0302. 


C17 


Gene No. 


70700 ■ ' . . ■ ■ 


Strand 


+\ . ' 








1319 ' 


End 


3545 






Name 


OJ000251 13.0302.C17.ol.gs 


Method 


GENSCAN 






OLal L 


1319 


End 


3545 






w X 


none 


Score 


.43 








1319. .1503, 1724. .1884, 2002 


..2150, 34 


68. . 3545 








34168 


Seq. ID 


OJ000251_13. 


0302. 


C17 


Gene No . 


70701 


Strand 








Start 


1141 


End 


2163 






Name 


OJ000251 13.0302.C17.ol.np 


Method 


AAT/NAP 






Start 


1141 


End V?.- 


2163 






GI 


5922630 


Score 


96 






Exons 


1141. .1326, 1800. .2163 










GI Descrip. 


(AP000492) EST C98748 ( E3038 ) 


corresponds to a region of 


the 



34132 




predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016863-|dbj IBAA85206.il (AP000570) EST C9874 8 (E3038 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



oeq . ino . 


1A 1 £R 

J41DO 












i ^ 
i o 


. U jUZ , 






707 09 


















D Lai L 












7 ^9fl 
/ O Z u 








Name 


OJ000251 13. 


0302. 


C17.o2 


. gs 


Method 


GENSCAN 








Start 


4963 








End 


7328 








GI 


none 








Score 


.76 








Hi A^JI lO 


AQa'i ROd 9 


5974. 


.6173, 


7282. 


7 ^9ft 










O fci q . IN (J . 


O 4 X D 0 








Ofcjq . IU 


D T0009 M 
Uu U U KJ Z D L 


_13 


.0302, 


.C17 




7 070^ 








Oli ciilU 










O Lai L 


1 4 Q1 








Fnrl 

Hi I 1L1 


1 R 1 £9 








Name 


OJ000251 13. 


0302. 


C17.o4 


.gs 


Method 


GENSCAN 








Start 


14916 








' End 


15362 








r t 


none 








Score 


.43 








Exons 




;, 15299.. 15362 












. oeq . NO... !rr „. 


...0.4 1 D.y. ... T . .... . 








,.Seq.._..ID . : 


.,O.JO.OP2.5.1^ 


fc 13... ri 03.p.Z 2j C18 ra 


.„txen.e.— iN.u-.-. — 


7 0704 


, 


„ 


,. ....-.» 


-..at.rdnd,-.,. 










o tar l 


9 0 "3 0 
ZUjU 








End. - • 


■■ 5325 






. 


Name 


OJ000251 13. 


0302. 


C18.o2 


.gs 


Method 


GENSCAN 








Start 


2030 








End 


5325 










none 








Score 


.75 








Exons 


9 0^0 OI 1 R 


2175. 


.2231, 


4047. 


.4140, 5269. .5325 








OcCj. IN O . 










Seq. ID 


OJ000251_ 


13 


.0302, 


.C18 




7 070 R 








Strand 










OLalL 










End 


1120 








Name 


OJ000251 13. 


0302. 


C18.ol 


.gs 


Method 


GENSCAN 








Start 


45 








End 


1120 










none 








Score 


.41 








Exons 


fi J . . ^JJ, O Z 3 


. .398 


, 924. 


.1120 












Q a rt NT r\ 

oeq. IN o . 


^4170 








Seq. ID 


OJ000251_ 


13 


.0302. 


,C20 




70706 








Strand 


+ 










A R 








End 


220 








Name 


OJ000251 13. 


0302. 


C20.ol 


. gs 


Method 


GENSCAN 








Start 


45 








End - 


220 








PT 

bi • 


none 








Score 


-.67 








Exons 


4 0. . z z u 


















Seg. No. 


34170 








Seq. ID 


OJ000251_ 


13, 


.0302. 


C20 


Gene No. 


.70707 








Strand 










Start 


1703 








End 


1971 








Name . ; 


OJ000251 13. 


0302. 


C20.o2 


. gs 


Method 


GENSCAN 








Start 


1703 








End 


1971 








GI 


none 








Score 


. 96 








Exons 


1703. .1809, 


1920. 


.1971 














Seq. No. 


34171 








Seq. ID 


OJ00G251 


1.3. 


. O302 s 


C21 


Gene No. 


70708 








Strand 


+ 








Start 


1 








End 


3527 








Name 


OJ000251 13. 


0302. 


C21.ol 


. np 


Method 


AAT/NAP 









34133 



# 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.S.eq . T _.No : *. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



End 
Score 



2615 
2055 



2443320 
1..1365, 2588. .2615 

(D85597) polyprotein [Oryza australiensis] 



34171 
70708 
1 

OJ000251_13.0302.C21.ol.tw 
1 

none 



Seq. ID OJ000251_13.0302.C21 

Strand + 

End 3527 

Method TBLASTX : Wheat 

End 7 93 

Score 331 



1..255, 2. .253, 252. .347, 257. .343, 259. .408, 317. .493, 
333.-494, 471. .566, 479. .571, 572. .793, 580. .792 



34171 
70708 
1 

OJ000251_13.0302.C21.ol.tm 
17 

none 



Seq. ID OJ000251_13.0302.C21 

Strand + 

End 3527 

Method TBLASTX : Maize 

End 434 

Score 199 



17. .82, 20. .235, 70. .234, 155. .238, 255. .434, 257. .367 



. 3.4 111 ^ 

70708 - ' - ' -'- 

1 

OJ000251_13.0302.C21.o2.ts 
19 

5509260 



. ,S.e,q .._iD..„_OJ.O 0D 252_13 ; ^.0.3jQ2l^C21„ 
Strand -'■ + ■- '- - 
End 3527 
Method TBLASTX : Soybean 
End 316 
Score 186 



19. .123, 20. .238, 157. .237, 255. .308, 260. .316 



34171 
70708 
1 

OJ000251_13.0302. 

614 

none 

614. .1261, 1491., 
34171 

70708 

1 

.OJ000251_13,0302-. 
755 
none 

755. .1129, 1148.. 

34171' 

70708 

1 

OJ000251_13.0302. 

764 

none 

764. .1126, 1154.. 

34171 
70708 



C21.ol.gs 



Seq. ID 
Strand 
End 

Method 
End 

Score ■ 
1566, 1983.. 2029, 23E 

Seq. ID 

Strand 

End 

C21.o2.tm . Method... 

End 
Score 

1336 

C21.ol.ts 

1258 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ000251_13.0302.C21 
+ 

3527 
GENSCAN 
3527 
.83 

J3. .2554, 3433. .3527 
OJ000251_13.0302.C21 

4- 

3527. 

.. TBLASTX: Maize - • 
1336 
158 



OJ000251_13.0302.C21 
+ 

3527 

TBLASTX: Soybean 

1258 

204 



OJ000251_13.0302.C21 
+ 



34134 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 
OJ000251_13 . 0302 . C21 . o2 . tw Method 
866 End 
none Score 
866. .1354, 867. .1022, 871. .1353 



3527 

TBLASTX: Wheat 

1354 

524 



34172 
70709 
29 

OJ000251_13.0302.C24.ol.gs 

29 

none 
29. .673 



Seq. ID OJ000251_13.0302.C24 

Strand + 

End 673 

Method GENSCAN 

End 673 

Score .71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

..GI . De scrip,. 

Seq. No. 
'Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



34172 
70710 
138 

OJ000251_13 . 0302 . C24 . ol . np 
138 

5852180 
138. .558, 610. .721 

_ v .,(ALl_7265.),,zhb00010...1 n . [Oryza, .satlya] 



Seq. ID OJ000251_13.0302.C24 
Strand 

End 721 

Method AAT/NAP 

End 721 

Score 432 



34173 • • • 

70711 
507 

OJ000251_13 . 0302 . C26 . ol . tm 

297 

none 



Seq. ID OJ000251_13.0302.-C26- 
Strand 

End 716 

Method TBLASTX : Mai ze 

End 716 

Score 134 



297. .416, 408. .557, 418. .612, 423. .695, 478. .609, 663. .716 



34173 
70711 
507 

OJ000251_13 . 0302 . C26 . ol . tw 

354 

none 



Seq. ID OJ000251_13.0302.C26 
Strand 

End 716 

Method TBLASTX : Wheat 

End 68 6 

Score 4 8 



3S4..464, 355. .444, 480. .560, 499. .684, 609. .686 



34173 
70711 
507 

OJ000-251_13.0302.C26.ol.gs- 

507 

none 

507. .630 



Seq. ID OJ000251_13.0302.C26 
Strand 

End ... 716' ... .:. 

Method GEN SCAN 
End ■ 630 
Score .49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



34174 
70712 
2158 

OJ000251_13.0302.C27.ol.gs 

2158 

none 



Seq. ID OJ000251_13.0302.C27 

Strand + 

End 3515 

Method GENSCAN 

End 3515 

Score .8 



2158. .2215, 2306. .2371, 2562. .2708, 2770. .3515 



34174 
70713 



Seq. ID OJ000251_13.0302.C27 
Strand + 



34135 



• m 



Start 


9138 






End 14808 




Name 


OJ000251 13.0302.C27 


.o2 .gs 


Method GENSCAN 






"1 JO 






End 14808 






none 






Score .69 




Exons 


9138. . 


9219, 9541. .9675, 11801 .. 12113, 12191 .. 12292, 






12380. 


.12503, 12601. 


.12808, 


13360. .13528, 13622 1384 0, 






14072. 


.14352, 14452. 


.14659, 


14700. .14808 




Qorr NT r\ 
OctJ. IN (J • 


34174 






Seq. ID OJ000251_13.0302 




Gene No. 


70713 






Strand + 




Start 


9138 






End 14808 




Name 


OJ000251 13.0302.C27 


. o3 . np 


Method AAT/NAP 




0 LciX L 


10828 






End 13920 




C T 


1046373 




Score 363 




C 1 VAT1 O 


10828. 


.10863, 12007. 


.12288, 


12380. .12822, 13776. .13920 




GI Descrip. 


(U37336) SAG 12 protein [Arabidopsis thaliana] 




OCq . 1NO . 


34174 






Seq. ID OJ000251_13.0302 




Utrllc 1NU . 


70714 






Strand 




Start 


13466 






End 15500 




Name 


OJ000251 13.0302.C27 


.ol . tm 


Method TBLASTX : Maize 






U1999, 






. .End. . v , ,JZ82a__^„.^ OT 




CT 


none.. 






_ „S.core 5-6 _ 






•-11999-. 


.1-2082,- 12119.- 


1 z 1 0 y , 


L/L&/LZ . .lz^yu, 1 ^ 0 / y . . 1^4^37 






12433. 


.12477, 12555. 


.12764, 


12571. .12771, 12788. .12820, 






12793. 


.12819 








C ^ /-v M rt 

0 e q . in 0 . 


34174 






Seq. ID OJ000251_13.0302 


con 


Gene No . 


70714 






Strand 




Start 


13466 






End 15500 




Name 


OJ000251 13.0302.C27 


. ol . tw 


Method TBLASTX : Wheat 




Otal U. 


12001 






End 12771 




r t 


none 






Ortrt-v»rt ""7 O 

bcore /z 




LaUIIo 


12001. 


.12090, 12118. 


.12153, 


12119. . 12154, 12203. .12277, 






12204. 


.12272, 12382. 


.12426, 


12427. .124 95, 12436. .12504, 






12552. 


.12731, 12571. 


.12726, 


12736. .12771 




Q rt /-r Klrt 

oeq. ln 0 . 


34174 






Seq. ID OJ000251_13.0302 


con 


C rt, y~\ a M rt 

uene inu . 


70714 






Strand 




Start 


13466 






End 15500 




Name 


OJ000251 13.0302.C27 


.ol. tc 


Method TBLASTX: Cress. 




Of 3 y-f- 


12019. 






End 12820 , . 




PT ■ ! 


none • 






• Score 68" 




Exons 


12019. 


.12135, 12119. 


.12172, 


12215. .12289, 12216 .. 12290, 






12378. 


.12428, 12379. 


.12429, 


124 33. . 124 77, 12555. . 127 64, 






12571. 


.12771, 12784. 


.12819, 


12785. .12820 




Cnn M rt 
GcCj . IN O . 


34174 






Seq. ID OJ000251_13.0302 


con 


Gene No. 


70714 






Strand 




Start 


13466 






End 15500 




Name 


OJ000251 13.0302.C27 


. ol . ts 


Method TBLASTX : Soybean 




Start 


12019 






End 12820 




GI 


none 






Score 70 




Exons 


12019. 


.12117, 12119. 


.12163, 


12222. . 122 90, 1237 9. . 124 2 9.- 






12427. 


.12477, ■ 12552. 


.12773, 


12571. . 12774, 12779. . 12820 




Seq. No. 


34174 






Seq. ID OJ000251_13.0302 


.C27 



34136 



# 




Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



70714 Strand 
13466 End 15500 

OJ000251__13 . 0302 . C27 . o4 . np Method AAT/NAP 
13466 End 15500 

6006372 Score 60 

13466. .13618, 1378 6 .. 13959, 15435. .15500 
(AP000559) hypothetical protein [Oryza sativa] 



34175 Seq. ID 

70715 Strand 

581 End 
OJ000251_13.0302.C28.ol .gp Method 

581 End 

31166_1.R1084 Score 
581. .666, 1320. .1953 

'1518540 2.0e-97 (U53418) UDP-glucose dehydrogenase [Glycine 
max] 1 



OJ000251_13.0302.C28 
+ 

3128 
AAT/GAP 
1953 
1343 



Seq. No. 34175 Seq. ID 

Gene No. 70715 Strand 

Start . . 581 . End. 

Name .^.^ ^. 0 J 0 00 2 51 _ 1.3 . _0 3.0 2^ C 2 8 . x>2L._t w^„ ; Me t ho d^ ... 
...Start ^111.13 2 9„^-L.,Jl'l. .1 JI_IIll_.™^Z_^n^Z--Z^ 

GI ' - - - none ' - - - -- — ■ '■ - Score 

Exons ' 1329. .1505, 1~331. .1516, 1350. .1544, 1515 

1517. .1705, 1633. .1731 



OJ000251_13.0302.C28 
+ 

3128 

..^TBLASTX : Wheat 

J2l231. I 

-28 6 - ■ 

.1703, 1516. .1704, 



Seq. No. 34175 

Gene No. - 70715 

Start 581 

Name OJ000251_13 . 0302 . C28 . ol . tm 

Start 1332 

GI none 

Exons 1332.. 2399, 1334.. 2398, 1827, 
2398. .2778, 2399. .2782, 2401. 



Seq. ID OJ000251_13.0302.C28 

Strand + 

End 3128 

Method TBLASTX: Maize 

End 2888 

Score 17 63 

.2399, 1837. .2400, 2105. .2404, 
.2784, 2808.. 2888 



Seq. No. 34175 
Gene No. ' 70715 
Start 581 

Name OJ000251_13 . 0302 . C28 . ol . tc 

Start 1338 

GI none ... 

Exons '1338 . .2399, 1340 2410; ■ 2117 . 

2407. .2448, 2447. .2767, 2449. 

2709. .2786' 



Seq. ID 
Strand 
End, 
Method 
End 
Score. 

.2401, 2399 
.2772, 2450 



OJ000251_13.0302.C28 
+ 

3128 

TBLASTX: Cress 
2786. 
1647 

2446, 2401. 



.2448, 
.2773, 2602. .2784, 



Seq. No. 34175 

Gene No. 70715 

Start 581 

Name OJ000251_13 . 0302 . C28 . ol . ts 

Start 1338 

GI none 
Exons 



Seq. ID OJ000251_13.0302.C28 

Strand + 

End 3128 

Method TBLASTX : Soybean 

End 2785 

Score 1676 



1338. .2399, 1340. .2416, 2398. .2784, 2399. .2782, 2402. .2785 



Seq. No. 
Gene No. 
Start 



34175 
70715 
581 



Seq. ID OJ000251_13.0302.C28 
Strand + 
End 3128 



34137 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No-. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



# 



# 



OJ000251_13.0302.C28.ol .gs Method 

1341 End 

none Score 
1341. .2402, 2411. .2782 



GENSCAN 

2782 

.75 



34175 Seq. ID 

70715 Strand 

581 End 

OJ000251_13. 0302 .C28 .ol .np Method 

1341 End 

6136119 Score 
1341. .2779 

UDP-GLUCOSE 6- DEHYDROGENASE (UDP-GLC DEHYDROGENASE) (UDP-GLCDH) 

(UDPGDH) gi | 1518540 (U53418) UDP-glucose dehydrogenase [Glycine 
max] 



OJ000251_13.0302.C28 
+ 

3128 
AAT/NAP 
2779 
2283 



Seq. No. 
Gene No. 
Start 
Name 
Start 

...Exons...... ; 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34175 
70715 
581 

OJ000251_13.0302.C28 .ol.tw 
2110 . 

.none. . . . „. 



Seq. ID OJ000251 13.0302.C28 



Strand 
End 

Method 
End 

Score . 



+ 

3128 

TBLASTX: Wheat 
2506 

5.0.3 



-2 110. 22a5.,_2m... 2333.,^ 2 112 2 19.9„,„„2.3.9.R...... 25.05^393.^ ^5116 



34175 
70715 
581 

OJ000251_13.0302.C28.o2.gp 
2312 

422_2.R1084 
2312. .3128 

'1420932/gb|U61383 IORU61383 



Seq. ID OJ000251_13.0302.C28 

Strand + 

End 3128 

Method AAT/GAP 

End 3128 

Score 1586 

7.0e-21 Oryza rufipogon 



4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



34175 
70715 
581 

OJ000251_13.0302.C28.o3.tw 

2633 

none 

2633.. 2794, 2635.. 2778 



34176 . . 

70716 

2015 

OJ000251JL3, 

2002 

none 

2002. .2190, 
2191. .2349, 



0302. C29. ol.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_13.0302.C28 
+ 

3128 

TBLASTX: Wheat 

2794 

241 



OJ000251_13.0302.C29 
+ 

2350 

TBLASTX: Wheat 

2350 

290 



2003. 
2'207. 



.2179, 
.2350 



2 003. .2218, 2004. .2180, 218 9. .2350, 



Seq. No. 34176 Seq. ID 

Gene No. 70716 Strand 

Start 2015 End 

Name OJ000251_13 . 0302 . C2 9 . ol . tc Method 

Start 2004 End 

GI none Score 



OJ000251_13.0302.C29 
+ 

2350 

TBLASTX: Cress 

2350 

92 



34138 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

" Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

„s£ar£liri:I 

GI 

Exons 




2004. .2204, 2010. .2240, 2011.-2349, 2012. .2350 



34176 
70716 
2015 

OJ000251_13.0302.C29.ol. ts 

2004 

none 



Seq. ID OJ000251_13.0302.C29 

Strand + 

End 2350 

Method TBLASTX : Soybean 

End 2350 

Score 84 



2004. .2102, 2011. .2349, 2012. .2350 



34176 
70716 
2015 

OJ000251_13.0302.C29.ol. tm 

2012 

none 

2012. .2350, 2014. .2349 



Seq. ID OJ000251_13.0302.C29 

Strand + 

End 2350 

Method TBLASTX : Maize 

End 2350 

Score 565 



34176 Seq. ID OJ000251_13 . 0302 . C29 

70716 Strand + 

2015 End 2350 

m . ,QJ0 0,0 251_11. 2 .. C2 9 . o 1 . gs,_ _ . Method^ ._GENSCAN._ ~ ^ . 

.^2.015_, ,. __^nd__._2336 , 



none 

2015. .2336 



Score- 



62 



Seq. No. 34176 
Gene No. 70716 
Start 2015 

Name OJ000251_13 . 0302 . C2 9 . ol . np 

Start 2015 
GI 6136119 
Exons 2015.. 2350 

GI Descrip. UDP-GLUCOSE 6- DEHYDROGENASE (UDP-GLC DEHYDROGENASE) (UDP-GLCDH) 
(UDPGDH) gi | 1518540 (U53418) UDP-glucose dehydrogenase [Glycine 
max] 



Seq. ID OJ000251_13.0302.C29 

Strand + - 

End 2350 

Method AAT/NAP 

End 2350 

Score 535 



Seq. No. 34177 
Gene No. 70717 
Start 1 

Name OJ000251_13 . 0302 . C30 . ol . np 

Start . . 1 

GI 6136119 
Exons 1.. 813 

GI Descrip. UDP-GLUCOSE 6- DEHYDROGENASE (UDP-GLC DEHYDROGENASE) (UDP-GLCDH) 
(UDPGDH) gi | 1518540 (U53418) UDP-glucose dehydrogenase [Glycine 
max] 



•Seq. ID OJ0002'51_13.0302.C30 

Strand + 

End 816 

Method AAT/NAP 

End 813 

Score. • 1317. 



Seq. No. 34177 

Gene No. 70717 

Start 1 

Name OJ000251_13 . 0302 . C30 . ol . gs 

Start 4 9 

GI none 

Exons 4 9.. 816 



Seq. ID OJ000251_13.0302.C30 

Strand + 

End 816 

Method GENSCAN 

End 816 

Score 1 



Seq. No. 



34177 



Seq. ID OJ000251 13.0302.C30 



34139 



m 



Gene No. 


70718 






Strand 


+ 




Start 


8837 






End 


11117 




Name 


OJ000251 13. 


0302 


,C30.o4 .np 


Method 


AAT/NAP 




Start 


8837 






End 


11117 




GI 


6634722 






Score 


86 




Exons 


8837. .8978, 


10863. .11117 








GI Descrip. 


(AC012463) T2E6. 


5 [Arabidopsis thaliana] 




Seq. No. 


34177 






Seq. ID 


OJ000251_ 


_13.0302.C30 


Gene No. 


70719 






Strand 


+ 




G +- -i v~4- 

otart 


11327 






End 


12116 




Name 


OJ000251_13. 


0302 


.C30.o3.gs 


Method 


GENSCAN 




btart 


11 J£ / 






End 


12116 






none 






Score 


.93 




Exons 


11327. .11427 


, 11 


885. .12116 








beq. no. 


34177 






Seq. ID 


OJ000251__ 


_13.0302.C30 


Gene No . 


70720 






Strand 






btart 


1884 






End 


12113 




Name 


OJ000251_13. 


0302 


.C30.o2.gs 


Method 


GENSCAN 




Start 








End 


10811 




Jbl. . „ . , . ... 


none ; , ....... , 






Score,. ..^ 


_.9_ 




-Exons _. 




.2.4.11. 




...32 1 8_,_4 28.5 45.6 9_._J.8.8X.._5D.£L1, 




5120.-. 5242, ■ 


5931 


. .5997, - 6624-.* 


.6811, -7636. .7752, - 


8222. -/8314V 




8879. .8961, 


9094 


..9121, 9600. 


.9662, 9876. .9940, 


10113. .10252, " 




10271. .10417 


, 10675.. 10811 








Seq. No. 


34177 






Seq. ID 


OJ000251_ 


_13.0302.C30 


Gene No. 


70720 






Strand 






otart 


1884 






End 


12113 




Name 


OJ000251 13. 


0302 


.C30.o2.gp 


Method 


AAT/GAP 




Start 


1979 






End 


2517 






none 






Score 


674 




Exons 


1979. .2266, 


2411 


. .2517 








beq . no . 


34177 






Seq. ID 


OJ000251_ 


_13.0302.C30 


UC11C LNU • 


70720 






Strand 






Start 


1884 






End 


12113 




Name 


OJ000251 13. 


0302 


.C30.o2.np 


Method 


AAT/NAP 




Start 


2205 






End 


8961 




GI 


6899922 






Score 


.1827 




•Exons 


2205. .2266, 


2411 


..2504, 3000. 


.3218, 4285. .4569, 


4851. .5003, 




5120. .5242, 


593-1 


..;5997, 6624... 


. 6811,. '7636. .7752, 


8222. .8307," • 



GI Descrip. 



8875. .8961 

(AL138651) multifunctional aminoacyl-tRNA ligase-like protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000251 13.0302.C30 



34177 
70720 
1884 

OJ000251_13.0302.C30.o3.gp 
3022 

635JL.R1084 

3022. .3218, 4284. .4569, 4851. 
6624. .6811, 7636. .7752, 8222. 
9235. . 9312 

1 459009 1.0e-133 (U00037) similar to multifunctional 



12113 
AAT/GAP 
9312 
2551 

5003, 5120. .5242, 5931. 
8314, 8879. .8961/ 9067. 



.5997, 
.9121, 



34140 





aminoacyl-tRNA synthetase, especially to the prolyl-tRNA 
synthetase region [Caenorhabditis elegans] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

• Seq.. ^ No... . . 

_G.en.e_Na 

■ Start 

Name 

Start 

GI 

Exons 



34177 
70720 
1884 

OJ000251_13. 0302.C30.o3.np 

8487 

6721512 



Seq. ID OJ000251_13.0302.C30 
Strand 

End 12113 

Method AAT/NAP 

End 12113 

Score 184 



8487. .8506, 9876. .9915, 10032 .. 10068 , 10109 .. 1024 3, 
10271. .10385, 12094. .12113 

(AP001072) hypothetical protein [Oryza sativa] 



34177 
70721 
12900 

OJ000251_13.0302.C30.ol.tc 
1 

none 



Seq. ID OJ000251_13.0302.C30 
Strand 

End 16086 

Method TBLASTX : Cress 

End 846 

Score 756 



1..480, 1..471, 3. .482, 481. .801, 484. .846, 495. .806 



. ,34 17.7 . _ _ ..^.^^^Seq. T .,,II).. . .. 0 JO 0 0 2 5,1_13 ...0 3.0 2-...C3 P.. 

„jf.Q221_ -„ ^StrancL,_ - ; . „! 

-• " -16086 - • 

TBLASTX: Soybean 



12900 

OJ000251_13.0302.C30.ol.ts 
1 

none 

1..816, 3. .815 



End 

Method 
End 
Score 



816 
1318 



Seq. No. 34177 

Gene No. 70721 

Start 12900 

Name OJ000251JL3 . 0302 . C30 . ol . tm 

Start 1 

GI none 

Exons 1..819, 2. .253, 3. .818 



Seq. ID OJ000251_13.0302.C30 
Strand 

End 16086 

Method TBLASTX: Maize 

End 819 

Score 1389 



Seq. No. 34177 

Gene No. 70721 

Start 12900 

Name OJ000251_13 . 0302 . C30 . ol . tw 

Start 144 

GI . • -none . 7 ■ 

Exons 144.. 539, 144.. 539, 145.. 540 



Seq. ID OJ000251_13.0302.C30 
Strand 

End 16086 
Method • TBLASTX: Wheat 
End 540 
Score ' 324 



Seq. No. 34177 

Gene No. 70721 

Start 12900 

Name OJ000251_13 . 0302 . C30 . o3 ..tw 

Start 667 

GI none 

Exons 667.. 819, 669.. 821 



Seq. ID OJ000251_13.0302.C30 
Strand 

End 16086 

Method TBLASTX : Wheat 

End 821 

Score 240 



Seq. No. 
Gene No . 
Start 
Name 



34177 
70721 
12900 

OJ000251 13.0302.C30.o3.tm 



Seq. ID OJ000251_13.0302.C30 
Strand 

End 16086 

Method TBLASTX : Mai ze 



34141 




Start 
GI 

Exons 



2164 End 8929 

none Score 115 

2164. .2268, 2202. .2267, 2386. .2478, 2400. .2507, 2400. .2507, 

2989. .3069, 2992. .3216, 3000. .3221, 4254. .4430, 4279. .4569, 

4282. .4569, 4283. .4570, 4337. .4570, 4458. .4571, 4848. .5036, 

4852. .5004, 5097. .5243, 5105. .5245, 5119. .5250, 5120. .5257, 

5917. .6006, 5919. .6029, 5922. .6014, 6610. .6813, 6623. .6823, 

6624. .6812, 7634.'. 7750, 7635. .7751, 7635. .7754, 8206.. 8325, 

8213. .8305, 8232. .8315, 8876. .8929, 8877. .8924 



Seq. No. 34177 
Gene No. 70721 
Start 12900 

Name OJ000251___13 . 0302 . C30 . o2 . 

Start 2199 
GI none 

Exons 2199.. 2267, 2206.. 2268, 

2990. .3220, 2992. .3216, 
4848. .5036, 4855. .5004, 
5105. .5251, 5120. .5251, 
6623..6823, 6624.. 6812, 



ts 



2400. 
3000. 
4869. 
5925. 
7633. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2507, 2407 
.3221, 4279 
.5006, 5068 
.6029, 5953 
.7680, 7634 



OJ000251 13.0302.C30 



16086 

TBLASTX: Soybean 
7681 
77 

2484, 2412. .2507, 
4569, 4283.. 4576, 
5250, 5097.. 5243, 
6000, 6610.. 6735, 
7681 



-Seq ._.N.cx..- 3 4.1X7. _ w . 

Gene No! 1 70721- - ■ 

Start 12900 

Name OJ000251_13 . 0302 . C30 . o3 . tc 

Start 2202 
GI none 

Exons 2202.. 2267, 2206.. 2268, 2386. 

2997. .3221, 2999. .3151, 3000. 



S eq... .ID 0 J.O 0 025 1JL 3..,03.aZ..C3.0_. 

-■■ Strand - - - - - 

End 16086 

Method TBLASTX : Cress 

End 3221 

Score 73 

2484, 2400. .2507, 2974.. 3210, 
3221 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34177 
70721 
12900 

OJ000251_13. 0302.C30.o2.tc 

4297 

none 

4297.. 4326, 4327.. 4569, 4328. 
4858. .5004, 5097. .5243, 5105. 

34177 
70721 

12900- ■ '•- ■ • - ■ 

OJG00251_13.0302.C30.o2.tw. 

4899 

none 

4899.. 5036, 4900.. 5004, 4902. 
5105. .5245, 5120. .5257, 5917. 
6623. .6658, .6623. .6658 



Seq. ID OJ000251_13.0302.C30 
Strand 

End 16086 
Method TBLASTX : Cress 
End 5993 
Score 221 

.4570, 4460. .4570, 4848. .5036, 
.5245, 5120. .5251, 5919.. 5993 

Seq. ID. OJ000251_13.0302.C30 

Strand' - - 

End " 16086 ... 

Method TBLASTX : Wheat 

End " 6658 

Score 170 

.5006, 5076. .5243, 5097. .5243, 
,6006, 5919. .6029, 5931. .6014, 



Seq. No, 
Gene No . 
Start 
Name 
Star t 
GI 

Exons 



34177 Seq. ID 

70721 Strand 

12900 End 

OJ000251_13.0302.C30.o4 . gs Method 

12900 End 

none Score 



OJ000251JL3 . 0302 . C30 

16086 
GENSCAN 
15615 
.64 



12900. . 12995, 14045 14172, 14267 .. 14362, 14 7 97 .. 148 99, 



34142 




14980. .15081, 15538.. 15615 



Seq. No. 


34177 


Seq. ID 


OJ000251 


_13.0302.C30 


Gene No. 


70721 


Strand 






Start 


12900 


End 


16086 




Name 


OJ0009S1 13 0^09 P^O n4 rrm 


Method 


AAT/GAP 






13016 _ 

1 JU1U 


End 


14321 




(IT 
\j x 


4 4?SS 1 R1 0R4 - 
lit jj x • r\x uo *a 


Score 


780 




1—1 W HO 


13016 - 13142 13737 13RSR 

1 Ju 1 U • • X .J X *i t , X .J / J / • • X O O .J O , 


14045. .14172, 14267 


. .14321 


O -L UCOOi. J- ^-J • 


• ?ft 94 ?ft R /pmh 1 fAAl 702 Q 1 R 0^- 


-16 (AL021837) putative proteome 






> pombe] ' 






Qpn Kin 


34177 

.J *i X / f 


Seq. ID 


OJ000251 


_13 . 0302 . C30 




/ \J f _ X 


Strand 






Start 


12900 


End 


16086 




Name 


OJ0002S1 1 3 0^02 P^0 n9 1-m 


Method 


TBLASTX: 


Vlaize 




1^741 _ 

X J ( H X 


End 


16014 




GI 


none 


Score 


141 




Exons 


13741. .13821, 13745. .13858, 


13746. .13862, 14037 


. .14183, 




14043 14174 1404R 141ft? 

1 T V " J • • 11 1 / 1 ; X T U T »J • . X 4 X O t , 


14265. . 14363, 14266 


. . 14364 , . 




149RR 14^QR 144^1 14M7 


1.4433... 14516, 14434 


. .14517, 




144^6 14S9S 147RQ 14Q09 


.1 4735,..,. 1.4.90 5 14 7 9 6. 


...14 909., 




147Q6 14Q1S 147Q7 ~14Q4fi " 

— , LM^.L _7-U ... X,*i J1J ,. L/i ./. _7.,Z.. .. .. X ~i yji D 


1.4.9 8.0-. ..15.123, ...1 l9i:4; 


: 15.Q8Z, 




IJJJl . . X J D_ ;? , 1 J jjZ . . IODjU/ 


15535. .15636; 15539 


. .15637----^ 




1 R79R 1 Rfl?R i ctoo 1 CO-5Q 


15897. . 16007, 15900 


. .16013, 




1 SQ0 1 16014 

1 J 7U 1 • ■ 1UU14 










?4 1 77 

— > 1 X f f 


Seq. ID 


OJ000251_ 


_13.0302.C30 


Gene No. 


70721 


Strand 






Start 


12900 


End 


16086 




Name 


OJ000251 13.0302.C30.o5.np 


Method 


AAT/NAP 




O Lai L 


13763 


End 


16086 




GI 


2894288 


Score 


393 






13763. .13858, 14 04 5. .14172, 


14267. .14362, 14432 


. .14515, 




14773. .14902, 14980. .15081, 


15538. .15630, 15713 


. . 15831, 




15900. . 16086 








GI Descrip. 


(AL021837) 26s protease subunit [Schizosaccharomyces pombe] 


O \J t 1> W • 


34178 


Seq. ID 


OJ000251_ 


_13.0302.C31 




70722 


Strand 






Start 


988 


End 


3177 . . 




• Name 


• OJ000251 13..0302.C31.ol.gs 


Method 


GENSCAN - - 




-Start * 


988 ■ • .. . 


End . . . 


3177 




GI 


none 


Score 


.87 






988.. 1245, 1994.. 2425, 2728. 


.2866, 3107 


. .3177 




i~> C ■ 1NU ■ 


34178 


Seq. ID 


OJ000251_ 


_13.0302.C31 


Gene No. 


70722 


Strand 






Q+- a r +- 
O Lai U 


9 f 88 


End 


3177 




Name 


OJ000251 13.0302.C31.ol.tm 


Method 


TBLASTX: Maize 


u Lai L 


1034 


End 


2875 




GI 


none 


Score 


47 




Exons 


1034.. 1099, 1060. .1128, 1064 


. .1129, 1070. .1129, 


1077. .1148, 




1129.. 1242, 1130.. 1240, 1130 


..1246, 1993. .2190, 


2003. .2191, 




2233.. 2409, 2236.. 2373, 2237 


..2458, 2237. .2428, 


2682. .2870, 




2731. .2871, 2731. .2871, 2732 


. .2875 








34143 







Seq. No. 


34179 


Seq. ID 


OJ000251 


_13 


0302 


.C32 


Gene No. 


70723 


Strand 










C+- a v- -j- 


1 1 ?? 

X X £- 


FnH 


1927 








Name 


n.Tonn^M 1 ^ n^n? r^? ni rrc* 


Mot" n f\ri 


o Hj ln tj \^r\is 








jLaiL 


11?? ~ 

X X £ Z, 


EjL lvX 


1 Q?7 








ox 


IHJLLC 


Q v~Q 


. 4 1 










1122 1128 1617 1 927 












Seq. No. 


34180 


Seq. ID 


OJ000251 


_13 


0302 


.C34 


Gene No. 


70724 


Strand 


+ 








O Lai L 




FnH 


656 








LN CtiUt: 


n.T000?S1 1^ ri^fl? P^4 nl rrc 


Mof h r^H 


O Ht LN O V^rtLN 








c:-t- a -r-t- 
OUdl L 


4 4 S _ 


FnH 


DJD 








uX 


none 


x tr 


QS 










4 4^ 












Seq. No. 


34181 


Seq. ID 


OJ000251 


_13. 


0302 


.C36 


Gene No. 


70725 


Strand 


+ 








Cf a v-f- 
OLdl I 


1 QQ 

X Zs Z> 


End 


391 








Name 


n,Tnno?si i^ n^n? r^fi oi rr<? 


Mot - 

Luc L. 1 IvJvJ. 


O H) LN O V_/rt.LN 








Q-J- a r- 1- 


1 QQ ~~ 

X .7 .7 


FnH 

EjL 1L1 


^Q1 








ui. 




? q Q -> . i 


ft fi 


- * ■"*- 






IT vAn c 

.CiAUiLo. 


1 QQ ?ftQ "367 ^Q1 " ' 


— ^ 










OCtj. LN U . 


^4 1 ft ? 




n.innn? s i 




n ^n? 




Gene No . 


7.072 6 


Strand 


+ 








Start 


1454 


End 


7999 








Name 


OJ000251 13.0302.C37.ol.np 


Method 


AAT/NAP 








Start 


1454 


End 


5410 








GI 


4680203 


Score 


66 








Exons 


1454. .1707, 5318. .5410 












GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 









Seq. No. 34182 

Gene No. 70726 

Start 1454 

Name OJ000251_13 . 0302 . C37 . o3 . gs 

Start 3076 

GI none 

Exons 3076.. 3148, 3226.. 3250, 3998, 
4673.. 4852 



Seq. ID OJ000251_13.0302.C37 

Strand + 

End 7999 

Method GENS CAN 

End 4852 

Score .73 

.4035, 4128. .4361, 4398. .4609, 



Seq. No. • 34182 - . .. ■ . . r ■ Seq. ID 

Gene No. 70726' . .Strand 

Start 1454 End 

Name OJ000251_13 . 0302 . C37 . o2 . np Method 

Start 4093 • End 

GI 4680186 Score 

Exons 4093.. 4229, 5864.. 6047 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



OJ000251_13 . 0-302 . C37; 
+ 

7999 
AAT/NAP 
6047 
169 



Seq. No. 34182 Seq. ID OJ000251_JL3 . 0302 . C37 

Gene No. 70726 Strand + 

Start 1454 End 7999 

Name OJ000251_13 . 0302 . C37 . o3 . np Method AAT/NAP 

Start 5179 End 7999 

GI 5852180 Score 53 



34144 



Exons 


CITQ CIOTO Till 11 TQQ1 

oi / y. . Dziz, /11/../1/U, / yy i . 


1 Q Q Q 

. / yy y 










GI Descrip. 


(ALU /zoo) znbUUUlU.l [Oryza 


sativa] 










oeq. no. 




Seq. ID 


r\ in aaoci 
OJUOUZDl 


13 , 


, 0302 


. C37 


Gene No. 


70726 


Strand 


+ 








Start 


1454 


End 


7999 








N3itie 


OJ000251 13.0302.C37.o4.np 


Method 


7\ 7\ T 1 / KF Z\ D 








OLaiL 


5523 " 


End 


1 A H 1 
/ 4 / 1 








P T 


4680186 


Score 


Z 3D 








U 1 v /"\ c 


5523. .5607, 7031. .7115, 7242. 


.7471 










K3± UcSsCITip. 


(AF111709) unknown [Oryza sativa subsp 


. mdica] 








Seq. No. 


34182 


Seq. ID 


OJ000251_ 


13. 


0302 


.C37 


Gene No. 


70727 


Strand 












5098 


End 


7400 








Name 


OJ000251 13.0302.C37.o4.gs 


Method 


GENSCAN 








OLai L 


5098 


End 


7276 








P T 


none 


Score 


.52 








Exons 


5098. .5126, 5763. .5905, 5929. 


.6035, 7232. .7276 








Seq. No. 


34182 


Seq. ID 


OJ000251_ 


13. 


0302 


.C37 


Gene.. No. = 


.....70.721, , 


..Strand...... 










.Star.t 


50.98 ;„ 


LErid 










Name ... 


-OJ000251 13.0302.C37.o2.gp 


Method 


AAT/GAP 








Start 


7019 


End 


7400 








GI 


uC-osflcyp033a04bl 


Score 


651 









Exons 7019.. 7400 

GI Descrip. ' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 ■ 



Seq. No. 34183 Seq. ID 

Gene No. 70728 Strand 

Start 1342 End 

Name OJ000251_13 . 0302 . C38 . ol . gs Method 

Start 1342 End 

GI none Score 

Exons 1342.. 1362, 1854.. 2180 



OJ000251_13.0302.C38 
+ 

2180 
GENSCAN 
2180 
.59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34183 
70729 
3743 

OJ000251_13.0302.C38."ol, 
3743 

5852180 . 



np 



Seq. ID OJ000251_13.0302.C38 

Strand + 

End 11955 

Method AAT/NAP .. 

End 10451 .. ^ • 

Score 500 



3743.. 3800, 4783.. 4901, 4953.. 5362, 10403.. 10451 
(AL117265) zhbOOOlO.l [Oryza sativa] 



34183 Seq. ID 

70729 Strand 

3743 End 
OJ000251_13.0302.C38.o3.gs Method 

8213 End 

none - Score .88 

8213. . 9022, 10506. .107 62, 11080. . 11238, 11904 .. 11955 



OJ000251_13.0302.C38 
+ 

11955 
GENSCAN 
11955 



Seq. No. 
Gene No. 



34183 
70729 



Seq. ID OJ000251_13.0302.C38 
Strand + 



34145 



C+- o r f 
o Lai L 


3743 


End 


11955 


Name 


OJ000251 13.0302.C38.o3.np 


Method 


AAT/NAP 


Start 


8232 


End 


10784 


C T 


1353193 


Score 


1075 


Exons 


8232. .9022, 10488. .10784 






oi uescrxp . 


O-METHYLTRANSFERASE ZRP4 (OMT) gi | 542186 Ipir | UQ2268 




O-methyltransferase (EC 2.1.1 


.-) - maize gi|404070 (L14063) 




O-methyltransf erase [Zea mays] 




O S q . IN O . 


34183 


Seq. ID 


OJ000251_13.0302.C38 


Gene No. 


70730 


Strand 




Start 


3170 


End 


6688 


Name 


OJ000251 13.0302.C38.o2.gs 


Method 


GENSCAN 


Cf a r-+- 


3170 


End 


6398 


PT 


none 


Score 


.55 




3170. .3207, 3697. .3742, 3862. 


.3983, 4254. .4300, 4805. .4911, 




5106. .5345, 6149. .6152, 6158. 


.6311, 6335. .6398 


O e q . In O . 


34183 


Seq. ID 


OJ000251_13.0302.C38 




70730 


Strand 




Start 


3170 


End 


6688 . 


Name. 


. . .0. J.0 0 0 2 5 1 A 3 . .0.3 0 2 ._C3 8. . 0 1 ...gp.._ ^ 


.Method . 


AAT./GAP . r 


.oLdrx 


... 3,64 9 _ „._.,,._„ 




„.4.030„_H. * V . . " ~" 




- uC-osflcyp033a04bl - : -~ 


-Score--' - 


675 • -. * • 


Exons 


3649. .4030 






ox uescrxp. 


'60168 4 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomi 




DNA, chromosome 1, clone : P0711E10 1 




Q rr \T/-\ 

oeq. in 0 . 


34183 


Seq. ID 


OJ000251_13.0302.C38 


Con 0 K7 /-\ 


70730 


Strand 




Cf art* 


3170 


End 


6688 


Name 


OJ000251 13.0302.C38.o2.np 


Method 


AAT/NAP 


Start 


4814 


End 


6688 


GI 


544262 


Score 


157 


Exons 


4814. .5331, 5520. .5793, 6605. 


.6688 




ox uescrxp . 


PISTIL-SPECIFIC EXTENS IN-LIKE 


PROTEIN 


PRECURSOR (PELP) 




gi 1322761 Ipir | UQ1696 pistil 


extensin- 


like protein precursor 




(clone pMG15) - common tobacco gi | 1 9929 I emb | CAA78397 | (Z1401 




pistil extensin like protein 


[Nicotiana tabacum] 


Seq. No. 


34183 


Seq. ID 


OJ000251_13.0302.C38 


Gene No. 


70731 


Strand. 




Cf rs r-T- 


11632 


• End . 


14Q48 - . - 


Name 


OJ000251 13.0302.C38.o3.tw 


Method 


"'TBLASTX: Wheat 


Cf ar f 


5000 


End 


8482 


PT 

oX 


none 


Score 


208 


LjaUI lb 


5000. .5080, 8263. .8481, 8264. 


. 8482 




beq . NO . 


34183 


Seq. ID 


OJ000251_13 . 0302 .C38 


Po T"l O NT Pi 


70731 


Strand 




Start 


11632 


End 


14 04 8 


Name 


OJ000251 13.0302.C38.ol.tm 


Method 


TBLASTX: Maize 


Start 


8261 


End 


10787 


GI 


none 


Score 


201 


Exons 


8261. .8503, 8264. .8479, 8537. 


.8584, 8564. .9022, 8692. .9021, 




10461. .10787, 10487. .10783 







34146 




Seq. No. 


34183 


Seq. ID 


OJ000251_13.0302 


.C38 


Gene No. 


70731 


Strand 






C -f- r f 


I 1 £"39 

I I D 


End 


14048 




Name 


PiTnnnoRi i ^ n^no p^ft r\0 -t-o 

UJUUUZ 31 1j.UjUZ.LjO.OZ.lS 


Method 


TBLASTX : Soybean 






ft ^ft 4 

O JO 4 


End 


9022 




pT 


none 


Score 


73 




Exons 


ft^ftd Q4QC; ft£ft4 QH99 OQi c 


I..8949, 8974. .9015 




Seq. No. 


34183 


Seq. ID 


OJ000251_13.0302 


.C38 


Gene No. 


70731 


Strand 






utal L 


1 1 £^9 


End 


1 A fi A ft 




Name 


PiTfifiPi9^i nono p^q a1 +-t.T 

UJUUUZ Jl 1j.UjUZ.Ljo .Ol.tW 


Method 


TBLASTX: Wheat 




o tar l 


ft G.A 1 
0 04 1 


End 


8956 




P T 


none 


Score 


322 




EjAvJI lo 


864? RQRfi 








oeq. wo. 


34183 


Seq. ID 


OJ000251_13.0302. 


poo 
. Loo 


Gene No. 


70731 


Strand 






Start 


11632 


End 


14048 




Name 


OJ000251 13.0302.C38.o2.tw 


Method 


TBLASTX: Wheat 




Of a v f 


8960 


End 


10796 




P T 


.,.„ ; ...none..„ u 


S.cqre 


r 70... 




..Exons* , 


* B .9.6.0- • -S0.Z5., r _.. 1-0-4 5.5 ^1.0-6.0-7.^.1114.9.6 10,6m, 


_.ib.6.61 1.6.18.3, 






i u o/4,.iu/yo 








Seq. No. 


J4 1 O J 


Seq. ID 


OJ000251_13.0302. 


.C38 


Gene No. 


/ U / jl 


Strand 






Of -i r f 


11632 


End 


14048 




Name 


OJ000251 13.0302.C38.o3.ts 


Method 


TBLASTX : Soybean 




ot ar l 


10461 


End 


10789 




P T 


none 


Score 


256 




Exons 


10461. .10787, 10487. .10597, 


10667. .10789 




Seq. No. 


34183 


Seq. ID 


OJ000251_13.0302. 


.C38 


Gene No. 


70731 


Strand 






Qf a v-t- 


11632 


End 


14048 




Name 


OJ000251 13.0302.C38.o4.ts 


Method 


TBLASTX: Soybean 




Qf 3 ^f- 


11594 ' 


End ' 


11871 




PT 


none 


Score 


48 




Exons 


11594. .11665, 11632. .11871, 


11741. .11824 




oeq . no . 


■34183 


Seq. ID 


OJ000251_13.0302. 


P "3 Q 

> Coo 


Gene No. 


70731 • . . • 


Strand 






Start 


11632 


End 


14048 




Name 


OJ000251 13.0302.C38.o2.tm 


Method 


TBLASTX: Maize 




Of -j y~\- 


11608 


End 


11853 




PT 
bl 


none 


Score 


59 




Exons 


11608. .11706, 11614. .11724, 


11722. .11790, 11738. .11803, 






11776. .11853 








Seq. No. 


34183 


Seq. ID 


OJ000251_13.0302. 


C38 


Gene No. 


70731 


Strand 






Start 


11632 


End 


14048 




Name 


OJ000251 13.0302.C38.o4.np 


Method 


AAT/NAP 




Start 


11632 


End 


14048 




GI 


4206306 


Score 


798 





Exons 11632. .12943, 13097.. 14048 

34147 



GI Descrip. (AF049110) prpol [Zea mays] 



Seq. No. 34183 Seq. ID 

Gene No. 70731 Strand 

Start 11632 End 

Name OJ000251_13 . 0302 . C38 . o5 . tw Method 

Start 11647 End 

GI none " Score 

Exons 11647. .11937, 11958.. 12059 



OJ000251_13. 0302.C38 
14048 

TBLASTX: Wheat 

12059 

65 



Seq. No. 34183 

Gene No. 70731 

Start 11632 

Name OJ000251_13 . 0302 . C38 . o5 . ts 

Start 12210 

GI none 

Exons 12210. .12605, 12310 .. 12504, 



Seq. ID OJ000251_13.0302.C38 
Strand 
End 

Method 
End 
Score 



14048 

TBLASTX: Soybean 

12605 

78 



12387. .1257$ 



Seq. No. 34183 

Gene No. 70731 

Start 11632 

-Name . r .. ^ ..pj000,25.1_13 .,0102 . C.3.8. ..p3_..tm,.,., 
Sta rt,.. .,.--12,44 L-^ — . 

GI ----- -none "-- - " - ' ------ - 

Exons 12441. .12755 



Seq. ID OJ000251_13.0302.C38 
Strand 

End 14048 

Methods K _TBLASTX.:.Mai.z A e .^^.^ _ tt _ T . 
_ JEnd _.l 2735_-_- __ _ 



Score *■ 



18 4 



Seq. No. 34183 Seq. ID 

Gene No. 70731 Strand 

Start 11632 End 

Name OJ000251_13 . 0302 . C38 . o4 . gs Method 

Start 12746 End 

GI none Score 

Exons 12746. .13339 



OJ000251_13.0302.C38 

14048 
GENSCAN 
13339 
.64 



Seq. No. 34183 

Gene No. 70731 

Start 11632 

Name OJ000251_13 . 0302 . C38 . o4 . tw 

Start 13211 

GI none 

Exons 13211. .13501, 13428 .. 13502 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000251_13.0302.C38 
14048 • 

TBLASTX: Wheat 

13645 

60 



13556. . 13645 



Seq. No. 34183 

Gene No. 70731 

Start 11632 

Name OJ000251_13 . 0302 . C38 . ol . ts 

Start 13274 

GI none 

Exons 13274. .13516, 13284 .. 13391 , 
13575. . 13691 



Seq. ID OJ000251_13.0302.C38 
Strand 

End 14048 

Method TBLASTX : Soybean 

End 13691 

Score 69 
13431. .13505, 13553. .13690, 



Seq. No. 34184 Seq. ID 

Gene No. 70732 Strand 

Start 1 End 

Name OJ000251_13 . 0302 . C39 . ol . gp Method 

Start 1 End 

GI 5455576 Score 



OJ000251_13.0302.C39 

3804 
AAT/GAP 
661 
1123 



34148 



Exons 1 . . 661 

GI Descrip. 4544372/gb | AAD22283 . 1 1 AC006920J7 6.0e-26 (AC006920) putative 
reverse transcriptase [Arabidopsis thaliana] 



Seq. No. 34184 

Gene No. 70732 

Start 1 

Name OJ000251_13 . 0302 . C39 . ol . np 

Start 1 

GI 4544372 

Exons 1. .315, 376. . 1404 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000251_13.0302.C39 
Strand 

End 3804 

Method AAT/NAP 

End 1404 

Score 744 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34184 
70732 
1 

OJ000251_13.0302.C39.ol.gs 

188 

none 



Seq. ID OJ000251_13.0302.C39 
Strand 

End 3804 

Method GENSCAN 

End 3702 

Score .61 



188. .452, 495. .1307, 1392. .1526, 1846. .2074, 2380. .2987, 

. 33.93.^.1702 . _ .,_ . , , 



-34184------ : ^ - - - - ' -• - - - - - '-Seq. ID- OJ000-251_13 . 03O2-VC39 

70732 Strand 

1 End 3804 

OJ000251_13 . 0302 . C39 . ol . ts Method TBLASTX : Soybean 

233 End 702 

none Score 67 

233. .379, 235. .420, 410. .667, 421. .702 



Seq. No. 34184 

Gene No. 70732 

Start 1 

Name OJ000251_13 . 0302 . C39 . o2 . tw 

Start 319 

GI none 
Exons 



Seq. ID OJ000251_13.0302.C39 
Strand 

End 3804 

Method TBLASTX : Wheat 

End 699 

Score 58 



319. .420, 323. .418, 397.-. 699, 556. .645 



Seq. No. 34184 

Gene No. 70732 

Start' . . 1 : 

Name ■ OJ000251_13 . 0302 . C39 . ol ; tm 

Start 387 ' ' 

GI none 
Exons 



Seq. ID OJ000251_13.0302.C39 
Strand 

End' ' - -3804 

'Method -TBLASTX: Maize • ' 

End 84 9' ' 

Score 4 6 



387. .491, 388. .849, 389. .724, 597. .848, 769. .849 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34184 
70732 
1 

OJ000251_13.0302.C39.ol.tw 

717 

none 



Seq. ID OJ000251_13.0302.C39 
Strand 

End 3804 

Method TBLASTX: Wheat 

End 1116 

Score 213 



717. .1046, 718. .1116, 791..1108 



Seq. No, 
Gene No. 



34184 
70732 



Seq. ID OJ000251_13.0302.C39 
Strand 



34149 



Start 1 

Name OJ000251_13 . 0302 . C39 . o2 . tm 

Start 850 

GI none 

Exons 850.. 1065, 851.. 1063 

Seq. No. 34184 

Gene No. 70732 

Start 1 

Name OJ000251_13 . 0302 . C39 . o2 . ts 

Start 922 

GI none 

Exons 922.. 1053, 1069.. 1287 

Seq. No. 34184 

Gene No. 70732 

Start 1 

Name OJ000251_13 . 0302 . C39 . o3 . ts 

Start 1769 

GI none 

Exons . 1769.. 2062 



End 

Method 

End 

Score 



3804 

TBLASTX: Maize 

1065 

202 



Seq. ID OJ000251_13.0302.C39 
Strand 

End 3804 

Method TBLASTX : Soybean 

End 1287 

Score 131 



Seq. ID OJ000251_13.0302.C39 
Strand 

End 3804 

Method TBLASTX : Soybean 

End 2062 

Score 182 



..Seq.^.J^o.. 



3AL8A. 



-Gene : No:-- 907-32-* ■ -• - 

Start 1 

Name OJ000251_13 . 0302 . C39 . o2 . gp 

Start 2058 

GI 2310739 

Exons 2058.. 2245 

GI Descrip. 23267 60/emb | Y14 434 | MTTANAD2X 0.0e+00 Triticum aestivum 
mitochondrial nad2 gene exons 3, 4 and 5, and trnY gene 



Seq^.JIU-^ 

Strand"-- : - .*..-.-_■=-„.■ 

End 3804 
Method AAT/GAP 
End 2245 
Score 290 



Seq. No. 


34184 






Seq. ID 


OJ000251_13 


.0302 


.C39 


Gene No. 


70732 






Strand 








Start 


1 






End 


3804 






Name 


OJ000251 13. 


0302.C39.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


3529 






End 


3804 






GI 


none 






Score 


54 






Exons 


3529. .3654, 


3533. .364 97 


367 9. 


.3804, 3680. .3787 






Seq. No. 


34185 






Seq. ID 


OJ000251_13 


0302 


C4 0 


Gene No. 


7 07 33 






Strand 








Start 


62. 






End 


32-7 • 






Name 


OJ000251 13. 


0302.C40.ol 


gs 


Method 


GENSCAN 






Start 


62 






End 


327 






GI 


none 






Score 


. 65 






Exons 


62. .327 














Seq. No. 


34186 






Seq. ID 


QJ000251_13 


0302 


C45 


Gene No. 


70734 






Strand 








Start 


1 






End 


532 






Name 


OJ000251 13. 


0302.C45.ol 


np 


Method 


AAT/NAP 






Start 


1 






End 


340 






GI 


1172873 






Score 


115 






Exons 


i. .340 














GI Descrip. 


CYSTEINE PROTEINASE RD21A PRECURSOR gi | 54 18 57 | pir | 


JN0719 



drought-inducible cysteine proteinase (EC 3.4.22.-) RD21A 



34150 






precursor HiaDiuopsis 


thaliana gi | 435619 | dbj | BAA0237 4 


i 
1 






[Arabidopsis 


t hal iana ] 




Seq. No. 


34186 




Seq. ID 


OJ000251_13.0302 


.C45 


Gene No. 


70734 




Strand 






O Lai L 


i 

X 




End 


coo 




Name 


nTnnn9m 1 ^ n^n9 ca^ 


.gs 


Method 


C TT M C C Z\ KT 




Of- -a y-t- 


/ c: . — 




End 


R ^9 




riT 

\J X 


none 




Score 


Q9 






4 J . . X *± ^ , j£ jl. U . • j J6 










Octj. IN U . 


"34 1 fi 7 
Jllg / 




Seq. ID 


OJ000251_13.0302 




Gene No. 


70735 




Strand 


+ 




Start 


1 




End 


635 




Name 


OJ000251 13.0302.C47.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


635 




GI 


2443320 




Score 


1020 




Li AUilo 


1. .635 










OX L/C J-{J . 


(D85597) polyprotein [Oryza 


australiensis] 




Seq. No. 


34187 




Seq. ID 


OJ000251 13.0302 


.C47 


.Gene .No_.,.,^, r _ 


_ 70/735 ... r; , ^ : m 




^,_.. v Strand... 


...+. „_ ^ 




- r O-L-.CLX ,L_ . — 


_J ..^..^ _ _^._. r 


,.„„.._ „, 


^ ..End - 


.635*1 ^IXLlllllI 




Name 


• OJ00025i : 'l3v0302.C4 : 7.o2 


.■tw 


- Method 


• T B LA S T X :-Wh eat- 




Q-h a r-+- 
D UclX 1_ 


1 




End 


167 






none 




Score 


a c 




Exons 


1..117, 2. .148, 3. .167 










Seq. No. 


34187 




Seq. ID 


OJ000251 13.0302 


.C47 


Gene No. 


70735 




Strand 


+ 




c-i- o r -|- 

O L. a X L. 


1 




End 


635 




Naine 


OJ000251 13.0302.C47.ol 


.ts 


Method 


TBLASTX: Soybean 




q+- o r +- 


9 




End 


299 






none 




Score 


107 




LiAUiio 


9. .143, 168. .299 










Seq. No. 


34187 




Seq. ID 


OJ000251_13.0302, 


C47 


Gene No. 


70735 




Strand 


+ 




ij Lai L 


1 




End 


635 




Name 


OJ000251 13.0302.C47.ol, 


tw 


Method 


TBLASTX: Wheat 




Cfa r f- 


168 




End . 


629 


- 


O X 


none 




- Score 


534 




DAUIlO 


168. .629, 184. .624,. 19-7, 


.628 








Seq. No. 


34187 




Seq. ID 


OJ000251_13.0302. 


C47 


Gene No. 


70735- 




Strand 


+ 




O Lai L 


1 




End 


635 




Name 


OJ000251 13.0302.C47.ol. 


tm . 


Method 


TBLASTX: Maize 




Of 3 r f- 

OLdl L 


174 




— End 


614 




(IT 


none 




Score 


241 




TP \T f-\ TT\ O 


174. .614 










Seq. No. 


34187 




Seq. ID 


OJ000251_13.0302. 


C47 


Gene No. 


70735 




Strand 


+ 




Start 


1 




End 


635 




Name 


OJ000251 13.0302.C47.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


402 




End 


631 





34151 




cij 
kjx 


none 


Score 


iyu 




L ' v 










Cor* \Tr\ 
O tr q • IN U . 


Tyll Op 


oeq . i v 


UJUUUZOl 1 j. UjUz 


. C4 y 






Strand 






'Start 


1 


End 


321 




Name 


OJ000251 13.0302.C49.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


144 




fir 


635 1.R1084 


Score 


265 




IT v An o 


1. . 144 








ux uebt_x-Lp. 


'459009 1.0e-133 (U00037) 


similar to multifunctional 






aminoacyl-tRNA synthetase, 


especially 


to the prolyl-tRNA 




synthetase region [Caenorhabditis elegans] 1 




JCtj. LNU • 


34188 


Seq. ID 


OJ000251_13.0302 


.C49 




70736 


Strand 






Start 


1 


End 


321 




Name 


OJ000251 13.0302.C49.ol.np 


Method 


AAT/NAP 






1 


End 


321 




CI T 


6ft Q Q Q9 9 


Score 


147 




Hi A(JI lo 


1..144, 260. .321 










.(AL1.38 651). multifunctional 


.aminoacyl - 1 RNA . .1 igase- like _ pr.ot e in. 




tArarxidopais^.thaiiana]. . 








Seq. No. 


34188 


Seq. ID 


OJ000251_13.0302 


. C4 9 


Gene No. 


70736 


Strand 








1 


End 


321 




Name 




Method 


TBLASTX: Soybean 






1 


End 


151 




CI T 
X 


none 


Score 


135 






1..144, 2. .151 








Seq. No. 


34188 


Seq. ID 


OJ000251_13.0302 


.C49 


Gene No. 


70736 


Strand 






O U CI X L. 


1 


End 


321 




Name 


OJ000251 13.0302.C49.ol.tm 


Method 


TBLASTX: Maize 






1 


End 


146 




GI 


none 


Score 


119 




TT von Q 


1. .144, 1. .144, 2. .145, 26, 


..145, 33. .146 




Seq. No. 


34188 


Seq. ID 


OJ000251__13..0302 


.C4 9 


Gene ■ No . 


70736 


Strand 






Start 


1 


End 


321 ■ - 




Name 


OJ000251 13.0302.C49.ol.tc 


Method 


TBLASTX: Cress 




O L. d X L. 


4 


End 


145 




GI 


none 


Score 


128 




IjAUIIo 


4. .144, 35. .145, 35. .145 








oeq . no . 


34189 


Seq. ID 


OJ000251_13.0302, 


.C53 


Gene No. 


70737 


Strand 


+ 




Start 


1 


End 


139 




Name 


OJ000251 13.0302.C53.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


139 




GI 


4544415 


Score 


111 




Exons 


1. . 139 









GI Descrip. (AC006955) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 

34152 




Seq. No. 34190 Seq. ID 

Gene No. 70738 Strand 

Start 39 End 

Name OJ000251_13 . 0302 . C54 . ol . gs Method 

Start 39 End 

GI none Score 

Exons 39.. 218, 318.. 416 



OJ000251_13.0302.C54 
416 

GEN SCAN 

416 

.83 



Seq. No. 34191 Seq. ID 

Gene No. 70739 Strand 

Start 1 . End 

Name OJ000251_13 . 0302 . C56 . ol . np Method 

Start 1 End 

GI 5739323 Score 

Exons 1..342 

GI Descrip. (AF166121) Cf2/Cf5 disease resistance 
vulgare] 



OJ000251_13.0302.C56 
342 

AAT/NAP 

342 

277 

protein homolog [Hordeum 



Seq. No. 34192 Seq. ID 

Gene No. 70740 Strand 

.S.tart,.., w _ , .^. v .^ vv „- r -_.. „ ...... ^, : ,,..;,End 

. Name 0JQ0025Oa. D3.0Z. C.is5...ol ..np . S~ Method?.. 

Start ■ - ■ 1 ■* - 7 ■ ■ - End 

GI 5739323 Score 

Exons 1 . . 631 

GI Descrip. (AF166121) Cf2/Cf5 disease resistance 
vulgare] 



OJ000251_13.0302.C60 
+ 

. 63.L : ,. ^^^^ 

AATy.NAPl_... *.„ 

631 ■ - - ■ 

501 

protein homolog [Hordeum 



Seq. No. 34192 Seq. ID 

Gene No. 70740 Strand 

Start 1 End 

Name OJ000251_13 . 0302 . C60 . ol . tm Method 

Start 18 End 

GI none Score 

Exons 18. .155, 227. .535, 228... 458, 267. .458, 
346. .579 



OJ000251_13.0302.C60 
+ 

631 

TBLASTX: Maize 

579 

95 

269. .544, 303. .545, 



Seq. No. 34192 Seq. ID 

Gene No. 70740 Strand 

Start 1 End 

Name - . OJ000251_13 ..0302 . C60 . ol . gs - Method 

-Start • 36 , End ' ■ 

GI none Score. 

Exons 36. .447 



OJ000251_13.0302.C60 
+ 

631 

GEN SCAN 
4 47-' 
.43 ' ' 



Seq. No. 34193 Seq. ID 

Gene No. 70741 Strand 

Start 354 End 

Name OJ000251_13 . 0302 . C61 . ol . ts Method 

Start 348 End 

GI none Score 

Exons 348. .551, 348. .479 



OJ000251_13.0302.C61 
+ 

636 

TBLASTX: Soybean 

551 

195 



Seq. No. 
Gene No. 
Start 



34193 
70741 
354 



Seq. ID OJ000251_13.0302.C61 
Strand + 
End 636 



34153 




No. ins 




Mo f~ V> f*^ (H 
He L11UU 


i dLiHo i a . cress 




Start 


350 — 

.J J VJ 


FnH 


JJl 




GI 


none 




91 1 




Exons 


350 457. 351 551 








Seq. No. 


34193 


Seq. ID 


OJ000251_13.0302 


.C61 


Gene No. 


70741 


Strand 


+ 




Start 


354 


FnH 


\J O D 




Name 


OJ000251 13 030? P61 nl fm 


Mot* hi^H 


1 DLrtO 1 A . L v laX Ze 




Start 


350 ~~ 


FnH 


JJl 




GI 


none 




97 3 




Exons 


350. 457. 354 551 354 551 








Seq. No. 


34193 


Seq. ID 


OJ000251_13.0302 


.C61 


Gene No. 


70741 


Strand 


+ 




Start 


354 


FnH 






Name 


OJ000251 13 0302 C61 ol as 


Mot - n H 






Start 


354 _ 


FnH 


R R1 

J JX 




GI 


none 


Score 


.DO 




Rxnn ^ 

l^J W \j 1 1 o 


354 551 










.34193 : 








...Gene.„No . . , 


z. J.DJA iz~zz zz~~zzz~z \ i"zzi 


. . Strand. „ 


_„+. ' . . 




Start; 


354 - • - • 


-End 


636 - • - • - - • ^ 




Name 


OJ000251 13.0302.C61.ol.np 


Method 


AAT/NAP 




Start 


354 


End 


636 




GI 


6598481 


Score 


186 




Exon 

1-J 1 1 L_7 


354. .636 








GI Hp qpr i n 


(AC005693) cycloartenol synthase [Arabidopsis thaliana] 




Seq. No. 


34194 


Seq. ID 


OJ000251_13.0302 


C63 


Gene No. 


70742 


Strand 


+ 




Start 


94 


End 


175 




Name 


OJ000251 13.0302.C63.ol.gs 


Method 


GENSCAN 




Start 


94 


End 


175 




GI 


none 


Score 


.47 




Exons 


94. .175 








Seq. No. 


34195 


Seq. ID 


OJ990318_20.9819. 


CI 


Gene No. 


70743 


Strand 






Start 


288 


End 


376 




Name 


" OJ990318 '20.9819. CI. ol.gs 


Method - 


GENSCAN . 




Start 


-288 - : :. 


End 


376 - ; - 




GI 


none 


Score 


.79. 




Exons 


288. .376 








Sea No 


34196 


Seq. ID 


OJ990318_20. 9819. 




Gene No . 


70744 


Strand 






Start . ( 


1 


End 


746 




Name 


OJ990318 20. 9819.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


746 




GI 


2498930 


Score 


1195 




Exons 


1..746 








GI Descrip. 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATTQN 




PROTEIN) gi| 1203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


34196 


Seq. ID 


OJ990318_20.9819. 


C2 



34154 





Gene No. 


70744 




Strand 




Of a y~t 
O Lai t 


i 

J. 




XliilU. 


7 A 
/ 4 O 


Name 


nTQQfl^l P 00 QP1Q CO 


. Ol . CfS 


de inoa 




Cf a *-f 

O t. a. IT I. 


f± 




Ejnci 


7 n r 

/Uj 




none 




Score 




Exons 


a 10 r 








C orf Ma 
Oclji IN (J . 










ucllc LNw . 


70745 




Strand 




Start 


318 




End 


702 


Name 


OJ990318 20. 9819. C3 


. ol . np 


Method 


AAT/NAP 




318 




End 


702 




2498930 




Score 


95 




318. .471, 639. .702 










DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RULAT I ON 






/mi ft 77 4 ^ 


Sog [Drosophila melanogaster ] 


Seq. No. 


^4 1 Q7 




Seq. ID 


OJ990318_20. 9819.C3 


Gene No. 


101 A R 

/ U / 4 -J 




Strand 




Of a r*+* 


318 




End 


702 


Name 


OJ990318 20. 9819. C3 


. ol . gs 


Method 


GENSCAN 


Of a r f 


. _42.a 






..69a.. _ 


GI 


.„..non.e..>.„.„. ... .* 




-..Score,-.. ... 


65.^ - - ^ - 




428.. 471; 639.. 698 








Seq. No. 


34198 




Seq. ID 


OJ990318_20. 9819.C4 


Gene No. 


70746 




Strand 


+ 


Of a y-f 


160 




End 


386 


Name 


OJ990318 20. 9819. C4 


. ol . gs 


Method 


GENSCAN 


Of a >-f 


160 




End 


386 


r: t 


none 




Score 


.57 




160. .386 








Con Ma 


34199 




Seq. ID 


OJ990318_20.9819.C5 


Gene No. 


70747 




Strand 


+ 


Start 


1 




End 


968 


Name 


OJ990318 20. 9819. C5 


ol .np 


Method 


AAT/NAP 


C!f a -r f 


1 




End 


968 


PT 


5902445 




Score 


565 


Exons 


1. .968 








T Do cpri n 


(AB030283). GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


34199. ■ • 




Seq. ID 


,OJ990318_20.9819.C5 


Gene No. 


70747 




Strand 


+ 


Of 3 rf 


1 . 




End 


968 


Name 


OJ990318 20. 9819. C5 


ol . tw 


Method 


TBLASTX: Wheat 


Of ja -rf 
OLdl L 


207 




End 


614 




none 




Score 


189 


IT 1 v /~s n 


207. .431, 239. .433, 


441. . 614, 


470. .562 




Seq. No. 


34200 




Seq. ID 


OJ990318_20.9819.C6 


Gene No. 


70748 




Strand 




Start 


209 




End 


850 


Name 


OJ990318 20. 9819. C6. 


ol . np 


Method 


AAT/NAP 


Start 


209 




End 


850 


GI 


6539588 




Score 


59 



Exons 209.. .389, 762.. 850 

34155 





GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


34201 


Seq. ID 


OJ990318 


_20.9819 


.C7 


Gene No. 


70749 


Strand 








Start 


368 


End 


oz 4 






Name 


OJ990318 20.9819.C7.ol.gs 


Method 


GEN SCAN 






Start 


368 


End 


/CO yt 

624 






GI 


none 


Score 


. O 






Exons 


368. .439, 514. .624 










Seq. No. 


34202 


Seq. ID 


OJ990318 


_20. 9819 


.C8 


Gene No. 


70750 


Strand 


+ 






Start 


509 


End 


z y y / 






Name 


OJ990318 20.9819.C8.ol.gs 


Method 


GENSCAN 






Start 


509 


End 


z y y / 






GI 


none 


Score 


. DO 






Exons 


509. .619, 2776. .2997 










Seq. No. 


34203 


Seq. ID 


OJ990318 


_20. 9819 


.C9 


Gene No. 


70751 


Strand 








Start 


4275 


End 


c ion 

o / z y 






,Name. w -_. w . . _ T ... . 


. .OJ9^ ga, m 


Method. ... 


GENS CAN 


--------- ^ — 








''e^ndJL.LL. 


c o o o 
r OZQ.ti 






GI- 


-none 


- Score 


.Of 






Exons 


4275. .4379, 4942. .5288 ' 










Seq. No. 


34203 


Seq. ID 


ojy yu oio 


on qqi n 

z u . yd i y 


. cy 


Gene No. 


70751 


Strand 








Start 


4275 


End 


5729 






Name 


OJ990318 20. 9819.C9.ol.np 


Method 


AAT/NAP 






Start 


4964 


End 


5729 






GI 


5902445 


Score 


512 






Exons 


4964. .5729 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


34203 


Seq. ID 


OJ990318 


_20.9819 


.C9 


Gene No. 


70751 


Strand 








Start 


4275 


End 


5729 






Name 


OJ990318 20.9819.C9.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


4976 


End 


5575 






GI 


none 


.Score 


69 






Exons - 


4976.. 5104, 5129.. 5185, 5202 


. .5441,. 5332. .5439, 


5444. .5575 


Seq. No. 


34204' 


Seq. ID 


OJ990318 


_20. 9819 


.C10 


Gene No. 


70752 


Strand 


+ 






Start 


11183 


End 


14087 






Name 


OJ990318 20.9819.C10.o2.gs 


Method 


GENSCAN 






Start 


11183 


• End 


14087 






GI 


none 


Score 


.85 






Exons 


11183. .11236, 11782. .11862, 


13911. .140* 


37 






Seq. No. 


34204 


Seq. ID 


OJ990318 


_20. 9819 


.C10 


Gene No. 


70753 


Strand 


+ 






Start 


17458 


- End 


22504 






XT 


OJ9903I8 20. 98iy ,C10.o4 . np 


Method 


AAT/NAP 






Start 


17458 


End 


22504 






GI 


1167523 


Score 


288 







34156 




Exons 17458. .17512, 22022.. 22504 

GI Descrip. (D83003) ORF (AA 1-1338) [Nicotiana tabacum] 



Seq. No. 


"3 A o r\ A 

J4 204 


Seq. ID 


OJ990318 


_20 . 9819 . C10 


Gene No . 


/ U / D J 


Strand 


+ 




btart 


1 / 4 JO 


End 


22504 




Name 


ujyyujio zu . yy l y . biu . o4 . gs 


Method 


GENSCAN 




otart 


o n 1 Q A 

z u i y 4 


End 


22059 




bi 


none 


Score 


.79 




Exons 


20194. .20361, 20525 .. 20653, 


20714 . .20830, 21817 


. .22059 


beq. no. 


34204 


Seq. ID 


OJ990318 


20 . 9819 . CIO 


Gene No . 


70754 


Strand 


+ 




Of i-rf 


39296 


End 


45029 




Name 


OJ990318 20.9819.C10.o5.np 


Method 


AAT/NAP 




Start 


39296 


End 


45029 




GI 


6705984 


Score 


4635 




Exons 


39296. .39430, 40298 40565, 


40592. .43504, 43671 


a c r\ o o 

. . 4 5029 


GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


34204 


Seq. ID 


OJ990318 


20 . 9819 . C10 


Gene. No . .^j..-, 


... / U / pq c . ..... ..^..f...-. . ... >r .__ 


v. Strand.. 




------ .r^r^srz^ 


.Start ;rw .,. 




C.,EndL -.,1- 


-.id do 4 v _ll 


s 


Name - 


OJ990318- 20. 9819. C10. ol-.np 


' Method 


AAT/NAP ■ 




Start 


188 


End 


8277 




GI 


5902445 


Score 


2166 




Exons 


188. .1424, 2662. .3764, 7661. 


.8277 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


34204 


Seq. ID 


OJ990318_ 


_20. 9819. C10 


Gene No . 


70755 


Strand 






Start 


188 


End 


10004 




Name 


OJ990318 20.9819.C10.ol.gs 


Method 


GENSCAN 




btart 


539 


End 


10004 




bl 


none 


Score 


. 63 




Exons 


539. .855, 1139. .1427, 1671.. 


1730, 1746 


..1901, 2567. .2626, 




2650. .2808, 2900. .3152, 3261 


..3494, 3496. .3629, 


5636. .5754, 




8101. .8260, 8365. .8939, 9062 


..9289, 9353". .9495, 


9970. .10004 


beq. no. 


34204 


Seq. ID 


OJ990318_ 


_20. 9819. C10 


Gene No.. 


70755 


Strand 






btart: 


' 188" 


End . 


. 10004 




Name 


OJ990318 20.9219. C10.-o2.-np 


■' Method 


AAT/NAP 




otart 


'8344 


End 


9289 _ 




bl 


5902444 


Score 


509 




Exons 


8344. .9289 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


34204 


Seq. ID 


OJ990318_ 


_20. 9819. C10 


Gene No. 


70756 


Strand 






Start 


14733 


End 


44840 




Name 


OJ990318 20.9819.C10.ol3.tw 


Method 


TBLASTX: Wheat 


Start 


443 


End 


697 




GI 


none 


Score 


92 




Exons 


443. .697, 537. .671 








Seq. No. 


34204 


Seq. ID 


OJ990318_ 


_20. 9819. C10 



34157 



# 




Gene No. 


70756 




Strand 








Start 


14733 




End 


A A O A A 

4 4 8 4 0 






Name 


OJ990318 20.9819. 


C10.o8.tw 


Method 


TBLASTX : 


Wheat 




Start 


713 




End 


1105 






GI 


none 




Score 


91 






Exons 


713. .1105, 942. . 1088 










Seq. No. 


34204 




Seq. ID 


OJ99031S 


_20.9819 


.C10 


Gene No. 


70756 




Strand 








Start 


T A "7 O 

14 /33 




End 


A A Q A A 

4 4 8 4 0 






Name 


OJ990318 20.9819. 


C10. oil. tm 


Method 


TBLASTX : 


Maize 




Start 


737 




End 


a a r A o 

4 4 603 






GI 


none 




Score 


213 






Exons 


737. .907, 44310.. 


44603, 44318 


A A A C O 

. .44458 








Seq. No. 


34204 




Seq. ID 


OJ990318 


_20.9819 


.C10 


Gene No. 


70756 




Strand 








Start 


14733 




End 


A A O A A 

4 4 840 






Name 


OJ990318 20.9819. 


C10.o7.tm 


Method 


TBLASTX : 


Maize 




Start 


977 




End 


1421 






GI 


none 




Score 


4 4 






Exons. ■ 


^,, 97.7. .... 12,6.1 , 1 02 5,.. . 


,1066,, 1119... 


"ioi~/> 

1 2 50, _ 12.4 


},. _..1421,_ 


.1353... 


Seq. No-. 


34 204 : - ■■*'- 




Seq. ID ■* 


OJ990318 


_20. 9819 


.C10- 


Gene. No. 


70756 




Strand 








Start 


14733 




End 


44840 






Name 


^■xtaaaoio o a a o i a 

OJ990318 20.9819. 


C10.o5.tw 


Method 


TBLASTX : 


Wheat 




Start 


1776 




End 


4114 3 






GI 


none 




Score 


58 






Exons 


1776.. 1829, 40651 


..40731, 40715. .41143, 


40801 . . 


41040, 






40826. .41074 












Seq. No. 


34204 




Seq. ID 


OJ990318 


_20. 9819 


.C10 


Gene No. 


70756 




Strand 








Start 


147 33 




End 


44840 






Name 


OJ990318 20.9819. 


C10.o9.tw 


Method 


TBLASTX: 


Wheat 




Start 


2987 




End 


3394 






GI 


none 




Score 


70 






Exons 


2987.. 3160, 3039. 


.3131, 3168. 


.3362, 3170.. 3394 






Seq. No. 


34204 




Seq. ID 


OJ990318 


_20. 9819 


C10 


Gene No. 


70756 




Strand 








Start" 


14733 * . 




End 


44840 






Name 


OJ990318 20.9819. 


C10.o3 ..tm' 


Method 


TBLASTX: 


Maize 




Start 


3525 




End 


43399 






GI 


none 




Score 


410 






Exons 


3525.. 3773, 42872 


..43399, 42937. .43317 








Seq. No. 


34204 




Seq. ID 


OJ990318 


_20. 9819 


C10 


Gene No. 


70756 




Strand 








O Ldi U 


14733 




End 


44840 






Name 


OJ990318 20.9819. 


C10.o6.tw 


Method 


TBLASTX: Wheat 




Start 


3525 




End 


43249 






GI 


none 




Score 


315 






Exons 


3525. .3773, 42848 


. .43249, 42905. .43084 








Seq. No. 


34204 




Seq. ID 


OJ990318 


_20. 9819. 


C10 



34158 




Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



70756 Strand 

14733 End 

OJ990318_20. 98 19. CIO. o4 , tm Method 

7920 End 

none Score 



44840 

TBLASTX: Maize 

42853 

398 



7920.. 8132, 42386. .42853, 42434 .. 42760, 42520.. 42822 



34204 Seq. ID 

70756 Strand 

14733 End 

OJ990318_20. 9819. C10. o4 . tw Method 

7920 End 

none Score 



OJ990318_20. 9819. C10 
44840 

TBLASTX: Wheat 

42667 

185 



7920. .8132, 7921. .8130, 8127. .8189, 8200. .8331, 8201. .8332, 
42464 . .42667 



Seq. No. 34204 
Gene No. 70756 
Start 14733 

Name OJ990318_20 . 9819 .C10 . o7 . tw . 

Start 8527 

£1.....,..,, ... . .none _ .. . _ . - - 

Exonkri",™ JjB 52^137 L8„,I.8.531^8.6.5.9 ]'^5A2^ 
8870. .8971 - - - "•• ■ • • 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990318_20. 9819. C10 
44840 

TBLASTX: Wheat 
8979 

88 . .... 



,..8.7.1 .81.1 9... .-82£.0.._8 .8.0. 6 _,JBSLZa, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34204 
70756 
14733 

OJ990318_20. 9819. C10. o9.tm 

12015 

none 



Seq. ID OJ990318_20. 9819. C10 
Strand 
End 

Method 
End 
Score 



44840 

TBLASTX : Maize 

12476 

113 



12015. . 12056, 12112. . 12378, 12378. .12476 



34204 Seq. ID 

70756 Strand 

14733 End 
OJ990318_20. 9819.C10.o3.ts Method 

12699 End 

none Score 

12699. .12800, 12810. .13124 



34204 ■ Seq. ID 

70756 . Strand 
14733 ' ' " End 

OJ990318_20. 9819.C10.ol.tm Method 
12726 End 
none Score 

12726. . 12758, 12807 .. 134 75, 13087 

13369. . 13464, 134 4 4 .. 13509, 13472 



OJ990318_20. 9819. C10 
44840 

TBLASTX : Soybean 

13124 

208 



OJ990318 20. 9819. C10 



44840 

TBLASTX: Maize 
13549 
117 

13347, 13281. . 13451, 
13549, 13480. .13542 



Seq. No. 34204 Seq. ID 

Gene No. 70756 Strand 

Start 14733 End 

Name OJ990318 20. 9819. C10. oil. tw Method 

Start 13065 ~ End 

GI none Score 

Exons 13065. .13217, 13218.. 13403 



OJ990318_20. 9819. C10 
44840 

TBLASTX: Wheat 

13403 

159 



34159 



Seq. No. 


34204 






Seq. ID 


OJ990318_20. 9819. 


,C10 


Gene No. 


70756 






Strand 








14733 






JLii 1LI 


4 4 ft 4 D 

4 4 O 4 U 




Name 


OJ990318 20. 9819. CIO 


- 

. Oj . CfS 


LYlC LIIOQ 


C TP M c r* Z\ M 




oLal L 


14733 






DtlU 


1 Ql 9 Q 




L3 X 


none 






S core 


c 
■ D 






14733. 


.15284, 15445. 


161 QO 


1 ft S 91 1ft 


61 Q 1 Q91 Q 1 Q9Q1 






19625. 


. 19729 










Seq. No. 


34204 






Seq. ID 


OJ990318_20.9819. 


C10 




70756 






J LI ell 1U 






OLai L 


14733 






|Tnrl 

Hi 1 1 Li 


4 4 ft 4 n 
*± *i 0 4 U 




Ma mo 

IN dillC 


OJ990318 20. 9819. CIO 




Mf> 4- Vi ^ 


TRT Zi CTY • TaTH ena f- 




O Lai L 


15409 






HiIlLl 


1 ^69^ 

1 JOZ J 




GI 


none 






JLUIC 


117 






15409 . 


1S691 1S494 


1 R 69 S 

• 1 JUL J 








Seq. No. 


^4 9D4 

J I i z. \J *i 






Seq. ID 


OJ990318_20.9819. 


C10 


Gene No. 


70756 






Strand 






OL.Cti.L- 


14733 






End 


44840 




Name^. _ 


OJ.990.3 


1^^20.9,819^10^ 


9 -|-m 


Method., 


.. T BL AS TX,:. Maize.. 




of 3 r~t- 

.. O.L CX X A- 


issaL. 




, _. 


...-End „ 


,..15.8.2.3... „. 






none- 






■ Score- 


• 62 - " - 




Exons 


15580. 


.15645, 15581. 


1 ^6^4 


•15590. . 15646, 15683 15739, 






15686. 


.15739, 15687. 


1 RQ1 O 
. 1 JOIO, 


15688. . 15822, 15773. .15823 




Seq. No. 


34204 






Seq. ID 


OJ990318_20.9819. 


C10 


Gene No. 


70756 






Strand 






O L Ct i. L 


14733 






End 


44840 




Name 


OJ9903 


18^20. 9819. C10 


- 

. oi) • tin 


Method 


TBLASTX: Maize 




OLdlL 


15826 






End 


16154 






none 






Score 


282 




T7 1 von q 

£j AL>1 lO 


15826. 


.16140, 15827. 


. ± Xj J_ H ± t 


15828. .16142, 15992 .. 1614 1 , 






16011. 


.16154 










Seq. No. 


34204 






Seq. ID 


OJ990318_20.9819. 


C10 


Gene No. 


70756 






Strand 






uLai L 


14733 






End 


44840 




Ln a 11 it; 


OJ990318 20. 9819. C10 


. OO . LIU 


Method 


TBLASTX: Maize 




O Lai. L 


38230 






End 


38756 




CT 
w -L 


. none 






Score 


200 


- . 


DAUl 1 O 


3823-0. 


.38634, 38233. 


^ft R ^6 


38552. .-38605, 38553 .• .38 65.7., 






38659. 


.38754, 38659. 


to 7 4 9 
. JO / 4 Z , 


38661. .38756 . * 




Seq. No. 


34204 






Seq. ID 


OJ990318_20. 9819. 


C10 


Gene No. 


70756 






Strand 






OLal L 


14733 






End 


44840 




Name 


OJ990318 20. 9819. C10 


. Oj . tw 


Method 


TBLAS ; TX: Wheat 






41516 






End 


42007 




GI 


none 






Score 


270 




Exons 


41516. 


.41791, 41536. 


.41763, 


417 98. .42001, 417 99. .41837, 






41831. 


.42007 










St:q. No. 


34204 






Seq. ID 


OJ990318_20.9819. 


C10 


Gene No. 


70756 






Strand 






Start 


14733 






End 


44840 





34160 




Name 




. o4 . t s 


Method 


TBLASTX: Soybean 




Cf -j yf 


A 1 Gi £7 
4 1 J t> / 




End 


41976 




P T 


none 




Score 


120 




Exons 


41 c i£7 417Q4 41£"39 
4 10 0 / . .411/3741/ 4 1 O jZ . 


A 1 7 no 
.41 / j / 


41782. .41802, 4 184 6 .. 4 1974 , 






/t p a o A^ Q7 £ 

4lO'lO . • 4 1-7 / O 










Seq. No. 


34204 




Seq. ID 


OJ990318_20.9819 


.C10 


Gene No. 


70756 




Strand 






Of a r-4- 


14 / J J 




End 


44840 




Name 


Pj.TQQPi^lft 90 QR1 Q pi A 


. O 1 U . LIU 


Method 


TBLASTX : Maize 










End 


42361 






none 




Score 


56 




Exons 


491£1 4990^ 49901 
4Z1D1. .4ZZU3, 4ZZU1. 


4 9 9ft 4 
. 4 Z Z O 4 , 


42217. .42354, 42218. .42361 




Seq. No. 


34204 




Seq. ID 


OJ990318_20.9819 


.C10 


Gene No. 


70756 




Strand 


- 




CH- =» r-+- 


1 / ITT 
14 / J J 




End 


44840 




KT ma 


nTQQH^I 90 Qfil Q PI 0 


. 0 1 4 . tw 


Tut 4— W /-J 


i oiiAo i a : wnea l. 




O ta ITT. 


I^D / J 




End 


42847 




(2 T 


none 




Score 


181 




HjXons 


4 ocio 49ft4£ AOaiA 

4ZD / J . . 4 Z O 4 0 , 4 Z 0 / 4 . 


4 9 ft 4 7 
4 Z O 4 / 








._ Seq. No...^.„ 










..OJ9.aQ3iBrzir.9-8T 9 




1 Gene No. : 


707-56 




"- Strand- : 


- - - • ----- 






1 4 7^ 




' End 


44840 






nTQQH^I Q 90 QQ1 Q PI Pi 


o i . r s 


Method 


TBLASTX: Soybean 






4 Z / / O 




End 


43123 




PT 


none 




Score 


344 




Exons 


4977£ ylTl 9"3 49QQ9 

4 z / / d . . 4jiz o , 4 z o yz . 


4^199 
fl J 1Z z 








Seq. No. 


34204 




Seq. ID 


OJ990318_20.9819 


.C10 


Gene No. 


70756 




Strand 






O L d.1 L 


11 / jj 




End 


44840 




Name 


HTQCin^l 9Pi QQ1 Q PIP) 
Ujyyujlo Z U . z? O 1 y . LI U 


OZ . XL S 


Method 


TBLASTX: Soybean 






4 j 1 j / 




End 


43416 




bl 


none 




Score 


323 




; Exons 


d^1S7 4^414 4^1ft6 
4 Jl J ( • . 4 J 4 14 , 4 JlOO . 


4 ^4 1 
4 J 4 1 D 








: o e q . ln o . 


o 4 9 04 
j 4 Z U4 




Seq. ID 


OJ990318_20. 9819 


PI Pi 
.LIU 


Gene No. 


70756 




Strand 






1 Start 


14733 




End 


44840 




Name 


n.TQQO^I ft 90 QftlQ pin 


OIU . c w 


Method . 


TBLASTX: Wheat 






* 4 ^ ^tfi _ 

4 J J JD 




/End 


43906 




P.T * 
ol 


none. 




Score 


230 . " * 




C von c 

Jit A(J1 1 O 


A^^^f* 4^06 4^^^7 

4 JJJO . . 4 JJUD, 4 jjj / . , 


4 "3^01 

4 J Jul f 


43349. .43558, 4 3659 .. 4 3709, 






4^£Q7 4^Q0£ 4^70ft 
4 j O 17 / . . 4 J^UD; 4 j / UO . . 


4 "}Q09 
4 J _7 U Z 








Seq. No. 


34204 




Seq. ID 


OJ990318_20.'9819 


.C10 


Gene No. 


70756 




Strand 








14 7^^ 
14 / jj 




End 


44840 




Name 


PTQQPlTIQ 9 Pi QQ1Q PlPi 

ujyyujio zu.yoiy.uiu. 


rt 1 +- 

Ol . tc 


Method 


TBLASTX: Cress 




Start 


43886 




End 


44240 




GI 


none 




Score 


374 




Exons 


43886. .44239, 43935. . 


44240 








Seq. No. 


34204 




Seq. ID 


OJ990318_20.9819 


C10 


Gene No. 


70756 




Strand 







34161 





C -f- -a y-f- 


1 A i ^ ^ 




End 


44840 




Name 


Pi.TQQ0"}1 fl 90 QR19 PI 0 


. o2 . tm 


Method 


TBLASTX: Maize 




otalt. 






End 


44307 






none 




Score 


4 92 




Exons 


4^QSfl 44^09 4^9S9 


. 44303, 


43965. .44303/ 43969. .44307 




Seq. No. 


34204 




Seq. ID 


OJ990318_20. 9819 


.C10 


Gene No. 


70756 ;:• 




Strand 






OLdlL 


147^ 

J- 4 / J J 




End 


44840 




Name 


Pj.TQQO^I fi 90 Qfil Q PI 0 


i U J . L. O 


Method 


TBLASTX : Soybean 




otdl t 


4 4 099 ~ 

4 4 U c. Z 




End 


44375 






none 




Score 


67 




±_i A(Ji l o 


44099 440R7 44106 
44\JZ.£..44VjOf/ iiiuy . 


4 4180 

. 4 4 1 O \J / 


44193. .44375 




Seq. No. 


34204 




Seq. ID 


OJ990318_20. 9819 


.C10 


Gene No. 


70756 




Strand 






C+- r +- 


14 / J J 




End 


44840 




Name 


PiTQQO^IR 90 QR1Q riO 

UO f JlO . 3oi3 . LIU 


/->, 0 f w 


Method 


TBLASTX: Wheat 




Of a y~4- 


4 4 0^9 ~~ 




End 


44411 










Score 


404 




Exon s 


440S9 44411 440^9 

1 4 U • •44411/ 44VJL . 


4 4 4 09 

. 4 4 4 \J f 


44057. .44404 




.Seq. No . 


Il34.2fli-.lll 1.111.111 




..Seq. ...ID. 


" XIJ 9.903 18 l2J0"5.8islcIa 


Gene No. 


70756- 




■ Strand 






OLal L 


1 4 7 ^ ^ 




End 


44840 




Name 


OTQQ011R 90 QR1 Q PI 0 
UO ""U Jlo ZU . Jul-/ . tiu 


- 

. o 1 . t w 


Method 


TBLASTX: Wheat 






4 4 4 4 9 ~~ 




End 


44840 




ol 


none 




Score 


475 




Exons 


44449 44R40 44444 

4 144Z . . 4404U/ 44444. 


4 4 fl ^0 








Seq. No. 


34204 




Seq. ID 


OJ990318_20.9819 


.C10 


Gene No. 


70757 




Strand 






Of a -rf- 
O L dl L 


4 47 SQ 

4 4 / C> -7 




End 


45005 




Name 


OTQQO^IR 90 QR1 Q PI 0 
UJ ? JlO ZU . jOI" . LIU 


• Ob. tin 


Method 


TBLASTX: Maize 






4 4 7 R Q ~ 

4 4 / O Z? 




End 


45005 




pr 


none 




Score 


303 




F vnn c 
CjAUII o 


447SQ 44Q74 44760 

44 / J _7 . .44-7/4/ 44 / QU ( 


4 S00 ^ 

. 4 Z) U U D f 


44760. .45005 




Seq. No. 


34205 




Seq. ID 


OJ99p31.8_20.9819 


.Cll 


Gene No. 


70758 




Strand 






Cfa r f 
OLdl 1. 


^R7 




End 


982 




Name 


O.TQQO^Ift 90 QP1Q PI 1 

UU^jUjIO <iU.j013.L-11 


. ol . gs. 


Method 


GEN SCAN 




oCal L 


"3R7 _ 

JO / ... 




End 


982 • 




pT 


none 




Score 


.63 




Exons 


^R7 4 94 6^6 Q1 R 

JO / . . 4 Z 4 , DjD. .310/ 


54 1 QR 9 








Oah M/^i 

o c q * IN (J . 


^4 90 6 




Seq. ID 


OJ990318_20.9819 


.C13 


Gene No. 


70759 




Strand 


+ 




Start 


1 


'i 


End 


2302 




Name 


OJ990318 20.9819.C13 


. o 1 . np 


Method 


AAT/NAP 






1 




End 


544 




GI 


6705984 




Score 


652 




Exons 


1. .544 










GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


34206 




Seq. ID 


OJ990318_20.9819 


.C13 


Gene No. 


70759 . 




Strand 


+ 





34162 



OLail 


i 


End 


2302 




Name 


A TQQmi Q 9 n QQ1 Q fl O _ i __, 

ujyyujio zu . ytf i y . ci o . oi . gs 


Method 


GEN SCAN 




otart 




End 


2302 




P T 


none 


Score 


.58 




Exons 


91 9 97fl 477 £4 "3 £199 
Z 1 Z . . Z / O , ft / / . . Oft o , DO J. . O ZZ , 


1435. .1653, 1696. 


oono 
. Z JUZ 


Seq. No. 


34206 


Seq. ID 


OJ990318 


_20.9819 


Gene No. 


70760 


Strand 


+ 






J040 


End 


7936 




Name 


PiTQQO^IQ OH QQ1Q PI Q /-v 1 

ujyyuoio z u . y o i y . ui j . oi . tw 






wneat 


o car t 




End 


358 




P T 


none 


Score 


362 




Exons 


ft U . . ,54 D , ft 1 . . JOo , 4 ^ . . jjj 








Seq. No. 


34206 


Seq. ID 


OJ990318 


_20.9819 


Gene No. 


70760 


Strand 


+ 




Of a -r +- 


^ fi 4 fi 
o o ft o 


End 


7936 




Name 


nTQQH'il Q 9H QQ1Q P1*5 «1 4-m 

ujyyuoio z u . y o i y . ci o . ox . tm 


Method 


TBLASTX: 


Maize 


bt art 


01 A 
Z / ft 


End 


520 




PT 


none 


Score 


329 




Exons 


97/i mo, 97c; con 97c; con 

Z / 4 . . D 1 y , Z / 3 . . 3 Z U , Z/O..DZU 








.b-eq.. ~jno — 




...Seq. ..ID. 


^.OJ 9 9,0.318 




Gene No. ■ 


■ 70760 - .... 


Strand 


+ 




Start 


3848 


End 


7936 




Name 


OJ990318 20.9819.C13.o2.tm 


Method 


TBLASTX: 


Maize 


otart 


710 


End 


1234 




P T 


none 


Score 


173 




Exons 


710. .1030, 711. .1037, 713. .1036, 1032. 


.1082, 1032. .1139, 




1033. .1137, 1123. .1224, 1139. 


.1234, 1139.. 1222 




beq. no. 


34206 


Seq. ID 


OJ990318 


_20.9819 


Gene No. 


70760 


Strand 


+ 




Start 


3848 


End 


7936 




Name 


OJ990318 20.9819.C13.o2.gs 


Method 


GENSCAN 




b t art 


3848 


End 


7936 




p t 


none 


Score 


.55 




Exons 


3848. .3863, 4627. .4822, 4986. 


.6133, 6820. .7002, 


7070. .7: 




7453. .7936 








oeq . ino . 


34206 


Seq. ID 


OJ990318 


_20. 9819, 


Gene No. 


70760 : . .. 


Strand 


+ .... 




Start 


■. 3848 


End. 


7936 - 




Name 


*" OJ990318 20.9819.C13.o2.np 


Method 


aatVnap 




o tart 


3848 


End 


7074 




P T 


6539588 


Score 


237 




Exons 


3848. .3871, 4592. .4850, 7048. 


.7074 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




beq . no . 


34207 


Seq. ID 


OJ990318 


_20.9819, 


Cpnp Ma 


70761 


Strand 


+ 




Start 


1 


End 


855 




Name 


OJ990318 20.9819.C16.ol.np 


Method 


AAT/NAP 




Start 


1 * 


End 


855 




GI 


6705984 


Score 


248 




Exons 


1. .855 








GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 





34163 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
.Starts 

.GL_ i_ 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI . 
Exons . - 
GI Descrip. 



34207 






Seq. ID 


OJ990318_20.9819 


.C16 


/ U / 0 1 






o crana 


+ 




i 
i 






bna 


ODD 




ujyyu jits . 


QQ1 Q pi ^ —I 




Method 


i tsLiAb i a : wneat 




/ y 






TTr-k A 


col 
D£ I 




none 






Score 


£ ft y 




*7Q 1 c;q 1/1*3 


CI 1 1 CQ 

..Oil, loo . 




z z y . .4 do 






34207 






Seq. ID 


OJ990318_20. 9819 


.C16 


70761 






ourana 


+ 




1 






Lna 


QCC 

0 00 




n> TQ QH "51 Q on 


QQ1 Q pi ^ ~ 1 

yoiy .tiD.oi 


. gs 


Method 






1 4 £ 
1 4 D 






IP y\ A 


/ZD 




none 






Score 


£ 1 




146. . 725 












34208 






Seq. ID 


OJ990318 20.9819 


.C17 


70762 






Strand 


+ 




1 






End ' 


502 




OJ990318_20. 


9819.C17.ol 


.np 


Method 


AAT/NAP 










^EncL^^ 


502 










.. Sco l xe . 


.29.5,. 




1..120, 214. 


.502 











(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



34208 
70763 
546 

OJ990318_20. 9819.C17.ol.tw 
43 

none 



Seq. ID OJ990318_20. 9819.C17 

Strand + 

End 617 

Method TBLASTX : Wheat 

End 4 92 

Score 157 



43. .264, 60. .134, 281. .337, 361. .492, 362. .490 



34208 
70763 
546 

OJ990318_20.9819.C17.ol.gp 
546 

•LIB3477-003-Pl-Kl-E'9 

•.546. .617 • . - . '. • . 

, 2498586/sp|'Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ990318_20.9819.C17 

Strand + 

End 617 

Method AAT/GAP 

End 617 

Score 93 



Seq. No. 

Gene No. - } 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34209 
70764 
135 

OJ990318_20.9819.C18.ol.np 
135 

4006861 



Seq. ID OJ990318_20. 9819.C18 

Strand + 

End 5150 

Method AAT/NAP 

End 4138 

Score 1068 



135. .302, 834. .876, 979. .1066, 1690. .2041, 2185. .2437. 
2851. .3096, 3186. .3302, 3693. .4138 

(Z99707) tubulin-like protein [Arabidopsis thaliana] 



34164 



• 



Seq. No. 34209 

Gene No. 70764 

Start 135 

Name OJ990318_20 . 9819 . C18 . ol . gs 

Start 1690 

GI none 

Exons 1690.. 2041, 2185.. 2437, 2851. 

4764. .4849, 5028. .5150 



Seq. ID OJ990318_20.9819.C18 

Strand + 

End 5150 

Method GENSCAN 

End 5150 

Score . 62 

.3050, 3182. .3330, 3835. .4010, 



Seq. No. 34209 

Gene No. 70764 

Start 135 

Name OJ990318_20 . 98 19 . C18 . ol . gp 

Start 1960 

GI 428723 

Exons I960.. 2041, 
GI Descrip. 



2851. .3093, 3182. 



40068 61 /emb | CAB1677 9 . 1 1 
[Arabidopsis thaliana] 



Seq. ID OJ990318_20.9819.C18 

Strand + 

End 5150 

Method AAT/GAP 

End 3212 

Score 663 
.3212 



3.0e-15 (Z99707) tubulin-like protein 



Seq. No. 34209 Seq. ID 

Gene No. 70765 Strand 

..Starts ,7.398 - End 

-Name *.„ ....„,„/ojs'9.0318_^ gs ;'*.. ^Method'.' 

Start 7398 • End 

GI none Score 

Exons 7398. .7404, 8651. .8787, 9601. .9804, 
10676. . 10889 



OJ990318_20. 9819.C18 . 
+ 

,10.88 9 . 

,GENSCAN_._ , „„. 

- 10889 

.47 

9843. .9979, 10252 .. 10563, 



Seq. No. 34209 Seq. ID 

Gene No. 70766 Strand 

Start 5384 End 

Name OJ990318_20 . 98 1 9 . C18 . o2 . gs Method 

Start 5384 End 

GI none Score 

Exons 5384.. 5505, 5696.. 6041 



OJ990318_20. 9819.C18 

6041 
GENSCAN 
6041 
.58 



Seq. No. 34209 Seq. ID OJ990318_20 . 9819 . C18 

Gene No. 70767 Strand 

Start 6886 End 7053 

Name OJ990318_20 . 9819 . C18 . o2 . gp Method AAT/GAP 

Start 6886 End . 7053 

GI ■ LIB3433-050--P1-K1-D2 : ' Score " 298- 

Exons . 6886... 7053 - ■ * . ' • ' 1 

GI Descrip. ' 6015437/dbj | AB008112 . 1 | AB008112 1 . Oe-12 "Homo sapiens PEX1 mRNA, 
complete cds 1 



Seq. No. 34209 

Gene No. 70768 

-Start 12146 

Name OJ990318_20 . 981 9 . C18 . o2 . tm 

Start 1874 

GI none 
Exons 



Seq. ID OJ990318_20.9819.C18 
Strand 
End 

Method 
End 
Score 



12516 

TBLASTX: Maize 

2431 

275 



1874. .2041, 1879. .2037, 2182. .2325, 2182. .2310, 2183. .2323, 
2184.. 2345, 2184.. 2324, 2319.. 2426, 2320.. 2430, 2342. .24.31 



Seq. No. 
Gene No. 



34209 
70768 



Seq. ID OJ990318_20. 9819. CIS 
Strand 



34165 



Start 
Name 
Start 
GI 

Exons 



12146 End 

OJ990318_20. 9819.C18.ol.tm Method 

2960 End 

none Score 



12516 

TBLASTX: Maize 

4072 

202 



2960.. 3091, 2961.. 3092, 3194.. 3304, 3194.. 3289, 3198.. 3302, 
3691. .3864, 3692. .3865, 3866. .4072, 3871. .4071 



cpn Mn 


34209 




niQQD^I Q OH QQ1Q 




Gene No. 


70768 


Strand 






Start 


12146 


End 


12516 




Name 


OJ9Q0^1 ft 70 9819 Tift r>1 tn 


Mo +- KaH 
l v lt5 LI1UCJ. 


1 DLtr\0 1 A . LISSS 




O Lai L 


^710 ~ 

J ' 1U 


Lnu 


/ICC 

4 1 D D 




O X 


none 


Score 


D 0 




T* 1 vnn q 


^710 ^7fif) 41 R*. "3761 


A1 Al 
.4X4/ 






CorT Mo 


O 1 U -7 


oeq . 1 V 


ujyyujio zu.yoiy 


C* 1 o 

.Lib 


fZono Mo 


7f)7 fift 

f \J / DO 


o l r ana 






Start' 


12146 


End 


12516 




Name 


OJ990318 20.9819.C18.ol. ts 


Method 


TBLASTX: Soybean 




Start 


3769 


End 


A 1 9 6 
4 L £ D 






none 


Score 


o r n 
jjU 




Hi A.UI 1 O .. . . 


,37 69. ..4 1 1.0., Jim... 412 6 s . . _ ..^^ 








O • LN U . 


34209 - - ' , • 


Seq. ID 


("1 TQQmi Q OH QQ1 Q 

ujyyujio zu.yyiy 


* O 1 O' 

Llo- 


OCiltT LNVj • 


70768 


Strand 






OLdX L 


12146 . 


End 


IZDlD 




Name 


OJ990318 20.9819.C18.o2.np 


Method 


AAT/NAP 




Start 


12146 


End 


12516 




GI 


5852093 


Score 


85 




Exons 


12146. .12516 








OJ. LJfc: O L£J . 


(AL117264) zwhl6.1 [Oryza sativa] 






Qpf-j Ma 


34210 


Seq. ID 


OJ990318_20. 9819. 




(^1 0 Tl d Mo 


70769 


Strand 


+ 




Start 


1 


End 


11858 




Name 


OJ990318 20. 9819.C19.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


11858 




GI 


5306245 


Score 


186 




Exons 


1..311, 6158. .6605, 7041. .7123, 11822. 


.11858 




GI Descrip. 


(AC006438) unknown protein [Arabidopsis thaliana] 




Seq. No.- 


34210 : 


Seq. ID 


OJ990318_20. 9819. 


C19 


Gene • No 


70770 


Strand ; 






Start 


2126 


End 


11504 ' 




Name 


OJ990318 20.9819.Ci9.ol.gs 


Method 


GENSCAN 




Start 


2126 


End 


11504 




GI 


none 


Score 


.55 




Exons 


2126. .2261, 2352. .2428, 2791. 


3011, 3104. .3455, 3541. .3762, 



3871. . 
11412, 



4107, 6103. 
.11504 



,6806, 7057.. 7143, 10693 .. 10890, 1108 6 .. 11230, 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 



34210 



Seq. ID OJ990318 20.9819.C19 



70770 Strand 

2126 End 

OJ990318_20. 9819.C19.ol.tm Method 

3541 End 

none Score 



11504 

TBLASTX: Maize 

4284 

122 



34166 



Exons 



3541. .3765, 3580. .3750, 3907. .4107, 3911. .4114, 4198. .4284 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34210 
70770 
2126 

OJ990318_20.9819.C19.ol.ts 

3541 

none 



Seq. ID OJ990318_20.9819.C19 
Strand 

End 11504 

Method TBLASTX : Soybean 

End 4062 

Score 71 



3541. .3765, 3870. .3902, 3893. .4060, 3898. .4062 



34211 
70771 
8107 

OJ990318_20. 9819.C20.o2.gs 

8107 

none 



Seq. ID OJ990318_20.9819.C20 
Strand 

End 12065 

Method GENSCAN 

End 12065 

Score .42 



8107. .9013, 9186. .9357, 9671. .9794, 9964. .10023, 1 1515 .. 11738 , 
12008. .12065 



Seq. No. 
Gene No. 
Start _ 

. Name.-..,. ..... 

Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Hen*? Mo . 

Start 

Name 



34211 Seq. ID OJ990318_20 . 98 19 . C20 

70772 . Strand 

,.13725...., :T ,..^..^-- ..^ End 1 614.2.. 

QJ9.9iii8_2.d, .9.ai9...C20„..oi.±a Method . „ TBLASTX.:. S.oyhe an 

13716 - -• End ' ' 14384 

none Score 4 8 

13716. .13976, 137 92. .13962, 13995. .14384, 14 038. .14280 



34211 
70772 
13725 

OJ990318_20. 9819.C20.o3.gs 

13725 

none 



Seq. ID OJ990318_20. 9819.C20 
Strand 

End 16142 

Method GENSCAN 

End 15933 

Score . 63 



13725. .14 4 4 0, 14584. .15330, 15409. .15933 



34211 
70772 
13725 

OJ990318_20.9819.C20.ol.np 
13728 
6630685 
13728.. 15612, 15685.. 16142 

(AP000969) Similar -to copia-type pol polyprotein. (AF105716) \ 
[Oryza sativa] 



Seq. ID OJ990318_20. 9819.C20 
Strand 

End ' 16142 

Method AAT/NAP 

End 16142 

Score 1895 



34211 
70772 
13725 

OJ990318_20. 9819.C20.ol.tm 

13746 

none 



Seq. ID OJ990318__20. 9819.C20 
Strand 

End 16142 

Method TBLASTX: Maize 

End 14402 

Score 138 



1374 6. .14 4 02, 137 61 .. 14 114 , 13777. .14394 



34211 
70772 
13725 

OJ990318 20. 9819.C20.o2.tc 



Seq. ID OJ990318_20.9819.C20 
Strand 

End 16142 

Method TBLASTX : Cress 



34167 



Start 
GI 

Exons 



13746 End 14111 

none Score 72 

13746. .13991, 137 98 .. 13959, 13980. .14111 



Seq. No. 34211 Seq. ID 

Gene No. 70772 Strand 

Start 13725 End 

Name OJ990318_20 . 9819 . C20 . o2 . tw Method 

Start 13791 End 

GI none Score 

Exons 13791. .13967, 13986.. 14246 



OJ990318_20. 9819.C20 
16142 

TBLASTX: Wheat 

14246 

119 



Seq. No. 34211 Seq. ID 

Gene No. 70772 Strand 

Start 13725 End 

Name OJ990318_20 . 98 19 . C20 . o2 . tm Method 

Start 14652 End 

GI none Score 

Exons 14652. .15008, 14654.. 15091 



OJ990318_20. 9819.C20 
16142 

TBLASTX: Maize 

15091 

217 



Seq. No. 
.Gene No., 
,siar £..„'" J 

Name * ■- 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34211 

!._707J2.,_„_. . . , 

,...13725 ,_„.. 

OJ990318_20-.9819-.C20.ol-.ts 

14754 ' ' 

5509260 

14754. .15008, 14759 .. 15295, 
15068. .15304, 15317. .15367 



Seq. ID OJ990318_20. 9819.C20 

. ^Strand . - ^ ^^_ 3 _ : ..„ 

.....End. ; _16142 _ 

Method • TBLASTX: Soybean " ■ 

End 15367 

Score 198 
15064. .15234, 15066 .. 15278 , 



34211 Seq. ID 

70772 Strand 

13725 End 

OJ990318_20. 9819.C20.ol.tw Method 

14762 End 

none Score 



14762. .,14944, 14768 .. 15169, 14787 .. 14 94 8 , 14989 
15069. .15107, 15132. .15239, 15149. .15220 



OJ990318_20. 9819.C20 
16142 

TBLASTX: Wheat 

15239 

82 

15021, 



Seq. No. 34211 Seq. ID 

Gene No. 70772 Strand 

Start 13725 End 

Name' OJ990318_20 . 9819 .C20 . ol . tc • '^ethod 

Start ' ' 14873 End 

GI none Score 

Exons 14873. . 15133 



OJ990318_20. 9819.C20 
16142 ' 

TBLASTX: Cress 

15133 ' 

218 



Seq. No. 34211 

Gene No. 70772 

Start 13725 

Name OJ990318_20 . 98 19 . C20 . o3 . tm 

Start 15683 

GI none 

Exons 15683. .15835, 15830 .. 1 6105 , 15831.. 16103 



Seq. ID OJ990318_20. 9819.C20 



Strand 
End 

Method 

End 

Score 



16142 

TBLASTX: Maize 
16105 
232 



Seq. No. 
Gene No. 



34211 
70772 



Seq. ID 
Strand 



OJ990318 20.9819.C20 



34168 



O -1- -J "K-f 

o Lai L. 


"I ^79 R 




End 


16142 


Name 




i O j • ts 


Method 


TBLASTX: Soybean 


Cf- y-f- 

o Lax L. 


IjDO J 




End 


16105 


<JX 


none 




Score 


37 


P 1 v r*i o 
Hi A (J i 1 o 


X J uO J . ■ IJOII/ X J 0 -7Z . . 


1 ^P90 
J. J 0 Z U , 


15833. .16105, 15840.. 16070 


Con N7o 
D e Lj • IN U . 






Seq. ID 


OJ990318_20.9819 


Gene No. 


70772 




Strand 




Start 


13725 




End 


16142 


in aiuc 


O.TQQO^I fl 90 Qfil Q P9 0 




Method 


TBLASTX: Cress 


Cf => v-f 


X J DO *± 




End 


16105 


CI 


none 




Score 


72 


Exons 


x j OO ft . . lJOZl, 1 jDO? . . 


1 jo Z U , 


15836. . 15910, 15896. . 16048, 




IJ3JJ. . ID1UO/ x OU *i x . . 


1 £0P9 






Seq. No. 


34211 




oeq . i u 


Pi TQQmi Q OA QQ1Q 


Gene No. 


70772 




Of v-in/J 

o urana 




C+- o r1~ 
o Lai. t 


ij itj 




■bno 


1 0 1 4 Z 


Name 


OTQQn^lft 90 QP1 Q P90 
\J\j 3 jIO • "Oil? .L-lU. 


O j . tw 


Method 


TBLASTX: Wheat 


Cf 3 r f- 
O Lai L 


1 RQ96 ~ 
IJ-JiD 




End 


16084 


OX 


none 




Score 


93 


F von c 

XjAUIIo _ _ . _ 


: X J Z> Z O .•.IDUOri , , X J J J Z . . 




-..15.9.33.. .,16i 


D.7 9. 


Seq. No. 


34212 




Seq. • ID 


OJ990318_20.9819 


Gene No. 


70773 




- Strand 


+ ■ 


Cf 2 yf- 

O Lai L 






End 


752 


Name 


PiTQQO^IQ 9H QQ1 Q pOI 


ol . gs 


Method 


GENSCAN 


Cf -a r-f 


JJJ 




End 


752 


\J X 


none 




Score 


.75 


IT 1 \r /~\ 


R "3 ^ 7 R 9 
JJJ • . / oz 








Seq. No. 


34213 




Seq.. ID 


OJ990318_20.9819, 


Gene No. 


70774 




Strand 


+ 


Start 


1 




End 


857 


Name 


OJ990318 20.9819.C22. 


ol . np 


Method 


AAT/NAP 


Start 


1 




End 


857 


GI 


4378066 




Score 


383 



Exons 

GI Descrip. 



1..708, 832. .857 

(AF098806) polyprotein [Sorghum bicolor] 

gi | 4 680208 | gb | AAD27571 . 1 1 AF114 17 1_12 (AF114171) polyprotein 
[Sorghum bicolor] . 



Seq.. No. • ■ '. ■ -34213 - 

Gene No." 70774 

Start 1 

Name OJ990318_20 . 9819 . C22 . ol . gs 

Start 114 

GI none 

Exons 114.. 298, 407.. 655 



Seci. -ID OJ990318_20.9819.C22 

Strand' ' + ' * 

End 857 

Method GENSCAN 

End 655 

Score .66 



Seq. No. 34213 

Gene No. 70774 

Start 1 

Name OJ990318 20 . 98 19 . C22 . ol . tw 

Start 165 

GI none 

Exons 165.. 389, 399.. 572, 428.. 571 



Seq. ID OJ990318_20. 9819.C22 

Strand + 

End 857 

Method TBLASTX : Wheat 

End 572 

Score 146 



34169 



• 



Seq. No. 34214 Seq. ID 

Gene No. 70775 . Strand 

Start 348 End 

Name OJ990318_20 .9819. C23 . ol . gs Method 

Start 348 End 

GI none Score 

Exons 348.. 496 



OJ990318_20.9819.C23 
+ 

496 

GENSCAN 

496 

1 



Seq. No. 34215 

Gene No. 70776 

Start 197 

Name OJ990318_22 . 9819 . CI . ol . gs 

Start 197 

GI none 

Exons 197.. 232, 1087.. 1209, 1302, 
1953. .2045 



Seq. ID OJ990318_22.9819.C1 

Strand + 

End 2287 

Method GENSCAN 

End 2045 

Score .87 
,1407, 1582. .1679, 1754. .1858, 



Seq. No. 34215 Seq. ID OJ990318__22 . 98 19 . CI 

Gene No. 70776 Strand + 

Start 197 . . End 2287 
.Name . , ...^ ^,..,..OJ99.0318_2Z.,98 L9 ..CI .ol.np,.^ „ Method _ AAT_/NAP^. OT ^ r . . ._^„ 
-Start. — „L9.7„,„_ ~ __,_End„_.._.228X„.. : ZL_11 

GI 2244913 -- " " • Score 561 

Exons 197. .232, 398. .483, 669. .723, 1105. .1209, 1302. .1407, 

1582. .1682, 1754. .1885, 1953. .2045, 2184. .2287 

GI Descrip. (Z97339) SEN1 like protein [Arabidopsis thaliana] 

Seq. No. 34215 Seq. ID OJ990318_22 . 98 19 . CI 

Gene No. 70776 Strand + 

Start 197 End 2287 

Name 0 J990318_22 . 98 1 9 . CI . o2 . tm Method TBLASTX : Mai ze 

Start 404 End 1355 

GI none Score 128 

Exons 404. .484, 406. .483, 658. .720, 666. .719, 1094. .1189, 1098. .1208 
1099. .1209, 1297. .1350, 1302. .1355, 1302. .1355 

Seq. No. 34215 Seq. ID OJ990318_22 . 98 1 9 . CI 

Gene No. 70776 Strand + 

Start 197 End 2287 

Name OJ990318_22 . 9819 .CI . ol . tm Method TBLASTX : Maize 

Start 1562 End .2036 

"GI ' none • "- ' Score -180 

Exons * ' 1562. .1678, 1'569.. 1685, 1569.. 1679/ 1756.. 1857, 1759.. 1860, 

1952. .2035, 1953. .2036, 1955. .2035 



Seq. No. 


34216 


Seq. ID 


OJ990318 


Gene No. 


70777 


Strand 


+ 


Start 


798 


End 


1173 


Name 


OJ990318 22.9819.C2.ol.gs 


Method 


GENSCAN 


Start 


798 


End 


1173 


GI 


none 


Score 


.82 


Exons 


798. .938, 1032. .1173 






Seq. No. 


34217 


Seq. ID 


OJ990318 


Gene No. 


70778 


Strand 


+ 


Start 


987 


End 


3920 



34170 



Name 




Method 


GENSCAN 






End 


3920 


P T 


none 


Score 


.57 


Exons 


QQi 119/1 i ci q i n n o noo 


.1905, 2624.. 2704, 3795.. 3920 


oeq . ino . 


oh £ L 1 


Seq. ID 


OJ990318 22. 9819. C3 




70778 


Strand 


+ 


Start 


987 


End 


3920 


Name 


OJ990318 22. 98 19 . C3 . o2 . gp 


Method 


AAT/GAP 


Of arf 


3663 


End 


3892 


P T 


101153 1.R1084 


Score 


396 


IP V T"\ C 


3663. .3892 








'5852170/embl AL117265. 1 IOST17804 1. Oe- 


115 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: t 17804 1 


Seq. No. 


34217 


Seq. ID 


OJ990318_22. 9819.C3 


Gene No. 


70779 


Strand 




Start 


2408 


End 


2680 


Name 


OJ990318 22. 98 19 . C3 . ol . gp 


Method 


AAT/GAP 


Start 


2408 


End 


2680 


GI 


61605 1.R1084 


Score 


474 



.Exons.. ... ... ^,...^2408 ......2680... .... dS ..,-.._. v- . i ., ... T ...- ^ v . , w — r rrT . j ...,.- J .. J . l .._^ f _ SjSr 

indica-(GLA4 ) genomic DNA, chromosome 4, BAG clone : 1 17804 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34217 Seq. ID OJ990318_22 . 9819 . C3 

70780 Strand 

3052 End 6486 

OJ990318_22. 9819.C3.ol.np Method AAT/NAP 

3052 End 6486 

6063554 Score 439 

3052. .3225, 3863. .3892, 5061. .5289, 5406. .5662, 6428. .6486 
(AP000615) ESTs AU075 609 (C6334 4 ) , C71850 (E04 64 ) ,098 611 (E04 64) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 34217 

Gene No. 70780 

Start 3052 

Name OJ990318_22 . 9819 . C3 . o2 . gs 

Start 4599 

GI none 
Exons ■ 



Seq. . ID OJ990318_22. 9819.C3 
Strand 

End ' 6486 

Method GENSCAN 

End 5289 

Score .65" 



4599. .4734, 4809. .4883, 4 940 . .5064 50.70 .. 5289 



Seq. No. 34218 Seq. ID 

Gene No. 70781 . Strand 

Start 103 End 

Name OJ990318_22 . 9819 . C4 . ol . gs Method 

Start 103 End 

GI none Score 

Exons 103. .118, 2344. .2375, 3284. .3392, 4410, 
5843. .5911 



OJ990318_22.9819.C4 
+ 

5911 
GENSCAN 
5911 
.48 

.4554, 5410. .5828, 



Seq. No. 34218 Seq. ID 

Gene No. 70781 Strand 

Start 103 End 

Name OJ990318 22 . 9819 . C4 . ol . tm Method 



OJ990318_22.9819.C4 
+ 

5911 

TBLASTX : Maize 



34171 



O La. IT L 


^Al A 


End 


5671 


\3 X 


none 


Score 


84 


DAUi I O 


SSQ? RS9Q SSQd 


.5671, 5624. .5671 


Seq. No. 


34219 


Seq. ID 


OJ990318 


Gene No. 


70782 


Strand 


- 


Start 


2207 


End 


2625 


Name 


0.79 90^1 R 99 QP1 Q PS nl rrn 


Method 


AAT/GAP 


J Lai L 


9907 ~~ 

£- \J f 


End 


2625 


GI 


nnnp 


OLUl c 


7 




9907 969S 






Seq. No. 


34220 


Seq. ID 


OJ990318 


Gene No. 


70783 


Strand 


- 


Qf art 


97 


End 


633 


LN dULC 


UU 7 ?U J lO Z Z . _70X^.^O.L'X.Ljo 


Method 


GENSCAN 


j Lai. L 


97 ~~ 


End 


633 


X 




C? f~* *-\ -y d 


67 




91 ^1 n SOQ 






Seq. No. 


34221 


Seq. ID 


OJ990318 


-Gene. No..,._ ; , 




.Strand,. . 


...± 


_u LaL.I . 


_ 13_g _ . _ 


End '.. 


'.8.0.9'. ..71 ~ 




O.TQQO^IR 99 QR1Q P7 n1--rrc f "" 


Method 


GENSCAN 


O Lai. L 


1 JO 


End 


809 




none 


Score 


.47 


T* 1 V f*\ T\ c 
l_j A. i 1 lD 


1 ^6 907 9fiQ ^ftO 7R^ QflQ 

1 JO . . / / ZO.7..O0U, / J J . . OU" 






Seq. No. 


34222 


Seq. ID 


OJ990318 


Gene No. 


70785 


Strand 


+ 


jiai L 


1 0Q1 


End 


2680 


Name 


OTQQmift 99 Qfil Q PQ n 1 rro 


Method 


GENSCAN 


O L a X. L 


i n qi — 

X \J Z> X 


End 


2680 


GI 


none 


Score 


.79 


ET von q 


10Q1 1149 1 17fifi 1 PDQ 

X U .7 X . . X X 4 Z. , 1 JDJ , . X / O O , XOU-7. 


1958, 2653.. 2680 


O C LJ . IN L* . 




Seq. ID 


OJ990318_ 


Gene No . 


70786 


Strand 


+ 


Start 


33 


End 


762 


Name 


OJ990318 22.9819.Cll.ol.gp 


Method 


AAT/GAP 


Start 


33 


End 


762 


GI 


101153 1.R1084 


Score 


404 


Exons 


33. .80, 539; .7.62 ■ ■* 






GI Descrip. 


1 5852170/emb|AL1172 65. 1 IOST17804 1 .0e- 


115 Oryza 



22.9819.C11 



indica(GLA4) genomic DNA, chromosome 4, BAC 



sativa 
clone: tl7804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 



34223 
70787 

9888 ' 
OJ990318_22. 98 19 . Cll . o3 . np 
9750 
5295950 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9750.. 9801, 10700. . 11081, 13285. .13324 

(AB026295) EST AU066268 (S5980) corresponds to a region of thes 
predicted gene.; hypothetical protein [Oryza sativa]" 



OJ990318_22. 9819. Cll 
+ 

14308 
AAT/NAP 
13324 
555 



34223 



Seq. ID OJ990318 22. 9819. Cll 



34172 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



70787 Strand + 

9888 End 14308 

OJ990318_22 . 9819 . Cll . o2 . gs Method GENSCAN 

9888 End 14308 

none Score .81 

9888. .9945, 10770 .. 108 64 , 10917 .. 11081, 11979 .. 12200, 

12294. .12435, 12560 12699, 13004 .. 13097 , 13595 .. 13630, 

14165.. 14308 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 

..Start...,. 
..Uame. ^ 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34223 Seq. ID 

70787 Strand 
9888 End 
OJ990318_22. 9819.Cll.o4 .gp Method 
10782 End 
LIB34 33-037-P1-K1-H5 Score 
10782. .11192 

'5295936/dbj | AB026295 . 2 | AB026295 9.0e-92 Oryza. sativa genomic 
DNA, chromosome 6, clone : P0681F10 , complete sequence 1 



OJ990318__22. 9819. Cll 
+ 

14308 
AAT/GAP 
11192 
790 



OJ990318_22. 9819. Cll 
+ 

_1 4 ag&, .,„,__^ 
JaAT/GA? 

11748 ■ - " - ■ 

575 



34223 . Seq. ID 

70787 Strand 
9.8.8 8. , ,^,. a .^End.. a ,., 

„GJ.9i0318. JZ..98.1.9...C11 ...o5...gp. Methods 

11438 • ...... End" 

LIB34 75-011-P1-K1-B8 Score 
11438. .11748 

'5295936/dbj | AB026295 . 2 | AB02 6295 1.0e-140 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10 , complete sequence 1 

34223 Seq. ID OJ990318_22 . 98 19 . Cll 

70788 Strand 

775 End 1291 

OJ990318_22. 9819. Cll. o2 . gp Method AAT/GAP 

775 End 1291 

uC-osflM202048cl2bl Score 799 

775. .1291 

• 5257255/dbj | AP000364.il AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 34223 Seq. ID OJ990318_22 . 9819 . Cll 

Gene No. 70789 * Strand 

Start 1748 End 2076 

Name OJ990318^22 . 98 19 : CI 1 . o3 . gp .. Method • AAT/GAP ■ 

Start 1748 . ' End 2076 

GI 61605_3.R1084 Score 359 

Exons 1748.. 2076 

GI Descrip. 1 1402 920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34223 
70790 
2699 

OJ990318_22. 98 19 . CI 1 . ol . np 
2699 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318_22. 9819. Cll 

8286 
AAT/NAP 
7888 
580 



2699. .2720, 2862. .2892, 5941. .7153, 7238. .7357, 7451. .7888 
(AL078469) putative protein [Arabidopsis thaliana] 



34173 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

,Star_t..„ 

-Gi 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene . No 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34223 
70790 ' 
2699 

OJ990318_22, 

5940 

none 

5940. .6197, 

34223 
70790 
2699 

OJ990318_22. 
5945 
none ' 
5945. . 6253 

34223 
70790 
2699 

OJ990318_22. 

...none 

5945. . 6214-' 

34223 
70790 
2699 

OJ990318_22. 

6017 

none 

6017. .6418 

34223 
70790 
2699 

OJ990318_22. 

6261 

none 

6261. . 6302, 
34223 

70.790- . . 

2699 

OJ990318_22. 

6356 

none 

6356. .6439, 

34223 
70790 
2699 

OJ990318_22. 
6449 



9819.Cll.ol. tm 
5942. ,6181, 6024, 

9819.Cll.ol.ts 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990318_22.9819.C11 
8286 

TBLASTX: Maize 

6259 

97 



6182, 6158.. 6259 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318_22.9819.C11 
8286 

TBLASTX : Soybean 

6253 

187 



9819.Cll.o2. tc 



Seq. ID 
Strand 
End 

Method 
..Score 154... 



OJ990318_22. 9819.C11 
8286 

TBLASTX: Cress 

62.14...... 



9819.Cll.o2. tw 



9819.Cll.o4.tm 



6377.. 6544, 6420. 



9819.Cll.ol. tc 



6443. .6652 



9819.Cll.ol.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.6539 

Seq. ID 
Strand . 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318_22. 9819.C11 
8286 

TBLASTX: Wheat 

6418 

196 



OJ990318_22. 9819.C11 
8286 

TBLASTX: Maize 

6544 

38 



OJ990318_22.9819.C11 
8286 ' 

TBLASTX: Cress 

6652 

203 



OJ990318_22.9819.C11 
8286 

TBLASTX: Wheat 

6898 

78 



6449. .6562, 6459. .6542, 6611. .6706, 6713. .6853, 6713. .6898 



34174 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start . 
.Name_ v __ _ 
..Start.!-. ~ 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34223 
70790 
2699 

OJ990318_22. 98 19 . Cll . o2 . tm 

6545 

none 

6545.. 6655, 6591.. 6635, 6692. 



OJ990318_22. 9819. Cll 
8286 

TBLASTX: Maize 
6874 
54 

6874, 6702.. 6872 

OJ990318 22. 9819. Cll 



Seq. ID 

Strand 

End 

Method 

End 

Score 



34223 Seq. ID _ 

70790 Strand 

2699 End 8286 

OJ990318_22. 9819. Cll .o2 .np Method AAT/NAP 

6551 End 8286 

3377836 Score 403 
6551. .7717, 8152. .8286 

(AF075598) contains similarity to reverse transcriptases 
[Arabidopsis thaliana] 



34223 Seq. ID 

70790 - Strand 
2699 ..... End . 
OJ.9? Q318.J22. 98.19.. Cll .,o3 . tm. ^. . Method.. 

— 7472 _. .... f .-.End 

none - ■■ - - ■ - Score - - 
7472. .7783, 7560. .7772, 7802. .7882 

34224 Seq. ID 

70791 Strand 
350 End 
OJ990318_22. 981 9 . C12 . ol . gs Method 
350 End 
none Score 
350. .435 



OJ990318 22. 9819. Cll' 



8286 

TBLASTX rMalze,. 
7.8.82 
•87 • • ' 



OJ990318_22.9819.C12 
+ 

435 

GENSCAN 

435 

.94 



Seq. No. 34225 Seq. ID 

Gene No. 70792 Strand 

Start 1209 End 

Name OJ990318_22 .9819. C13 . ol . gp Method 

Start 1209 End 

GI none Score 

Exons 1209.. 1700 



OJ990318_22. 9819.C13 
+ 

1700 
AAT/GAP 
1700 
944 



Seq. .No: . 34225 

Gene No. 70793 

Start 259 

Name OJ990318_22 . 98 19 . C13 . ol . gs 

Start 259 

GI none 

Exons 259.. 373, 2637.. 2722, 4113. 

Seq. No. 34225 

Gene No. 70793 

Start 259 

Name OJ990318_22 . 98 19 . C13 . o2 . gp 

Start 4378 

GI uC-osflcypl09b07bl 

Exons 4378.. 4848 



Seqr ID, 

Strand 

End 

Method 

End 

Score 



OJ990318_22. 9819 .-CI 3 

5061 
GENSCAN 
5040 
.47 



.4226, 4399.. 5040 

Seq. ID OJ990318_22.9819.C13 
Strand 

End 5061 

Method AAT/GAP 

End 48 4 8 

Score 862 



34175 




GI Descrip. ' 4454031/emb | CAA23028 . 1 | 3.0e-21 (AL035394) putative protein 
[Arabidopsis thaliana] ' 



beq. wo. 


34225 






Seq. ID 


OJ990318__22.9819 


.C13 


Gene No . 


70793 






Strand 






Start 


259 






End 


5061 




Name 


OJ990318 22.9819.C13 


.ol 


. tm. 


Method 


TBLASTX: Maize 




C 4- —J y~4- 

b Lai t 


4762 






End 


5061 




C T 


none 






Score 


41 




Exons 


4762. .4887, 4767. .48 


95, 


4820. 


.4894, 4897. .5013, 4898. .5011, 




4915. .5016, 4916. .5017, 


5017. 


.5061, 5018. .5059 




beq. INO. 


34226 






Seq. ID 


OJ990318_22.9819 


. O X H 


bene ino . 


70794 






Strand 


+ 




C -i , >- 4- 


535 






End 


3359 




Name 


OJ990318 22.9819.C14 


.ol 


. tm 


Method 


TBLASTX: Maize 




bt art 


166 






End 


636 




GI 


none 






Score 


J. / o 




Exons 


166. .354, 167. .397, 


409 


. .537, 


426. .530, 


543. .626, 544.. 


636 


beq. no. 


34226 






Seq. ID 


OJ990318_22.9819 




G e n e N p . . . „ 


70.794 _ ... .. _ 


. 


■w < .v-' 


.^StrancL, 


+ . - .. 




.-.Sraxt — . 


„ . 53.5 - - . 


,.. . 


"** ™ 


-End. 






Name 


OJ990318 22.9819.C14 


.ol 


. gs ■• 


Method - 


GENSCAN- 




btart 


535 






End ■ 


3359 




GI 


none 






Score 






Exons 


535.. 670, 3208.. 3359 












Seq. No. 


34226 






Seq. ID 


OJ990318.__22.9819 


pi / 


Gene No . 


70794 






Strand 


+ 




btart 


535 






End 


3359 




Name 


OJ990318 22.9819.C14 


.ol 


. tw 


Method 


TBLASTX: Wheat 




Of yf 

otart 


550 






End 


918 




GI 


none 






Score 


Z fi 




Exons 


550. .918, 570. .917 












beq . ino . 


34226 






Seq. ID 


CJ990318_22.9819 


PI A 


Gene No . 


70794 






Strand 


+ 




otart 


535 






End 


3359 




Name 


OJ990318 22.9819.C14 


.o2 


. tm 


Method 


TBLASTX: Maize 




otart 


807 






End 


1124 




GI 


none 






Score 


'239 




Exons.. 


807... 1124, 808...1095; 












Seq. No. 


34227 






Seq. ID 


OJ990318_22.9819 


.C15 


Gene No . 


70795 






Strand 


+ 




Of v>+- 

bt art 


276 






End 


587 




Name 


OJ990318 22.9819.C15 


.ol 


.gs 


Method 


GEN SCAN 




Start 


•276 






End 


587 




GI 


none 






Score 


.82 




Exons 


276. .587 












Seq. No. 


34227 






Seq. ID 


OJ990318_22.9819 


.C15 


Gene No. 


70796 






Strand 






Cf T. v~4- 
t-r w i^L J_ ^ 


i 

-L 






End 


1500 




Name 


OJ990318 22.9819.C15 


.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1500 





34176 




GI 5734621 Score 168 

Exons 1.-133, 1237.. 1500 

GI Descrip. (AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



Seq. No. 34228 

Gene No. 70797 

Start 374 

Name OJ990318_22 . 98 19 . C16 . ol . np 

Start 374 

GI 2244913 

Exons 374. .464, 547. .607, 674. .801 

GI Descrip. (Z97339) SEN1 like protein [Arabidopsis thaliana] 



Seq. ID OJ990318_22.9819.C16 

Strand + 

End 801 

Method AAT/NAP 

End 801 

Score 74 



Seq. No. 34228 

Gene No. 70797 

Start • 374 

Name OJ990318_22 . 9819 . CI 6 . ol . gs 

Start 378 

GI none 

.Exons .^378 „ 464., ,547 . -v 7 6.5._, 

Seq. No. - ' 34-228 

Gene No. 70798 

Start 738 

Name OJ990318_22 . 9819 . C16 . ol . gp 

Start 738 

GI none 

Exons 738 . . 1087 



Seq. ID OJ990318_22.9819.C16 

Strand + 

End 801 

Method GENSCAN 

End 7 65 

Score .94 



Seq. ID- OJ990318_22.981-9;G16 

Strand + 

End 1087 

Method AAT/GAP 

End 1087 

Score 688 



Seq. No. 34228 

Gene No. 70799 

Start 1172 

Name OJ990318_22 . 98 19 . CI 6 . ol . tm 

Start 408 

GI none 
Exons 



Seq. ID OJ990318_22.9819.C16 
Strand 

End 2172 

Method TBLASTX : Mai ze 

End 787 

Score 85 



408. .467, 410. .448, 546. .650, 547. .666, 667. .702, 670. .765, 
722.. 787 



Seq. No. 34228 

Gene No. 70799 

Start . .. 1172 • • '■ < 

Name. OJ990318_22 . 9819*. C16 . o2 . gs 

Start 1172 

GI none 

Exons 1172.. 1218, 2073.. 2172 



Seq. ID OJ990318_22.9819.C16 
Strand 

End . 2172 
Method GENSCAN 
End 2172 
Score .48 



Seq. No. 34228 

Gene No. 70799 

Start 1172 

Name OJ990318_22 . 981 9 . C16 . o2 . gp 

Start 1547 

GI LIB3477-003-P1-K1-E9 

Exons 1547.. 1648 

GI Descrip. 1 24 9858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 



Seq. ID OJ990318_22. 9819.C16 
Strand 

End 2172 

Method AAT/GAP 

End 164 8 

Score 131 



'34177 



sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34229 
70800 
1 

OJ990318_22.9819.C17.ol.np 
1 

2244913 
1..123, 215. .738 

(Z97339) SEN1 like protein [Arabidopsis thaliana] 



Seq. ID OJ990318_22. 9819.C17 

Strand + 

End 1008 

Method AAT/NAP 

End 738 

Score 449 



34229 
70800 
1 

OJ990318_22.9819.C17.o2.np 
1 

2739355 



Seq. ID OJ990318_22.9819.C17 
Strand + 
End 1008 
Method AAT/NAP 
End 1008 
Score 150 
1..123, 215. .299, 375. .734, 837. .1008 

(AC003972) pNORFl [Homo sapiens] gi 13328175 (AF074016) 
nonsense-mediated mRNA decay trans-acting factor [Homo sapiens] 



Seq.. ,.N.Q A . ; . 


3422.9 .... 




Seq,... ID.. 


. v O J.99 0 3 18__Z2 TV 9,8 19. £17._ 


. Gene'.. No : 


zoioiu...\._ 




„S.txand 


+ . 


Start 


- - -l ■ - - 




• End- 


1008 - 


Name 


OJ990318 


_22.9819.C17.ol.tm 


Method 


TBLASTX: Maize 


Start 


51 




End 


476 


GI 


none 




Score 


78 


Exons 


D X . . X X U , 


61. .117, 64. .126, 65 


..124, 18 


6. .302, 215. .304, 




354. .473, 


372. .476, 374. .475 






Seq. No. 


34229 




Seq. ID 


OJ990318_22. 9819.C17 


Gene No. 


70800 




Strand 


+ 


Start 


1 




End 


1008 


Name 


OJ990318 


22.9819.C17.ol.tc 


Method 


TBLASTX: Cress 


Start 


64 




End 


629 


GI 


none 




Score 


65 


Exons 


64 . . 126, 


65. .124, 213. .302, 215. .304, 


216. .302, 372. .434, 




443. .490, 


444. .494, 510. .629, 


513. .629 




Seq. No. 


34229 




Seq. ID 


OJ990318_22. 9819.C17 


Gene No. 


70800 




Strand 


+ 


Start 


1 




End 


1008 


Name . 


OJ990318 


22.-9819.Cl < 7.pl'.gs 


Method 


GENSCAN - - 


Start 


.65 




End 


959 . 


GI 


none 




Score 


.58 


Exons 


65. .123, 


215. .299, 375.-734, 


837. .959 




Seq. No. 


34229 




Seq. ID 


OJ990318_22. 9819.C17 


Gene No. 


70800 




Strand 


+ 


Start 


1 




End 


1008 


Name 


OJ990318 


22.9819.C17.ol.ts 


Method 


TBLASTX: Soybean 


Start 


372 




End 


620 


GI 


none 




Score 


66 


Exons 


372. .443, 


449. .490, 450. .494, 


479. .619, 495. .620 


Seq. No. 


34230 




Seq. ID 


OJ990318_22. 9819.C18 


Gene No. 


70801 




Strand 


+ 



34178 




Start 


1 




End 


3825 




Name 


OJ990318 22.9819.C18.ol 


.np • 




AAT /MAP 






1 




EjIIU 


JJ J J 




CI 


4680203 




q r*r\ y o 


R 9ft 




Exons 


1..486, 521. .1175, 3506 


. .3535 










(AF114171) TNP2-like protein 


T Q n rrrh l im 
L oui yu nut 


JJxL-U±UI J 




Seq. No. 


34230 




Seq. ID 


OJ990318_22.9819 


.C18 


Gene No. 


70801 




Strand 


+ 




otdi t 


i 

-L 




End 


?R?S 

JO^ J 




Name 


OJ990318 22.9819.C18.ol 


ts 


Method 


x DLnO 1 A . OUyUcall 




Dtdl L 


6 




End 


^4 ft 






none 




Score 


4 7 




Exons 


6. .56, 19. .54, 54. .125, 


55. .126, 118.. 


^4 ft 1^1 ^ ^4 

J4 O ; ±OX. . .3 J *i 




Seq. No. 


34230 




Seq. ID 


OJ990318_22. 9819 


.C18 


Gene No. 


70801 




Strand 


+ 




OLai. l 


1 




End 


JO t J 






OJ990318 22.9819.C18.ol 


tc 


Method 


X £D J_l.tt.L_) 1. i\ • J_ COO 




o Lai L 


m ft 




End 


794 






none 




Score 


j. .? o 






J51.8 : ,,J72A,_580 5 .^lll.^ s , a . Tt . a 










C q /-T Mrs - ■ - 
O fc3 q . IN O . 


■34230- -• • -- ' - 


... . 


Seq. ID 


OJ990318_22. 9819 


•pi ft- 




70801 




Strand 


+ 




Start 


1 




End 


3825 




Name 


OJ990318_22. 9819.C18 .ol 


tw 


Method 


TBLASTX: Wheat 




q+- 3 rt 

O Lai L 


D <£. H 




End 


987 




bi 


none 




Score 


45 




C VAT1 O 


524. .574, 532. .573, 577, 


. 675, 


578. .682, 689. .724, 691.. 


71 1 
ill, 




716. .787, 717. .785, 724. 


.786, 


729. .800, 831. .986, 831.. 






886. .987 










Seq. No. 


34230 




Seq. ID 


OJ990318_22.9819 


.C18 


Gene No. 


70801 




Strand 


+ 




Of- r 4- 


X 




End 


3825 




Name 


OJ990318 22.9819.C18.o2. 


tm 


Method 


TBLASTX: Maize 




o Lai L 


575 




End 


1025 






none 




Score 


146 




Ej A U 1 1 0 


575. .751, 634. .705, 717. 


.824, 


831. .1025 




Seq. No. 


'34230 . 




Seq. ID 


OJ990318_22.9819 


.C18 


Gene No*. 


70801 




-Strand 


+ ' 




O L a. -L L 


I 




End 


"3825 




Name 


OJ990318 22.9819.C18.o2. 


gs 


Method 


GENSCAN 






3376 




End 


3825 






none 




Score 


.99 




Exons 


3376. .3825 












34230 




Seq. ID 


OJ990318_22.9819 


n r 


Gene No. 


70801 




Strand 


+ 




Start 


1 




End 


3825 




Name 


OJ990318 22. 9819.C18.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3474 




End 


3791 




GI 


none 




Score 


404 




Exons 


3474. .3782, 3475. .3777, 


3711. 


3791 







34179 




Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

.Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34230 
70801 
1 

OJ990318_22. 9819 . C18 . o2 . ts 

3475 

none 



Seq. ID OJ990318_22. 9819.C18 

Strand + 

End 3825 " 

Method TBLASTX : Soybean 

End 3777 

Score 130 



3475. .3630, 3477. .3611, 3646. .3777, 3651. .3704 



34230 
70801 
1 

OJ990318_22. 9819 . C18 . o2 . tc 

3478 

none 

3478.. 3642, 3655.. 3738 



Seq. ID OJ990318_22. 9819.C18 

Strand + 

End 3825 

Method TBLASTX : Cress 

End 3738 

Score 151 



34231 Seq. ID 

70802 Strand 
465 End 
OJ990318_22. 9819 . C19 . ol . gs Method 
4 65 End 

.none. . . . ■...Score. 



OJ990318_22. 9819.C19 
+ 

2992 

GENSCAN 

2992 

...93 ^ 



. AS5^ .6lQ.4.,_ ,11.63— ..J.5.0.8.,. .16 15-.. ...1,8, 6.3,^.2.4 18. 2 5A3„,.„ZlJJ r .-,.233 t 2 7 . 



Seq. ID- 
Strand 
End 

Method 

End 

Score 



OJ990318 22.9819.C19 



9148 
AAT/NAP 
9148 
73 



34231 
70803 
1 

OJ990318_22. 9819 . C19 . ol . np 
1 

135574 

1..57, 5859. .6102, 9121. .9148 

LARGE TEGUMENT PROTEIN gi | 7392 9 | pir || QQBE8 BPLF1 protein - human 
herpesvirus 4 (strain B95-8) gi | 1334 853 I emb [CAA24 839 . 1 1 (V01555) 
BPLF1 reading frame, 1 NXT/S, analogous to VZV RF22 [Human 
herpesvirus 4] gi | 225109 | prf | | 1208 4 08E gene BPLF1 [Human 
herpesvirus 4 ] 



Seq. No. 34231 

Gene No. 70803 

Start 1 

Name OJ990318_22. 9819 . C19 . ol . ts 
Start ' 1392 

■GI ' none * 
Exons 



Seq. ID OJ990318_22.9819.C19 
Strand 

End 9148 

Method TBLASTX : Soybean 

End 2 947 

•Score 87 * - 



1392. .1505, 1604. .1726, 1606. .1866, 1612.. 1728, 1'623. .1868, 
2454. .2543, 2765. .2947 



Seq. No. 34231 Seq. ID 

Gene No. 70803 Strand 

Start 1 End 

Name OJ990318_22 . 9819 . C19 . o2 . gs Method 

Start 4948 End 

GI none Score 

Exons 4948.-5388 



OJ990318_22. 9819.C19 

9148 " .. 

GENSCAN 

5388 

.97 



Qorr Mi^ 
1 * * 

Gene No. 
Start 



70803 
1 



Seq. ID 

Strand 

End 



OJ990318_22. 9819.C19 
9148 



34180 



• 



Name 

Start 

GI 

Exons 



OJ990318_22. 9819.C19.o4 .gs 

8038 

none 

8038. .8258 



Method GEN SCAN 
End 8258 
Score .88 



Seq. No. 34232 

Gene No. 70804 

Start 617 

Name OJ990318_22 . 98 19 . C20 . ol . gs 

Start 617 

GI none 

Exons 617.. 710 



Seq. ID OJ990318_22.9819.C20 

Strand + 

End 710 

Method GENSCAN 

End 710 

Score .54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

-Seq.. r .^No„ . 

Gene No-; 

Start 

Name 

Start 

GI 

Exons 



34233 Seq. ID 

70805 Strand 

1 End 

OJ990428_24 . 9819 . CI . ol . np Method 

1 End 

5902361 Score 

1..104, 723. .862, 1029. .1108, 1309. 



OJ990428_24 . 9819. CI 

1350 
AAT/NAP 
1350 
248 
1350 



(AC009322) Hypothetical protein [Arabidopsis thaliana] 



..14 23.3 , 

70805 - ; - • .• • 

1 

OJ990428_24 . 9819 . CI . ol . gs 
23 

none 

23. .104, 723. .862, 1029. .1117 



JS e q..„ ID__ „Q J 9 9 0.4.28 _2.4_ 9.8 J-9-.-C1. 

Strand - - • -------- 

End 1350 
Method GENSCAN 
End 1117 
Score .83 



Seq. No. 34234 

Gene No. 70806 

Start 2385 

Name OJ990428_24 . 98 19 . C2 . ol . gs 

Start 2385 

GI none 

Exons 2385.. 3100, 4259.. 4286, 4799. 

5863. .5917, 6518. .6630 



OJ990428_24.9819.C2 
+ 

7303 
GENSCAN 
6630 
.79 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5071, 5187. .5250, 5391. .5656, 



Seq. No. 

Gene No. 

Start 

Name 

Start" 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34234 
70806 . 
2385 

OJ990428_24 . 9819 . C2 . ol . np 
2394 

4874311' 



Seq. ID OJ990428 24. 9819. C2 



Strand 
End 

Method 
End' 

Score 



+ 

7303 
AAT/NAP 
7303 
801 



2394. .3100, 4142. .4286, 4799. .5071, 5187. .5354, 5483. .5656, 
5863.. 5957, 6456.. 6634, 7266. .7303 



GI Descrip. (AC006053) unknown protein [Arabidopsis thaliana] 



34235 
70807 
1 

OJ990428__24 . 
1 

4874311 

1..336, 1103. .1228, 1596. .1710 

(AC006053) unknown protein [Arabidopsis thaliana] 



9819.C3.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_24.9819.C3 
+ 

1710 
AAT/NAP 
1710 
246 



34181 



• 




Seq. No. 


34236 








Seq. ID. 


OJ99042S 


_24.9819.C4 




70fi0ft 
/uouo 








OLXdllu 






Cf -a v~f 


Q4 S 








r nr i 
JjIlU 


1 i r 9 




Name 


n.TQQD49ft 94 


Qftl Q 


P4 nl 
^4 . Ul . 


gs 


f fi 


PITKiQPBM 
\j Cj Ln 0 




0 Lai L 


Q4 5 _ 

Zf *i J 








r nr ] 

Hi I 1U 


1 1 R9 






none 








Score 


Q 




U 1 v /-\ r~i q 


Q4 S 1 1 S9 ' 
















^4 9?7 

-J 4 Z. -J / 








Seq. ID 


OJ990428 


OA QQ1Q CZ* 












Strand 


+ 




Start 


1 








End 


7935 




Name 


OJ990428 24 


.9819. 


C5.ol. 


np 


Method 


AAT/NAP 




ouai u 


1 

X 








End 


7932 






4 ft 7 4 ^1 1 








Score 


2534 






"I 17 9 717 


. .867, 


950. . 


1311, 


2292. .2734, 2809.. 


3111, 3205.. 




4 n ^0 4197 


4215. 


.4577, 


5029. 


.5511, 6511. . 6672, 


6748. .7077, 




7164 7 94 6 


7825. 


.7932 














unknown protein [Arabidopsis thaliana] 




34237 








Seq. ID 


OJ990428 


_24. 9819.C5 












^.Strand 






"start, i^ZS.L 










I. End Z'SZZ 


".'.T.9.35."!" 




'Name 


OJ990428 24 


. 9819. 


C5.ol. 


gs - 


- Method - 


GENSCAN 


V . .J.:, 


Of 3 r f 


66. 








End 


7929 






none 








Score 


.9 




IT 1 v /~n r\ 0 


66. .172, 717. .897 


, 950. 


.1311, 


2292.. 2734, 2809. 


.3111, 




3205. .3429, 


3608. 


.3698, 


4050. 


.4127, 42 


37. .4577, 


4664. .4861, 




5029. .5317, 


5441. 


.5511, 


6511. 


.6672, 6748. .7077, 


7164. .7264, 




7825. .7929 














Can XI 0 


34237 








Seq. ID 


OJ990428 


_24. 9819.C5 


Gene No. 


70809 








Strand 


+ 




Start 


1 








End 


7935 




Name 


OJ990428 24 


. 9819. 


C5.ol. 


tm 


Method 


TBLASTX : 


Maize 


Cf a r f 
O Lai L 


4463 








End 


5094 






none 








Score 


130 




LAUl lo 


4463. .4579, 


4463. 


.4579, 


4464. 


.4580, 4467. .4580, 


4546. .4584,' 




4663. .4860, 


4664. 


.4735, 


4680. 


.4859, 4681. .4860, 


4796. .4867, 




5014. .5091, 


5028. 


.5093, 


5029. 


.5094 






Seq. No. 


34237 








*Seq. ID 


OJ990428 


_24. 9819.C5 




70809 








Strand 


+ ■ 




Cf -a r f 


' 1 








End 


7935 






OJ990428 24 


. 9819. 


C5.o2. 


tm 


Method 


TBLASTX: 


Maize 


Cfarf 
u Lai L 


5280 








End 


5512 






none 








Score 


142 






5280. .5510, 


5282. 


.5401, 


5282. 


.5512, 5289.. 5465, 


5332. .5511 


Seq. No. 


34237 








Seq. ID 


OJ990428 


_24.9819.C5 


Gene No. 


70809 








Strand 


+ 




Start 


1 








End 


7935 




Name 


OJ990428 24 


.9819. 


C5.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


6991 








End " • 


7935 




Ul 


none 








Score 


121 




Exons 


6991. .7080, 


6996. 


.7076, 


7149. 


.7247, 7163. .7246, 


7823. .7930, 



7825. .7935 



34182 




Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34238 
70810 
1 

OJ990428_24. 981 9 . C6 . ol . np 
1 

4874311 



Seq. ID OJ990428_24. 9819.C6 

Strand + 

End 5378 

Method AAT/NAP 

End 5378 

Score 959 



1..203, 954. .1298, 1387. .1513, 3043. .3194, 3503. .3591, 
4019. .4101, 4212. .4391, 4864. .4958, 5357. .5378 
(AC006053) unknown protein [Arabidopsis thaliana] 



Seq. No. 34238 

Gene No. 70810 

Start 1 

Name OJ9904 28_24 . 9819 . C6 . ol . ts 

Start 2 

GI none 
Exons 



Seq. ID OJ990428_24.9819.C6 

Strand + 

End 5378 

Method TBLASTX : Soybean 

End 1133 

Score 138 



2. .91, 3. .95, 134. .202, 138. .236, 951. .1070, 953. .1027, 
1026.. 1133, 1058.. 1132 



Seq. No. 34238 

■■Gene, No,., 3r . . „^ 708.1 0 ^ , , . _ . : „.. r . , .... ^ ^ . 
.at art ; , 

Name ■ " - OJ9904 28_24 . 98T9 . C6 . ol . g's 

Start 51 

GI none 

Exons 



Seq. ID OJ990428_24 . 9819.C6 

^Strand . £ ..+_......._^., _ a _ a ^ =3Mr . 

. End -.-...5.3.7 a... 11 11 1 

Method GEN SCAN - 

End 4 971 

Score .64 



51. .203, 954. .1298, 3051. .3194, 3503. .3591, 4019. .4101, 
4212. .4327, 4864. .4971 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



34238 
70810 
1 

OJ9904 28_24. 9819.C6.ol.tm 

951 

none 



Seq. ID OJ990428_24. 9819. C6 

Strand + 

End 5378 

Method TBLASTX : Mai ze 

End 1222 

Score 395 



951. .1220, 954. .1220, 956. .1222 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI* 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 



34238 
70810 
1 

OJ9904 28_24 . 9819 . C6 . o2 . ts 
1135 

none • - ' ■ 



Seq. ID OJ990428_24. 9819. C6 

Strand + 

End 5378 

Method TBLASTX : Soybean 

End 1458 

Score 36 ■ ■ • 



1135. .1164, 1137. .1163, 1170". .1304, 1208. .1303, 1234. .1308, 
1379. .1435, 1380. .1457, 1381. .1458, 1383. .1445 



34238 
70810 
1 

OJ990428_24. 98 19 . C6 . ol . gp 

3100 

LIB34 31-019-P1-K1-E1 



Seq. ID OJ990428_24.9819.C6 

Strand + 

End 5378 

Method AAT/GAP 

End 4 901 

Score 715 



3100. .3194, 3503. .3591, 4019. .4101, 4212. .4327, 4864. .4901 
, 4874311/gb|AAD31373.1|AC006053_15 8.0e-43 (AC006053) unknown 
protein [Arabidopsis thaliana] ' 



34238 



Seq. ID OJ990428_24.9819.C6 



34183 



Gene No. 


70810 


Strand 


+ 




Start 


1 


End 


5378 








Method 


TBLASTX: Maize 




C -|- 3 r- +- 


4 Oft ^ ~ 


End 


4965 






livelier 


Score 


36 




uAUJlo 


40fi^ 4100 490Q 4^9fl 491fi 


..4329, 4210. .4332, 4211. .4330 




4RRR 4Qfi^ 4R64 4Q^D 4ft7^ 


. .4955 








?4 


Seq. ID 


OJ990428_24.9819. 




Gene No. 


70811 


Strand 


+ 




Start 


138 


End 


1011 




LN alllC 


OJ990428 24.9819.C7.ol.np 


Method 


AAT/NAP 






138 


End 


1011 




O-L 


4874311 


Score 


194 






138. .239, 949. .1011 








GI DescriD 


(AC006053) unknown protein [Arabidopsis thaliana] 




Ofcri»J • vtyj . 


34239 


Seq. ID 


OJ990428_24.9819. 


Cl 


npnp Mo 


70812 


Strand 


+ 




Start 


1 9 1 ^ Q 
X ^1 J. o .? 


End 


13397 




Name 


OJ990428 24.9819.C7.o2.gp 


Method 


AAT/GAP 






. 12 139, -:- . n ^..^.„ r s . r ..^ AW _^ 


^,End,, 






GX 


.iiCrxosilcy^ - - — . 


Scoxe.. 


_-8.8.2.__ . — . 






-12139v.-12196> 12556/. 12612, 


13028. .13397 - -- 






'4176420/dbj IBAA37167 | 2 . Oe- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 








Seq. No. 


34239 


Seq. ID 


OJ990428_24.9819. 


Cl 


Gene No. 


i \J o ± o 


Strand 






O Lai l 


1628 


End 


4399 




Name 


OJ990428 24.9819.C7.ol.gp 


Method 


AAT/GAP 




Of- a -rf- 
O Cell. L. 


1000 


End 


1512 




\J ± 


2798781 


Score 


966 






1000. .1512 








Seq. No. 


34239 


Seq. ID 


OJ990428_24.9819. 


Cl 


Gene No. 


70813 


Strand 








1628 


End 


4399 




ln cunt. 


OJ990428 24.9819.C7.ol.gs 


Method 


GENSCAN 






1628 


End 


4399 




O X 


none 


Score 


.56 




F vr>n q 


1628.. 1746, 2232.. 2580, 2737 


..2857, 4129. .4264, 4303. .4399 


OC^ . LNU • 


34239 


Seq. ID 


OJ990428_24.9819.' 


Cl 


Gene No. 


70813 


Strand 






Start 


1628 


End 


4399 




Name 


OJ990428 24.9819.C7.o2.np 


Method 


AAT/NAP 




Ofa v-f- 
OLdlL 


2417 


End 


3037 




rir 


6520227 


Score 


277 




Exon s 


2417. .2548, 2655. .3037 










(AB028230) ZCW7 [Arabidopsis 


thaliana] 






Seq. No. 


34239 


Seq. ID 


OJ990428_24 .9819. 


Cl 


Gene No. 


70814 • ■ 


Strand 






Start 


15454 


End 


18249 




Name 


OJ990428 24 . 9819.C7.o5. tm 


Method 


TBLASTX: Maize 




Start 


13032 


End 


13299 





34184 




bl 


none 




Score 


250 




Exons 


1 **n"}9 i o o c r* l^n^7 


1 ^9^9 
. . 1 JZ OZ , 


13225. .13299, 13231.. 13299 




oeq . wo . 


Oft Z O y 




Seq. ID 


OJ990428_24.9819. 


r*7 
b / 


bene wo. 


7 Oft 1 4 
/ U O 1 4 




Strand 






Start 


15454 




End 


18249 




Name 


OJ990428 24. 9819. C7 . 


,o3. tm 


Method 


TBLASTX: Maize 






1 JJiO 




End 


13996 






none 




Score 


325 




Exons 


IjjlD, .IjjjI; IjjI / . 


1 ^£0.4 
1 . 1 0 oU fl / 


13332. .13562, 13360 .. 13590, 






1 0 OO y . . 1 jo? / , IjOjj. 


1 *^P P ^ 


13836. .13916, 13837 13887 , 






1"3P,*}P, 1 *}Q^n 1 ^QO^ 

IjojO . . 1 JJJU; 1j?uj. 


, . 1 O y O y , 


13904. . 13996 




oeq. in o . 


J ft Z J y 




Seq. ID 


OJ990428_24.9819. 


b / 


rt T-l \I rt 

bene ino . 


/ U O 1 4 




Strand 






Start 


15454 




End 


18249 




Name 


OJ990428_24.9819.C7. 


06. tm 


Method 


TBLASTX: Maize 






1 Q QQ7 
1 J3? / 




End 


14313 




bl 


none 




Score 


162 




Exons 


1 "3 Q Q7 1/111*5 1 ""i Q Q Q 

loyy/.. 14110, ijyyo . 


14 114 
. 1 ft 1 1 ft , 


13998. .141 


14, 13999. .14115, 






14 19 0. 1 4 1 7 £ 14197 
141ZU.. 141/0, . 1 4 1 Z / . 


14 177 
.14 1/ / f 


14127. . 141 


68, 14128. . 14178, 






1 4 1 P. 9 1 4 9 H 0 1 4 1 P 9 

. r .l fl- l.O Z t . . l-5*-4 H.?. 7:4 4 • Lp,^; 


14 911 

1.4^Z J..± ;/ .„ 


J423 r 6.,.143 


13,, _L4 ,2,5J,.^ 2A 3 0 jL^ 




oeq . wo . 


0 4 z 0 y 




Seq. ID 


OJ9904 28_24 . 9819% 


rt"7 

b/ ' 




7P.P1 A 
/ U 0 1 ft 




Strand 






Start 


15454 




End 


18249 




Name 


OJ990428_24.9819.C7. 


o3 . np 


Method 


AAT/NAP 




otait 


1 c.i in 
1 D 1 / U 




End 


18249 




bl 


£4 Q"5"7 

04 ooyo / 




Score 


852 




Exons 


1 0 1 / U . . 1 DZ 0 0 / lDflOO. 


.18249 








uescrip. 


^/ibuiiozi/ pucdtive 


retroelement pol polyprotein [Arabidopsis 




trial iana j 










Seq. No. . 


34239 




Seq. ID 


OJ990428_24.9819. 


C7 


Gene No. 


70814 




Strand 








1 R4 S 4 
1 D 4 D 4 




End 


18249 




Name 


nTQQfi49R 94 QP1 Q P7 

uuyyuft^o z 4 . ?oiy.b / . 


o3.gs 


Method 


GENSCAN 




jlail 


1 R A ^ A 
1 0 ft D H 




End 


15935 




bl 


none 




Score 


.88 




Exons 


1^4R4 1^49 1 Sfil 


.15732, 


15857. .15935 




Seq.. No; 


34239 




Seq. ID 


OJ990428_24. 9819. 


C7 


Gene No. 


1 70814 




■Strand 






OLdi L 


1 S4 R4 




End" ■ 


18249 ' 




Name 


•nTQQfl49P 9/ QP1Q P7 

ujyyu^zo zfi.yoiy.b/. 


o4 . gs 


Method 


GENSCAN 




jLalt 


1 ci on 
1 0 1 0 U 




End 


17774 




C T 
bl 


none 




Score 


.88 




Exons 


1 ci on 1 cc n o 171:1 » 
IDloU. . 1 OoUZ , 1 / 0 lft . 


.17571, 


17716. . 177 


74 






-J rt J _7 




Seq. ID 


OJ990428_24.9819. 


C7 


Gene No. 


70814 




Strand 






Start 


15454 




End 


18249 




Name 


OJ990428 24. 9819. C7 . 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


16458 




End 


1 7008 




GI 


none 




Score 


70 




Exons 


16458. .16760, 16776. 


.16904, 


16786. . 168 


69, 16907.. 17008 





34185 





Seq. No. 


34239 






Seq. ID 


OJ990428_24.9819, 


.C7 


Gene No. 


70814 






Strand 






U Lai L 


15454 






End 


18249 






OJ990428 24. 9819. C7 




Method 


TBLASTX: Wheat 




O L- Cl X L 


16650 






End 


16901 






none 






Score 


72 




J_t Afl ID 


16650. . 


16769, 16776 


16901 


16777. .16875 






34239 






Seq. ID 


OJ990428_24.9819. 


r>7 


Gene No. 


70814 






Strand 






Start 


15454 






End 


18249 




Name 


OJ990428 24. 9819. C7 


. ol tm 


Method 


TBLASTX: Maize 




Jt,QI L. 


17051 






End 


17685 




\3 X 


none 






Score 


153 




F" von q 


17051. . 


17311, 17097 


17312 , 


17138. .1732 6, 17 311 .. 17685, 






17312. . 


17611 










Seq. No. 


34239 






ocCJ • x U 




,C7 


Gene No. 


70814 






Strand 






Start 


15454 






End 


18249 




WaTTIO 
LN CtlLlt- 


OJ99042 


:8_24.9819.C7 


•Oli LW 




1 Dii/iO 1 A . Wiled L 












.......CjJia - —.^ 


1 7 a ^n 


— 


GI 


.none 






— Scor,e— , 


R 1 






-17051.-. 


17311/ -17311 


17 4^0 - - 








Seq. No. 


34239 






oeq . J. u 


riTQQO/4 9P 9/1 QQ1 Q 


C7 


Gene No. 


70814 






Strand 






Start 


15454 






End 


18249 






OJ990428 24. 9819. C7 , 


. Ul . Co 


Mo t~ V\ /^iH 


1 OXtrtO 1A ■ ouyjjcaii 




u Lai L 


17279 






Hilia 


X / D D 1 




\J X 


none 






Score 


99 £ 






17279. . 


17311, 17311. 


. . 1 / DOi 








Seq. No. 


34239 






Qo/~r T Pi 

oeq. id 


r» TQQHyl 9 /t QQ1Q 


C7 


Gene No. 


70814 






Strand 






Start 


15454 






End 


18249 






OJ990428 24. 9819. C7. 


. Oj v tW 


Method 


TBLASTX: Wheat 






17521 






End 


17746 




GI 


none 






Score 


56 




fTynn q 


17521. . 


17745, 17672, 


1 • X / / 4 O 








Seq. No. 


34239 






Seq. ID 


OJ990428_24.9819. 


C7 


Gene No. 


' 70814 






Strand , 






Start 


15454 






End 


. ±8249 




Naine 


OJ99042 


8_24.9819.C7. 


. U£ . LIU 


Method 


TBLASTX: Maize 




Start 


17937 






End 


18213 




GI 


none 






Score 


197 




I-J AUi 1 0 


17937. . 


18212, 17941. 


1 QOI "3 
. 10Z1 J 








oeq . lno . 


34240 






Seq. ID 


OJ990428_24 .9819. 


Co 


Gene No. 


70815 






Strand 


+ 




Start 


568 






End 


677 




Name 


OJ99042 


8_24.9819.C8. 


ol . gs 


Method 


GENSCAN 




Start 


568 






End 


677 




GI 


none 






Score 


.81 




Exons 


568. .677 











34186 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

_ Name.,,,. ..... 

^Stari-J^l 
•GI- - ; 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990428_24.9819.C8 
Strand 

End 168 9 

Method AAT/NAP 

End 168 9 

Score 168 



34240 
70816 
1 

OJ990428_24.9819.C8.ol.np 
1 

6466937 
1..392, 1660. .1689 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] - 



34240 
70816 
1 

OJ990428_24.9819.C8.ol.tm 
2 

none 



Seq. ID OJ990428_24.9819.C8 
Strand 

End ' 1689 

Method TBLASTX : Mai ze 

End 323 

Score 89 



2. .163, 4. .168, 168. .323, 176. .313 



34240 
70816 

1 End 

.,^OJ9.90.4 28_24...9819..C8.p2.gs-. ^.Method GENSCAN__, 

.,„,iiaa....;™^.,„-.,.._.. - ind £4.2.9 



Seq. ID OJ990428_24.9819.C8 
Strand 

1.6.8 9 



none 

1128. .1148, 1289. .1429 

34241 
70817 
6041 

OJ990428_24 . 9819 . C9 . o2 . gs 

6041 

none 



Score- 



.67 



Seq. ID OJ990428_24 . 9819.C9 

Strand + 

End 10687 

Method GENSCAN 

End 10428 

Score .57 



6041. .6065, 6140. . 6265, .7055. .7490, 8410. .8532, 10398. .10428 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



34241 
70817 
6041 

OJ990428__24 . 9819 . C9 . o3 . gp 
8418 

LIB34 33-053-P1-K1-B2 
8418.. 8636, 10398.. 10687 

, 5902377/gb|AAD55479.1|AC009322_19 9.0e-25 (AC009322) Unknown 
protein {Arabidopsis -thaligna] ' '. « 



Seq. ID OJ990428_24.9819.C9 

Strand + 

End 10687 

Method AAT/GAP 

End 10687 

Score 957 



34241 
70818 
14346 

OJ990428_24.9819.C9.o3.gs 
"14346 
none 



Seq. ID OJ990428_24. 9819.C9 

Strand + 

End 17621 

Method GENSCAN 

End 17612 

Score . 9 



14346. .14459, 14 600 .. 14 981, 15078 .. 154 57 , 15992 .. 16057 , 
16149. .16262, 1 6352 . . 164 68 , 16570 .. 16696, 16786. .17612 



34241 
70818 
14346 

OJ990428_24. 9819 . C9 . o3 . np 



Seq. ID OJ990428_24, 9819.C9 

Strand + 

End 17621 

Method AAT/NAP 



34187 



Start 14666 End 17621 

GI 2130944 Score 1324 

Exons 14666. .14981, 15078 .. 15457 , 15992 .. 16057 , 16149. . 16262/ 

16352. .16468, 1 6570 .. 16696, 16786 17140, 17168. .17621 
GI Descrip. (AB004060) sulfate transporter [Arabidopsis thaliana] 

gi|2262137|gb|AAC78252.1|AAC78252 (AC002330) sulfate transporter 

protein [Arabidopsis thaliana] 



OC^ . IN \J • 


^4 9d 1 


Qorr T n 

oeq • iu 


n TQQH/I OQ 
vJu jz/UhZO 


_24. 


9819 


r> Q 




/ U O X .7 


o L. laflu 


X 
T 








Start 


19283 


End 


24393 








Name 


OJ990428 24.9819.C9.o4.gs 


Method 


GENSCAN 








Start 


19283 


End 


Z. H O y O 








\J X 


none 


Score 


. DZ 








T* 1 v n c 


19283. .19308, 20724 20900 , 


21199. .224 


f y f zzo I I 


. .23367, 






23369. .24393 












Oc^* IN \J • 


34241 


Seq. ID 


r\ TQ Q n A 0 Q 


_24. 


QQ1 Q 

y o x y 






70819 


Strand 


i 








Start 


19283 


End 


24393 








Name 


OJ990428 24 . 9819.C9.o4 .np 


Method 


AAT/NAP 








. O Ldi.L.; v .... 


,.,„.? 1218, ...... ....... - 


......End .....J,, 


, 2 43 ; 9.0 ....... 








PT 


. .-£90708-9 .„ - /- //. 


... .Score 


.42.85 








m v /~\ cr* ~ 


- 21218-. .-22479, --22577.'. 24-390- '■ 












O X UCDLI J.]-' . 


(AP001129) hypothetical protein [Oryza 


sativa] 








O C q • IN (J . 


34241 


Seq. ID 


OJ990428_ 


_24. 


9819 


. cy 


(^ono KI /"\ 
ocllc LNvJ . 


70820 


Strand 










Qfarf 


2438 


End 


5883 








Name 


OJ990428 24 . 98 19 . C9 . ol . np 


Method 


AAT/NAP 








Start 


2438 


End 


4832 








\D X 


4454031 


Score 


712 










2438.. 2673, 3229.. 3358, 4386 


. .4832 










OX Uc5LIip t 


(AL035394) putative protein 


[Arabidopsis thaliana] 






O " ^ . Vi\J , 


34241 


Seq. ID 


OJ990428_ 


_24. 


9819, 


.C9 




70820 


Strand 










Start 


2438 


End 


5883 








Name 


OJ990428 24.9819.C9.ol.gp 


Method 


AAT/GAP 








C •(- -3 y- f 


'2489 


End 


2680 










2798134 . 


Score 


356 








IT VATl C 

EjAUI 1 o 


2489. .2680 












GI Descrip. 


" 445'4031/emb|CAA23028.1.|, 3.0e 


-21 (AL03M94) putative 


prote.in 




[Arabidopsis thaliana] 












Seq. No. 


34241 


Seq. ID 


OJ990428_ 


_24. 


9819, 


,C9 


Gene No. 


70820 


Strand 










Start 


2438 


End 


5883 








Name 


OJ990428 24 . 981 9 . C9 . ol . gs 


Method 


GENSCAN 








Start 


2590 


End 


4850 








GI 


none 


Score 


.72 








Exons 


2590. .2673, 3229. .3358, 4386 


. .4850 










Seq. No. 


34241 


Seq. ID 


OJ990428_ 


24 . 




C9 


Gene No. 


70820 


Strand 










Start 


2438 


End 


5883 








Name 


OJ990428 24 . 98 1 9 . C9 . o2 . np 


Method 


AAT/NAP 









34188 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 

..Start....... 

.gl;, ( 

Exons 



2884 
2129478 

2884. .2902, 4684.. 
chitinase (EC 3.2. 



4 997, 
1.14) 



End 
Score 
5390. .5474, 
precursor - 



(X79301) 
(X81056) 



chitinase 
Chitinase 



[Beta vulgaris] 
[Beta vulgaris] 



5883 
152 
5806. .5883 
■ beet gi|488731|emb|CAA55883| 
gi | 829258 | emb | CAA5694 6 | 



OJ990428 24. 9819. C9 



34241 Seq. ID 

70820 Strand 

2438 End 5883 
OJ990428_24 . 98 19 . C9 . o2 . gp Method AAT/GAP 

4176 End 4734 

LIB3433-049-P1-K1-A3 Score 549 
4176. .4199, 4384. .4734 

' 4 4 54 031/emb | CAA23028 . 1 | 1.0e-47 (AL035394) putative protein 
[Arabidopsis thaliana] 1 



34241 
70821 
24606 

OJ9904 28_24 . 9819 . C9 . ol . tm 

.2367.,,........,,,^^,,,- . rrr _. v 

.none _ , r ... 

2367.. 2675, 2446.. 2676, 2452.. 2670, 2453 
3228. .3359, 4383. .4712, 4384. .4716 



Seq. ID 

Strand 

End 

Method 

.End..-.. ... 



OJ990428 24. 9819. C9 



28726 

TBLASTX: Maize 

4716_._, ...... 



Score , .2.93. 



,2674, -3227-. -.3361, 



Seq. No. 34241 Seq. ID 

Gene No. 70821 Strand 

Start 24606 End 

Name OJ990428_24 . 98 19 . C9 . o2 . tc Method 

Start 4437 End 

GI none Score 

Exons 4437.. 4700, 4525.. 4707 



OJ990428_24. 9819.C9 
28726 

TBLASTX: Cress 

4707 

178 



Seq. No. 34241 
Gene No. 70821 
Start 24606 

Name ' OJ990428_24 . 98 19 . C9 . o7 . tm 

Start 7263 
GI none 

Exons 7263.. 7316, 7264.. 7320, 7267. 

8407. .8490, 8408. .8488, 8411. 
' . 8491, .8589,.- 8492. .8587 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 24. 9819. C9 



28726 

TBLASTX: Maize 
8589 
106 

.7350, 7372. .7461, 8403. .8477, 
.8503, '8486. .8587, 8490. .8519, 



Seq. No. 34241 

Gene No. 70821 

Start 24606 

Name OJ990428_24 . 98 19 . C9 . o4 . tw 

Start 8451 

GI none 

Exons 8451. .8519, 8452. .8619, 8452. 
10390. . 10533 



OJ990428_24 . 9819. C9 
28726 

TBLASTX: Wheat 

10533 

98 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8616, 8453. .8620, 10390 .. 10533, 



Seq. No. 34241 Seq. ID 

Gene No. 70821 Strand 

Start 24 606 End 

Name OJ990428 24 . 98 19 . C9 . ol . ts Method 



O.J990428 24. 9819. C9 
28726 

TBLASTX: Soybean 



34189 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14822 

none 

14822. 



.14980, 14839. .14979, 



34241 
70821 
24606 

OJ990428_24.9819.C9.ol.tc 
14827 
none 

14827. .14979, 14828 
15991. .16047, 15992 
16352. .16468, 16558 
16785. .17141, 17214 



End 15454 
Score 140 
15088. .15426, 1508 9. .15454 



OJ990428 24. 9819. C9 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14980, 15079. . 15441, 15080 
16057, 16152. .16265, 16160 
16698, 16569. .16697, 16775 
17321, 17310.. 17588 



28726 

TBLASTX: Cress 
17588 
155 



,15454, 
,16255, 
,17116, 



34241 
70821 ' 
24606 

OJ990428_24 . 9819 . C9 . 06 . tm 

15088 

none 



Seq. ID OJ990428_24 . 9819.C9 
Strand 

End 28726 

Method TBLASTX : Mai ze 

End 15412 

Score 253 



15088 ^.15177 ,. 150.8?^. 15.4 12,, -151.9.1^.4,^ 

OJ990428- 24-. 9819. C9 ■ 



34241 * Seq.- ID 

70821 Strand 

24606 End 

OJ990428_24 . 9819 . C9 . o4 . ts Method 

15989 End 

none Score 



28726 

TBLASTX: Soybean 

16453 

79 



15989. .16063, 16152 .. 1627 1 , 16154 .. 16252, 16352 .. 16453, 
16354. .16452 



Seq. No. 
Gene No. 
Start 
Name 
■Start 
GI 

Exons 



Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 



34241 
70821 
24606 

OJ990428_24.9819.C9. 

16152 

none 

16152. .16265, 16364. 
16569. .16697, 16785. 

34241 

70821 ; 

24606 ' 

OJ990428_24. 9819.C9. 

16576 

none 

16576. .16701, 16578. 
17250. .17384 



Seq. ID OJ990428_24 . 9819.C9 
Strand 

End 28726 

o7.tw Method TBLASTX : Wheat 

End 16853 

.Score 72 
.16468, 16378. .16476, 16537 .. 16698 , 
.16853 

Seq. ID OJ990428_24 . 9819.C9 

Strand 

"' End • 28726 

o2.tm Method TBLASTX : Maize 

End 17384 

Score 157 
.16697, 16784. .17134, 16785. .17141, 



Seq. No. 34241 

Gene No. 70821 

Start 24606 

Name OJ990428_24 . 98 19 . C9 , 

Start 16654 

GI none 

Exons 16654. .16698, 16782. 



Seq. ID OJ990428_24. 9819.C9 
Strand 

End 28726 

o2.ts Method TBLASTX : Soybean 

End 17141 

Score 70 
.17141, 16784. .17134 



34190 



Seq. No. 


34241 




Seq. ID 


OJ990428_24.9819 


,C9 


f^ono Mo 


/ \J O -L 




Oil d i lv^l 






jLdl L 


9 4 606 






9 ft 7 9 £ 




Name 


D,TQQ049ft 94 Qftl Q PQ 


. Oj . tS 


1*1 C LliUU 


i dljHo i a . ooyoean 




Cf 2 r-f- 
OLdl L 


1 7 9 S 3 "~ 
i / t, j j 






1 7 cop 






none 












179^3 1 7 330 1 7 39S 


1 7 Sft ft 
• • ± f u o o 








Seq. No. 


34241 




Seq. ID 


OJ990428_24 . 9819 


.C9 




70R91 




Strand 






O +- a ■ r +- 


9 4 fiOfi 




End 


28726 




Name 


r»,TQQ049ft 94 QP1 Q CQ 


. Oj . gs 


Method 


GENSCAN 




o lqi l 


94606 ~~ 




End 


28487 




GI 


none 




Score 


.43 






24606 24632 24697 


. • T (J ^, J / 


25020. .27573, 27581.. 28487 




Seq. No. 


34241 




Seq. ID 


OJ990428_24.9819 


.C9 


VJCUC IN U • 


70821 

/ v O X 




Strand 






o Lai l_ 


*3 O *J O 




End 


28726 




Name 


O.TQQ049R 94 qpi Q pq 


. oo . t_m 


Method 


TBLASTX: Maize 




q-f- = rt 

O L dL L , _ _. . t 


9SD1 Q ~~ 




End 


, 25163 __. 




,- t .... — 


...... npije.. — _..„„..._.„ _,..„,,,, — t . — 




^ ^.S,c.or.e^.,_, 


. ..1.3.6-...™ 




Hi AvJil 3 


- - 9S169 • 9^093 


■9 ^ 1 £3 








Con Mo 






Seq. ID 


OJ990428_24 . 9819 




Cpnn Mo 


70821 




Strand 






Start 


24606 




End 


28726 




Name 


OJ990428 24. 9819. C9, 


. o5 . np 


Method 


AAT/NAP 




Start 


25022 




End 


28726 




\j ± 


6498441 




Score 


4221 




l_j AUllO 


25022. .25303, 25397, 


. .26794, 


26966. .27409, 27624 .. 27903, 






28078. .28212, 28396, 


. .28726 








oj. t. O i L£J . 


(AP000815) EST C727S 


36(E2258 


) corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl . 


(AF098806) 


[Oryza sativa] 




Seq. No. 


34241 




Seq. ID 


OJ990428_24 . 9819 


.C9 


Gene No. 


70821 




Strand 






Qfo rt 


24606 




End 


28726 




M^mo 
in diitt; 


OJ990428 24. 9819. C9. 


,o6.tw 


Method 


TBLASTX: Wheat 






25031 




End 


25633 






none . 




■ Score 


77 




F von q 

La AUllO 


25031. .25156, 25035. 


, .25157, 


25323. .25493, 2534 9 .. 25633, 






25350. .25628 










Seq. No. 


34241 




Seq. ID 


OJ990428_24.9819, 


.C9 


Con q Mo 


70821 




Strand 






O Lai L 


24606 




End 


28726. 




Name 


OJ990428 24. 9819. C9. 


,o2 . tw 


Method 


TBLASTX: Wheat 




Start 


25634 




End 


26015 




GI 


none 




Score 


231 




Exons 


25634 . .26014, 25665. 


.26015 








Seq. No. 


34241 




Seq. ID 


OJ990428_24.9819. 


■ C9 


Gene No. 


70821 




Strand 






Start 


24606 




End 


28726 





34191 




NT a mo 




o "t~m 


Method 


TBLASTX: Maize 




O LQi L 


2SRD9 ~~ 

*J \J \J -/ 




End 


26152 




GI 


■ none 




Score 


218 * 




P, von <=; 

1-1 /V w H J 


25809 25958. 25829 


26152 , 


25842. .26123 




Seq. No. 


34241 




Seq. ID 


OJ990428_24.9819 


. C9 


Gene No. 


70821 




Strand 


- 




Start 


24606 




End 


28726 




Name 


OJ990428 24 9819 C9 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


26345 _ 




End 


26657 




GI 


none 




Score 


68 




Pvon<; 


26345 26605, 26481 


. .26657 








Seq. No. 


34241 




Seq. ID 


OJ990428_24.9819 


.C9 


Gene No. 


70821 




Strand 






Start 


24606 




End 


28726 




Name 


OJ990428 24.9819 C9 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


26660 ~~ 




End 


27094 




GI 


none 




Score 


88 




Exons 


26660 26809, 26661 


. .26798, 


2 6843. .27094, 26853. .2702 9 




-Seq^Np..,,. 


;,_^4241___,„__ 




^..Se.q^ID 


0 J 9 90 42,8„24. .J 819 




._Ge.ne JSIo,..— 


_._ r ..7_o.azi_.__^. 




: w StrancL 


- . . TV- , . ^..1^ . . . ^ „ 




Start • - 


24606 ••- - - • • 




- End- ■ 


28-726---" - 




Name' 




.WO. L. O 


Method- 


TBLASTX: Soybean 




Start 


27741 _ 




End 


28142 




GI 


none 




Score 


83 




i-J 1 1 o 


27741 28142 27952 


28095 








Seq. No. 


34241 




Seq. ID 


OJ990428_24.9819 


.C9 


Gene No. 


70821 




Strand 






Start 


24 606 




End 


28726 




Name 


OJ990428 24 9819 T9 


o 1 . t w 


Method 


TBLASTX: Wheat 




Start 


27771 ~ 




End 


28191 




GI 


none 




Score 


275 




Exons 


27771. .28190, 27796. 


. . 28191 








Seq. No. 


34241 ' 




Seq. ID 


OJ990428_24.9819 


.C9 


Gene No. 


70821 




Strand 






Start 


24606 




End 


28726 




Name 


OJ99042R 24 9819 C9 


o4 t*m 


Method 


TBLASTX: Maize 




Start 


27864 _ 




End 


-28248 




GI 


none * 




Score 


215 . • • - 




R von «5 


27864 282 4 7 ~ 27883 


2824 8 








Seq. No. 


34241 




Seq. ID 


OJ990428_24.9819, 


-C9 


Gene No. 


70821 




Strand 






Start 


24606 




End 


28726 




Name 


OJ990428 24 9819 C9 




Method 


TBLASTX: Maize 




Start 


28275 ~ 




End 


28491 




GI 


none 




Score 


73 




Exons 


28275. .28391, 28275. 


.28490, 


28285. .28491 




Seq. No. 


34241 




Seq. ID 


OJ990428_24.9819. 


.C9 


Gene No. 


70821 




Strand 






Start 


24606 




End 


28726 




Name 


OJ990428 24. 9819. C9. 


o5 . tw 


Method 


TBLASTX: Wheat 





34192 




Start 
GI 

Exons 



28299 End 28490 

none Score 153 

28299. .28490, 28300 28482, 28305. .28490 



Seq. No. 34242 

Gene No. 70822 

Start 506 

Name OJ990428_24 . 98 19 . C10 . ol . np 

Start 506 

GI 2498930 

Exons 506.. 574, 682.. 722 

GI Descrip. DORSAL- VENTRAL PATTERNING PROTEIN SOG {SHORT GASTRULATION 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. ID OJ990428_24. 9819. C10 

Strand + 

End 722 

Method AAT/NAP 

End 722 

Score 58 







J4 ^ 4 


ocq . A. u 


P> TQ Qfi A 9ft 


OA Qft 1 Q 


pi n 






7 no 99 


ol rana 


JL. 








Start 


506 


End 


722 








Name 


OJ990428 24.9819.C10.ol.gs 


Method 


GENSCAN 








0 4-3 r 4- 
O Lai L 


J J- J 




R7 A 








PT 


none 


Score 










Exons 


JlJ . . 3 / H 














34243 " 




Pi TQ Q fl A 0 ft 


OA ' QR 1 Q 


pi i 


: : : : 


uene lnu . 




Strand 










Start 


357 


End 


2063 






it \ 


Name 


OJ990428 24.9819.Cll.ol.gs 


Method 


GENSCAN 






\'i : 


C -1- -a -y- f- 

O Lai L 


357 


End 


o n £^ 








PT 


none 


Score 








I'll 

! ; I 


Exons 


357. .471, 1915. .2063 










V~. ! 


OCV_J • ViKJ • 


34243 


Seq. ID 


pj tq on 4 9 ft 


OA Qftl Q 


pi i 
til 






70824 


Strand 


_i_ 








Start 


4944 


End 


5626 








Name 


OJ990428 24.9819.Cll.o4.gs 


Method 


GENSCAN 








ol art 


4944 


End 


£9 £ 






: =:. 1 


pr 


none 


Score 


7 c; 






1;: : 


Exons 


4944. .5202, 5406. .5626 










; S 


beq. no. 


34243 


Seq. ID 


o jy yU4 




oil 

Cll 




Gene No. 


70825 


Strand 


+ 






:. » i 


Start 


11122 


End 


12355 








Name 


OJ990428 24. 9819 . Cll . 06 . gs 


Method 


GENSCAN 








' . Start - 


; . 11122' - : ' 


End ' ". 


12355 








GI" " . * 


none 


Score 


.93 








Exons 


11122. .1120 6, 11453. .11566, 118 60. .120 


59, 12083. 


. 12355 






Seq. No. 


34243 


Seq. ID 


OJ990428_ 


24.9819. 


Cll 




Gene No. 


70826 


Strand 


+ 








Start 


13737 


End 


13925 








Name 


OJ990428 24 . 9819 . Cll . o7 . gs 


Method 


GENSCAN 








Start 


13737 


End 


13925 








GI 


none 


Score 


. 95 








Exons 


13737.. 13925 












Seq. No. 


34243 


Seq. ID 


OJ990428_ 


24 . 9819. 


Cll 




Gene No. 


70827 


Strand 










Start 


2136 


End 


3591 










34193 











Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 



OJ990428_24 . 9819 . Cll . ol . np Method AAT/NAP 
2136 End 3127 

5902362 Score 101 

2136.. 2243, 2937.. 3127 

(AC009322) Hypothetical protein [Arabidopsis thaliana] 
gil 64 53856|gb|AAF09040. 1|AC011717_7 (AC011717) hypothetical 
protein [Arabidopsis thaliana] 



34243 
70827 
2136 

OJ990428_24 . 98 19 . Cll . o2 . gs 

2851 

none 

2851. .3591 



Seq. ID OJ990428_24. 9819. Cll 
Strand 

End 3591 

Method GENSCAN 

End 3591 

Score .96 



Seq. No. 
Gene -No. 
Start 
Name 
Start 

,GJ ^ r .^,...^, ni 
..Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq". Np. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34243 
70828 
4124 

OJ990428_24 . 981 9 . Cll . o3 . gs 
4124 

..none. . _„ . _ ^ ._ . t 



Seq. ID OJ990428_24 . 9819. Cll 
Strand 

End * 4480 
Method GENSCAN 
End 4480 

.Score 5.8 , 



34243 
70829 
5372 

OJ990428_24. 98 19 . Cll . o2 . np 
5372 
3513744 
5372. .5617 

(AF080118) contains similarity to Medicago truncatula MtN3 
(GB:Y08726) [Arabidopsis thaliana] 



Seq: ID OJ990428_24 . 9819. Cll 
Strand 

End 5617 

Method AAT/NAP 

End 5617 

Score 131 



34243 
70830 
6254 

OJ990428_24 . 9819 . Cll . ol . tc 

5348 

none 

5348.. 5596, 5352.. 5600 

34243 . * ■ - 

70830 ' 

6254 

OJ990428_24 .-98 19 . Cll . ol . tm 

5351 

none 



Seq. ID OJ990428_24 . 9819. Cll 
Strand 

End 9586 

Method TBLASTX : Cress 

End 5600 

Score 138 



Seq. ID ;OJ9904 28_24.9819.C11 

Strand - 

End 9586 

Method TBLASTX: Maize 

End 5599 

Score 110 



5351. .5479., 5376. .5480, 5458. .5556, 5459. .5599, 5477. .5596 



34243 
70830 
6254 

OJ990428_24 . 98 19 . Cll . ol . ts 

5351 
none 

5351. .5596, 5376. .5597 



Seq. ID OJ990428_24 . 9819. Cll 
Strand 

End 9586 

Method TBLASTX : Soybean 

End 5597 

Score 123 



34194 



Seq. No. 


34243 . 






. Seq. ID 


OJ990428 


_24.9819 


.Cll 


uCIlC Vi\J ■ 


70830 






Strand 








Of -a r +- 

u Lai L. 


6254 






End 


9586 






LN CULIC 


OJ990428 24 9819 


. Cll . o5 




Method 


GENSCAN 






j Lai L 


6254 ~~ 






End 


9586 






V3 -L 


none 






Score 


.65 






LAullO 


6254 6398 8083 


8315, 


8927 . 


.9121, 9563. .9586 






Seq. No. 


34244 






Seq. ID 


OJ990428 


_24.9819 


.C12 




70831 






Strand 








Cf art" 
J L ul L 


1 4 0 






End 


1213 






Name 


OJ990428 24 9819 


. C12 . ol 




Method 


GENSCAN 






u Lai L 


140 ~~ 
j. *± \j 






End 


1213 






GI 


none 






Score 


.85 






Exons 


140 299. 1127 


1213 












Seq. No. 


34245 






Seq. ID 


OJ990428 


_24.9819 


.C13 


f^pnp Kfn 

UCli^ Li \S * 


70832 






Strand 








Start 


150 






End 


1838 








OJ990428 24.9819 


.C13.ol 


. gs 


Method 


GENSCAN 






Start 








...End. 


.183.8 









..„npne. t - , w 








_64_,^ 






T7 yon 


- 150.-. -335, -380. .688,- 886 


■972 


- •1264 ; .1389, 145 8-. 


. 1 Q *3 O . .. . 
. -L O ~J O 




Seq. No. 


34246 






Seq. ID 


OJ990428 


_24. 9819 


.C14 


1 1C LN L* * 


70833 






Strand 








jlqi l 


106 






End 


291 








OJ990428 24.9819 


.C14.ol 


. gs 


Method 


GENSCAN 






u Ldi. L 


106 






End 


291 








none 






Score 


.58 






T* 1 von q 


106. .291 














Seq. No. 


34247 






Seq. ID 


OJ990428 


_24. 9819, 


.C15 


Gene No. 


70834 






Strand 








Start 


1 






End 


2579 






Name 


OJ990428 24.9819 


.C15.ol 


.np 


Method 


AAT/NAP - 






Start 


1 






End 


2579 






GI 


5902361 






Score 


330 






Exons 


1..55, 415. .541, 


1169. .: 


1237, 


1560. .1646, 2181..: 


2249, 2329. .24 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



2494.. 2579 

(AC009322) Hypothetical protein [Arabidopsis t'haliana] 



34248' 
70835 
595 

OJ990428_24. 98 19 . CI 6 . ol . gs 

595 

none 



Seq. ID OJ990428_24 . 9819.C16 
Strand 

End 24 58 

Method GENSCAN 

End 2332 

Score .91 



595. .646, 1181. .1305, 1509. .1685, 1822. .1984, 2182. .2332 



34248 
70835 
595 

OJ990428_24 . 9819 . CI 6 . ol . np 

1166 

5902361 



Seq. ID OJ990428_24 . 9819.C16 
Strand 

End 2458 

Method AAT/NAP 

End " 2458 

Score 385 



34195 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1166. .1273, 1495. .1685, 1822. .1984, 2182. .2458 
(AC009322) Hypothetical protein [Arabidopsis thaliana] 



34249 
70836 
18928 

OJ990428_25. 9819 . CI . 06 . gs 

18928 

none 

18928. .19914 



Seq. ID OJ990428_25. 9819. CI 

Strand + 

End 19914 

Method GENSCAN 

End 19914 

Score .95 



Seq. No. 34249 Seq. ID 

Gene No. 70837 Strand 

Start 21771 End 

Name OJ990428_25 . 98 19 . CI . o7 . gs Method 

Start 21771 End 

GI none ' Score 

Exons 21771. .22007, 22193 22309, 22799 .. 22935, 23418 
23911. .24591 



OJ990428_25. 9819. CI 
+ 

24612 
GENSCAN 
24591 
.8 

,23562, 



Seq. No. 

, Gene ; Np.._... 2 
_Star 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34249 

.70837- ^ 

.21271 .„ , 

■OJ990428j25.9819.Cl.o2.np- 

22824 

2245029 



Seq. ID OJ990428_25.9819.C1 

. ! S,trand. J .+ .-- =f ~ = ^ ^ 

.End „. ,1.24 £ 12^1,^! Z _ _ 
■Method ■ AAT/NAP ■ " - - : 

End 24612 
Score 1155 



22824 . .22935, 234 18 .. 23627 , 23680 23770, 23877. .24612 
(Z97341) limonene cyclase like protein [Arabidopsis thaliana] 



34249 Seq. ID 

70838 Strand 

31695 End 36596 

OJ990428_25. 9819 . CI . o9 . gs Method GENSCAN 

31695 End 36452 

none Score . 7 6 

31695. .31844, 32006 .. 32068 , 32165 .. 32475 , 32620 

32967. .33026, 33115 .. 33219, 33839 .. 33952 , 34241 

34664 . .34851, 35598 .. 3588 1 , 35965 .. 36012 , 36361 



OJ990428_25. 9819. CI 



,32716, 
.34282, 
,36452 



34249 
70838 
31695 • 

OJ990428_25-. 9819 . CI . o4 . rip 

35974 ' 

6017097 

35974. .36086, 36214 .. 36256, 



Seq. ID 

Strand 
End 

Method • 
End 
Score 
36361. .36596 

(AC009895) hypothetical protein [Arabidopsis thaliana] 

gil 6091766 | gb|AAF03476.1 |AC009327_15 (AC009327) hypothetical 

protein [Arabidopsis thaliana] 



OJ990428_25. 9819. CI 
+ 

36596 

AAT/NAP " 

36596 

129 



34249 Seq. ID 

70839 Strand 

1523 End 

OJ9904 28^25. 98 19. Cl.ol.no Method 

1523 " End 

2781357 . Score 



OJ990428_25.9819.C1 

5934 
AAT/NAP 
5934 
858 



1523. .1787, 2339. .2794, 4747. .4962, 5139. .5276, 5842. .5934 



34196 



GI Descrip 


(AC003113) 


F2401 


.13 [Arabidopsis thaliana] 


Qpa No 


34249 






Seq. ID 


OJ990428_25.9819.C1 


Cpnp No 


70840 






Strand 




Start 


25362 






End 


29568 


Name 


OJ990428 25 


.9819 


.Cl.o2.tm 


Method 


TBLASTX: Maize 


Start 


1175 






End 


2632 


GI 


none 






Score 


55 


Exons 


1175. . 1294, 


1186 


.•1293, 1305. 


.1442, 1372. .1413, 1447. .1524 




1493. . 1525, 


1533 


..1556, 1533. 


.1556, 1537. .1557, 1617.. 1793 




1618 . . 1788, 


1625 


..1792, 2297. 


.2320, 2305.. 2631, 2319.. 2630 




2339. . 2632, 


2339 


. .2632 






Sea No 


34249 






Seq. ID 


OJ990428_25.9819.C1 


Gene No. 


70840 






Strand 




Start 


25362 






End 


29568 


Name 


OJ990428 25 


. 9819 


.Cl.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1641 ~~ 






End 


4965 


GI 


none 






Score 


105 


Exons 


1641 . . 1790, 


2318 


.2494, 2339. 


.2803, 2349. .2663, 2712. .2795 




4750. . 4866, 


4840 


.4965 


















S.en No 


3 4*2 4 9" V " 






.^S.eq^.IDL 




Gene No. - 


- 70840 






Strand 




Start 


25362 






End 


29568 


Name 


OJ990428 25 


. 9819 


Cl .o4 . tw 


Method 


TBLASTX: Wheat 


Start 


1668 ~ 






End 


2758 


GI 


none 






Score 


45 


Rxon s 


1668 1781, 


2406 


.2441, 2408. 


.2509, 2475.. 2519, 2525.. 2758 




2526. . 2750 










Seq. No. 


34249 






Seq. ID 


OJ990428_25.9819.C1 


Gene No. 


70840 






Strand 




Start 


25362 






End 


29568 


Name 


OJ990428 25 


. 9819 , 


Cl.o2.tc 


Method 


TBLASTX: Cress 


Start 


2384 ~~ 






End 


2786 


GI 


none 






Score 


135 


Exons 


2384 2785. 


2387 . 


.2659, 2388. 


.2786 




Seq. No. 


34249 






Seq. ID 


OJ990428_25.9819.C1 


Gene No. 


70840 






Strand 




Start 


25362 






End 


29568 : 


Name - 


OJ990428 - 25 


..9819. 


Cl.o5.tm 


Method- 


TBLASTX: Maize 


Start 


4879 ' ~ 






End 


5071 


GI 


none 






Score 


206 


Exons 


4879 5070. 


4886 . 


.5071 






Seq. No. 


34249 






Seq. ID 


OJ990428_25. 9819.C1 


Gene No. 


70840 






Strand 




Start 


25362 






End 


29568 


Name 


OJ990428 25 


.9819. 


Cl.06. ts 


Method 


TBLASTX: Soybean 


Start 


18922 






End 


19152 


GI 


none 






Score 


277 


Exons 


18922. .19152, 18981.. 19151 






Seq. No. 


34249 






Seq. ID 


OJ990428_25.9819.C1 


Gene No. 


70840 






Strand 





34197 



OLdl L 


9 ^?69 










Name 


\JUyy\J £ i£0 iJ. yoij.ui 


. o4 . tm 




i DL1H.0 1 a . lYiax ze 




OLarL 


1 O QOT — 
XO J / 










PT 
v3 -L 


none 




Score 


^04 
O U 4 






T ft Q*}7 1 Q1 ^ft 1 ft Qft1 


1 Q1 S7 








Seq. No. 


34249 




Seq. ID 


OJ990428_25.9819 


.CI 


Gene No. 


70840 




Strand 








^ J JUL 




EjI 1U 


9 fift 




Name 


n.TQQD49ft 9S QfilQ PI 


. UJ . L 0 


L v Jtr L IIOU. 


TRT • QauKd3 0 
1 DLtriO 1A, oOyOGcafl 




Cf* v-f- 


1 Q91 9 ~~ 






1 Q6f! R 
X .7 D U D 




o ± 


none 




Score 


^7 Q 






1 Q91 9 1 Q4 S7 1 Q9 ^4 


. ■ x y u u «j 










^4 94 Q 

O 4 £ 4 _7 




Seq. ID 


OJ990428_25.9819 


PT 

. \w X 


Gene No. 


70840 




Strand 






Start 


25362 




End 


29568 




iNCllllC 


r>,TQQn49ft 9S QQ1 Q pi 


• o5 . t s 


Method 


TBLASTX: Soybean 




OLal L 


9^41 6 _ 




End 


24183 




o X 


none 




Score 


312 




Exons 


9^416 9^766 9^44R 


9 ^60 6 


237.03. .23765, 23911 .. 23991 , 






94064 941ft^ 










Seq. - No. • 


■ 3424 9 • "'- - ' ' T " : 




- Seq,. - ID 


OJ990428__25. 981-9 


;C-1' 


Gene No. 


70840 




. Strand 








9^69 

6 JJD6 




End 


29568 




Name 


nTQQD49ft 9^1 QR1Q PI 


. OO . LC 


Method 


TBLASTX: Cress 




o £. dx 1_ 






End 


23774 




oX 


none 




Score 


373 




IjAtJIl o 


9^44^ 9^766 9?44ft 


9 ^64 S 


23454. .23774, 23676.. 23765 




O C • LN U . 


"}4 9 4 Q 




Seq. ID 


OJ990428_25.9819 


p 1 
. L. X 


Gene No. 


70840 




Strand 






Start 


25362 




End 


29568 




iMdllLC 


O.TQQfl49ft 9^ QftlQ PI 


> w D . LIU 


Method 


TBLASTX: Maize 




91- a r-f- 
o tdl L 






End 


24095 




ol 


none 




Score 


73 






9^1609 976^ 9^6^ 




23656. .23766, 23658 23768 , 






9^ft7 6 94flftft 9^Q1H 


94 OQR 


23911. .24093, 23994.. 24095 






^4 94 Q 




Seq. ID 


OJ990428_25.9819 


PI 


Gene No. / 


70840 




Strand 






■Start 


25362 




End 


-29568 






• P).TQQ049fi '9S QftlQ PI 


- 

o3 . tw 


Method 


TBLASTX: Wheat 






^ 4 U 04 




. End 


24480 




CI 


none 




Score 


132 






94064 9491 D 94H6Q 


9 41 Q7 


24205. .24312, 24252. .24302, 






949Q9 94480 949Q4 

£ 4 Z ;7*1 . • 4 4 0 U , ^ 4 Z !7 4 . 


9 4 4 67 








C *J • 1NU . 


^494 Q 

J *i Z. *i ^ 




Seq. ID 


OJ990428_25.9819 


PI 


Gene No. 


70840 




Strand 






Start 


25362 




End 


29568 




Name 


OJ990428 25. 9819. CI. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


24220 " 




End 


24585 




GI 


none 




Score 


470 




Exons 


24220. .24585, 24220. 


.24561, 


24249. .24569 





34198 





Seq. No. 


34249 




Seq. ID 


OJ990428 


_25.9819. 


CI 


Gene No. 


70840 




Strand 








btart 


ZDooZ 




CjUU 


z y 3 do 






Name 


riTQQn^OQ QQ1 Q pi 


rtQ 4-m 

oo . tm 


LYiet nou 




yidLi. ze 




otart 


O A OIL 




ona 


O A A £Q 
Z *± 4 D O 






P T 


none 




Score 


991 
Z Z 1 






Exons 


9ZI99'} 9ZIZ16P. 9Z19R9 
ZIZZj . . Z440O, tlZJZ . 


9 4 Zl 67 










beq . jno . 


Jfl Z fi i7 




Seq. ID 


OJ990428 


z o . y o x y . 


pi 

Ll 


Gene No. 


70840 




Strand 








Start 


25362 




End 


29568 






Name 


nTQQfl49R 9^ QR1 Q pi 


OZ . L. o 


Method 


TBLASTX : 


ooyDcan 




otart 


Z 4 Z OU 




End 


24570 








none 




Score 


275 






Exons 


Z ft Z OU . . Z 4 4 Z O , ZfiZDD. 


9 Zl Zl 7 £ 


24256. .24483, 24478 


. . Z fi 0 / U , 






9 /l /l oo 9 /I C £ Q 
Z ft 4 o o . . Z 4 D 0 y 












Seq. No. 


34249 




Seq. ID 


OJ990428 


_25.9819. 


CI 


Gene No. 


70840 




Strand 










Z jjDZ 




. End 


29568 






Name 


/^TQQn/IOQ Ot; QQ1 Q /^l 


oi . gp 


Method 


AAT/GAP 






b tart 


. .. Z DJ OZ^^.. v----.-- : - 


-v 


End : ., T ._. i: ... 


2 61.5.7.. 


• — ~- ~- 






_ XiPJie„. r ^.,^ ...„.., ...V-l.-r.- 




.,S.c o.r..e 


1Q31„__ 


" ■ -*•*■- ~ ■■■■ 




Exons 


9 C. O £ o . 9 C Q £ "3 9 £ H Q H 


-9 £-1 R 7 
. ZD1 J / 










beq. No. 


O A O /I Q 

j 4 z 4 y 




Seq. ID 


OJ990428 


O C Qpl Q 

zo. y o i y . 


LI 


Gene No . 


/ Uo 4 U 




Strand 








btart 


ZOjdZ 




End 


29568 






Name 


vjdyyu4zc5 zo.yoiy.ui. 


ol. tm 


Method 


TBLASTX: 


■ 

Nlai ze 




O -1 i v- 4- 

btart 


9 C c c / 




End 


29370 






H T 


none 




Score 


48 






Exons 


Z j jo4 . . Z 3 OZ 0 , Z00/O. 


. Z O OZ 3 , 


25707. .25853, 25708 


. . Zjooo, 






OCTfiQ ocqcc o/:£;n^ 
z D / U o . . Z jo DO , ZobUo. 


9 /r £ Q £. 
. Z 0 Oo O , 


26606. .26686, 26863 


. . z o y ^ y , 






26876.-26947, 27013. 


.27168, 


27020. .27169, 27241 


. .27372, 






27242. .27373, 27242. 


.27373, 


27655. .27939, 27657 


. .27959, 






OlCfTQ 97Q/1"3 OIQTc; 


9 R1 QPl 

. z o l y u , 


27977. .28387, 28127 


. .Zojo / , 






non^n oooaQ opcni 
ZoZDU . . Zojoo, ZoOUl. 


. Zojo / , 


28502. .285£ 


8, 28669 


. . Z 0 / / 0 , 






OQCTn 9Q(:ti 
ZoD/U. . Zo / / /, Zoo /I. 


. Zo / /Of 


•28672. .287£ 


2, 28849 


. . z 0 y z u , 






OQfjcn noQoi opoci 
Z o o 0 U . . Z o y Z 1 , Zoo j! . 


npQi q 

. z o y i y , 


29037. .29156, 29038 


. . z y 1 o ± , 






OQOCn OQTCI 9Q9£fl 

z yzou . . zyj ji, zyzou. 


9 Q "3 7 n 

. z y j / u 










beq . iNo . 


j 4 Z 4 y 




Seq. ID 


OJ990428 


Qpl Q 

z o . y 0 1 y . 


r 1 1 


Gene No . 


/ U o 4 U 




* . Strand 








Start 


25362 




End 


29568 






Name 


OJ990428 25. 9819. CI. 


08 . gs 


Method 


GENSCAN 






Cf 3 v-4- 

OLalL 


ZjDjO 




End 


29498 






P T 


none 




Score 


.9 






Exons 


OC^CC octcc 9£CH£ 

ZjDjD. . Zj /do, zooUo. 


. z ooy o , 


26872. .26946, 27016 


. . z / 1 0 / , 






9*79/10. on^o OTfrco 
Z/Z4J..Z/O0O, Z/DOO. 


9 Q O Q Q 

. z o Jo y , 


28671. .28777, 29037 


. . z y 1 o 0 , 






z yzoo . . z y 4 yo 












Seq. No. 


34249 




Seq. ID 


OJ990428 


_25. 9819. 


CI 


Gene No. 


70840 




Strand 








Start 


25362 




End 


29568 






Name 


OJ990428 25. 9819. CI. 


o3 . np 


Method 


AAT/NAP 






Start 


26998 




End 


29325 






GI 


5668762 




Score 


752 







34199 




Exons 

GI Descrip. 



26998. .27167, 27243 .. 2737 1, 27674 .. 28321, 28478 .. 28585, 
28671. .28777, 28853 .. 28 918 , 29037 .. 2 9153, 29253.. 29325 
(AC005916) EST gb|N65787 comes from this gene. [Arabidopsis 
thaliana] 



C o./t M/-\ 

oeq • iNo . 


34249 






Seq. ID 


OJ990428_25.9819 


p i 


Gene No . 


70840 






Strand 






o car u 


25362 






End 


29568 




Name 


OJ990428 25. 9819. CI. 




Method 


TBLASTX: Soybean 




O Lai L 


27031 






End 


28593 




C T 


none 






Score 


98 




v /"\ r"*i o 


27031. 


,.27096, 27032. 


07 n Q7 


27085. .27168, 27095 .. 27 172 , 






27241. 


,.27333, 27645. 


0 "7 "7 1 Q 


27657. .27902, 27661 .. 27753, 






27818. 


,.27856, 27870. 


.28025, 


27883. .27927, 27915 .. 28301 , 






28501. 


.28593, 28502. 


.28588 








beg . no . 


34249 






Seq. ID 


OJ990428_25. 9819 


C 1 


Gene No . 


70840 






Strand 








25362 






End 


29568 




Name 


OJ990428 25. 9819. CI. 


oz . HW 


Method 


TBLASTX: Wheat 




Of -,vf 


27049 






End 


27744 






_-,n.one. _ 






„ r _., 4 Scpre.:„, 


.. 201 




U 1 v /"^v o 

.Lxons , _ 


.JL27049.. 


...2ii,6a, r ..i7.oiL 


...2.116.9^' 


r 212 4.1 27,37 2.,. . ■„ 21 2 4.2 ^2J3B2+ 






■27242. 


.27373, 27654. 


.27743, 


"27 655. .2774 4, 27 657 . .-2774 3, 






27664 . 


.27744 










C 1 rtr VT 

beg. no. 


34249 






Seq. ID 


OJ990428_25.9819 


.CI 


Gene No . 


70840 






Strand 






otall 


25362 






End 


29568 




Name 


OJ990428 25. 9819. CI. 


o4 . gp 


Method 


AAT/GAP 




Q +- -a -~4- 

buar l 


27243 






End 


28536 




GI 


32619 


1.R1084 




Score 


1653 




Exons 


27243. 


'.27363, 27663. 


.28385, 


28504 . .28536 




ul UtrbCXip. 


? 5668762/gb|AAD45989 


.1IAC005916 1 3.0e- 


-27 (AC005916) EST 




gb N65787 comes from 


. this gene. [Arabidopsis thaliana] ' 




o e q . no. 


34249 






Seq. ID 


OJ990428_25. 9819 


.CI 




70840 






Strand 








25362 






End 


29568 




Name 


OJ990428 25. 9819. CI. 


ol.tw 


Method 


TBLASTX: Wheat ■ 




Start 


27771 






End 


28166 




GI 


•none 






Score 


338 . '\ 






■ 27771-. 


.28160/27771. 


.28166 








beg . no . 


34249 






Seq. ID 


OJ990428_25. 9819, 


.CI 


Gene No . 


70840 






Strand 






Start 


25362 






End 


29568 




Name 


OJ990428 25. 9819. CI. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


28674 






End 


29327 




GI 


none 






Score 


97 




Exons 


28674 . 


.28778, 28676. 


.28777, 


28760. .28783, 28850 .. 28918 , 






28878. 


.28922, 29037. 


.29156, 


29253. .29327 




Seg. No. 


34249 






Seq. ID 


0,TQ9fU?8 ,9S QR1Q 


C 1 


Gene No. 


70840 






Strand 






Start 


25362 






End 


29568 




Name 


OJ990428_25.9819.C1. 


o5 . gp 


Method 


AAT/GAP 





34200 




bnar l 


28849 




End 


29568 




bl 


53241 1.R1084 




Score 


903 




Exons 


28849. .28918, 29037. 


.29153, 


29253. .29568 




GI Descrip. 


, 5668762/gb|AAD45989. 1 IAC005916 1 3.0e 


-22 (AC005916) EST 




gb N65787 comes from this gene. [Arabidopsis thaliana] T 




beq . NO . 


34249 




Seq. ID 


OJ990428_25. 9819 


bl 


Gene No . 


70841 




Strand 






Start 


32819 




End 


33955 




Name 


OJ990428 25. 9819. CI. 


o7 . tm 


Method 


TBLASTX: Maize 




oiart 


32819 




End 


33955 




bl 


none 




Score 


83 




Exons 


jzoiy . . J^O / J, 3Zo£\J. 


. oZo 1 0 , 


32955. .33026, 32975 .. 33025 , 






33105. .33227, 33113. 


.33229, 


33115. .33219, 33850 .. 33906, 






33851. .33910, 33913. 


.33945, 


33917. .33955 




beq . no . 


34249 




Seq. ID 


OJ990428_25. 9819 


bl 


Gene No. 


70842 




Strand 






Start 


34467 




End 


36452 




Name 


OJ990428 25. 9819. CI. 


o7.ts 


Method 


TBLASTX : Soybean 




btart 


34467 




End 


36452 




C T 


..^.npne,^.-.^_- v _ 




. wV .Score. 


7.1 :. 


-™ 






..JD.ooQ 7 ., 


.3.5.9 .£.4—3 6.0,8,6 ,.. . 35S£A^.3m8£^ 






■ 35978.-. 36091, 36359. 


-.36445, 


36360. .364 


52 " • 




beq. no. 


34249 




Seq. ID 


OJ990428_25.9819, 


bl 


Gene No. 


70842 




Strand 






Start 


34467 




End 


36452 




Name 


OJ990428 25. 9819. CI. 


o3 . tm 


Method 


TBLASTX: Maize 






35682 




End 


36404 




bl 


none 




Score 


169 




Exons 


occqo ocqto '3c;£:q*3 


o coon 


35683. .358 


98, 35929. .36084, 






35961. .36086, 35964. 


.36086, 


36005. .360 


94, 36191. .36256, 






36211. .36258, 36213. 


.36257, 


36357. .364 


04, 36360.. 36404 




beq. no. 


34249 




Seq. ID 


OJ990428_25.9819. 


bl 


Gene No. 


70842 




Strand 






Start 


34 4 67 




End 


36452 




Name 


OJ990428 25. 9819. CI. 


o5 . tw 


Method 


TBLASTX: Wheat 




b car u 


35964 




End 


36452 




bl 


none 




Score 


135 




Exons 


35964. .36086, 36005. 


.36082, 


36194. .362 


83, 36199. .36273, 






36359.*. 36442, 36360\ 


.36452 








beq . no . 


34250 




Seq. ID 


OJ990428_25. 9819. 


C2 




70843 




Strand 


+ 




Start 


4058 




End 


23605 




Name 


OJ990428 25. 9819. C2. 


o 1 . hp 


Method 


AAT/NAP 






4058 




End 


23605 - 




bl 


5295951 




Score 


200 




Exons 


4058.. 4289, 23560.. 23605 








GI Descrip. 


(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene 




partial cds . (U23857) 


[Oryza 


sativa] 






Seq. No. 


34250 




Seq. ID 


OJ990428__25. 9819. 


C2 


Gene No. 


70843 




Strand 


+ 




Start 


4058 




End 


23605 








34201 








Name 


OJ990428 25. 9819. C2 


. o4 . gs 


Method 


GENSCAN 






O LCLX. U 


9557 . 




End 


15883 






VJ J. 


none 




Score 


.7 






LiAUl 13 


9557. .9715, 9819. .9985, 10601 10696, 


11215. . 11323, 






12302 12339 12493 


12561, 


13195. . 13359, 13436. 


1365S 






14527. . 14727, -14837 


. .14907, 


14980. . 15138, 15760. 


.15883 




O C • IN W • 


34250 




Seq. ID 


OJ990428_ 


25 . 9819 


ro 




70843 




Strand 


+ 






Start 


4058 




End 


23605 






Name 


OJ990428 25 9819 C2 


.o3 .np 


Method 


AAT/NAP 








12796 ~ 




End 


18182 






\j a. 


6573707 




Score 


1943 






I? vnn 0 


12796 12937 13200 


.13359, 


13436. . 13655, 14527. 


. 14727 , 






14837. . 14907, 14977 


.15138, 


17086. . 17679, 17789. 


.18182' 






(AC009978) T23E18.7 


[Arabidopsis thaliana] 






O C ^-J . IN w . 


34250 




Seq. ID 


OJ990428_ 


25.9819 


CO 


Gene No . 


70843 




Strand 


+ 






Start 


4058 




End 


23605 






Name 


OJ990428 25. 9819. C2 


o2 . gp 


Method 


AAT/GAP 








14859 , , 




^.^End.,., ...... 


.. 17 4.2.8 






„u.x.. _ - . 


„_i4AQ5,l.ii-Q84 , 




^.„.,.Sco.re.-. , r 


.1,99,6 






P von c- 


- 14859. .14907, 14980 


: . 15138,- 


17086. .17428 * 








'568 9035/dbj IBAA83071. 1 | 9. 


0e-40 (AB022053) prolyl 






oligopeptidase [Mus 


musculus] ' 








Cart Wo 
OcL^ • IN W • 


34250 




Seq. ID 


OJ990428_ 


25.9819 


co 


Gene No. 


70843 




Strand 


+ 






Start 


4058 




End 


23605 






Name 


OJ990428 25. 9819. C2 . 


o5 . gs 


Method 


GENSCAN 






OLdl L 


17194 




End 


20836 








none 




Score 


.52 








17194 . . 17679, 17789. 


. 18169, 


18493. .18568, 18656. 


. 18719, 






19254. .19389, 20586. 


.20699, 


20771. .20836 






Cpri Wa 
JUU 1 IN U « 


34250 




Seq. ID 


OJ990428_ 


25. 9819 


CO 


Gene No . 


70843 




Strand 


+ 






Start 


4058 




End 


23605 






Name 


OJ990428 25. 9819. C2 . 


o3 . gp 


Method 


AAT/GAP 






Start 


17946 




End 


20874 






GI 


16225 -1.R1084' 




Score 


1305 






Exons 


• . 1794.6. .18169,- 184.93. 


.18568> 


18656. ,18719, 19254. 


.19389, 






20586. .20699, 20771. 


.20874 









GI Descrip. ' 5689035/dbj | BAA83071 . 1 | 1.0e-82 
oligopeptidase [Mus musculus] f 



(AB022053) prolyl 



Seq. No. 34250 

Gene No. 70843 

Start 4058 

Name OJ990428_25 . 9819 . C2 . o4 . np 

Start 18535 

GI 6573708 

Exons 18535. .18568-, 18656 
20771. .20833 

GI Descrip. (AC009978) T23E18.8 [Arabidopsis thaliana] 



Seq. ID 
Strand .. 
End 

Method 

End 

Score 



OJ990428_25.9819.C2 
+ 

23605 
AAT/NAP 
20833 
519 



,18719, 19254 . . 1 9389- 2058 6 . . 20699-, 



34202 




Seq. No. 


34250 


Seq. ID 


OJ990428_25.9819. 


.C2 


Gene No. 


70844 


Strand 






Start 


53*04 


End 


11745 




IN CllllC 


OJ990428 25 9819 C2 o2 as 


Mfa 1~ h oH 


\J £j LN O OrtlN 




J Lai L 


-j j w i 


End 


701 




GI 


none 


Score 


. 62 




LlA n-/ 1 1 O 


5304 5535. 7009. .7016 








Sea No 


34250 


Seq. ID 


OJ990428_25.9819. 




Gene No . 


70844 


Strand 






Start 


5304 


End 


11745 




Name 


OJ990428 25.9819.C2.o2.np 


Method 


AAT/NAP 




Start 


5722 


End 


11745 




GI 


5295951 


Score 


48 




P. von s 


5722. .5766, 9546. .9798, 9932 


I..9954, 11675. .11745 




Dpcrr "i n 

\J J- UCO'ui. -L * 


(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 




^Jal Llai otJ.o • \ \J ~j o J / } [Wiy t.a 








Seq. No. 




Seq. ID 


OJ990428_25.9819. 


r 9 


Gene No. 


/ \J O 1 *4 


Strand 






Start 


JJU4 


End 


11745 




Name 


n.TQQD49R 9 S QR1Q P9 o^ rr<=: 


Methods _ 


. GENS CAN 




-S.t.ant s 




"I, . EricC \.L„ ... 


J>.0.9.3_ 4r __ _ 




GI -■' ' • 


• none - 


Score- 


.78 ' * •-- 




JjAUI 1 J 


A917 ft7Rft QDQ^ 

O ^ J. / . .O f ~J *J f O/OO. • _/ U _7 .J 








Seq. No. 


J ft D U 


Seq. ID 


OJ990428_25. 9819. 




Gene No. 


f U 0 H D 


Strand 






Start 


99 ^ 


End 


23093 




Name 


O.TQQD49P 9^ QR1Q P9 o4 t-m 


Method 


TBLASTX: Maize 




Start 


J JO 


End 


837 




GI 


none 


Score 


103 




"R von 


538. .612, 543. .611, 691. .831 


, 711. .830, 


712. .837 




Spa No 


O ft Z 0 u 


Seq. ID 


OJ990428_25.9819. 


Hi 


Gpne No 


70845 


Strand 






Start 


22503 


End 


23093 




Name 


OJ990428 25.9819.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


13146 


End 


15100 




GI 


none 


Score 


36 




Exons 

X-J A 11J 


1314 6. . 1324 7, 1324 6. .13320, 


13247 . .13318, 13270 .. 13368 , 






13271. .13360, 13431. .13652, 


13434 . .13652, 134 35 .. 13653,* 






13435. .13656, 14531 .; 14734 , • 


14 532. .14 72 9, 14533. .1474 5, 






. 14827. . 14904, 14836 .. 14 904 , 


14837. .14908, 14 947 .. 15099, 






14 950. . 150 99, 14 969. . 15100 








Sea No 


34250 


Seq. ID 


OJ990428_25.9819. 


C2 


Gene No. 


70845 


Strand 






Start 


22503 .. 


End 


23093 




Name 


OJ990428 25.9819.C2.o3.ts ' 


Method 


TBLASTX: Soybean 




u tai L 


13235 


End 


14568 




GI 


none 


Score 


121 




Exons 


13235. .13360, 134 31. .134 75, 


13464 . .13613, 13554 .. 13670, 






13587. .13655, 14515. .14 568 








Seq. No. 


34250 


Seq. ID 


OJ990428_25.9819. 


C2 


Gene No. 


70845 


Strand 







34203 




Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons _. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22503 End 

OJ990428_25. 9819.C2.o2. tc Method 

13241 End 

none Score 



23093 

TBLASTX: Cress 

14908 

127 



13241. . 13360, 13295. 
14515. .14730, 14526. 



,13360, 13431. .13655, 134 31 .. 13670 , 
14732, 14836. . 14904, 14837.. 14908 



34250 
70845 
22503 

OJ990428_25.9819.C2.o2.ts 

15020 

none 



Seq. ID OJ990428_25. 9819.C2 
Strand 

End 23093 

Method TBLASTX : Soybean 

End 17400 

Score 124 



15020. .15106, 15097. .15177, 17041. .174 00, 17043. .17399 



34250 Seq. ID 

70845 Strand 

22503 End 

0 J9904 2 8_25 . 98 1 9 . C2 . o3 . tm Method 

15105 End 

none Score 



OJ990428_25. 9819.C2 
23093 

TBLASTX: Maize 

17484 

71 



,15105. ,. 1 5 17 .9 ,,..1 5 1.0 6.. ,, 1 5 1 1 1 , „ 1 7 02 .9. .! . 1 7 3.97 , . 1 7.0.4.4 ... .1 7 39 1 
aia9A.-.i-7kaZ r . -4,233,9-, .1X423.^,15.4 Q 6.... 4X4-7.4 ^.AJAQA^^Z 



34250 
70845 
22503 

OJ990428_25. 98 19 . C2 . ol . tc 

17152 

none 

17152. .17682, 17163 17654 , 
17784. .18140, 17800. .18141 



Seq. ID -OJ990428_25. 9819.C2 
Strand 

End 23093 
Method TBLASTX: Cress 
End 18142 
Score 606 
17170. .17679, 17774. .18142, 



Seq. No. 34250 
Gene No. 70845 
Start 22503 

Name OJ990428_25 . 9819 . C2 . ol . tm 

Start 17529 
GI none 
Exons 17529. 

17791. 

18495. 
" - 18657. 

20577. 

20771. 



.17702, 17530. .17682, 
.18168, 18114. .18212, 
.18569, 18646. .18723, 
.18728/ 19230. .19388, 
.20702, 20585. .20698, 
.20872 



Seq. ID 
Strand 
End 

Method 
' ;. End 

Score 
17757 
18488 



OJ990428 25. 9819. C2 



23093 

TBLASTX: Maize 
20872 
231 

17882, 17774 
18568, 18490 



18654 . .18722, ' 18655. 
19252. .15389, . 19255. 
20589. .207il, 20770. 



18169, 
18570, 
18732, 
19389, 
20871, 



Seq. No. 34250 

Gene No. 70845 

Start 22503 

Name OJ990428_25 . 98 19 . C2 . ol . ts 

Start 17770 

GI none 
Exons 



Seq. No, 
Gene No. 
Start 



Seq. ID OJ990428__25. 9819.C2 
Strand 

End 23093 

Method TBLASTX : Soybean 

End 18146 

Score 482 



17770. .18141, 17774. .18145, 17774 .. 1814 5, 17976. .18146 



34250 
70845 
22503 



Seq. ID OJ990428_25. 9819.C2 
Strand 

End 23093 



34204 




Name 


nTQQH/IOQ 9 C. QQ1Q PO 

ujyyufizo zo.i7oiy.uz. 


o4 . t s 


Method 


TBLASTX: 


Soybean 




otart 






End 


20692 








none 




Score 


99 






Exons 


1 Q £ £ Q 1 QIOO 1 Q £ 7 ft 
lO Dby . . It) / ZZ , lOD/U. 


1 Q 7 9 1 


19230. . 19388, 19252 








90^77 on^^f; onspR 

ZUD / / . . ZUODO, ZU0O0. 


9 0 £Q9 

. z u o yz , 


20636. .20662, 20658 


. . ZU Do / 




O q /t NT 

beq . ino . 


Z JU 




Seq. ID 


OJ990428 


oc QQ 1 Q 

z d . y o i y 


P9 
. UZ 


Gene No. 


70845 




Strand 








Start 


22503 




End 


23093 






Name 


Pj.TQQ049R 9S QP.1Q P9 


Oj . LC 


Method 


TBLASTX : 


Cress 






1 Q197 ~~ 




End 


20836 






PT 


none 




Score 


105 






Exons 


1 Q007 1 QTQQ 1 QOOI 

i y oz / . . i y j o y / iyoz/. 




20577. .20702, 20585 


o n /T QQ 

. . zuoyo , 






oo^qq 90709 om^f; 

ZUOOy. .ZU/UZ/ ZU/DD. 


9 0 P 14 
. Z UO , 


20770. .20835, 20771 


90Q 1£ 
. . ZUo DO 




Seq. No. 


34250 




Seq. ID 


OJ990428 


_25.9819 


C2 


Gene No. 


70845 




Strand • 








Of a rf 


99^01 

ZZ DUO 




End 


23093 






Name 


PiTQQ049P. OC. Qpi Q po 

uuyyufizo ZD.yoiy.uz. 


o 6 . gs 


Method 


GENSCAN 








ZZDUD 




End 


23093 








none 




Score 


.75 






Exons... _ . r 


oocno oo/rc^; ootoa 
. Z Z.D Uo ._ ..ZZ oD.£) ,_ ; ZZ /.JU . 


'9 0 7 Q /I 


2297 6,,. 2 30 9.3„^, - ...... 






Seq.- No.-- - 


34251 - ~' '- ; 




- Seq-. - ID 


OJ990428 


Z 25V98-19 


-03 - 


Gene No. 


70846 




Strand 


+ 






Q f- u v-f- 

b t art 


4 d d y 




End 


4843 






Naiue 


PiTOOH/IOCJ 9R QQ1 Q Pi 

ujyyu^izo zo. yoiy.uo. 


ol .gp 


Method 


AAT/GAP 






bt art 


,1 CCA 

4 dd y 




End 


4843 






Lrl 


701 ££7 




Score 


540 






Exons 


/ c CQ A Q A 1 
4tDDy. . 4 O 4 0 












o e q . LN O . 


34251 




Seq. ID 


OJ990428 


zd. y o i y 


p i 




70847 




Strand 


+ 






Start 


5559 




End 


5640 






Name 


OJ990428 25. 9819. C3. 


o2.gp 


Method 


AAT/GAP 






Start 


5559 




End 


5640 






PT 


LIB34 77-003-P1-K1-E9 


Score 


83 






Exons 


5559. .5640 












GI Descrip. 


, 2498586/sp|Q40638 IMP01 0RYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (0RY S 


I) >gi 


_1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 












Seq. No. , '.. 


34251 ' . • 




.. Seq. ID 


. OJ990428 


■ 25: 9819. C3 


Gene No . 


70848 . 




Strand 


+ 








5970 




End 


6411 






Name 


OJ990428 25. 9819. C3 . 


o3.gp 


Method 


AAT/GAP 






Cf 3 r-f- 

oLart 


5970 




End 


6411 






PT 


6024989 




Score 


445 






Exons 


597,0.. 6151, 6325.. 6411 










O rt rt- VI rt 

beq. No. 


34251 




Seq. ID 


OJ990428 


_25.9819. 


C3 


Gene No. 


70849 




Strand 


+ 






Start 


9454 




End 


10374 






Name 


OJ990428 25. 9819. C3. 


o2 . qs 


Method 


GENSCAN 






Start 


9454 




End 


10374' 






GI 


none 




Score 


.82 






Exons 


9454. .10374 













34205 





Seq. No. 34251 Seq. ID OJ990428_25 . 98 19 . C3 

Gene No. 70850 Strand ' - 

Start 4556 End 6503 

Name OJ990428_25 . 9819 . C3 . ol . np Method AAT/NAP 

Start 4556 End 6503 

GI 862343 Score 76 

Exons 4556.. 4612, 5593.. 5722, 6436.. 6503 

GI Descrip. (L10908) Gcapl gene product [Mus musculus] 

gi 1 1092097 |prf | | 2022314A granule cell marker protein [Mus 
musculus] gi | 1092098 | prf | I2022315A granule cell marker protein 
[Mus musculus] 

Seq. No. 34251 Seq. ID OJ990428_25 . 9819 . C3 

Gene No. 70851 Strand 

Start 14052 End 14239 

Name OJ990428_25 . 98 19 . C3 . o3 . gs Method GENSCAN 

Start 14052 End 14239 

GI none Score .88 

.Exons 14052.. 14239 

.^ v ,..,,Seq.,.Ng, K= . ,34252_, >i ^,^.. ■ w .^-,--/,.--^S^^^^ 

-_Gene_^ r „ ^ ; .._S£xand-.. -V,_,_,, 1 ,/„.~; . 

- Start'- -'-1394- • '-' • - - ~ - End ■• -"- 7 04 0 - r '-" - -V-vJI'^JV^ 

= : i Name OJ9904 28_25 . 9819 . C4 . ol . np 'Method AAT/NAP 

Start 1394 End 7040 

GI 6498441 Score 6797 

Exons 1394.. 2457, 2788.. 3251, 3315.. 3688, 3872.. 4006, 4181.. 4494, 



4687. .5096, 5268. .6665, 6759. .7040 
GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 





retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 


Seq. No. 


34252 


Seq. ID 


OJ990428_25.9819.C4 


Gene No. 


70853 


Strand 


+ 


Start 


12082 


End 


15330 


Name 


OJ990428 25. 9819 . C4 . o3 . gs 


Method 


GENSCAN 


Start 


12082 


End 


15330 


GI 


none 


Score 


.7 


Exons 


12082. .12159, 124 8 6. . 12566, 


13032. .13424, 14920. .15330 


Seq. No. 


3425.2. 


■* Seq. ID 


OJ990428_25. 981-9. C4 


Gene No-. 


.70854. r. . • " * 


Strand 


+' • • • . 


Start' 


18518 


'End 


19409 


Name 


OJ990428 25. 9819.C4 ,o3.gp 


Method 


AAT/GAP 


Start 


18518 


End 


18901 


GI 


3760050 


Score 


525 


Exons 


18518. .18620, 18708. .18901 






GI Descrip. 


4056461 1.0e-08 (AC005990) 


F508.34 [Arabidopsis thaliana] 


Seq. No. 


34252 


Seq. ID 


OJ990428_25. 9819.C4 


Gene No. 


70854 


Strand 


+ 


Start 


18518 


End 


19409 


Name 


OJ990428 25. 9819 . C4 . o4 . qd 


Mftt hod 


AAT/GAP 


Start 


18554 


End 


18939 


GI 


3760050 


Score 


489 


Exons 


18554 . .18 620, 18708. . 18939 







34206 




GI Descrip. 4056461 1.0e-08 (AC005990) F508.34 [Arabidopsis thaliana] 



Seq. No. 34252 

Gene No. 70854 

Start 18518 

Name OJ990428_25 . 9819 . C4 . o4 . np 

Start 18723 

GI 4056461 

Exons 18723. . 19409 

GI Descrip. (AC005990) F508.34 [Arabidopsis thaliana] 



Seq. ID OJ990428_25.9819.C4 

Strand + 

End 19409 

Method AAT/NAP 

End 19409 

Score 456 



Seq. No. 34252 

Gene No. 70855 

Start 245 

Name OJ990428__25 . 98 19 . C4 . ol . gp 

Start 245 

GI 50987_1.R1084 

Exons 245.. 653 

GI Descrip. '4056461 1.0e-08 (AC005990) F508.34 [Arabidopsis thaliana] 1 



Seq. ID OJ990428_25. 9819.C4 

Strand 

End 653 

Method AAT/GAP 

End 653 

Score 703 



Seq. No. 34252 Seq. ID OJ990428_25 . 98 19 . C4 

A Gene..No. .7085 6^ .,_ T ^^,,-^ ^-v^.*--..,.-^.-^ J? trand*.. l.-. z . 
Jstark,-."^-^^ 

Name- • OJ990428_25 -. 9819 . C4 .06". tw' : -- Method " TBLASTX --Wheat -------- 

Start 1542 End ' 1934 

GI none Score 58 

Exons 1542.. 1589, 1596.. 1694, 1613.. 1693, 1661.. 1900, 1677.. 1934 



Seq. No. 34252 

Gene No. 70856 

Start 7682 

Name OJ990428_25 . 9819 . C4 . o4 . tm 

Start 1547 

GI none 

Exons 1547.. 1831, 1584.. 1832 



Seq. ID OJ990428_25. 9819.C4 
Strand 

End 12599 

Method TBLASTX : Mai ze 

End 1832 

Score 193 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons* - 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



34252 
70856 
7682 

OJ990428_25. 9819.C4 .o3.tw 

2672 
none 



Seq. ID OJ990428_25. 9819.C4 
Strand 

End 12599 
Method TBLASTX : Wheat 
End 3158 
Score • 4 05, - 



^2672-. .2845, 2673,. 3158, 2867.. .3154 



34252 
70856 
7682 

OJ990428_25. 9819.C4 .ol.tw 

3323 

none 

3323. .3784, 3324. .3785 



Seq. ID OJ990428_25 . 9819.C4 
Strand 

End 12599 

Method TBLASTX : Wheat 

End 3785 

Score 587 



Seq. No. 34252 

Gene No. 70856 

Start 7682 

Name OJ990428_25 . 9819 . C4 . o4 . ts 

Start 3363 



Seq. ID OJ990428_25. 9819.C4 
Strand 

End 12599 

Method TBLASTX : Soybean 

End 3728 



34207 




(IT 


none 






Score 


117 
11 / 






J J D «J • • jJO f , 


^RQ4 


^7 ?ft 








Seq. No. 


34252 






Seq. ID 


OJ990428_25.9819 


.C4 


Gene No. 


70856 






Strand 






O Lax L 


f o o ^ 








iz 0 yy 




Name 






fM ol -t-m 
. L^fi . 0 1 . LIU 




1 dxjAo 1 a : Mai 2 e 






J4 J J 






tli 1 in 


JoU" 




\J X 








Score 


J _7 fi 




17 von Q 


Ji JJ i . J O \J V , 


JiOO 


• .J/-?-?, J Jv4 


• • J 0 U Z7 






Seq. No. 


34252 






Seq. ID 


OJ990428_25. 9819, 


.C4 


Gene No. 


70856 






Strand 






Old! L 


f UOl 








1 9RQQ 
l^j"" 




Name 


Z J . 


QQ1 Q 


. Uft . O J . LIU 




TT3T QCTY • Ma i rr ^ 

1 rJLHo 1 a . L v ia 1 z e 




OLai L 


*3 Q _ 
JO JO 








H ZZ U 




VJJ X 


none 






Score 


"3 C, £ 
J J O 






3836. .4201, 


3837 


. .4220 








Seq. No. 


34252 






Seq. ID 


OJ990428_25. 9.819, 


.C4 


Gene No. 


70856 






Strand . 






O Lai. L.- v - - — c-. 


7.6.82. .... 








1 ORQQ 




..N ame.. t . ^..^ i 




. M e t jh. Q.cL,_ 


^ , .I'nl iftj 1 A.,. . JrtiJQ.e a XL... 




O Lax L 


jO^j 






LRU 


4 0 1 0 " " ' • ' 






none 






Score 


T O J 




Exons 


JO y J . . 4 jlO , 


"5Q CM 

jo y 4 


. .4313 








Seq. No. 


o yt o c o 
O 4 Z 3Z 






Seq. ID 


OJ990428_25.9819. 


.C4 


Gene No. 


70856 






Strand 






O Lai L 


7682 






Hina. 


iz j 




Name 


OJ990428 25. 


9819 


.C4.ol.ts 


Me t hod 


1 dIjAo 1 a : ooyoean 




oLdl L 


3972 








4 0 4 j 






none 






S core 


Z / J 






3972. .4343, 


3989 


. .4132 








Seq. No. 


34252 






Seq. ID 


OJ990428_25. 9819. 


.C4 


Gene No. 


70856 






Strand 






Cf a rt- 

OLal L 


7682 






End . 


12599 




Name 


OJ990428 25. 


9819 


.C4 ,o5. tw 


Method 


TBLASTX: Wheat 




o L a x L 


4944 






End 


5402 




\J X 


none 






Score 


235 




Exons 


4944. .5192, 


4968 


,.5192, 5030. 


..5206, 5262.. 5402, 5264.. 5401 


o c q • ln u . 


""34252 * 






Seq. ID 


OJ990428_25. 9819. 


C4 


Gene No. 


70856 






Strand 






Start 


7682 






End 


12599 




Name * 


OJ990428 25. 


9819 


.C4 .o3. ts 


Method 


TBLASTX: Soybean 




o Lax l 


5091 






End 


5657 




O X 


5666795 






Score 


68 




ijAUIlb 


5091. .5189, 


5265, 


..5402, 5457. 


, .5657 






bi uescrip, 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


34252 






Seq. ID 


OJ990428_25.9819. 


C4 • 


Gene No. 


70856 






Strand 






Start 


7682 






End- 


12599 




Name 


OJ990428 25. 


9819. 


.C4 .08 . tw 


Method 


TBLASTX: Wheat 




Start 


5405 






End 


5717 





34208 



• # 





none 








Score 


1 91 




Exons 


54 0 5 57 1 6 


54 57 


57 1 7 










Seq. No. 


34252 








Seq. ID 


OJ990428_25.9819. 


C4 


Gene No. 


70856 








Strand 






u Lai (» 


7682 








Rnd 


12 S99 

X J Zf Zf 




Ma mo 
IN cuuc 


O.7990428 95 


. .7 O X _7 


T4 n9 


•hrn 
L.1LI 


Mo t" h orl 
11c L11UU 






O Ldl L 


5910 ~~ 

.J .7 X \J 








FnH 


69^^ 






n nn 0 
nunc 










"^69 




F vnn q 


5910 6233 


5939 

*j zj z* 


6220 










Seq. No. 


34252 








Seq. ID 


OJ990428_25.9819. 


C4 


Gene No. 


70856 








Strand 






jLdl l 


7682 








FnH 


1 2599 

x c. *j z? z? 




LNculltr 


D.T9Q0498 95 


9819 

. -JO X 3 


. V^4 . U4 . 






1 DXxrtO 1 /\ . VVilCCl L 




q+- r +- 


6047 ~ 








FnH 


64 98 




hit 
ox 










OLUI " 


^7 5 




C 1 von q 


6047 61 0^ 


6048 


. .6428, 


614 9 


6397 

■ U J z? 1 






Con Wn 
o c q * IN o . 


^4 9 59 

O 4 Z O ^ 








Seq. ID 


OJ990428_25.9819. 


C4 


Gene No. 


70856 . 








Strand 








^,7682^„^^._, 








^j?nd 


J2599__ „. . 




^ Name,., , .. *■„-■--■. 


n.TQ90498 '95 

. -V 4 ^ -V." ^ J., 


.9.ai9;,-Gi.ojL. 


L W. ... 


.-■Method-^.-, 


T.BLAS TxVwhe a£ ^., 3 




■Dual L 


a9Q . . .~ . 

D 4 Zf 








End - - 


7-031 '■*- -™- 




rir 
\j x 


none 








Score 


265 




Exons 


64 9 Q 67 1 ^ 


6430 


. .6720, 


64^4 
D 4 J 4 . 


.6712, 6569. .6739, 6905. .7027 




6906 70^1 " 














Seq. No. 


34252 








Seq. ID 


OJ990428_25. 9819. 


C4 


Gene No. 


70856 








Strand 






OLai L. 


7 689 








End 


12599 




Name 


O.T9Q0498 95 


9819 


C4.o5. 


uill 


Method 


TBLASTX: Maize 




O Ldl L 


6Q00 ~ 
0 z> u u 








End 


7043 




\J X 










Score 


184 




I? vnn q 
Hi^. w 1 1 o 


6900 7043 


6905 


.7039 










Seq. No. 


34252 








Seq. ID 


OJ990428_25. 9819. 


C4 


Gene No. 


70856 








Strand 






OLal L 


7689 








End 


12599 






D.7990498 95 
\j u zf y vj h t, 0 


9819 


C4.o2. 


gs 


Method 


GENSCAN 




olqi l 


7 68 9 ~~ 

/ u 0 z. 








End 


10918 




OX 










Score 


.94 






7 689" 1 091 8 




* • 










Cpn Kin 


"34 9 59 








Seq. ID 


OJ990428_25. 9819. 


C4 


Gene No. 


70856 








Strand 






Start 


7682 








End 


12599 




Name 


OJ990428 25. 


9819. 


C4 .o2. 


np 


Method 


AAT/NAP • . 




OLdX L 


7685 








End 


10918 






6907089 








Score 


4151 




Exons 


7685. .9563, 


9657. 


.10918 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


34252 








Seq. ID 


OJ990428 25:9819; 


C4 


Gene No. 


70856 








Strand 






Start 


7682 








End 


12599 




Name 


OJ990428 25. 


9819. 


C4 .o3. 


np 


Method 


AAT/NAP 





34209 




10141 End 12599 

5922623 Score 361 

10141. .10177, 11753. .11828, 11995 12142, 12519. .12599 

(AP000492) hypothetical protein [Oryza sativa] 

gi |6016856| dbj | BAA85199 . 1 1 (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ990428_25. 9819.C4 
Strand 

End 12599 

Method AAT/GAP 

End 12441 

Score 703 



34252 
70856 
7682 

OJ990428_25. 9819.C4 .o2.gp 
12033 

50987_1.R1084 
12033. . 12441 

'4056461 1.0e-08 (AC005990) F508 . 34 [Arabidopsis thaliana] 1 



34252 
70857 
18723 

OJ990428_25. 9819.C4 .ol.tc 
18723 

none. ... ". 



Seq. ID OJ990428_25. 9819.C4 
Strand 

End 19067 

Method TBLASTX : Cress 

End 19067 

Score.„..-._. = 4.1 . „. ....... ._. . 



. 18 7 23... . 1 6.7-7 0 ,_L82,8. 1,8 8.4.2 .,. _ L8.&8 2,.. . JL9 0 6 7. , _18 8.SL0. 1 9.0..6£_ 



34252 
70857 
18723 

OJ990428_25. 9819.C4 .o2.ts 

18723 

none 



Seq. ID OJ990428_25.9819.C4 
Strand 

End 19067 

Method TBLASTX : Soybean 

End 18992 

Score 60 



18723. .18779, 1878 6 .. 18884 , 18788 18841, 18881 .. 18 982 , 
18882. .18992 



34253 Seq. ID 

70858 Strand 

1 End 

OJ990428_25. 9819 . C5 . ol . np Method 

1 • End 

3176683 Score 



OJ990428_25.9819.C5 
+ 

1077 
AAT/NAP 
1074 
282 



1..77, 172. .263, 411. .540, 583. .1074 
(AC003671) F1707.12 [Arabidopsis thaliana] 



34253. - Seq. ID 

70858 ' * * ' Strand 

1 End 
OJ990428_25. 98 1 9 . C5 . ol . gs Method 
178 End 
none Score 

178. .263, 411. .1077 



pJ99Q428_25.9819.C5 
-i- 

1077 
GENSCAN 
1077 
. 94 



34253 Seq. ID OJ990428 

70859 Strand + 

10338 End 12369 

OJ990428 25. 981 9 . C5 . o5 . np Method AAT/NAP 

10293 " End 12369 

6006372 Score 112 

10293. . 10314, 10708. .10906, 12067.. 12369 



25. 9819. C5 



34210 




Dpsrri n 


(AP000559) hypothetical protein [Oryza 


^ 3 f~ i \t ^ 1 
j a \ — Lvaj 








jfi^ J J 


Seq. ID 


OJ990428 


9S Qfi 1 Q 
z. j . jo 1. j . 




Gene No. 


70859 


. Strand 


+ 






Start 


10338 


End 


12369 






Name 


OJ990428 25. 98 19 . C5 . o3 . gs 


Method 


GENSCAN 






Start 


10338 


End 


11513 






GI 


none 


Score 


.69 






]T v d n <? 


10338. .10604, 10708. .10906, 


10989. .11167, 11236 


. • J- -L J .J Z> , 






11413. .11513 










Seq. No. 


34253 


Seq. ID 


OJ990428 


_25.9819. 


C5 


Gene No. 


70859 


Strand 


+ 






Start 


10338 


End 


12369 






Name 


OJ990428 25.9819.C5.o4.gs 


Method 


GENSCAN 






Start 


11837 


End 


12067 






GI 


none 


Score 


.95 






1~> " W 1 1 o 


11837. .12067 










Seq. No. 


34253 


Seq. ID 


OJ990428_ 


_25.9819. 


C5 


Gene No. 


70860 


Strand 


+ . 






Start 




End,. , ^ . , 


16376^^ 






LN CUILC . , ... - .._..„f-.. 


._.QJ9aOA28..i5..i.8.li ..C5.,.o5.. gs 


r _,„.Method...., v; 


GENSCAN^ 






j Lai L 


• ' -137 71 " - •• • • - - 


- End 


1637 6 •••• 








none 


Score 


.55 






von q 


13771. .13923, 15445. .154 82, 


15577. .15599, 16195 


. . lDJ / D 




Qpn* No 


34253 


Seq. ID 


OJ990428_ 


*l -j • y kj x . 




Gene No. 


70861 


Strand 








Start 


3126 


End 


8191 






Name 


OJ990428 25.9819.C5.o2.np 


Method 


AAT/NAP 






Start 


2798 


End 


6951 






GI 


4234852 


Score 


4206 






P,ynn9 

l—i \J 1 1 O 


2798. .6951 










(irT Dp^rri id 

\J U_ !_/ O -1- -1- k->* . 


(AF082133) gag-pol polyprotein [Zea mays] 






Sea No 


34253 


Seq. ID 


OJ990428_ 


_25.9819. 


C5 


Gene No. 


70861 


Strand 








Start 


3126 


End 


8191 






Name 


OJ990428 25.9819.C5.o2.gs 


Method 


GENSCAN 






Start 


3126 


End 


8191 






GI 


none 


. Score 


.63 






TT, von <5 


*; 3126. .3189,^ 3216. .3363,. 3785 


. .5981, 6298.. '.6965, 


784,4. .805(5,, 




8071. 18191. 










Qprr Kin 


34253 


Seq. ID 


OJ990428_ 


_25.9819. 


C5 


Cpnp Mo 


70862 


Strand 








Start 


10818 


End 


12242 






Name 


OJ990428 25. 9819.C5.o4 .tm 


Method 


TBLASTX: Maize.. 




Start 


45 


End 


672 






KJ -L 


none 


Score 


53 






Exons 


45. .77, 169. .264, 210. .266, 


220. .264, 395. .442, 


395. .442, 




408. .518, 409. .522, 514. .567 


, 519. .599, 


520. .633, 522. .5 


66, 




562. .603, 612. .671, 622. .672 










Seq. No. 


34253 


Seq. ID 


OJ990428_ 


_25.9819. 


C5 


Gene No. 


70862 


Strand 









34211 




Start 
Name 
Start 
GI 

Exons 



10818 

OJ990428_25. 

2837 

none 

2837. .3028, 



9819.C5.o5. tm 



End 

Method 

End 

Score 



12242 

TBLASTX: Maize 

3421 

55 



3089. .3328, 3117. .3179, 3210. .3329, 3329. .3421 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34253 
70862 
10818 

OJ990428_25. 

2849 

none 

2849. .3316, 



9819.C5.o3. tw 



3018. .3272 



Seq. ID OJ990428_25. 9819.C5 
Strand 

End 12242 ' 

Method TBLASTX : Wheat 

End 3316 

Score 95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34253 
70862 
10818 

OJ990428_25. 

2852 

none 

2852. .3034, 



9819.C5.o4 . ts 



Seq. ID OJ990428_25. 9819.C5 
Strand 

End 12242 

Method TBLASTX : Soybean 

End 3421 

Score 98 



3032. .3328, 3051. .3266, 3350. .3421 



.S.eq..". .No- 
Gene -No . 
Start 
Name 
Start 
GI 

Exons 



.34.253^„.„,_.. 
-70862 
10818 

OJ990428_25. 

3396 

none 

3396. .3509, 
3831. .4175, 



9819.C5.ol.tw 



3407.. 3589, 3576, 
3949. .4176 



„S.eq ......m w ,,009 9M2£^2A^&ia^C5_ 

Strand - • • • • 

End 12242 
Method TBLASTX : Wheat 
End 4176 
Score 55 

.3845, 3583.. 3690, '3745.. 3843, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34253 
70862 
10818 

OJ990428_25, 

3726 

none 

.3726. .4175, 



9819.C5.o2.tm 



3747. .4022, 3946. 



Seq. ID OJ990428_25. 9819.C5 
Strand 

End 12242 

Method TBLASTX : Mai ze 

End 4176 

Score 81 
.4176 



Seq. No. 
Gene No. 
•Start 
Name. . 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34253 
70862 
10818 

OJ990428_25 I 
3'84 6 
5509260 
3846. .4304, 



9819.C5.ol.ts 



3867. .4292, 3943. 



Seq. ID OJ990428_25. 9819.C5 
Strand 

End 12242. 

Method* TBLASTX: Soybean 

End 4304 

Score 136 
.4296 



34253 
70862 
10818 

OJ990428_25. 9819.C5.ol .tc 

3957 

none 

3957. .4217, 3976. .4215 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_25. 9819.C5 
12242 

TBLASTX: Cress 

4217 

106 



Seq. No. 



34253 



Seq. ID OJ990428 25. 9819. C5 



34212 



Gene No. 


70862 


Strand 




Start 


10818 


End 


12242 


Name 


Pi T Q Q H 4 9 R 9 Q R 1 Q P n*) f u 


Method 


TOT ACPV »Mkrt-i+- 

i bir/ib i a : wneat 


b uarr, 






CL A A O 


P T 


none 


Score 


O 4 


T7 1 v /~\ to o 


4799 dft^Q 4R7R 4R7R 
4 / . . 40 J3/ 4o / O . . J114 ; 40/0. 


CI £0 A Q 

. JlOZ/ 4 0 


7Q R 9 fi 9 R a A 1 

/y. .jioi; o<i . . o ft ^ I , 




jZUj . . J44Z 






Seq. No. 


34253 


Seq. ID 


OJ990428_25.9819.C5 


Gene No. 


70862 


Strand 




Of- -a r f 


1 Oft 1 R 




19 9 4 9 
1ZZ1Z 


Name 




Method 


i biiAo i a : boyoean 


OLalt 


/} 7 7 £ 
ft / / D 


Lnu 


0 1 oz 




none 


Score 


1 R Q 

ioy 




477 6 ZlQdQ 4QR^ M 69 






Seq. No. 


34253 


Seq. ID 


OJ990428_25.9819.C5 


Gene No. 


70862 


Strand 






i na i r 

lUOlO 


End 


12242 


Name 


P1TQQH49R 9 R QQ1 Q PR ~o 4-™ 


Method 


TBLASTX: Maize 


OL.O.I7L 


A Q 7 R _ 


End 


5426 


p T 


. v . ^ no n e. „ T A _ _ . A . _ ..^v;,,-^... ^..^^ — - r..^ f^- ; 


,_Scpre,_ : ...^ 


. 4.7 _,„■_„ . - 


. Ex ons„ 




..5151.,_520A...,5J2 6_..__ _______ 


Seq. No. 


34253 


Seq. ID 


OJ990428_25.9819.C5 


Gene No. 


70862 


Strand 




Qf a r-4- 
oLarL 


1U01O 


End 


12242 


Name 


Pi7QQn/i9Q oc QQi q r'c; ~o 
ujyyu^zo z j . yoiy . lo . oz . ts 


Method 


TBLASTX : Soybean 


Q-t- a r-f- 

o tar l 


c, 9 1 7 
DZ1 / 


End 


5618 


PT 


none 


Score 


48 


Exons 


R917 ^qoo rooQ ct/c cooc 
jZI / . . J DZZ , DZZr . .0040, jjZO. 


.5523, 5502. .5618, 5512. .5598 


Q q rr Ma 

oeq. in o . 


O / O C *D 

J4z J J 


Seq. ID 


OJ990428_25.9819.C5 


Gene No. 


70862 


Strand 




Start 


10818 


End 


12242 


Name 


P).TQQn49fl 9R QR1Q PR ol -l-m 


Method 


TBLASTX: Maize 


OtaiL 


J jU J 


End 


6801 




none 


Score 


72 


Exons 


SQHR RQ7Q ^riQH £1 Q4 6^9R 


.6564, 6348. .6431, 6361. .6573, 




cqC'J 676H £R74 com (TCQC 
DjDj . . D / OU, 00/4.. OoUl, O0 :?0 . 


.6765 




Can KIo 
D c . IN U . 


Jit J J 


Seq. ID 


OJ990428_25. 9819.C5 


Gene No. 


"70862 , . . 


Strand 




Start 


10818 


End 


12242 


Name 


OJ990428 25. 98 1 9 . C5 . o3 . np 


Method 


AAT/NAP 


C +- a -v-f- 


10818 


End 


12196 


P T 
ul 


6006372 


Score 


109 


Exons 


10818. .11076, 12089. .12196 * 






GI Descrip. 


(AP000559) hypothetical protean [Oryza 


sativa] 


Oc^i IN \J ■ 


34253 


Seq. ID 


OJ990428_25. 9819.C5 


Gene No. 


70862 


Strand 




Start 


10818 


End 


12242 


Name 


OJ990428 25.9819.C5.o4.no 


Method 


AAT/NAP 


Start 


11140 


End 


12242 


GI 


1235567 


Score 


346 


Exons 


1114 0. .11292, 11378. .11473, 118 96. .1224 2 



34213 



GI Descrip. (Z68090) group 3 LEA (type I) protein [Oryza sativa] 



Seq. No. 34253 Seq. ID 

Gene No. 70862 Strand 

Start 10818 End 

Name OJ990428_25 . 9819 .C5 . o2 . tc Method 

Start 11471 End 

GI none Score 

Exons 11471. . 11611, 11475 .. 11612, 11642 .. 11713, 11653 11715, 
11726. .11746 



OJ990428_25.9819.C5 
12242 

TBLASTX: Cress 
11746 
142 



Seq. No. 34253 Seq. ID 

Gene No. 70862 Strand 

Start 10818 End 

Name OJ990428_25. 9819.C5.o6. tm Method 

Start 11471 End 

GI none Score 
Exons 



OJ990428_25.9819.C5 
12242 

TBLASTX: Maize 

11746 

158 



11471. . 11614, 11475. .11615, 11628 .. 11708 , 11645 .. 11713, 
11647. . 11709, 11653. .11715, 11726. .11746 



Seq. No. 34253 
. Gene, No ..^ s . JZO 8£2^ 

Sstkxt.S-'-~ .^Z^ .... 
Name'-- -■- - OJ990428_25v9819 . C5 . o5; ts - 
Start 11474 
GI none 

Exons 11474. . 11611, 11475 .. 11612 , 

11726. . 11746 



Seq. ID 

^Strand.; 

s _ End v _„. .. 

- Method • 
End 
Score 

11648 



OJ990428 25. 9819. C5 



,1224.2...^ 



TBLASTX : Soybean--*-" 
11746 
140 

11713, 11653. .11715, 



Seq. No. 34253 Seq. ID 

Gene No. 70862 Strand 

Start 10818 End 

Name OJ9904 28_25 . 98 1 9 . C5 . o3 . gp Method 

Start 11974 End 

GI 3061086 Score 

Exons 11974.. 12231 



OJ990428_25. 9819.C5 

12242 
AAT/GAP 
12231 
430 



Seq. No. 
Gene No. 
Start 
Name 
Start 
■ GT . 
Exons 



GI Descrip. 



34254 Seq. ID OJ990428_25 . 98 19 . C6 

70863 Strand 
1 End 
OJ9904 28_25. 98 1 9 . C6 . ol . np Method 
1 End 
2497366 Score' 

1.'.25, 815. .921, 1085. .1391, '2054. .2109, 2206. .2289, 2328.. 2414, 
3105. .3171, 3265. .3383, 3436. .3539, 3707. .3787, 3863. .3981, 
4163. .4357 

INTERFERON- GAMMA INDUCIBLE PROTEIN MG11 gi I 2137851 | pir | | 14 9127 
unknown intracellular protein - mouse gi 1558903 (U15635) unknown 
intracellular protein [Mus musculus] 



OJ990428_ 
+ 

4468 
AAT/NAP 
4357" 
164 fc - 

2206. .2289, 
.3787, 3863 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34254 Seq. ID 

70863 Strand 

1 , End 

OJ9904 28_25 . 981 9 . C6 . ol . gs Method 

4 63 End 

none Score 

463. .551, 1569. .1659, 1910. .2109, 2944 



OJ990428_25.9819.C6 
+ 

4468 
•GENSCAN 
4468 
.81 

..2999, 3098. .3171, 



34214 



3265. .3357, 3438. .3539, 3874. .3965, 4070. .4085, 4145. .4273, 
4364. .4468 



Seq. No. 34254 Seq. ID 

Gene No. 70863 Strand 

Start 1 End 

Name OJ990428_25 . 9819 . C6 . ol . gp Method 

Start 815' End 

GI LIB3432-035-P2-K1-E2 * Score 

Exons 815. .921, 1015. .1066, 1134. .1218, 1569. .1666 

GI Descrip. ' 4 8864 93/emb | CAB43368 . 1 | 2.0e-29 (AL050267) hypothetical protei 
[Homo sapiens] 1 



OJ990428_25.9819.C6 
+ 

4468 
AAT/GAP 
1666 
583 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34254 Seq. ID 

70863 Strand 

1 End 

OJ990428_25. 981 9 . C6 . o2 . gp Method 

3699 End 

427428 Score 

3699. .3787, 3874. .4085, 4163. .4261 



OJ990428_25.9819.C6 
+ 

4468 
AAT/GAP 
4261 
739 



-Gene.Jfo.. _ 0 8.6 4^... . ^ i 

Start 4485 - - ■■ - 11 - ~ - - 

Name OJ990428_25 . 981 9 . C6 . o3 . gp 

Start 4485 
GI none 
Exons 4485.. 4906 



, .... - Seq. v , J D__p J9 90 4.2.8_2 5^.. 98 19 .£.6, 
;i ,Strand.,,„,.-... _ _ ; ,„___,^_,^ 

End ■ ■ - 4906 - -- : --------- 

Method AAT/GAP 
End 4906 
Score 824 



Seq. No. 34254 

Gene No. 70865 

Start 5725 

Name OJ990428_25 . 9819 .C6 . ol . ts 

Start 813 

GI none 
Exons 



6214 

TBLASTX: Soybean 
1213 
141 

813. .887, 814. .927, 1012. .1071, 1102. .1212, 1133. .1213 



Seq. ID OJ990428_25.9819.C6 
Strand 
End 

Method 
End 
Score 



Seq. No. 34254 
Gene No. 70865 
Start 5725 

Name OJ9904 28_25. 98 1 9 . C6 . ol . tm 

Start 2202 

GI none - - ' 

Exons. 2202.. 2270, 2203.. 2283, 2207, 

2941. .2997, 2952. .2999, 3097. 

3263. .3355, 3265. .3360, 3432, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 25. 9819. C6 



6214 

TBLASTX: Maize 
3513 
119 

2269, 2313. .2354,' 2933. 
3186, 3100. .3189, 3256. 
3512, 3441. .3512, 3442. 



.2998, 
.3357, 
.3513 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



34254 
70865 
5725 

OJ990428_25. 981 9 . C6 . o2 . ts 

3310 

5677774 

3310.. 3360, 3312.. 3359, 3432. 
3706. .3783, 3856. .3981, 3893, 
4351. .4446, 4364. .4444 



Seq. ID OJ990428_25.9819.C6 
Strand 

End 6214 

Method TBLASTX : Soybean 

End 4446 

Score 56 

.3539, 3437.. 3496, 3704..37ft7. 
.3976, 4160. .4276, 4174. .4284, 



34215 



Seq. No. 


34254 




Seq. ID 




'UODJ 




OLX cli 1U 




0 / z 0 




rjnu 


Name 


C\ TQQn^ OQ 9 R 


QR1 Q P£ r\0 f m 


LYieinoa 


Cf a r-f 






Hina 




none 




Score 


Exons 


D / U 4 . .0/0 / / 


j / UD. . j /OD; jOJJ 


. JO 


Seq. No. 


34254 




Seq. ID 


Gene No. 


70865 




Strand 




^79^ 

J / Zj 






Name 


ujyyu4zo zd. 


QQ1 Q r*c f _ 

yoiy.Lo.Oj. tin 


Method 


Cf 3 vf 
btdlt 


ft 1 D O 








none 




Score 


IT vAn g 


4 1 4 97 S 


4 1 R4 4 97 6 41 £H 


4 97 41 
. 4 Z / O / fix 




4 *3 C 4 4 Q Q 


4 "3 Q7 4471 /l/ino 

^ jy / . . 'ifi / i, 4 4 uz 


4 4 £ 1 
. 4 4 t>± 


Seq. No. 


34254 




Seq. ID 




/UODj 




0 traiiu 


Of 2 vf 


0 / Zj 






Name . . . % 


. _ U J.y. y U 4 Z q ZD 


. y 0 i.y .. u p^o c , . „^ 


t ^Method . 


C4 l v-f 




. at . - - - - ..■ 


..... Lnci.,. .. . „ 


p T ...... . ... 


" none - 




* Score " 


Exons 


4 ± OU . . 4 Z / D / 


4 1 *7 4 4 9 *7 R /I Q CO 
4X/4..4Z/D, 4 jDj 


A A A Q /l "3 

. 4 4 4 y , 4 J 


Seq. No. 


34254 




Seq. ID 




7DR 6^ 




Of r anH 
0 t ra.il 0 


o tarn. 


D / Z D 




bna 


Name 


ATQQn A OQ OR 

ujyyu4Zo zd. 


yoiy.uo.oz . gs 


Method 


Of -S 


D / Z D 








none 




Score 


Exons 


D / ZD . .D / oZ / 


D 1 XZ . . OZ 1 4 




o e q . no. 


34255 




Seq. ID 


Gene No. 


70866 




Strand 


Start 


501 




End 


Name 


OJ990428 25. 


9819.C8.ol.np 


Method 


C -i i >~ 4- 

OLdlC 


501 




End 


H T 


2498930 




Score 


TP \r /-*-\ i^fc c*i 


501. .569, 737. .757 




ij± ues crip. 


DORSAL- VENTRAL PATTERNING ' PROTEIN SOG 




■ PROTEIN) 'gi | 1203794 „(l?18774) 


Sog- [Dros 


Seq. No. 


34255 




Seq. ID 




70866 




Strand 


Of -1 yf 

otarc 


501 




End 


Name 


OJ990428 25. 


9819.C8.ol.gs 


Method 


O -1 vf 

btart 


510 




End 


C T 


none 




Score 


Exons 


510. .569 






Seq. No. 


34256 




Seq. ID 


Gene No. 


70867 




Strand 


Start 


308 




End 


Name 


OJ990428 25. 


9819.C9.ol.gs 


Method 


Start 


308 




End 



6214 

TBLASTX: Maize 

3981 

146 



6214 

TBLASTX: Maize 

4471 

189 



6214 



1-17 



6214 
GENSCAN 
6214 
.45 



+ 

757 

AAT/NAP 

757 

63 



+ 

757 

GENSCAN 

569 

.94 



+ 

722 

GENSCAN 
722 



34216 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



none 

308. .451, 576. .722 



Score 



76 



34257 
70868 
519 

OJ990428_26. 9819 . CI . ol . np 
519 

2498930 
519. .582, 693. .739 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULAT ION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. ID OJ990428_26.9819.C1 

Strand + 

End 739 

Method AAT/NAP 

End- 739 

Score' 50 



34257 
70868 
519 

OJ990428_26. 9819 . CI . ol . gs 

523 

none 

523. .582 



Seq. ID OJ990428_26.9819.C1 

Strand + 

End 739 

Method GENSCAN 

End 582 

Score .94 



Seq, : ,.No._ 
^Gene^No 
-Start- ■ • • 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
.Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.3425.8.. ., 

J 6siiL_ ■ ^ - .,. ~ . . 
1 ------- ■ ■ 

OJ990428_26-9819.C2.ol.np 

1 

2498930 
1. .746 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULAT I ON 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



„-Seq ID... . OJ.9.90.4,28.__.2,6.. 98.19.. ,C2.. 

.Strand _ 

End - • • 746 ■ - ' - - 

Method AAT/NAP 
End 746 
Score 1200 



34258 
70869 
1 

OJ9904 28_26. 9819 . C2 . ol . gs 
48 

none 

48. .624, 639. .727 



Seq. ID OJ990428_26.9819.C2 

Strand + 

End 74 6 

Method GENSCAN 

End 727 

Score .91 



34259 
70870 
207 

"0 J9 9 0 4 2 8_2 6 . 9 8 1 9 ..C 3 .'b 1 . np 

207 

6907086 
207. .899 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990428_26.9819.C3 

Strand + 

End 899 

Method -AAT/NAP 

End 899 ■ 

Score 768 



34260 
70871 
6562 

OJ990428_26. 9819 . C6 . ol . gp 
6562 
5667165 
6562.. 6751 

5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp 
japonica BAC" clone 34K24, complete sequence 



Seq. ID OJ990428_26.9819.C6 

Strand + 

End 6751 

Method AAT/GAP 

End 6751 

Score 326 



34217 



Seq. No. 


34260 


Seq. ID 


OJ990428_ 


26. 




/ u o / z 


birana 


+ 




ol. ax U 


£. 0 f O Z? 


bna 


zbiyu 




Name 




Method 


AAx/GAP 




O Lai C 




tna 


z oiyu 




OX 


none ■ 


Score 


"7 Q "3 
/OJ 




Exons 


9 ^7P Q 9 £1 Qf| 








Seq. No. 


34260 


Seq. ID 


OJ990428_ 


26. 


Gene No. 


70873 


Strand 






OLai L. 


1 


End 


11764 




Name 


OJ990428 26.9819.C6.ol.np 


Method 


AAT/NAP 




O Lai L. 


1 


End 


9012 




ox 


4680179 


Score 


2855 




T v An c 


1..2402, 2504. .3489, 8939.. 


9012 






OX Ucotlip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 


Seq. No. 


34260 


' Seq. ID 


OJ990428_ 


26. 


Gene No. 


70873 


Strand 






OLal L 


1 


End . 


11764 




u NLame 


-0J.9 904-2.8 ,2.6...9.8.1.9...C6...o.2...np .... 


Method . 


.AAT/NAP,.. 




_ OXaXX..,- „„.,.-,,.. 


T ,.64 55.^ „_ 


^^EndLll~._^ 


. 117*61 "1 






2586082 - - - 


Score • 


2560 ■ •■■ 




Exons 


6455. .6486, 8800. .11764 








ui uescnp . 


(U72725) retrofit [Oryza longistaminata] 




Seq. No. 


34260 


Seq. ID 


OJ990428_ 


26. 


Gene No. 


70874 


Strand 








12023 


End 


15406 




Name 


OJ990428 26.9819.C6.o3.np 


Method 


AAT/NAP 






12012 


End 


14645 






4680186 


Score 


354 




Exons 


12012. .12038, 13734 . .13895, 


14498. . 14645 




ox uescnp. 


(AF111709) unknown [Oryza sativa subsp, 


indica] 




oeq . wo . 


34260 


Seq. ID 


OJ990428_ 


26. 


Gene No. 


70874 


Strand 






Start 


12023 


End 


15406 




Name 


OJ990428 26.9819.C6.o3.gs 


Method 


GENSCAN 




Start 


12023 


End 


15406 




GI 


none . 


Score 


.5 




* Exons • 


12023... 12358,- 13324 .. 13443/ 


1O505. .13561, 14463V 


.14 




15291. .15406 







OJ990428 26. 9819. C6 



Seq. No. 34260 Seq. ID _ 

Gene No. 70875 Strand - ~ 

Start 17156 End 21301 

Name OJ990428_26 . 9819 . C6 . o3 . gp Method AAT/GAP 

Start 17014 End 17373 

GI 3767853 Score 663 

Exons 17014. .17373 

GI Descrip. 2262105/gb | AAB63613 . 1 | 4.0e-23 (AC002343) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 
Gene No. 



34260 
70875 



Seq. ID OJ990428_26. 9819.C6 
Strand 



34218 



Start 
Name 
Start 
GI 

Exons 



17156 End 21301 

OJ990428_26.9819.C6.o4 . gs Method GENSCAN 

17156 End 21282 

none' Score . 91 

17156. .18087, 18213. .18330, 20078.. . 20187 , 20907. .21282 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34260 
70875 
17156 

OJ990428_26. 9819.C6.o4 .np 

17162 

2262105 



Seq. ID OJ990428_26. 9819.C6 
Strand 

End 21301 

Method AAT/NAP 

End 21301 

Score 1881 



17162. .18081, 18213. .18330, 184 17 .. 18588 , 18708 .. 18842, 
18945. .19042, 20018 .. 20187 , 20907. .21301 



GI Descrip. (AC002343) unknown protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI. w .^ r .__ 

..Exons. _ 

GI Descrip. 



34260 
70875 
17156 

OJ990428__26. 9819.C6.o4 .gp 
17532 

.154 39_l,.R10,84 i; _, _ ...... _ _ 

1X5.32... jL8,a8i,^'X^ - 

'2262105/gb l AAB63613-. 1"| -'4 -rOe-57- (AC002343) unknown- 1 protein 1 - 

[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 
End 

. Score , . 



OJ990428 26.9819.C6 



21301 

AAT/GAP 

18297 

,1251.,.,._ 



Seq. No. 


34260 




Seq. ID 


OJ99042S 


_26. 9819 


.C6 


Gene No. 


70876 




Strand 








Start 


24617 




End 


32089 






Name 


OJ990428 26. 9819. C6 


. ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


475 




End 


988 






GI 


none 




Score 


114 






Exons 


475. .987, 564. .926, 


577. .930, 


599. . 988 








Seq. No. 


34260 




Seq. ID 


OJ990428 


_26. 9819 


.C6 


Gene No. 


70876 




Strand 








Start 


24617 ■ 




End 


32089 






Name 


OJ990428 '26. 9819. C6 


,o2.tm 


Method 


TBLASTX: 


Maize 




Start 


562 




End 


915 






GI 


none 




Score 


222 






Exons 


562. .915, 614. .913 












Seq. No. 


34260 7 




.Seq. ID 


OJ990428 


26.9819 




Gene No. 


70876 




Strand 








Start 


24617 




End 


32089 






Name 


OJ990428 26. 9819. C6 


o8.ts 


Method 


TBLASTX: 


Soybean 




Start 


736 




End 


981 






GI 


none 




Score 


213 






Exons 


736. .981 












Seq. No. 


34260 




Seq. ID 


OJ990428 


_26.9819 


.C6 


Gene No. 


70876 




Strand 








Start 


24617 




End 


32089 






Name 


OJ990428 26. 9819. C6. 


o7 . tm 


Method 


TBLASTX: 


Maize 




Start 


922 




End 


1269 






GI 


none, 




Score 


71 






Exons 


922. .1269, 1067. .1243 











34219 



Seq. No. 


34260 








Seq. ID 


OJ990428_26. 9819 


.C6 




70876 








St rand 






O L.QX L. 


24 617 








Fnd 


^90ft 9 




Mamp 


OJ990428 26 


.9819. 


C6 . o5 . 


tw 


Mor h od 


TRT.A9TX * Whpat- 




O L.OX L. 


994 _ 

Z> J T 








End 


1290 

X Z* \J 




GI 


none 








Score 


176 




T? von <=? 


994 1290. 


1031 


1273 










Seq. No. 


34260 








Seq. ID 


OJ990428_26. 9819, 


.C6 




70876 








Sr rand 








24 617 








Fnd 


3208 9 




N3me 


OJ990428 26 


.9819. 


C6 . o3 . 


ts 








9f a rr 

O U a X L. 


10rn — 

X U W J 








Fnd 


1 ^9ft 




GI 


none 








Score 


198 




F von 

J—J j\V 1 1 o 


1003 1362 


1031 . 


. 1381, 


1366 . 


. 1398 






Seq. No. 


34260 








Seq. ID 


OJ990428_26.9819, 


.C6 


fipnp No 


70876 








St rand 






Start 


24 617 








End ' 


^9Dft Q 




Name 


Ol7990428 26 


.9819. 


C6 . o3 . 


tm 


hAcif- H od 


TRT.A9TY * Ma i 70 

1 DJjnu 1 /\ . L Id X Z, t; 




.Start 


12.85,... 




■*-'■-—;■-«- 




End 


1 7 S9 




QX' . _ 


_none 








S core 


190 ~ 

— f-.X^-VJ... — — , j — — 




■F vnn <5 ■ 




- 1 "3 9 9 


1 6ft1 

• X U O X 










Seq. No. 


34260 








Seq. ID 


OJ990428_26.9819 ( 


■ C6 


f^o n o XIo 

UC11C LNVJ. 


7087 6 








9r rand 






O Ldl L 


94 617 








Fnd 

Hii 








0,7991749ft 96 


9ff 1 9 

• Z> O X zt • 


P6 o9 


u w 


Mof In nH 
1.1 tr *_ i ivJLl 


1 DJjAO 1 A . l/VIlcd L 




u Lai L 


1^9 ~~ 
x j j _? 








Fnd 


1 ft 99 




GI 


none 








o o W x c 


170 

X / \J 




F von q 


1 ^9 1 P?1 

X _J —> .7 • • X O X , 


1 "34ft 


1 794 


1 ^67 


1 ft?? 

. X U £. £. 






Seq. No. 


34260 








Seq. ID 


OJ990428_26.9819. 


.C6 


(^csnp No 


70876 








Errand 






Start 


24 617 








Pnd 

EjI 


?9flft Q 
J \J 0 zt 




Name 


OJ99049R 26 


98 1 9 

• Z> O X z* . 


r6 oi 9 




L *JC L. IlULl 


1 D Xj-TYO 1 A. * 1 Jo. 1Z.C 




Start 


1753 _ 








Fnd 


i Qsn 

X ^ J u 




GI 


none 








S core 


1 69 

X V_J £. 




F von 


1 / J J i . X Z* *J U , 


1 7 S4 


1 900 

. X _7 \J \J 










Seq. No. 


34260 








Seq. ID 


OJ990428_26..9819. 


,C6 


Qpne -No 


70876 ■ 






i 


Strand ■ 






Start 


24617 








End 


32089 




Name 


0.799r)49ft 96 


QQ1 Q 

. X Z* * 


P6 oft 


tw 


Method 


TBLASTX: Wheat 




Start 


1969 ~~ 








End 


2368 




GI 


none 








Score 


85 






1 969 91 ^ 


9(71 ft 


91 ^7 


9 1 4 6 

£.14 1). 


.2367, 2213.. 2368 




Seq. No. 


34260 








Seq. ID 


OJ990428_26. 9819. 


,C6 


Gene No. 


70876 








Strand 






Start 


24617 








End 


32089 




Name 


OJ990428 26, 


.9819. 


C6.ol3 


. tm 


Method 


TBLASTX : Maize 




Start 


2050 








End 


2373 . 




GI 


none 








Score 


199 




Exons 


2050. .2373 















34220 



Seq. No. 34260 Seq. ID 

Gene No. 70876 Strand 

Start 24617 End 

Name OJ990428_26. 9819. C6. oil . tm Method 

Start 2682 End 

GI none Score 

Exons 2682.. 3083 



OJ990428_26.9819.C6 
32089 

TBLASTX: Maize 

3083 

239 



Seq. No. 34260 Seq. ID 

Gene No. 70876 Strand 

Start 24617 End 

Name OJ990428_26 . 98 19 . C6 . o9 . tw Method 

Start 2964 End 

GI none Score 

Exons 2964.. 3329 



OJ990428_26.9819.C6 
32089 

TBLASTX: Wheat 

3329 

258 



Seq. No. 

Gene No. 

Start 

Name 

Start 
.GI,.. ..... 

,Exons, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34260 
70876 
24617 

OJ990428_26. 98 19 . C6 . o7 . tw 
9530 

; none . , 

.9.5.30,1.9.9 01.','..- .9532." ."98.8 8,.l 



34260 
70876 
24617 

OJ990428_26.9819.C6.o2.tc 

9544 

none 

9544.. 10005, 9830. .10009 

34260 
70876 
24617 

OJ990428__26.9819.C6.o7.ts 

9559 

none 

9559.. 9993, 9716.. 9943 



Seq. ID 

Strand 

End 

Method 
End . 
Score. ... 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_26.9819.C6 
32089 

TBLASTX: Wheat 
9901 

.138. 



OJ990428_26. 9819.06 
32089 

TBLASTX: Cress 

10009 

66 



OJ990428_26.9819.C6 
32089 

TBLASTX: Soybean 

9993 

69 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



34260 Seq. ID 

70876 Strand • 

24617 ' . . , End . 

OJ990428_26.9819.C6.o8.tm ; Method " 

9571 End 

none Score 
9571. .9885, 9907. .9996 



34260 
70876 
24617 

OJ990428_26. 98 19 . C6 . o9 . ts 
10000 
none 



32089 

TBLASTX : Soybean 
10413 
66 

1UU00. .1017 9, 10195. .10320, 10333. .10413 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428_26.9819.C6. 

32089- . 

TBLASTX: Maize 

9996 

68 



OJ990428 26.9819.06 



34260 



Seq. ID OJ990428_26. 9819.C6 



34221 



Gene No. 70876 Strand 

Start 24617 End 

Name . OJ990428_26 . 9819 . C6 . olO . tm Method 

Start 10487 End 

GI none Score 

Exons 10487. .10786, 104 97 10736, 10667.. 10786 



32089 

TBLASTX: Maize 
10786 
70 



Seq. No. 34260 

Gene No. 70876 

Start 24617 

Name OJ990428_26 . 9819 . C6 . o4 . tw 

Start 10491 

GI none 

Exons 10491. .10820, 104 93 10864 , 10514.. 10831 



Seq. ID OJ990428_26. 9819.C6 
Strand 

End 32089 

Method TBLASTX : Wheat 

End 10864 

Score 134 



Seq. No. 34260 

Gene No. 70876 

Start 24617 

Name OJ990428_26 . 9819 . C6 . olO . tw 

Start 11102 

GI none 

Exons ■ ; . . _ ,.. , .,,11102 ,1 1 4 1.6 , . 1 1208 1133 9 . 

Seq. No; - 34260 

Gene No. 70876 

Start 24617 

Name OJ990428_2 6 . 98 19 . C6 . o7 . tc 

Start 11156 

GI none 

Exons 11156. .11527, 11594.. 11704 



Seq. ID OJ990428_26. 9819.C6 
Strand 

End 32089 

Method TBLASTX : Wheat 

End 11416 

Score 70 



Seq.- ID •-OJ99.0428_2-6-.9819--.C6 
Strand 

End 32089 
Method TBLASTX: Cress 
End 11704 
Score 60 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34260 
70876 
24617 

OJ990428__2 6. 9819.C6.o4 . tm 
11231 
none 

11231. .11536, 11235. .11540, 1 15 64 . . 11 668 , 11565. .11669 



Seq. ID OJ990428_26. 9819.C6 
Strand 

32089 

TBLASTX: Maize 
11669 
175 



End 

Method 

End 

Score 



34260 
70876 
24617 

OJ990428_2 6.9819.C6.o2 . ts 
17153 
none 
17153. 
17414. 
17783. 



.17365, 17171, 
,17566, 17591, 
, 17863 



.17407, 
.17725, 



Seq. ID OJ990428_26. 9819.C6 
Strand 

End. 32089 
' Method . TBLASTX : Soybean 

End 17863 

Score 114 
17172. .17456, 1740 9 175 61 , 
17591. .17791, 17592. . 17786, 



Seq. No. 34260 

Gene No. 70876 

Start 24617 

Name OJ990428_2 6 . 9819 . C6 . ol . tc 

Start 17159 

GI none 

Exons 17159. .17470, 17 166 . . 174 7 1 , 174 63 17 951 , 17465.. 17950 



Seq. ID OJ990428_26. 9819.C6 
Strand 

End 32089 

Method . TBLASTX: Cress 

End 17951 

Score 227 



34222 



Seq. No. 34260 

Gene No. 70876 

Start 24617 

Name OJ990428_2 6 . 9819 . C6 . ol . tm 

Start 17165 

GI none 

Exons 17165. . 18082, 17166. . 18083, 
18414 . . 18608 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_26. 9819.C6 
32089 

TBLASTX: Maize 

18609 

510 



1824 4. .18318, 18412. .18 609, 



Seq. No. 34260 Seq. ID 

Gene No. 70876 Strand 

Start 24617 End 

Name OJ990428_2 6 . 98 19 . C6 . o3 . tw Method 

Start 17171 End 

GI none Score 

Exons 17171. .17545, 17172.. 17540 



OJ990428_26.9819.C6 
32089 

TBLASTX: Wheat 

17545 

238 



■i;; 

v 
m 

o 
w 

m 
o 



Seq. No. 34260 
Gene No. 70876 
Start 24617 

Name OJ990428_26 . 981 9 . C6 . ol . ts 

-.Starts. _ , ..178.64, . _ r . v _ = . 

-GI,. ...none.,.,„„, ., T „,.„ 

Exons ■* -■ 17864 18085, -17865.- 
18412. .18606, 18417. 
18942. .19031, 18944. 



Seq. ID 
Strand 
End 

Method 
End... - _ 
... Score.,. 



OJ990428 26.9819.C6 



18059, 
18605, 
19033,, 



18187. 
18707. 
18956. 



32089 

TBLASTX: Soybean 

iaq.33____ 

11.6, . 

18318, 18194 . .18319,- 
18838, 18714. .18848, 
19033 



Seq. No. 


34260 






Seq. ID 


OJ990428_26. 9819 


Gene No. 


70876 






Strand 




Start 


24617 






End 


32089 


Name 


OJ990428 26. 9819. C6 


. o4 . tc 


Method 


TBLASTX: Cress 


Start 


18214 






End 


18602 


GI 


none 






Score 


63 


Exons 


18214. 


.18321, 18215 


. .18328, 


18414. .18 602, 18415. .18 600 


Seq. No. 


34260 






Seq. ID 


OJ990428_26. 9819 


Gene No. 


70876 






Strand 




Start 


24617 






End 


' 32089 


Name 


OJ990428 26. 9819. C6 


. 06 . tm 


Method 


TBLASTX: Maize 


Start 


18707 






End 


19045 


GI 


none 






Score 


163 


Exons 


/ 18707. 


.18838, 18711 


...18839, 


18711. .18839, 18712. .18840," 




18 8 92; 


.1*9029, 18919 


. .19029, 


18941. .19030, 1894 4 . . 1-904 5* 


Seq. No. 


34260 






Seq. ID 


OJ990428_26. 9819 


Gene No. 


70876 






Strand 




Start 


. 24617 






End 


32089 


Name 


OJ990428 26. 9819. C6 


.o9. tm 


Method 


TBLASTX: Maize 


Start 


19982 






End .j 


21169 


GI 


none 






Score 


67 


Exons 


19982. 


.20101, 19988 


. .20101, 


20150. .20221, 20905. .21168, 




20906. 


.21169 








Seq. No. 


342 60 






Seq. ID 


OJ990428_26.9819 


Gene No. 


70876 






Strand 




Start 


24617 






End 


32089 


Name 


OJ990428_26. 9819.C6 


. 06 . ts 


Method " 


TBLASTX: Soybean 



,C6 



34223 



Start 20920 End 

GI none Score 

Exons 20920. .21177, 20921.. 21169 

Seq. No. 34260 Seq. ID 

Gene No. 70876 Strand 

Start 24617 End 

Name OJ990428_26 . 9819 . C6 . o5 . tc Method 

Start 20924 End 

GI none Score 

Exons 20924 . .21169, 20926.. 21168 



21177 
126 



OJ990428_26.9819.C6 
32089 

TBLASTX: Cress 
'21169 
114 



Seq. No. 34260 

Gene No. 70876 

Start 24617 

Name OJ990428_26 . 9819 . C6 . o5 . gs 

Start 24617- 

GI none 

Exons 24617. .24717, 26188 .. 26425, 
28146. .28406, 28980 .. 29455, 



Seq. ID OJ990428_26.9819.C6 
Strand 

End 32089 

Method GENS CAN 

End 32089 

Score .54 
26504. .26668, 2 6808 .. 2 6930 , 
30011. .30078, 31743. .32089 



-.?eq._No. v 
. r Gene r ..No,.., 
'Start • 

Name 

Start 

GI 

Exons 



,,. . 3.4.260............. 

r X0 8.7.6...-, _„ w - 
• -24617 • - 

OJ990428_2 6. 9819.C6.o4 .ts 

26276 

none 



, ,. r ^_^Seq .I.D.. S ^DJSJ.OA .28^6^3813^06^ 

..., r . w ^. ^Strand. .... ^-.^ . s .. a ^ . 

- End ■■- 32089- -- ' ~- - — 

Method TBLASTX : Soybean 
End 26921 
Score 70 



26276. .26668, 26322 .. 26414 , 26366 .. 26656, 2 64 87 .. 26684 , 
26490. .26669, 26805. .26921 



Seq. No. 


34260 






Seq. ID 


OJ990428_26.9819 


.C6 


Gene No. 


70876 






Strand 






Start 


24617 






End 


32089 




Name 


OJ9904 


28_26.9819.C6 


. o5 .np 


Method 


AAT/NAP 




Start 


26283 






End 


29411 




GI 


224512 


4 




Score 


773 




Exons 


26283. 


.26668,. 26808 


. .26930, 


28155. .28406, 28980 .. 29220, 






29304. 


.29411 










GI Descrip. 


(Z9734 


3) NAK like protein kinase [Arabidopsis thaliana] 




Seq. No. 


34260 






Seq. ID 


OJ990428_26. 9819 


-C6 


Gene No. - 


70876 






Strand 






Start 


24617 






End' 


32089 




Name 


OJ9904 


28_26. 9819. C6 


o3.tc 


Method 


TBLASTX: Cress 




Start 


26303 






End 


28220 




GI 


none 






Score 


60 




Exons 


26303. 


.26668, 26334 


.26411, 


26499. .266( 


59, 26805. .26930, 






28143. 


.28220 








Seq. No. 


34260 






Seq. ID 


OJ990428_26.9819 


.C6 


Gene No. 


70876 






Strand 






Start 


24617 






End 


32089 




Name 


OJ990428 26. 9819. C6. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


26309 






End 


28409 




GI 


none 






Score 


136 




Exons 


26309. 


.26671, 26505. 


.26669, 


26803. .26862, 26805 .. 26930, 






28141. 


.28227, 28152. 


.28226, 


28227. .28301, 28231 .. 28299, 





34224 






9ft^rift 9R4PIQ OQQoq 


9ft 4 n Q 
• . 6 o 4 \j y 








Seq. No. 


34260 




Seq. ID 


OJ990428_26.9819 


.C6 


Gene No. 


70876 




Strand 






Of- -a yf- 


94 61 7 




End 


32089 




Name 


D7QQn49ft 96 QQi Q 


i Ob • tw 


Method 


TBLASTX : Wheat 




O Lai L 


96^4 ~~ 




End 


26888 




fir 


none 




Score 


114 




III AtJIlo 


9 6 ^ S 4 9 6 671 9 6 4 Q ^ 


9 6666 

» . 6DDOO/ 


26805. .26888 




Seq. No. 


34260 ' 




Seq. ID 


OJ990428_26.9819 


.C6 


Gene No. 


70876 




Strand 






Of a r +- 


94 61 7 




End 


32089 




Name 


O.TQQn49R 96 QP1 Q rfi 


nt; f- o 


Method 


TBLASTX: Soybean 




Cf 3 yf- 


9ft 1 4 1 _ 




End 


29156 




r T 


none 




Score 


208 




L7 von c 


9R1 41 984D7 9ft1 49 

6 O J. *i J. • . 4.04U / / 6 O X 4 6 


. 604U0 / 


28143. .28409, 29025.. 29156 




oeq. in u . 


^4 9 6n 




Seq. ID 


OJ990428_26. 9819 


P6 


Gene No. 


70876 




Strand 






Start 


24617 




End 


32089 




Name^ .... 


n.TQQ049ft 96 QR1 Q P6 




. Method^ 


..TBLASTX :.. Wheat 






9 ft 1 61 ~ 

.......Z.D.1,01. F „. 




^.^EncC-,^ 


_2aQ.9CU 






none * ■ ■ * ■ ™ - ■ ■ 




■'■'*-* Score 


83 •• • - 




T7* v /"\ t^i c 


9RT61 9R9QR 9Q169 
Z O 1 0 J. . .60670, Z O ± OZ 


. Z 0 Z , 


28308. .28364, 28365 284 09, 
















Seq. No. 


34260 




Seq. ID 


OJ990428_26.9819 


.C6 


Gene No. 


70876 




Strand 






Cf 3r f 

jtal L. 


94 617 
Z 4 O ± / 




End 


32089 




Name 


r*TQQn49Q 96 QQI Q n C, 


oo . tc 


Method 


TBLASTX: Cress 






OO O O O ~" 




End 


29171 






none 




Score 


100 






9ft9^^ 9ft4flQ 9ft94^ 

jj , . Z O 4 U -/ , Z 0 Z 4 O . 


9 R 4 D7 
. Z 0 4 U / , 


28980. .29171 




Seq. No. 


34260 




Seq. ID 


OJ990428_26.9819 


.C6 


Gene No. 


70876 




Strand 






o Lai L. 


94 61 7 

6 4 U ± / 




End 


32089 




Name 


O ( TQQ049R 96 QR1Q P6 
UU33U460 Z 0 . "0 13 . LD . 


1/1 4- 

ol 4 . tm 


Method 


TBLASTX: Maize 




Of- -a *r+- 
OLalL 


9R QQ^ ~~ 
Z o _? J 




End 


29211 






none 




Score 


82 




Exons 


9RQQS 9Q1RQ - 9 Q 1 0 1 


9 Q9 1 1 * 

. Z 3 6l,i 








Seq. No. 


34260 




Seq. ID 


OJ990428_26. 9819 


.C6 


Gene No. 


70876 




Strand 






o Lai u 


94 61 7 

64 Dl / 




End 


32089 




Name 


n7QQH49ft 96 QR1Q P6 


o6 . gp 


Method 


AAT/GAP 




Of 3 -*-+- 

O LalTT- 


9Q1 ^7 ~~ 

z y 1 0 / . 




End 


29598 






none 




Score 


833 




Exons 


OQ.1 C7 9QCQO 

z y ± o / . . z y o 










Seq. No. 


34261 




Seq. ID 


OJ990428_26. 9819 


,C7 


Gene No. 


70877 




Strand 






Start 


1 




End 


1413 




Name 


OJ990428 26. 9819. CI. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1413 




GI 


2586082 




Score 


264 





34225 




Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 



1..381, 1369. .1413 

(U72725) retrofit [Oryza longistaminata] 



34261 
70877 
1 

OJ990428_26.9819.C7 .ol.gs 

195 

none 

195. .378 



Seq. ID OJ990428_26. 
Strand 

End 1413 

Method GENSCAN 

End 378 

Score . 9 



9819. C7 



Seq. No. 34261 

Gene No. 70877 

Start 1 

Name OJ990428_2 6. 9819 .C7 . o2 . gs 

Start 962 

GI none 

Exons 962.. 1035 



Seq. ID OJ990428_26. 
Strand 

End 1413 

Method GENSCAN 

End 1035 

Score .98 



9819. C7 



Seq. No. 
Gene No. 
.Starts,, 

- Start- 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI '.. 

Exons 



34262 
70878 

none 

23. .767, 787. .860 



Seq. ID OJ990428_26. 9819.C8 

Strand + 

End- 8 60 ----- ^ - - 

Score .57 



34263 
70879 
1 

OJ990428_26.9819.C9.ol.np 
1 

6907086 
1..215, 451. .663 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990428_26.9819.C9 
Strand 

End 663 

Method AAT/NAP 

End 663 

Score 150 



34263 
70879 
1 

OJ990428_2 6.9819.C9.ol.gs 

89 

none 
89. .178 



Seq. ID OJ990428_26. 
Strand 

End 663 

Method GENSCAN 

End 178 

Score ' .76 



9819. C9 



Seq. No. - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
uene No. 
Start 
Name 



34264 
70880 
1 

OJ990428_2 6.9819.C10.o2.np 

..1 

2459424 
1..25, 1857. .2014 

(AC002332) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990428_26. 

Strand + 

End 2017 

Method AAT/NAP 

End 2014 

Score 159 



9819. C10 



34264 
70880 
1 

OJ990428_26. 9819 . C10 . ol . gs 



Seq. ID OJ990428_26. 9819. C10 

Strand + 

End 2017 

Method GENSCAN 



34226 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



451 End 2017 

none Score . 63 

451. .529, 1567. .1699, 1834. .2017 



34264 
70881 
7647 

OJ990428_2 6. 9819 . CIO . ol . gp 
7647 

76351_1.R1084 
7647. .8075 

1 3341697 2.0e-30 (AC003672) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990428_26. 9819. CIO 

Strand + 

End 8075 

Method AAT/GAP 

End 8075 

Score 752 



34264 
70882 
8097 

OJ990428_26.9819.C10.o3.np 

8097 

3341697 



Seq. ID OJ990428_26. 9819. C10 
Strand + 
End 10243 
Method AAT/NAP 
End 10243 
Score 368 

8097. .8190, 8333. .84 43, 8805. .8873, 9417. .9532, 9616. .9702, 

.1.0.20.6... 10 2.4.3. _ ..^ , , 



. ^£I-J}escrip : ^_XA^ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34264 
70882 
8097 

OJ990428_26.9819.C10.o2.gp 

8286 

428971 



Seq. ID GJ990428_26. 9819. C10 

Strand + 

End 10243 

Method AAT/GAP 

End 9554 

Score 613 



8286. .8443, 8805. .8873, 9417. .9554 

3341697 2.0e-30 (AC003672) hypothetical protein [Arabidopsis 
thaliana] 



Seq. No. 34264 

Gene No. 70883 

Start 310 

Name ■ OJ990428_26 . 9819 . C10 . ol . np 

Start 310 

GI 4581155 

Exons 310. .333, 1631. .1842 

GI Descrip. (AC00.6919) putative receptor-like protein kinase [Arabidopsis 
thaliana] . - ^ < 



Seq. ID OJ990428_26. 9819. C10 
Strand 

End 1842 

Method AAT/NAP 

End ' 1842 

Score 71 



Seq. No. 
Gene No. 
Start 
• Name . 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



34264 
70884 
6340 

OJ990428_26.9819.C10.o2.tm 

1885 

none 



Seq. ID OJ990428_26. 9819. C10 
Strand 

End 9696 

Method ' TBLASTX: Maize 

End 3383 

Score 196 



1885.. 2016, 1886.. 2005, 1934. .2032, 3228.. 3383 



34264 
70884 
6340 

OJ990428__26. 9819. C10. o3.gs 
6340 



Seq. ID OJ990428_26. 9819. C10 
Strand 

End 9696 

Method GENSCAN 

End 8497 



34227 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
6340. .6403, 6468. .6700, 8276. .8497 



34264 
70884 
6340 

OJ990428_26.9819.C10.ol.tm 
8340 



.62 



OJ990428 26. 9819. C10 



none 
8340. 
8804. 
9613. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

.8405, 8350. .8403, 8405. .8443, 8406. .8444, 8802. .8873, 
,8866, 9377. .9532, 9378.-9533, 9403. .9534, 9611. .9676, 

,9696 



9696 

TBLASTX: Maize 

9696 

94 



Seq. No. 34264 

Gene No. 70884 

Start 6340 

Name OJ990428_26 . 9819 . C10 . ol . ts 

Start 8340 

GI none 

Exons 8340.. 8405, 8341.. 8403, 8795. 

9417. .9533, 94 36 . . 9537 , . 9611 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 26. 9819. C10 



9696 

TBLASTX: Soybean 
9676 
96 

.8866, 8796.. 8873, 941.6.. 9532, 
.9676, 9613. .9669 



-Sejq 1 ..,-No;. t . 
Gene No . 
Start 
Name 
Start 
GI 

Exons 



-70884- - - ' - : - - 

6340 

OJ990428_26. 98 19 . C10 . ol . tw 

8359 

none 



: t „ . ww -. rt S,e.q-*_.,.I D^.QJ.aM^a^.^a^J^O-, 



Strand - " - " - : - - • : 

End 9696 

Method TBLASTX : Wheat 

End 9682 

Score 73 



8359. .8403, 8405. .8443, 8802. .8873, 8803. .8874, 8804. .8866, 
9377. .9532, 9411. .9533, 9611. .9682, 9613. .9669 



Seq. No. 34265 Seq. ID 

Gene No. 70885 Strand 

Start 154 End 

Name OJ990428_26 . 98 19 . Cll . ol . gp Method 

Start 154 End 

GI 18724_2.R1084 Score 

Exons 154.. 201, 671.. 764, 913 
GI Descrip. 



OJ990428__26. 9819. Cll 
+ 

1585 
AAT/GAP 
1585 
1550 



1585 

'3341697 1.0e-46 (AC003672) hypothetical protein [Arabidops 
thaliana] ' 



Seq. No. / 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34265 . Seq. ID 

70885 * ■ . Strand. 

154 ' "* End 

OJ990428_26. 98 1 9 . Cll . ol . np Method 

671 End 

3341697 Score 
671. .765, 914. .1012 

(AC003672) hypothetical protein [Arabidopsis thaliana] 



OJ990428_26. 9819. Cll 
+ - 
15.85 
AAT/NAP 
1012 
210 



34265 
70886 
12716 

OJ990428_2 6.9819.Cll.o3.gs 

12716 

none 



Seq. ID OJ990428_26. 9819. Cll 

Strand + 

End 17220 

Method GENSCAN 

End 17220 

Score .74 



12716. .12832, 13526 .. 13601 , 14613 .. 14860, 14 955 .. 15016, 



34228 



15091. .15264, 15507. .15642, 17158.. 17220 



Seq. No. 


34265 


Seq. ID 


OJ990428_26. 9819. Cll 


Gene No. 


70886 


Strand 


+ 




12716 


End 


17220 


Name 


OJ990428 26. 9819 . Cll . o2 . np 


Method 


AAT/NAP 


Cf n v- 4- 
btait 


13534 


End 


15299 


C T 


5042157 


Score 


145 


U 1 v /"\ r - * o 


13534. .13553, 15123. .15299 






i 1 1^ /~"k o /™i "r" ^ 

oi uescnp . 


(AL078 620) putative WRKY DNA-binding protein [Arabidopsis 




thaliana] 






Seq. No. 


34265 


Seq. ID 


OJ990428_26. 9819. Cll 


Gene No. 


70887 


Strand 




5LaX L 


1 1 DO 


End 


5279 


Name 


ojyyu4zo zt . 9oiy . en . oz . tm 


Method 


TBLASTX : Maize 


Qf a -r-t- 
OLalC 


0 / y 


End 


1319 




none 


Score 


155 


Exons 


b/y. . /do, b/y. . /oo, Dcf4. . / y4 


, 915. .1019, 915. .1022, 1010. .1- 




1 a 0 c nnc/i iitt 100*3 1100 
lU^O . . 1Ud4 , 11//. .1233, ll/o 


..1234, 1183. .1230, 1247. .1309, 




"I O Vl O IOTA IOCI IOIO 

1248. .1310, 1251. .1319 






-spe q. -.wcx.-.. — , 




^-Seq^lxb „ 




Gene * No . 


/Uoo7 * - - 


' Strand 




otart 


11 D 3 ■■ 


End 


5279 


Name 


OJyy04zo 2 6 . 98 1 9 . Cll . ol . gs 


Method 


GEN SCAN 




lib j 


End 


5279 


P T 


none 


Score 


.62 


Exons 


1 1 /"O 1 O O 1 OOylC O O O "7 /I 1 O C 

llbo..±J21, 3o4o..3oo/, 41oo 


..4283, 4539. .4631, 4993. .5279 


Seq. No. 


34265 


Seq. ID 


OJ990428_26. 9819. Cll 


Gene No . 


t a o 0 0 
/ (Jo 0 0 


Strand 




otar r 


1 c a 0 0 


End 


15266 


Name 


ujyyu4zo z b . yb 1 y . ci ± . 01 . tm 


Method 


TBLASTX: Maize 


OLdlE 


LdVoZ 


End 


15266 


P T 


none 


Score 


57 


Exons 


1 CAOO 1 c 1 1 C A O O 1 C 1 O A 

lo(Jo2 . . lo 12 9 , lbUo 3 . . 15 130 , 


15110. .152 65, 15157. . 15264, 




.15186. .15266 






oeq . no . 


O A O £ C 


Seq. ID 


OJ990428_26. 9819. Cll 


Gene No . 


O A O O O 

70888 


Strand 




oiart 


15082 


End ; ■ 


15266 


Name 


OJ990428 26.9819.Cll.ol.ts • 


•Method 


TBLASTX : Soybean ' 


ouaiTL 


15110 


End ' 


15264 


P T 


none 


Score 


211 


Exons 


15110. .15262, 15112.. 15264 






oeq . no . 


34266 


Seq. ID 


OJ990428_26. 98I9.C12 


Gene No . 


70889 


Strand 


+ 


Start 


288 


End 


1120 


Name 


OJ990428 26.9819.C12.ol.gs 


Method 


GENSCAN 


Start 


288 


End 


453 


GI 


none 


Score 


.61 


Exons 


288. .453 






Seq. No. 


34266 


Seq. ID 


OJ990428_26. 9819.C12 


Gene No. 


70889 


Strand 


+ 



34229 




Start 


288 


End 


1120 




Name 


OJ990428 26.9819.C12.ol.np 


Method 


AAT/NAP 




Of i v- 4- 

otart 


288 


- End 


1120 




GI 


5042157 


Score 


127 




Exons 


288. .421, 1071. .1120 








GI Descrip. 


(AL078620) putative WRKY DNA-binding protein [Arabidopsis 




thaiiana] 








Seq. No. 


O fi Z DO 


oeq . X U 


n TQQH/I OQ O £ QQ1Q 

ujyyu4zo zo.yoiy 


.biz 


Gene No. 


/ uo y u 


ot rana 


+ 




otart 


2181 


End 


2894 




Name 


OJ990428_2 6. 9819 . C12 . o2 . gs 


Method 


GEN SCAN 




C 4- -\ vf 

o tart 


O 1 O 1 

z lo 1 




O O Q A 

zo y^ 




C T 

bl 


none 


Score 


. 0 




Exons 


Zlol..zz9u, ZoZZ..z4oy, Zbo4. 


O Q Q A 

. ZO y4 






Seq. No. 


jhZ do 


oeq. id 


ujyyu^zo zo.yoiy 


Clz 


Gene No. 


t n o o i 

/ Uo 9 1 


Strand 


+ 




otart 


3456 


End 


3859 




Name 


OJ990428_2 6. 98 19 . C12 . ol . tm 


Method 


TBLASTX: Maize 




Of iv>f 

otart 


o o c 
ZOO 


Lnd 






G I 




S.cp^re__ 


IOC 

lzo 




.EiKOPg,,,..-^,., .... 


0 0 C O O O O O C / -i /-i O O < 1 1 








Seq. No. 


342 66 


Seq. ID 


OJ990428 26.9819 


C12 


Gene No. 


708 91 


Strand 


+ 




O 4 . ~- 4- 

otart 


J45o 


End 


o. o c o. 

J859 




Name 


OJ990428 26. 98 19 . C12 . ol . ts 


Method 


TBLASTX : Soybean 




C 4- -» -*-4- 

otart 


285 


End 


429 




bl 


none 


Score 


240 




Exons 


285. .428, 286. .429 








oeq . no . 


34266 


Seq. ID 


OJ990428_26.9819 


C12 


bene ino . 


70891 


Strand 


+ 




Start 


3456 


End 


3859 




Name 


OJ990428 26. 9819 . C12 . o2 . np 


Method 


AAT/NAP 




otart 


3429 


End 


3859 




bl 


3341694 


Score 


171 




Exons 


3429. .3859 








GI Descrip. 


(AC003672) putative PREGl-like negative regulator [Arabidopsis 




thaiiana] 








Seq. No. .. 


34266 


Seq. ID 


OJ990428_26.9819. 


C12 ' 


Gene No. 


70891 


Strand 


+ 




O t ar t 


3456 


End 


3859 




Name 


OJ990428 26.9819.C12.o3.gs 


Method 


GENSCAN 




Of -i vf 

otart 


3456 


End 


3787 




bl 


none 


Score 


.78 




Exons 


3456. .3628, 3731. .3787 








oeq. in o • 


34267 


Seq. ID 


OJ990428_26.9819. 


C13 


Gene No. 


70892 


Strand 


+ 




Start 


1 


End' 


1269 




Name 


OJ9904 28_2 6. 9819 . C13 . ol . np 


Method 


AAT/NAP 




Cf — ■•- 

<-> 1— U J- U 


± 


End 


1269 




GI 


3341694 


Score 


156 




Exons 


1..26, 1033. .1269 









34230 



GI Descrip. (AC003672) putative PREGl-like negative regulator [Arabidopsis 
thaliana] 





^4 967 






P1TQQH49A 9 £ QQIO CI "5 


rpnp Mo 


70893 

f \J Q ZJ -J 




OLI d I Hwi 


4. 


JLdl L 


*a J U O 






4 D O -? 




OJ990428 26 9819 


CI 3 ol on 


Mof h oo* 


AAT /(^A P 




4308 _ 




Hii L\JL. 


*± 0 0 y 




none 






u 0 


Exons 


4308. .4669 








Seq. No. 


34267 




Seq. ID 


OJ990428_26. 9819.C13 


Gene No. 


70894 




Strand 


+ 


Start ■ 


4790 




End 


15619 


Name 


OJ990428 26.9819. 


C13.o2.np 


Method 


AAT /NAP 


Start 


4790 




End 


15619 


GI 


3914142 




Score 


118 


Exons 


4790. .5122, 15372 


. .15395, 


L5572. .15619 




GI Descrip. 


EARLY NODULIN 20 


PRECURSOR 


(N-20) .gi|1771351|emb|CAA67830| 



, Seq... .JNOjr^,. 
..Gene.. N,o >: ., .... 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 
Start , * 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(X99467) ENOD20 [Medicago truncatula] 

,34.267^ . ir , 3i „. iWAJ ^ . JSeg...., .JD^S?J3MiZ3^Z3^Al^X^ 

_70a94-- t „.._.;...._._. ; _____ J3±xaiid, w ., +~_~ JZJTl^-. 

4790 - ■ ■ - End * 1561-9 - - - - -- - - - 

OJ?90428_26.9819.C13.o3.gs ■ Method GENSCAN 

10174 End 15364 

none Score .48 

10174. .10325, 14 062. .14231, 14 641 . . 14 819, 15185. .15364 



34267 
70894 
4790 

OJ990428_26.9819.C13.o2.gp 
11495 

17581J..R1084 
11495. .12031 

M314371/gb|AAD15582! 1.0e-41 (AC006340) putative G9a protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ990428_26. 9819.C13 

Strand + 

End 15619 

Method AAT /GAP 

End 12031 

Score 1045 



34267 
70895 
16442 . 

OJ990428_26. 981 9 . C13 . o4 . np 

16442 

6721516 



Seq. ID OJ990428_26. 9819.C13 

Strand + 

End 20934. 

Method AAT /NAP .- 

End . 20304 

Score 466 



16442. .16460, 18 17 6 .. 184 4 5 , 18854 .. 19193, 20149. .20304 
(AP001072) hypothetical protein [Oryza sativa] 



34267 
70895 
16442 

OJ990428_26. 9819 . C13 . o5 . np 
20163 
4680183 
20163. .20233, 20843.. 20934 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990428_26.9819.C13 

Strand + 

End 20934 

Method AAT /NAP 

End 20934 

Score 179 



34231 




Seq. No. 


34267 




Seq. ID 


OJ990428 


_26.9819. 


C13 


Gene No. 


70896 




Strand 








Start 


16826 




End 


20812 






Name 


OJ990428 26.9819.C13. 


ol . tm 


Method 


TBLASTX: 


Maize 




O U a. -L U 


1034 




End 


1298 






ox 


none 




Score 


267 








1034. .1195,. 1034. .1192, 1186. .1230, 1193. .1246, 


1242. . 1298 


O « IN u . 


34267 




Seq. ID 


OJ990428 


_26.9819. 


C13 


f!pnp Mn 


70896 




Strand 








uLCli L 


16826 




End 


20812 






Name 


OJ990428 26.9819.C13'. 


o2.tm 


Method 


TBLASTX: 


Maize 




Start 


11718 




End 


12189 






GI 


none 




Score 


87 






P von s 


11718 11810 11736 


11810, 


11737. .11817, 11754 


. .11810 






11755. .11817, 11907.. 


12011, 


11909. .12016, 11916 


. .11942) 






11916. .12008, 11921.. 


12016, 


11929. . 11958, 11930 


. .11986, 






11953. . 12096, 12013.. 


12123, 


12016. . 12099, 12102 


. .12182, 






12102. . 12182, 12103. . 


12189, 


12126. .12182, 12127 


. .12189 




^f^rr Wn 

JC^ ) IN . 


34267 




Seq. ID 


OJ990428 


_26.9819. 


C13 


r Gene^ Jtfq 


..708 96, c ,.. v • 




A „.^Str.and.^. 






..^^^^ 


.s:tar±^'";.X^^ 






...End , 










OJ9904 28 26 . 9819. CI 3\ 


o3 . tm 


- -" Method- 


TBLASTX-: 


N4aize ~ ■ 




OLal L 


12388 ~ * 




End 


12651 








none 




Score 


52 








12388. .12471, 12389. . 


12460, 


12488. .12643, 12492 


. .12650, 






12514. .12651, 12541. . 


12648 












34267 




Seq. ID 


OJ990428 


_26.9819. 


C13 


Gene No. 


70896 




Strand 








Start 


16826 




End 


20812 






Name 


OJ990428 26 9819 C13 


o3 np 


Method 


AAT/NAP 








16788 




End 


20362 






O J. 


5852172 




Score 


130 








16788. .16946, 20321.. 


20362 












(AL117265) zhb0002.1 


[Oryza 


sativa] 








O C • 1M \J ■ 


34267 




Seq. ID 


OJ990428; 


_26.9819. 


C13 


Gene No. 


70896 




Strand 








Start 


16826 




End 


20812 








OJ990428 26.9819.C13. 


o4 . gs 


Method 


GENSCAN 






Start 


-1682.6 . .. 




End . ' 


20812 






GI 


none 




Score 


.51 






F 1 von c: 


16826. .16938, 17936. . 


17963, 


18403. . 18535, 18972 


. .19053, 






19592. .19869, 20703.. 


20812 










Seq. No. 


34268 




Seq. ID 


OJ990428 


_26.9819. 


C14 


Gene No. 


70897 




Strand 


+ 






Start 


288 




End 


7679 






Name 


OJ990428 26.9819.C14. 


ol . gs 


Method 


GENSCAN 






Start 


288 




End 


7679 






GI 


none 




Score 


.55 






Exons 


288. . 310, 1302. . 1500, 


1550. 


.1811, 3283. 


.3580, 4116. .4230, 



4680. .4796, 4934. .5020, 5118. .5194, 5314. .5441, 5916. .6024, 
7139. .7250, 7428. .7603, 7655. .7679 



34232 




O fci q ■ IN U • 










Seq. ID 


OJ99042E 


O £ QQ1 Q PI/1 


Gene No. 


70897 








Strand 


+ 




Start 


288 








End 


7679 




Name 




Qft 1 Q 

.7 O X _7 • 


pi a 0? 

^X *f . KJC. 


■hm 


Method 


TBLASTX: 


ixia 1 ze 


Of- a r f 
O Lai i_ 


1 ^Q9 _ 








End 


1774 




V7 X 










Score 


136 




DAU1 lO 


1 "3Q9 1 s n 9 

X J _7 ^, . . 1 JUL/ 


± 0 0 * 


1 RDQ 

• X ~J U -7 / 


1 "3Q6 

X O .7 O • 


.1527, 1407. .1526, 


1534 . .1761, 




1 S ^ S 177 4 














Seq. No. 


34268 








Seq. ID 


OJ990428 


_26. 9819.C14 


Gene No. 


70897 








Strand 


+ 




Of- a r f- 


9RR 
0 0 








End 


7679 




Name 


Pi,TQQnd9R 96 

UU^jU'fiO ZD. 


y 0 x .7 . 


^ x ft . OZ 


. U S 


Method 


TBLASTX: 


Soybean 


OlOi L 


1 ?Q9 ~~ 








End 


1774 


PT 
O X 


none 








Score 


131 






139? 14QQ 


j- -j ^ j ■ 




1 SDR 


.1711, 1534. .1680, 


1 Cpc MIA 
1DO J . .X/ / 4 


Seq. No. 


34268 








Seq. ID 


OJ990428 


_26. 9819.C14 


Gene No. 


70897 








Strand 


+ 




O Ual L 


9RR 








End 


7679 




Name 


n,TQQD49fl 96 


QR 1 Q 


PI 4 n 9 


L C 


Method 


TBLASTX: 


Cress 


C +- a -r 4- 








- • •• 


_ End 


,.1711... ^ 






. r .none.. — ^ - 








...Scorn. 


. 1 3.2 . 




DAUI 1 O 




i a n ,d 

1 *± U ft . 


1 A QQ 


1 DUO . 


.1711, 1534-.. 1656- 




O C q . IN U . 


Jni DO 








Seq. ID 


OJ990428 


O £ QQ1 Q /"M^ 


I^ono NT 0 


7 n R Q7 








Strand 


+ 




Start 


288 








End 


7679 




Name 


OJ990428 26. 


9819. 


C14.01 


np 


Method 


AAT/NAP 




Start 


1399 








End 


3299 




GI 


6016479 








Score 


270 




Exons 


1399. . 1771, 


3258. 


.3299 










GI Descrip. 


(AF045286) 
















GDP-4-keto-6 


-deoxy-D-mannose- 


3, 5-epimerase-4-reductase 



[Arabidopsis thaliana] gi | 6598858 | gb | AAF18712 . 1 | AC010556_8 
(AC010556) 

GDP-4-keto-6-deoxy-D-mannose-3, 5-epimerase-4-reductase (GER1 ) 
[Arabidopsis thaliana] 



Seq. No. 34268 
Gene No. 70897 
Start 288 

Name ; . OJ990428_26 . 981 9 . C14 ..ol . tm *' 
Start . 4096 
GI none 

Exons 4096. .4245, 4117. .4242, 4675. 

4903. .5019, 4932. .5018, 4934. 
5120. .5197, 5312. .5443, 5315. 
5887. .6036, 6141. .6293, 6141. 



Seq. ID OJ990428_26. 9819.C14 

Strand + 

End 7 679 . 

Method . TBLASTX: Maize 

End 6293 

Score 201 

.4791, 4679. .4795, 4710. .4796, 
.5023, 4934. .5020, 5118. .5192, 
.5443, 5864. .6025, 5886. .6035, 
.6287, 6142.. 6288 



Seq. No. 34268 

Gene No. 70897 

Start 288 

Name OJ9904 28_26 . 9819 . C14 . o4 . tc 

Start 4114 

GI none 

Exons 4114. .4233, 4115. .4231, 4117. 



Seq. ID OJ990428_26. 9819.C14 

Strand + 

End 7679 

Method TBLASTX : Cress 

End 4796 

Score 91 

.4242, 4682. .4792, 4710. .4796 



34233 



Seq. No. 34268 
Gene No. 70897 
Start 288 

Name OJ990428_26 . 9819 . C14 . ol . ts 

Start 4117 
GI none 

Exons 4117. .4242, 4117. .4242, 4675. 

4934. .5017, 4963. .5019, 5118. 
5311. .5442, 5312. .5443, 5886. 
6133. .6219, 6141. .6239, 6143. 



Seq. ID OJ990428_26.9819.C14 

Strand + 

End 7 67 9 

Method TBLASTX : Soybean 

End 6239 

Score 196 

.4791, 4677. .4796, 4710. .4796, 
.5192, 5120. .5194, 5305. .5442, 
.6035, 5887. .6036, 6133. .6237, 
.6220 



Seq. No. 34268 
Gene No. 70897 
Start 288 

Name OJ990428_26 . 98 19 . C14 . ol . tc 

Start 4934 
GI none 

Exons 4934. .5017, 4963. .5019, 5118. 

5311. .5442, 5312. .5443, 5886. 
6143. . 6217 



Seq. ID OJ990428_26.9819.C14 

Strand + 

End 7 67 9 

Method TBLASTX : Cress 

End 6233 

Score 123 

.5192, 5120. .5194, 5133. .5204, 
.6062, 5887.. 6036, 6141.. 6233, 



_,S.e q v . ; . Np,^ ^_ 
Gene- No.- - 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



.,.3.42.65 

-70897 - 
288 



OJ990428_26. 9819.C14 .ol.gp 
5383 

1340_1.R1084 
5383. .5441, 5888. .6024, 6144 



-^,Seq : .. v .^ 

- Strand - ■ +--"■* ---- - - - 

7679 
AAT/GAP 
6467 
963 



End ' 
Method 
End 
Score 
.6467 



' 5670155/gb| AF161269. 1 IAF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. No. 34268 

Gene No. 70898 

Start 9380 

Name OJ990428_26 . 9819 . C14 . o3 . tc 

Start 9380 

GI none 
Exons 



Seq. ID OJ990428_26. 9819.C14 
Strand 
End 

Method 
End 
Score 



10612 

TBLASTX: Cress 

10612 

102 



9380. .94 69, 94 08. .9470, 10081. .10224, 10225. .1034 7, 
10230. . 10325, 1048 6. .105 99, 104 87. .10612 



Seq. No. 34268 

Gene No. . 70899 

Start 11145 

Name OJ990428_2 6 . 9819 . C14 . o3 . tm 

Start 11145 

GI none 

Exons 11145. .11330, 1114 5 .. 11228 , 
11147. .11338 



Seq.. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_26 .9819. C14 
11343 

TBLASTX: Maize 

11343 

161 



11146. .11343, 11146. .11331, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34269 Seq. ID 

70900 Strand 

309 End 

OJ990428_2 6. 9819 . C15 . o2 . tm Method 

29b End 

none Score 



OJ990428_26.9819.C15 
6060 

TBLASTX: Maize 

1467 

221 



296. .406, 306. .500, 307. .501, 570. .650, 580. .666, 584. .631, 



34234 



584. .667, 610. .687, 796. .894, 809. .886, 1420. .1467, 1422. .1466 



Con Mo 


34269 




Seq. ID 


OJ990428_26 . 9819 . CIS 


("ono Mo 


70900 




Strand 




Start 


309 




End 


6060 


Name 


OJ990428 26. 9819. CIS. ol 


.ts 


Method 


TBLASTX: Soybean 




298 




End 


2887 


CI 

\D X 


none 




Score 


163 




298.. 501, 309.. 500, 570 


. .650, 


581. .622, 


610. .687, 796. .894, 




809. .895, 1420. .1455, 1422. .1676, 1534, 


.1674, 1679. .1717, 




X / f *J * i lOO J/ X O X U . • lO?U; 


1 Qpn 


.2060, 1982.. 2059, 2014.. 2061, 




2020 2067 2155 2244 


91 fin 


.2384, 21( 


59. .2384, 2306. .2392, 




2S01 262^ 2502 2618 


6 JU J , 


.2619, 2765. .2887, 2766. .2876 




^4 9 fiQ 




Seq. ID 


OJ990428_26. 9819. CIS 


Gene No. 


/ \j y \j \j 




Strand 




Start 


^OQ 




End 


6060 


IN 0.1UC 


OJ990428 26.9819.C15.ol 


.tc 


Method 


TBLASTX: Cress 


oLai L 


303 




End 


2882 


rij 


none 




Score 


191 




^o^ roo ^i ^ roi R7n 




610. . 687, 


796. .894, 797. .886, 


------ 


1 400 i 1499 1fi7fi 


1 77^ 


Jl 883 , . _ 17„7 7,.: .-.1 890.,., _J 960...... 2.0 5.5 ,„ 


- 


1 QQn 9 OR 7 1 Qfil 9 0 RR 


1 QP9 " 


.,2 0 6Z f ^2lm^^38i f ^2i 60,^23£A^~ 




94Q4 -9RQPT 9R01 9fi9^ 


9 R09 


,2618> 2765.. 2875, 27 66 .-. 2882 - - 


Seq. No. 


34269 




Seq. ID 


OJ990428__26. 981 9. CIS 


Gene No. 


70900 




Strand 




q-t- o r-t 

OLaX L 


*J VJ C7 




End 


6060 


Name 


n.7QQ049R 9fi QftlQ PI R ol 


. gs 


Method 


GENSCAN 


OudiL 






End 


5967 


ox 


i 1UI it. 




Score 


.54 


Hi 2\\JL lo 


"30Q 4Q4 R7Q fi^R POft 


a p ^ 


1420. .1670, 1773. .1889, 




1 9R9 90Rfi 91 fin 9^R1 


9 R04 


.2617, 2768. .2956, 3829. .3916, 




44^8 4R1fi 4714 4ft^R 


4 Qfil 

4 _? D X . 


.5967 






34269 




Seq. ID 


OJ990428_26 . 9819 .CIS 




70900 




Strand 




Of 3 >-+- 


309 




End 


6060 


Name 


OJ990428 26. 9819.C15.ol 


. tw 


Method 


TBLASTX: Wheat 


q+-p -rf- 


309 




End 


664 


r;T 

O -L 


none 




Score 


239 


F von q 


' 309. .500, 310. .501, .570 


. .650, 


581. ..637, 


584. .664, 610. .654 


Sea No 


34269 




Seq. ID 


OJ9904 28_26. 9819.C15 


Gene No. 


70900 




Strand 




Start 


309 




End 


6060 


M^irho 


OJ990428 26. 9819.C15.ol 


np 


Method 


AAT/NAP 


OLdl L 


312 




End 


2875 




1336084 




Score 


1562 


Exons 


312. .494, 579. .665, 808 


.883, 


1420. .1670, 1773. .1889, 




1982. .2056, 2160. .2381, 


2504. 


.2617, 2768.. 2875 


GI Descrip. 


(U56635) Arabidopsis thaliana 


glutamate 


dehydrogenase 2 (GDH2) 




mRNA, complete cds . [Arabidopsis thaliana] 


Seq. No. 


34269 




Seq. ID 


OJ990428_26. 9819.C15 


Gene No. 


70900 




Strand 




Start 


309 




End 


6060 



34235 



Name 

Start 

GI 

Exons 



OJ990428 26.9819.C15.ol.tm 



Method TBLASTX : Mai ze 



1467 End 2889 

none Score 130 

1467. .1610, 1467. .1637, 1469. .1672, 1537. .1626, 1613. .1669, 

1614. .1676, 1615. .1671, 1773. .1841, 1773. .1883, 1774. .1890, 

1774. .1887, 1980. .2060, 1982. .2062, 1984. .2061, 2155. .2250, 

2160. .2384, 2160. .2384, 2501. .2623, 2520. .2618, 2756.-2875, 

2765.. 2881, 2766.. 2882, 2827.. 2889 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34269 
70900 
309 

OJ990428_26. 98 19 . C15 . ol . gp 
1784 

74696 1.R1084 



Seq. ID OJ990428_26. 9819.C15 
Strand 

End 6060 

Method AAT/GAP 

End 2560 

Score 769 



1784. .1889, 1982. .2056, 2160. .2381, 2504. .2560 

' 2196878/emb | CAA69600 | 2.0e-59 (Y08292) NADH glutamate 

dehydrogenase [Nicotiana plumbagini folia] 1 



Q rr Mn 


O H \j J 






Seq. ID 


OJ990428 


_26.9819. 


C15 


OtiilC LNU. 


in Qnn 






Strand 








Of a r f 










.J5Q.6Q 






~N am e „ . _ — . 




.-9.8L19 ..CL5 rf p2^,Qp r ^ 


„ Method w . 








O Lai U 


*a O _3 U 






= - End- • 
















Score 


874 






Exons 


4890. .6060 














GI Descrip. 


(AC005106) 


T25N20.13 [Arabidopsis thaliana] 






Q rr KI n 


9fiQ 

O *i D .7 






Seq. ID 


OJ990428 


_26.9819. 


C15 


y\ \T r\ 


/U jUU 






Strand 








O Ldl C 


our? 






End 


'6060 






Name 


n TQQ04 9ft 9£ 


.9819. 


C15 . o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


5161 






End 


6057 






GI 


none 






Score 


112 






Exons 


5161. .5310, 


5168. 


.5305, 5317 


..5529, 5366.. 5533, 


5896. .6057 


Seq. No. 


34269 






Seq. ID 


OJ990428 


_26.9819. 


C15 


Gene No. 


70900 






Strand 








Start 


309 






End 


6060 






Name 


OJ990428 26 


.9819. 


C15.o2. tc 


Method 


TBLASTX: 


Cress 




Start 


5203 






End 


5533 






GI 


none 






Score 


86 






Exons " 


5203. .530-7, 


.5204 . 


.•5305, 5320 


..5529, 5438. .5533 






Seq. No. 


34269 






Seq. ID 


OJ990428 


_26.9819. 


C15 


Gene No. 


70900 






Strand 








Start 


309 






End 


6060 






Name 


OJ990428 26 


.9819. 


C15.o4. tm 


Method 


TBLASTX: 


Maize 




Start 


5587. , 






End 


5847 






GI 


none 






Score 


112 






Exons 


5587. .5763, 


5591. 


.5758, 5764 


..5847, 5767. .5844 






Seq. No. 


34270 






Seq. ID 


OJ990428 


_26.9819. 


C16 


Gene No. 


70901 






Strand 








Start 


1 






End 


3534 






Name 


OJ990428 26 


.9819. 


C16.ol.np 


Method 


AAT/NAP 






Start 


1 






End 


3534 







34236 



fir 


3935149 


Score 


438 




Hi aUI lo 


1..654, 782. .938, 1871. .2008, 


3409.. 3534 






(AC005106) -T25N20.13 [Arabidopsis thaliana] 




Seq. No. 


34270 


Seq. ID 


OJ990428_26.9819 


.C16 


Gene No. 


70901 


Strand 


- 




OLfll L 


1 


End 


3534 




LN CliLlC- 


OJ990428 26.9819.C16.ol.tc 


Method 


TBLASTX: Cress 




O Lai L 


40 


End 


474 






none 




JL *i 




jjau no 


40. .174, 187. .474, 215. .472 








Seq. No. 


34270 


Seq. ID 


OJ990428_26.9819 


.C16 


Gene No. 


70901 


Strand 






Start 


1 


End 


3534 




Name 


OJ990428 26.9819.C16.ol.gs 


Method 


GENSCAN 




Start 


60 


End 


3290 




GI 


none 


Score 


.76 




Exons 


60. .654, 795. .947, 1871. .3290 








Seq. No. 


34270 


Seq. ID 


OJ990428_26.9819 


.C16 



..Gene^No^^ _ 
,.Start__ 

Name- ' 

Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

GI • - 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



.. 709.01 _. 

0 J9 9 0 4-2 8_2 6 . 98 1 9 . Ci 6 . o 1 

235 

none 

235. .399, 239. .427, 445 



^,,_^^„..^^. OT ^.. Strand.. - .^.^ M _. - v , .„ 



,tm 



Method 

End 

Score 



,498 



34271 Seq. ID 

70902 Strand 

2674 End 
OJ990428_26.9819.C18 .o2.np Method 

2674 End 

6002794 Score 
2674 . .3454 

(AF149813) unknown [Oryza sativa] 



TBLASTX: Maize 

498 

94 



OJ990428_26.9819.C18 
+ 

5639 
AAT/NAP 
3454 
1240 



34271 
70902 
2674 

OJ990428_2 6.9819.C18.o3.np 

2966- 

4539660 ' '• :. -• 
2966.. 2993, 4173.. 5045, 5133.. 5639 
(AF061282) polyprotein [Sorghum bicolor] 



Seq. ID QJ990'428_26.9819.C18 

Strand + 

End 5639 

Method AAT/NAP 

End 5639 

-Score 702 ' 



34271 Seq. ID 

70903 Strand 

104 End 

OJ990428_26. 9819 . C18 . ol . np Method 

104 End 

6907088 Score 



OJ990428_26.9819.C18 

1536 
AAT/NAP 
1536 
990 



104. .489, 984. .1221, 1399. . 1536 

(AP001129) hypothetical protein [Oryza sativa] 



34271 
70903 



Seq. ID 
Strand 



OJ990428 26.9819.C18 



34237 




Start 104 End 1536 

Name OJ990428_26 . 9819 .C18 . ol . gp Method AAT/GAP 

Start 530 End 722 

GI 5667165 Score 309 

Exons 530.. 722 

GI Descrip. 5670155/gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



Seq. No. 


34271 






Seq. ID 


OJ990428_26.9819. 


C18 


Gene No. 


70904 






Strand 






uLoi L 


4 X U _> 








4 ft 99 






O.TQQDd^ft 9fi Qft'1 Q 


PI ft n9 


. L W 








OLdl L 


4 1 M ~" 

1 ± U J 








4 S4 n 






none 






Score 


9S6 
zoo 






4 1 fi^ 4 S4 0 4 1 ft fl 

41DJ. . 4 J 4 U , 41DU 


49ft 1 

. 4 Z 0 X 










Seq. No. 


34271 






Seq. ID 


OJ990428_26. 9819. 


C18 


Gene No. 


70904 






Strand 














End 


4822 




Name 


PjTQQD49R 96 Qfil Q 


PI ft rs 1 
tlu . Ol 


. Lin 


Method 


TBLASTX: Maize 




oidi i 


AA91 ~ 

4 4 X 






End . 


4822 




P T 


_ .none r „ w ^ . ,-.^-,>..-- 






^Score,-., 






.Exc^ns^.-.-— — _~ 


4 4 91 '4 ft' 9 9 ■ ' " 












Seq. No. 


34271 






Seq. ID 


OJ990428_26.9819. 


C18 


Gene No. 


70905 






Strand 






O Lai L 








End 


5536 




Name 


PjTQQn49ft 96 Qfil Q 


PI ft r\ 9 
v_.X 0 . OZ 


. LIR 


Method 


TBLASTX: Maize 




Of a rf 


S1 ^1 _ 

•J x o X 






End 


5457 




riT 

KJ a. 


none 






Score 


200 




In 1 V Afl C 


SI ^1 S94 4 SI ^9 


S4 S S 
. O 4 D D f 


SI ^ft 
Jl JO . 


.5272, 5374.-5457 




O C H . LN w • 


^4 971 






Seq. ID 


OJ990428_26.9819. 


pi ft 
^ x o 


Gene No. 


70905 






Strand 






Start 


5131 






End 


5536 




Name 


OJ990428 26.9819. 


C18.ol 


• l_ w 


Method 


TBLASTX: Wheat 




U Lai L 


5137 






End 


5536 




(IT 


none 






Score 


166 




P 1 V ATI C 


5137. .5292, 5138. 


.5359, 


S^ £ft 
J jDO . 


.5487, 5372. .5536 






34272 






Seq. ID 


OJ990428_26. 9819. 


P1 q 




70906 . 






Strand 


'+ 




Start ■ .... 


. 140 






End 


"2.992 




Name 


OJ990428 26.9819. 


C19.ol 


.np 


Method 


AAT/NAP 




Start 


140 






End 


2992 




GI 


4680179 






Score 


1730 




Exons 


140. .1594, 2961.. 


2992 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


34272 






Seq. ID 


OJ990428_26. 9.819. 


C19 


Gene No. 


70907 






Strand 






Start 


398 






End 


2880 




Name 


OJ990428 26.9819. 


C19.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


139 






End 


418 






none 






Score 


353 




Exons 


139. .366, 140. .418, 164 


. .415 









34238 





Seq. No. 


34272 


Seq. ID 


OJ990428_26.9819 


.C19 


Gene No. 


70907 


Strand 






O Lai L 


J ?o 


End 


9ft ftn 

O O \J 




Name 


riTQQD49ft 9fi Q81Q PI Q o^ 


Mot - h oH 


I Dlxf-io 1A . Wiled L. 




C -1- -) v-h 




HiilLi 


41ft 




r;T 


none 




^R 
—> o u 




£i AUi lo 


140 41ft 1R1 *3ft 1 








Ce>rr Mo 

o c L^ ■ Vi\J . 


34272 


Seq. ID 


O.TQQD45ft 96 Qftl Q 




Gene No. 


70907 


Strand 






Start 


398 


End 


2880 




IN aluc 


OJ990428 26.9819.C19.o2.np 


Method 


A AT /MAP 




O Lai L 


398 


End 


988 n 




VjJ J. 


6907086 


Score 


Q09 

-7 V A. 




u? von q 


398. .420, 1614 . .2075, 2133 


.2880 








(AP001129) hypothetical protein [Oryza 


oa i L v a J 




Seq. No. 


34272 


Seq. ID 


OJ990428_26.9819 


C19 


Gene No. 


70907 


Strand 






uLai. I. 


398 


End 


2880 

O O \J 




Name 


OJ990428 26.9819.C19.o2.tw 


Method 


TRT.A^TY • Who^t- 

1 DXjrtO 1 A . WiltJCt L. 




O Lax r Lv_. r ._ . v 




-^.End 


Qft S 

- w " ' " 










-J.JjO .j. — — , 




Hi AO 1 i o 


- 4 61. ; 985, -64 6 . .981 • ' 








Seq. No. 


34272 


Seq. ID 


OJ990428_26. 9819 


C19 


Gene No. 


70907 


Strand 






Cf art" 
O LdL L 


398 


End 


9ft RD 




Name 


OJ990428 26.9819.C19.o4.tm 


Method 


TRT A^TY • Ma l 




O Ldx L. 


632 


End 


Q4 Q 
.7 4 _? 






none 


Score 


9 




Exons 


632. .949, 671. .934, 745. .948 






Seq. No. 


34272 


Seq. ID 


OJ990428_26.9819. 


C19 


Gene No. 


70907 


Strand 






O L. a. -L U 


398 


End 


2880 




NT -3 m o 
LN dint; 


OJ990428 26.9819.C19.ol.tc 


Method 


TBLASTX: Cress 




O Lai L 


692 


End 


1009 ' 




\D X 


none 


Score 


101 






692. .865, 713. .811, 866. .1009, 868. .993 




Seq. No. 


34272 


Seq. ID 


OJ990428_26.9819. 


C19 


Gene' No. 


• 70907 ' - 


Strand 






Start 


398 


End 


2880 




Name 


OJ990428 26. 9819:cl9.ol. ts 


Method 


TBLASTX: Soybean 




OL.aX.L- 


778 


End 


1033 




UJ, 


none 


Score 


286 




IT vnn o 
£j ALJX lo 


778. .1032, 785. .1033, 905.. 


1033 






Sea No 


34272 


Seq. ID 


OJ990428_26.9819. 


C19 


Gene No. 


70907 


Strand 






Start 


398 


End 


2880 




Name 


OJ990428 26.9819.C19.ol.tm 


Method 


TBLASTX: Maize 




Start 


950 


End 


1270 




/-*• T 
X 


none 


Score 


448 




Exons 


950. .1267, 952. .1263, 962.. 


1270 







34239 





Seq. No. 


.34272 






Seq. ID 


OJ990428 


_26.9819 


.C19 x 


Gene No. 


70907 






Strand 










^98 








9880 






Name 




. 9819 


C19 ol tw 


MpthnH 

He LUUU 


1 DLinO 1 A . 


l/lincaL 




Otdl L 


Q99 ~~ 
^ 






FnH 

HjIIU 


1 ^89 






rir 
o x 


i hji it; 






^ OO 


S06 
J u o 






R von <5 


999 1 S04 

Z? Zf £. , • 1 JU4 / 


1048 . 


1506. 1496 


' 1 S82 








Seq. No. 


34272 






Seq. ID 


OJ990428 


_26.9819 


.C19 


Gene No. 


70907 






Strand 








Qf art 

u Lai L 


198 






End 


2880 






Ma mo 
IN diuc 


n.T99049ft 96 


■ ZJ O X Zf 


.C19.o3.tm 


Method 


TBLASTX: 


Maize 




Q+- -a y-f- 
OLdL L 


X ^ / O 






End 


1588 






vj J. 


n on o 






Score 


214 






R von 


1276 1491. 


1277 


..1504, 1496. .1588, 1499. .1579, 


1501. . 1581 


Seq. No. 


34272 






Seq. ID 


OJ990428 


_26.9819 


.C19 


Gene No. 


70907 






Of r~Zi nH 








Start 


398 






End 


2880 








0,7990498 96 


981 9 

• y O X ZJ 


.C19.o2.gs 


Method 


GEN SCAN 






O L. Cl 1 L. 


9 1 sn ~~ 






End 


2656. 








. none ... _ 






_ Score . 






^ 


P 1 von Q 


9 1 SO 9 






„ _ 

... 


T 






Seq. No. 


34273 






Seq. ID 


OJ990428 


_26.9819 


.C20 


Gene No. 


70908 






Strand 








O LClI L 


117 4 






End 


1265 






Name 


D,TQQD49P 96 


9ft 1 9 

• _7 O X _7 


.C20.ol.gs 


Method 


GENSCAN 






Of a v-f- 


1 1 74 _ 

11/4 






End 


1265 






\J 1 


none 






Score 


.64 






F 1 von q 

J_i A. 1 1 D 


1174 1 96S 














Seq. No. 


34274 






Seq. ID 


OJ990318 


_15.9819 


.CI 


Gene No. 


70909 






Strand 


+ 






Start 


711 






End 


3201 






Name 


OJ990318 15 


.9819 


.Cl.ol.gs 


Method 


GENSCAN 








711 






End 


3201 






\D X 


none 






Score 


.4 






U 1 von c 


711. .721, 1568.. 


1698, 1963. 


.2117, 3010 


. .3201 








34274 






Seq. ID 


OJ990318 


_15. 9819 


.CI 


Gene No. 


70910 






Strand 


+ 






Start- 


7174 






. * End 


11323 






Name 


OJ990318 15 


.'9819 


.Ci.o2.np. 


Method 


AAT/NAP 






o Lai t 


7174 






End 


11323 






\J X 


5042463 






Score 


131 






TT von Q 


7174. .7380, 


8253 


..8464, 912 


4. .9282, 9334. .9416, 


11298. . 


11323 


f^T Dp«?rr i o 

wX L^COOi. • 


(AC007789) unknown protein 


[Oryza sativa] 






Seq. No. 


34274 






Seq. ID 


OJ990318 


_15.9819 


.CI 


flpno Mo 


70911 






Strand 








Start 


6715 






End 


7498 






Name 


OJ990318 15 


. 9819 


.Cl.o2.gs 


Method 


GENSCAN 






Start 


6715 






End 


7498 






Gi 


none 






Score 


.85 






Exons 


6715. .6936, 


7088 


.7140, 7345.-7498 














342 


30 









Seq. No. 34274 

Gene No. 70912 

Start 7911 

Name OJ990318_15 . 981 9 . CI . ol . tm 

Start 2949 

GI none 

Exons 2949.. 2996, 2950.. 3003, 3002. 

3052.. 3117, 3150. .3410, 3152. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990318 15. 9819. CI 



23347 

TBLASTX: Maize 
3410 
80 

3052, 3004.. 3045, 3052. .3117, 
3391 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

...Start . ^ 
,GI. ,. ..... .. 

Exons - 



34274 Seq. ID 

70912 Strand 

7911 End 

OJ990318_15. 9819.Cl.o2. tw Method 

3005 End 

none Score 



OJ990318_15. 9819. CI 
23347 

TBLASTX: Wheat 

20496 

50 



3005. .3052, 3067. .3117, 3174. .3401, 3195. .3326, 20407. .20496 



34274 
70912 
7911 

OJ990318_15. 9819.Cl.o3.gs 



.7.911 . 

. none...,,,..... 



Seq. ID OJ990318_15. 9819. CI 
Strand 

End 23347 
Method GENSCAN 

2 3.3 4 _ w --..^ .... 

,,4-1 ^^J^^JIZ 



7911. .8166, 9199. .9277, - 10610 . .108 16, 12038 12129, 
12477. .12655, 13232 .. 1338 6, 13833 .. 1397 6, 14 453 .. 15158 , 
15188. .16532, 1682 9. .17120, 17229. .17369, 1788 9. .18 617, 
19042. .19191, 20181. .20222, 21254. .21428, 22970. .23347 



Seq. No. 34274 

Gene No. 70912 

Start 7911 

Name OJ990318_15. 9819. CI .o3.np 

Start 14153 

GI 6815072 

Exons 14153. . 16393, 16834 
18483. .18595, 18915 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990318 15. 9819. CI 



17120, 17229. 
18966, 19042. 



23347 
AAT/NAP 
19171 
6095 
17933, 18042, 
19171 



18384, 



GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 





T13P21; hypothetical protein 


(AC006067) 


[Oryza sativa] 




Seq. No. 


34274 


Seq. ID 


OJ990318_15. 9819. 


CI 


Gene No. 


70912 


Strand 






Start 


7911 ;-■ „ 


End 


23347 




Name 


-OJ990318 15.9819.Cl.ol.ts 


Method 


"T-BLASTX : Soybean 




Start 


14246 . 


End 


14428 




GI 


none 


Score 


203 




Exons 


14246. .14428 








Seq. No. 


34274 


Seq. ID 


OJ990318_15. 9819. 


CI 


Gene No. 


70912 


Strand 






Start 


7911 


End 


23347 




Name 


OJ990318 15. 9819.Cl.o3.tm 


Method 


TBLASTX: Maize 




Start 


14354 


End 


14697 




GI 


none 


Score 


49 




Exons 


14354. .14443, 14 355 .. 14 4 4 4 , 14475 .. 14 696, 14557. .14697 




Seq. No. 


34274 


Seq. ID 


OJ990318_15. 9819. 


CI 


Gene No. 


70912 


Strand 








34241 









Start 


7911 




End 


23347 




Name 


OJ990318 15 9819 CI 


ol . tc 


Mpt hoH 


TRT.A9TY • Prpc:<! 




Start 


14472 — 




End 


14699 




GI 


none 




Score 


78 




Exons 


14472. .14699, 14554 , 


.14688 








Seq. No. 


34274 




Seq. ID 


OJ990318_15.9819 


.CI 


Gene No. 


70912 




. Strand 






Start 


7911 




End 


23347 




Name 


OJ9 90318 15. 9819. CI. 


o2 . ts 


Method 






Start 


14520 ~~ 




End 


14750 




GI 


none 




Score 


65 




Exons 


14520. .14750, 14524 . 


. 14694 








Seq. No. 


34274 




Seq. ID 


OJ990318_15. 9819 


.CI 


Gene No. 


70912 




Strand 






Start 


7911 




End 


23347 




Name 


OJ990318 15 . 9819 .CI . 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


15000 ~~ 




End 


15373 




GI 


none 




Score 


92 




Exons 


15000... 15164, 15164 . 


. 15373., 


15186. .15356 








-,_..„. 


T ;^,aeq*._ 1EU. 


16j.9T9JD3.i5"l^laiS 




Gene ■ No .'• - 


■70912- - - - 




■ Strand- 






Start 


7911 




End 


23347 




Name 


OJ990318 15 9819 CI 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


17059 ~~ 




End 


17574 




GI 


none 




Score 


94 




Exons 


17059. .17121, 17230. 


.17343, 


17353. . 17574, 17390. .17554 




Sea. No. 


34274 




Seq. ID 


OJ990318_15. 9819 


PI 


Gene No. 


70912 




Strand 






Start 


7911 




End 


23347 




Name 


OJ990318 15. 98 19. CI. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


17260 ~~ 




End 


17646 




GI 


none 




Score 


53 




Exons 


17260. .17340, 17263. 


. 17325, 


17353. .17589, 17369 .. 17536, 






17581. .17646 








Seq. No. 


34274 




Seq. ID 


OJ990318_15.9819 


.CI 


.Gene No. 


70912 




Strand 






Start 


7911 ' ■ 




■ End 


23347 




Name 


OJ990318" 15 9*819 CI 


o4 tm 


Method 


TBLASTX: Maize 




Start 


17785 ' ~ ' 




End 


18300 




GI 


none 




Score 


70 




Exons 


17785 . . 18132, 17786. 


; 17842, 


18163. .18231, 18247. .18300 




Seq. No. 


34275 




Seq. ID 


OJ990318_15. 9819 


C9 


Gene No. 


70913 




Strand 


+ 




Start 


478 




End 


8002 




Name 


OJ990318 15. 9819. C2. 


ol . gs 


Method 


GENSCAN 




Start 


478 




End 


7990 




GI 


none 




Score 


.71 




Exons 


478. .563, 1337. .1474 


, 1929.. 


2131, 3262 


..3348, 3802. .388* 


3, 




4349. .4428, 5209. .5271, 5362 


..7855, 7929. .7990 




Seq. No. 


34275 




Seq. ID 


OJ990318_15.9819 


C2 



34242 




Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 

Start . . 
Name. 

; .Star^^iZ, 
GI 



70913 Strand + 

478 End 8002 

OJ990318_15. 9819.C2.ol.np Method AAT/NAP 

5508 End 8002 

6539581 Score 1714 

5508. .5782, 5846. .5925, 6040. .8002 

(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



34275 Seq. ID 

70914 Strand 

18029 End 

OJ990318_15 . 9819 . C2 . 06 . np Method 

18029 End 

6063557 Score 



OJ990318_15. 9819.C2 
+ 

24981 
AAT/NAP 
24981 
401 



18029. . 18146, 21165. .21350, 21599 .. 21731 , 24959. .24981 
'.(AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



34275 Seq. ID 

70914 Strand 
18029 . End 

OJ990Ak8^15,..98A9.CZ. o.4_...gs . ....Method^ 

,ilIlL,.:___ „ _ __ v _„End 

none ■ - - - ■- - - ■ ■ - ■ - • Score- 



OJ990318_15. 9819.C2 
+ 

24981 
-GENSCML.. 

^22945ZJL. jl"*' ZZ-Z 
.82 ■ - • 



Exons 



21171. .21306, 21572. .21707, 22840. .22945 



Seq. No. 34275 Seq. ID OJ990318_JL5 . 98 19 . C2 

Gene No. 70914 Strand + 

Start 18029 End 24981 

Name OJ990318JL5 . 98 19 . C2 . ol . gp Method AAT/GAP 

Start 21621 End 21774 

GI uC-osflcypl69h02bl Score 204 

Exons 21621. .21774 

GI Descrip. ■ 60 63530/db j | AP000 615 . 1 | AP000615 3.0e-33 Oryza sativa genomic 
DNA, chromosome 3, clone : P004 3E01 1 



Seq. No. 


34275 


Seq. ID 


OJ990318 


_15.9819.C2 


Gene No. 


70915 


Strand 


+ 




Start 


29958 


End 


30364 




Name 


OJ990318 15.9819.C2.o7.gs 


Method 


GENSCAN 




Start 


29958 


End 


30364 




GI . 


none ■ ■ 


Score 


. 47 




Exons 


" 29-958. .30114, 3034 2. .30364. 








Seq. No. 


34275 


Seq. ID 


OJ990318 


JL5. 9819.C2 


Gene No. 


70916 


Strand 






Start 


8205 


End 


16210 




Name 


OJ990318 15. 9819.C2.o2.gs 


Method 


GENSCAN 




Start 


8205 


End 


1621 t 0 




GI 


none 


Score 


.78 




Exons 


8205. .8243, 8351. .8540, 8916 


..9016, 9131. .9262, 


9358. .9456, 




9558.. 9729, 10205 .. 10500, 10592 .. 10726, 


10811. . 


11046, 




11144. .11215, 11313. .11367, 


11457. .11533, 11640 


. .11925, 




12005. .12178, 13423. .13479, 


13548. .13652, 15347 


. .16210 


Seq. No. 


34275 


Seq. ID 


OJ990318 


_15.9819.C2 


Gene No. 


70916 


Strand 







34243 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8205 End 16210 

OJ990318_15. 9819.C2.o2.np Method AAT/NAP 

9128 End 13025 

6539580 Score 798 

9128. .9262, 9358. .9413, 9530. .9726, 10205 11191, 11634 11918, 
12001. .12178, 12263. . 12862, 12999. .13025 
(AP000837) hypothetical protein [Oryza sativa] 



34275 
70916 
8205 

OJ990318_15. 9819.C2.o4 .np 

9128 

6539580 



Seq. . ID OJ990318_15. 9819.C2 
Strand 

End 16210 

Method AAT/NAP 

End 12875 

Score 793 



9128. .9262, 9358. .9413, 9530. .9726, 10205 .. 11191 , 11634 .. 11918 , 
12001. .12178, 12263. .12875 



GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 

JN.ame^. ■ -. 
GI- 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34275 
70916 
8205 

OJ9903ia_15, r .9819,. C2 v o3 . np 

„9.1.2£U , , , , 

6539580 



Seq. ID OJ990318_15. 9819.C2 
Strand 

End 16210 
Method.. . P .AAT/NAP_ rar .,^^„ 
s JSiid 13 2.3.6^. m ^ f ,. A - 

Score 794 ■ - - ••■-■* 



9128. .9262, 9358..9413, 9530. .9726, 10205 .. Ill 91 , 11634 .. 11918 , 
12001. .12178, 12263. .12865, 13213.. 13236 
(AP000837) hypothetical protein [Oryza sativa] 



34275 
70917 
17933 

OJ990318_15. 9819.C2.o3.gs 
17933 
none 

17933. . 18107, 18138. .18230, 1857 9 .. 18 620, 18762 
19129. . 19141, 19498. .19743, 19912.. 20347 



Seq. ID OJ990318_15. 9819.C2 
Strand 

20367 
GENSCAN 
20347 
.77 



End 

Method 

End 

Score 



,18839, 



Seq. No. 34275 Seq. ID 

Gene No. 70917 Strand 

Start 17933 End 

Name OJ990318_15 . 981 9 . C2 . o5 . np Method 

Start 19361 '■ End 

*GF. . . ■ . ■ 6498441 ' Score. 

Exons . 19361. . 19654, 19757. .20367 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



OJ990318_15.9819.C2 

20367 
AAT/NAP 
20367 
•271' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



34275 
70918 
23459 

OJ990318_15.9819.C2.o5.gs 

23459 

none 



Seq. ID OJ990318_15.9819.C2 
Strand 

End 27802 

Method GENSCAN 

End 27802 

Score .46 



23459. .23944, 2 6074 .. 26138 , 26398.-26472, 27223. .27802 



34275 



Seq. ID OJ990318_15.9819.C2 



34244 



• 



Gene No. 


70918 


Strand 






OLalL 






97809 




Name 


n.TQQO^I 1 ^ Qfil Q CO n9 rrr^ 


Mot - hnH 

Lie Li i L> LI 


rtrt 1 / \jntr 




C4- a v-t- 


9 4 9^4 _ 




94741 




PT 


none 




-? D 0 




Exons 


949^4 9474 1 








Seq. No. 


34275 


Seq. ID 


OJ990318_15. 9819 


-C2 


Gene No. 


70919 


Strand 






Start 


27 913 


End 


28520 




Name 


O.TQQmi P 1 S Q81 Q P9 nfi 


Mot - HnH 






u Lai L 


97Q1 ^ _ 


r nr j 

EjI iU. 


98^90 






none 


OLUI C 


S8 

• JO 




TT V (^i Tl Q 


?7Qi ^ 98106 9R1S7 98S90 










34275 


Con TD 


OJQQfm ft IS Qftl Q 


P9 


Gene No . 


70920 


Strand 






Start 


28863 


End 


30549 




Name 


OJ990318 15.9819.C2.o8.np 


Method 


AAT/NAP 




Start 


28863 


End 


30549 




GI 


128620 


Score 


112 




Exons . ^ 


. 28863. ,. 28992, ^ 3052 6,. . 3054 9 ; 








..GX..De.s c.rip._. 


.^..NADH - RLASXQQHINQNE. ^QX LDORE DUC.TASE ..CHAIN . l lf _.CHLQRDPLASX.-- 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi I 66139 | pir | | DERZN1 NADH dehydrogenase (ubiquinone) (EC * 
1.6.5.3) chain 1 - rice chloroplast gi I 669087 | emb | CAA33910 | 
(X15901) NADH dehydrogenase ND1 [Oryza sativa] 

gi | 226676 | prf | | 1603356DD NADH dehydrogenase ND1 [Oryza sativa] 



34275 
70921 
31678 

OJ990318_15. 9819.C2.o8.gs 
31678 
none 

31678. .31812, 31857 .. 32066, 33406 .. 334 80 , 33564 
33757. .33935, 34 093 .. 34234 , 34379. . 34771, 34992 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318 15. 9819. C2 



36152 
GENSCAN 
35300 
.9 



,33626, 
,35300 



Seq. No-. 

Gene No. 

Start 

Name 

Start 

SI 

Exons 



GI Descrip. 



34275 Seq. ID OJ990318_15 . 98 19 . C2. 

70921 Strand 

31678 End 36152 

OJ990318_15. 9819.C2.o9.np Method AAT/NAP 

31809 End 36152 

3367638 ' ' Score 1364 * ' 

31809. .32066, 33406 .. 33480, 33564 .. 33626, 33757 33981, 

34093. .34234, 34329 .. 34490, 34599. . 34771, 34 992 .. 35105 , 

35963. .36152 

(AJ000331) monogalactosyldiacylglycerol synthase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34275 



70922 
38590 

OJ990318_15. 9819.C2 .ol.tw 
6028 
none 

6028. .6126, 6120. .6419, 6130. .6420 



Seq. ID OJ990318_15. 9819.C2 
Strand 
End 

Method 
End 
Score 



39373 

TBLASTX: Wheat 

6420 

67 



34245 



Seq. No. 


34275 


Gene No. 


70922 




jo jjU 


Name 


n TQQH "31 ft 1 R 


Q 4- n y-4- 


DUjU 




none 




6fnf) 6997 


Seq. No. 


34275 


Gene No. 


70922 


uLai L 


JO J 


Name 


n TQ QO "3 1 fi 1 R 




DZ J 3 




none 


Exons 


coco 6R67 
DZjj. . DjO / , 


Seq. No. 


34275 


Gene No. 


70922 


OLaiL 


con 
JO j^U 


Name 


O TQ QH ^ 1ft 1 R 


Qf -1 ■y.-l- 

olalL 


DZ jj 


C T 


none . - 




co^ 66^Q 


Seq. No. 


34275 


Gene No. 


70922 


Q f- -> rf 


JOJ3U 


Name 


n tq on Ti a i c 


OLdlL 


Dj 1 0 


C T 


none 


LaUI lb 


cqi -3 66ft7 

DjJ. J . • DDO / , 


Seq. No. 


34275 


Gene No. 


70922 




JO J?U 


Name 


Pi TQQH "3 1 Q 1 


OlaiL 


£ A Q C ~ 
0 H O 0 


P T 


none 


XT' w /-\ -r^i o 


64 ft 6 6669 


o e q . in o . 


Jit / J 


Gene No. 


70922 


Start . 
• * 


' 38590 


Name 


ujyyujio id. 




1 RftQ6 ~ 
IjO jo 




none 


Exons 


i cpQf: t c qo c 

ijoyo . . loyzo 




9R9Q6 9846Q 


O >>4 « IN ^ • 


-J *i / J 


Gene No. 


70922 


Start 


38590 


Name 


OJ990318 15. 


Start 


19355 


GI 


none 


Exons 


19355. . 19600 



Seq. ID 


OJ990318 


_15.9819. 


C2 


Strand 








t»na 


39373 






wetnou 


TBLASTX: Maize 




Cjna 


6249 






Score 


205 






69 4 6 








Seq. ID 


UJ ^ jU jlC 


1 c; qpi q 
i j . y o ± z? . 


C2 


Strand 








EjiiCl 


J^J / O 






\J\ S—\ -f> V> /~\ 

Mecnoa 


TRT Zi QTY • 


Cres s 




tna 


6567 






Score 


242 






6 R 67 
ODD/ 








Seq. ID 


OJ990318 


1 C QO "I Q 


C2 


Strand 








End 


39373 






Method 


TBLASTX: 


LYiai ze 




End 


6650 






jScore.^. 


..321... 






*.66J5.Q,-.. 62.97 .,...6.64.7:,: 






Seq. "ID 


OJ990318 


_15. 9819. 


C2 


Strand 








End 


39373 






Method 


TBLASTX: 


Soybean 




End 


6861 






Score 


316 






6575, 6640. .6678, 


6733. . 6861 


Seq. ID 


OJ990318 


_15. 9819. 


C2 


Strand 








End 


39373 






Method 


TBLASTX: 


Wheat 




End 


6924 






Score ' 


180 • 






6924 








Seq. ID 


OJ990318 


_15. 9819. 


C2 


Strand 








End • > 


39373 . 


. » 





Method 

End 

Score 



TBLASTX: Maize 

28529 

106 



Seq. ID OJ990318_15. 9819.C2 
Strand 

End 39373 

Method TBLASTX : Soybean 

End 19600 

Score 47 



34246 



oeq . no . 


34275 






Seq. ID 


OJ990318 


_io . yoiy 


. Cz 


Gene No . 


70922 






Strand 








Start 


38590 






End 


39373 






Name 


OJ990318 15. 9819. C2\ 


o2. ts 


Method 


TBLASTX : 


Soybean 






28854 






End 


29292 




p t 


none 






Score 


38 






Exons 


28854. . 


.28901, 28864. 


. z o o y y , 


28865. .28906, 28884 


. . zo y j / , 






28890. , 


,28937, 28900. 


9 ft OA 1 

. z o y h I, 


28933. .29106, 28935 


. . z y U / Z t 






28936. , 


,29085, 29166. 




29202. .29237, 29254 


. . z y z y z 




oeq. ln o ■ 


34275 






Seq. ID 


OJ990318 


id . yoiy . 


. CZ 


bene lno . 


70922 






Strand 








Of a y-+- 


38590 






End 


39373 






Name 


OJ990318 15. 9819. C2. 


Ol . cC 


Method 


TBLASTX: 


Cress 




OCalL. 


31782 






End 


35093 






GI 


none 






Score 


181 






Exons 


31782. . 


32078, 31825. 


.32070, 


33392. .33478, 33404 


. .33481, 






33406. . 


33483, 33558. 


. J jDZ j, 


33559. .33621, 33560 


. .33637, 






33754. . 


,34002, 33755. 


"5 *3 Q A A 


33799. .33984, 34085 


. .34225, 






34093. . 


34233, 34123. 


. O H Z 0 O , 


34328. .34471, 34328 


. .34489, 






34332. . 


34493, 34637. 


. J ft / / 1 , 


34637. .34774, 34650 


. .34772, 






. r ,. A 3,4989... 


35093. . __ 


■i.-.....-.-. 










oeq. ln o . 


34 275* 




--*--•• ■«- 


■ Seq. ID 


OJ990318 


" 15798 1 : y7c2 : 


bene lno . 


70922 






Strand 








Start 


38590 






End 


39373 






Name 


OJ990318 15. 9819. C2. 


o4 . tm 


Method 


TBLASTX:; 


LYia i z e 




OLalt 


31804 






End 


32069 








none 






Score 


37 






Exons 


31804. . 


31839, 31842. 


. jIooU, 


31843. .31878, 31877 


. .31891, 






31878. . 


31916, 31879. 


Ol Q1 T 


31914. .31973, 31915 


. .31959, 






31917. . 


31970, 31956. 




31957. .32067, 31974 


. .32069 




Seq. No. 


34275 






Seq. ID 


OJ990318 


_15.9819. 


C2 


Gene No. 


70922 






Strand 










38590 






End 


39373 






Name ■ 


OJ990318 15. 9819. C2. 


o5 . tm 


Method 


TBLASTX : 1 


Maize 




o l ar l 


33404 






End 


33629 






O _L 


none 






Score 


117 






f v An c 
LjAUI lo 


33404 . . 


33481, 33406. 


. 0 J 4 O J , 


33558. .33629, 33559 


. .33624 




O fc. . Ln U • 


34275 






Seq. ID 


OJ990318 


_15,9819. 


C2 


Gene No. 


70922 






- Strand * 








Start 


38590 






• End 


39373 






Name 


OJ99031 


8_15.9819.C2. 


o 1 . tm 


' Method 


TBLASTX : ] 


yiaize 




Of -a y-f- 


33748 






End 


34242 






P T 


none 






Score 


105 








33748. . 


33984, 33749. 


Q o Q yl 1 


33754. .33984, 34091 


. .34234, 






34093.. 


34242, 34093. 


. o4 Z O 0 










Spa Nn 


34275 






Seq. ID 


OJ990318 


_15.9819. 


C2 


Gene No. 


70922 






Strand 








Start 


38590 






End 


39373 






Name 


OJ990318 15. 9819. C2 . 


o3 . ts 


Method 


' TBLASTX:! 


Soybean 




Start 


3jSb95 






End 


34390 






GI 


none 






. Score 


89 






Exons 


33895. . 


34005, 33936. 


.34004, 


34055. .34222, 34093 


. .34233, 





34247 



• 



34328. .34390, 34332.-34379 



Seq. No. 34275 

Gene No. 70922 

Start 38590 

Name OJ990318_JL5 . 9819 . C2 . o3 . tm 

Start 34334 

GI none 
Exons 



Seq. ID OJ990318_15. 9819.C2 
Strand 

End 39373 

Method TBLASTX : Mai ze 

End 35093 

Score 129 



34334. .34540, 34335 34 517 , 34607 34774 , 34 637 .. 34 774 , 
34989. .35093 



Seq. No. 34275 

Gene No. 70922 

Start 38590 

Name OJ990318_15 . 9819 . C2 . o9 . gs 

Start 38590 

GI none 
Exons 



Seq. ID OJ990318_15. 9819.C2 
Strand 

End 39373 

Method GENSCAN 

End 39373 

Score .83 



38590. .38807, 39153 .. 39250, 39309.. 39373 



Seq. No. 

Gene No. 
...Start. ;^ 
.Name,,.,..., 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990318_15. 9819.C3 
Strand . + 

„ ..End. -.Lv 4980 .... 



34276 
. 70923 

{ ^2Q18^.^^_ ,^^^^^^^ _ 

^.j6j.ak^3XB.J\j5^3il% C3...pl.,gs_ ;.-__M.ethQgU .^Q^SCM^^^^r^ 

2818- - ----- - -•• End - 4980 : ' • -• 

none Score .84 

2818. .2896, 3389. .3672, 3764. .3853, 3972. .4073, 4741. .4980 



34276 
70924 
12924 

OJ990318_15.9819.C3.ol.tm 

12918 

none 



Seq. ID OJ990318_15. 9819.C3 
Strand 

End 13840 

Method TBLASTX : Mai ze 

End 13127 

Score 124 



12918. .13112, 12919. .13026, 13074. .13127 



Seq. No. 34276 

Gene No. 70924 

Start 12924 

Name OJ990318_15 . 98 19 . C3 . o3 . gs 

Start 12924 

GI none 

Exons 12924.. 13562 



Seq. ID OJ990318_15.9819.C3 
Strand 

End 13840 

Method GENSCAN 

End 13562 

Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



34276 
70924 
12924 

OJ990318_15. 9819.C3.ol.np 
12930 
4557062 
12930. . 13562 

(AC007045) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990318_15.9819.C3 
Strand 

End 13840 

Method AAT/NAP 

End 13562 

Score 383 



34276 
70924 
12924 

OJ990318_15. 9819.C3.ol.ts 
12933 



Seq. ID OJ990318_15. 9819.C3 
Strand 

End 13840 

Method TBLASTX : Soybean 

End 13840 



34248 



• 




p t 


none 




Score 


81 




tiXons 


1^3JJ. . X.3XZX,; -Xj<£.UU, 


,.13370, 13201. .13371, 13380 .. 134 69, 








, .13840 








Seq. No. 


34276 




Q&a TD 


jjujio x 0 . y 0 x y , 


.C3 


Gene No. 


70924 




OLI di 1U 






OLdiL 


XZ Vd. *i 




Hil L\JL 


1 op a n 

1 J04U 




Name 


PiTQQH^I ft 1 t; QR1 Q P^ 


- 

ox . gp 




a z\ t> /pn p 




OtalL 


i one:;: 






1 ^^ftft 
I J JOO 




P T 


1 £"31 /l £9 




Score 


R7 Q 

D / _7 






i i ^^fi ft 










Seq. No. 


34277 




c prT t n 


DTQQD^Ift 1 R qqi Q 
uu 010 x o . y 0 x y . 


,C5 


Gene No. 


70925 




0 u r ana. 






OLdll, 






FnH 


A Q7 




Name 


PiTQQmiQ 1 R QQ1Q PR 


0 x . gs 


l v lt5 LllOCl 


C TT KT Q p n M 




O LcLI. L 


A 1 R _ 

fi _L O 






4 Q7 
fl y / 




PT 


none 




Score 


4 7 




U 1 V 


/11C /I Q7 

4 id . . h y / 










jc(j. IN U . 


04970 




Seq. ID 


OJ990318_16. 9819. 


p 1 


Conp Kfn 


.70926. ; 


















Zaid " ~* ~. 




Name * ' ■ ■ - 


■ OJ990318_lV. 9819.d : . 


"ol . np 


Method -- ■ 


AAT/NAP 




C -1- -a r-+- 

O t a. J- t 


x 




End 


1000 




P T 


Opel nm 




Score 


225 




ijXons 




..1000 








bl UcSClip . 


UDyyiii) pyruvate 


dehydrogenase El beta subunit isoform ; 




mays ] 










Seq. No. 


34278 




Seq. ID 


OJ990318_16. 9819, 


CI 


Gene No. 


70926 




Strand 


+ 




Of a 


X 




End 


1010 




Name 


PtTQQn^lQ 1 £ QQ1Q PI 
UU^yUjlO XO.yoXy.UX. 


ol.tc 


Method 


TBLASTX: Cress 




Of a v--J- 


O / O 




End 


999 




PT 
laX 


none 




Score 


100 






■^c; 4*3 7 ^7£ /1*3Q 
j/O. • H 2 f f J/D. . jo / 


763. .999, 


828. .962, 


868 . . 999 




Seq. No. 


34278 




Seq. ID 


OJ990318_16.9819. 


CI 


Gene No. 


70926 




Strand 


+ 






1 

X 




End 


1010 




Name 


ujyyu jib xo.yoxy.ux. 


ol.ts 


Method 


TRLASTX : Soybean 




o tart 






Encf • 


1010 




PT " 


none 




Score. * 


103 




P V An O 

daUIIo 


07c 4 07 07(: / 00 


828. . 962, 


829. . 999, 


861. . 1010 




Seq. No. 


34278 




Seq. ID 


OJ990318_16. 9819. 


CI 


Gene No. 


70926 




Strand 


+ 




OLdl L 


X 




End 


1010 




Name 


PTQGH01Q 1 £ QQ1 Q C l '\ 

ujyyujxo xb.yyxy.ux. 


ol . tm 


Method 


TBLASTX: Maize 




btart 


"3 H C 




End 


1002 




GI 


none 




Score 


108 




Exons 


376. .438, 376. .447, 


820. . 999, 


837. . 959, 


868. .1002 




Seq. No. 


34278 




Seq. ID 


OJ990318_16. 9819. 


CI 


Gene No. 


70926 




Strand 


+ 




Start 


1 




End 


1010 





34249 










• 
















Name 


OJ990318 16. 9819.Cl.ol.gp 


Method 


AAT/GAP 




Start 


. 878 


End 








LIB347 9-008-Q6-K1-F9 


Score 


197 . 




Exons 


878. .988 








GI Descrip. 


'3850999/gb|AAC72192| 9.0e- 


■09 (AF069908) pyruvate 


dehydrog< 




El beta subunit isoform 1 [Zea mays] 1 






Seq. No. 


34279 


Seq. ID 


0 TQQfi^l fl 1 £ 


. 9819 . C4 


Gene No . 


70927 


Strand 


_l_ 




o tart 


15363 


End 


1 R7Q7 




Name 


OJ990318 16 9819 C4 o2 od 


Method 


AAT/GAP 




Start 


15363 


End 


15797 




GI 


none 


Score 


851 




Exons 


15363. .15797 








beq. no. 


34279 


Seq. ID 


OJ990318_16 


. 9o 1 9 . C4 


Gene No. 


70928 


Strand • 


+ 




bt art 


21967 


End 


24650 




Name 


OJ990318 16. 9819. C4 .o4 . gs 


Method 


GENSCAN 




Start 


21967 


End 


24650 




GI 




Score 


.48 




Exons^ , 1V ^_ : .^.. 


... 21967. . 22034,. 22.535.... 22.64 7.-, 


;;229i8„.. : . ^ges^.^^sza-.^seo.,. ....... 




. ,23. §.9.4. . .JI7.4.2 ,_Z4 5,'a8^...2J6.5 .0.. 










Seq. No. 


34279 


Seq. ID 


OJ990318_16 


. 9819.C4 


Gene No . 


70929 


Strand 


+ 




Start 


27473 


End 


28833 




Name 


OJ990318 16.9819.C4.o4.gp 


Method 


AAT/GAP 




Start 


27255 


End 


27823 




H T 


8308 1.R1084 


Score 


853 




Exons 


27255. .27638, 27739. .27823 








GI Descrip. 


'2459430 1.0e-ll (AC002332) 


putative CUC2 protein 


[Arabidop 




thaliana] ? 








Seq. No. 


34279 


Seq. ID 


OJ990318_16 


. 9819. C4 


Gene No. 


70929 


Strand 


+ 




otart 


27473 


End 


. 28833 




Name 


OJ990318 16.9819'.C4.o6.gs 


Method 


GENSCAN 






27473 


End 


28833 




GI 


none 


Score 


.96 




Exons 


27473. .27638, 27739 .. 28058 , 


28576. .28£ 


?33 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



342-7 9- 
. 70930 
31260 
OJ990318 
30898 
632_1.R1 
30898. .3 
32828. .3 
'3851003 
El beta 



16.9819.C4.o5.gp 



084 

1109, 31260 
2890, 33007 



.31346, 
.33094, 



' Seq. ;ID 
Strand 
End 

Method 
End 
Score 

32550 

33478 



OJ99031-8_ 
+ 

37143 
AAT/GAP 
33504 
958 

32630, 32702, 
33504 



16. 9819. C4 



,32728, 



/gb I AAC72 194 | 2.0e-38 (AF069910) pyruvate dehydrogenase 
subunit isoform 3 [Zea mays] 1 



Seq. No. 
Gene Nu . 
Start 
Name 



34279 
70930 
31260 
OJ990318 



16. 9819.C4 .o5.np 



Seq. ID 

Strand 

End 

Method 



OJ990318_ 
+ 

37143 
AAT/NAP 



16. 9819. C4 



34250 



Start 
GI 

Exons 



GI Descrip. 



31071 End 36829 

3851001 Score 1380 

31071. .31109, 31260. .31346, 32550 32630 , 32702 .. 32728 , 

32828. .32890, 33007 .. 33093, 33529 33654 , 34066. .34199, 

34276. .34348, 34 54 6 .. 34 611 , 35017 .. 35055 , 35166 .. 35290 , 

35370. .35484, 36764. .36829 

(AF069909) pyruvate dehydrogenase El beta subunit isoform 2 [Zea 
mays] 



Seq. No. 34279 

Gene No. 70930 

Start 31260 

Name OJ990318_16 . 9819 . C4 . o7 . gs 

Start 31260 

GI none 
Exons 



Seq. ID OJ990318_16. 9819.C4 

Strand + 

End 37143 

Method GENSCAN 

End 36832 

Score .92 



31260. .31346, 31771 .. 31929, 32550 .. 32630, 32702 .. 32728 , 

32828. .32890, 33007 .. 33093 , 33529 .. 33654 , 34066 .. 34 199, 

34276.-34348, 3454 6 34 611 , 35166 .. 35290 , 35370 .. 35484 , 
36764. .36832 



Seq. No. 34279 Seq. ID 

..Gene, , No _ 70930 ...... lS . wV ,.... r ^..„.,_.^ ^Strand, 

...Starts . . ,.. ,^..,312 60 . '.C^T.- I^JZ™ 
Name OJ990318_16 . 9819 . C4 06 . gp - Method- 

Start 33533 '.. End 

GI LIB3479-008-Q6-K1-F9 Score * 

Exons 33533. .33643 

GI Descrip. ' 3850999/gb | AAC72192 | 9.0e-09 (AF069908) pyruvate dehydrogenase 
El beta subunit isoform 1 [Zea mays] ' 



OJ990318__16. 9819.C4 

■ AAT/GAP • - 
33643 
197 



Seq. No. 34279 
Gene No. 70930 
Start 31260 

Name OJ990318_16 . 9819 . C4 . o7 . gp 

Start 34121 

GI 21511_1.R1084 

Exons 34121. .34199, 34276 .. 34 34 8 , 

35166. .35290, 35370 .'. 35484, 
GI Descrip. '2459431 3. 

thaliana] ' 



Oe-19 (AC002332) 



Seq. ID 
Strand 
End 

Method 

End 

Score 
34546. .34611, 
36764 . .37143 
unknown protein 



OJ990318 
+ 

37143 
AAT/GAP 
37143 
1570 

35017 



16. 9819. C4 



35055, 
[Arabidopsis 



Seq. No. 34279 Seq. ID OJ990318_16 . 9819 . C4 

Gene' No. . 70931.. ;".. - Strand 

Start'' ' 38831 ' ' End 

Name OJ990318JL6. 9819 . C4 .08 . gp Method 

Start 38831 End 

GI 426293 Score 

Exons 38831. .38958, 39970. 

40966. .41005 

GI Descrip. 2459431 3. Oe-19 (AC002332) unknown protein [Arabidopsis 
thaliana] 



OJ990318_ 
+ \ 
44504 
AAT/GAP 
41005 
642 

.40042, 40476. .40550, 40822 .. 40883, 



Seq. No. 34279 

Gene No. 70931 

Start 38831 

Name OJ990318_16 . 9819 . C4 . 06 . np 

Start 38833 



Seq. ID OJ990318_16. 9819. C4 

Strand + 

End 44504 

Method AAT/NAP 

End 43831 



34251 



C T 


2459431 




Score 


425 






Exons 


38833. .38958, 39970. 


.40042, 


40476. .40550, 40822. 


. 4UOOJ, 






42106. .42389, 42827. 


.43250, 


43286. .43564, 43601. 


. 1 jo Jl 






(AC002332) unknown protein 


[Arabidopsis thaliana 


J 




C ^ n KI/~\ 
oeq * iNu . 


34279 




Seq. ID 


OJ990318_ 


1 Qfi 1 Q 

1 D . ju13 


CA 


Gene No. 


70931 




Strand 


+ 






Start 


38831 




End 


44504 






Name 


OJ990318 16. 9819. C4. 


o9.gs 


Method 


GENSCAN 






OLal L 


39982 




End 


43837 






oi 


none 




Score 


.78 






Exons 


39982. .40042, 40822. 


.40883, 


40966. .41034, 41686. 


41714 

•11/14; 






41792. .41999, 42106. 


.42339, 


42830. .43837 








34279 




Seq. ID 


OJ990318_ 


1 QR 1 Q 


CA 




70931 




Strand 


+ 






Start 


38831 




End 


44504 






Name 


OJ990318 16. 9819. C4. 


o9.gp 


Method 


AAT/GAP 






OLal L 


43569 




End 


44504 






V3l 


38680 1.R1084 




Score 


847 






TJ 1 v /^i 10 c 
Hi A (J I lo 


43569. .43838, 44313. 


.44504 










Ijl lJfcJoV^JL 1£J .r - 


, . , *,2 4.5 9.4.31, „3„,0 e - 1.9^..<AC002332X 


^ u n kn p wn _ p r. p t e i n . . [. Ar a b i dop sis. 




- ^.tha.l-iana ]~L_ _ , _ 












Seq. No. 


"3 A O 7 Q 

o 4 z / y 


----.^ TT-- 


Seq. ID 


OJ990318_ 


- - ----- 

1 G. QQ1 Q 

lo. y o i y 


r* a 
. C4 


Gene No. 


/ U y J Z 




Strand 


+ 








A C C\ A A 
4 bU 4 4 




End 


46407 






Name 


DTQQfl^l fi 1 f, QfflQ P4 


ol 0 . gs 


Method 


GENSCAN 






OlalL 


46044 




End 


46407 






PT 


none 




Score 


.7 






IjAUI l o 


46044. .46214, 46285. 


.46407 










Oclji IN (J . 


34279 




Seq. ID 


OJ990318_ 


16.9819 


.C4 


Gene No. 


70933 




Strand 


+ 






Start 


49085 




End 


53133 






Name 


OJ990318 16. 9819. C4. 


oil . gs 


Method 


GENSCAN 






jldi I 


49085 




End 


53075 








none 




Score 


.87 








49085. .50272, 50371. 


.50622, 


51016. .51096, 51145. 


.51310, 






52247. .52683, 53019. 


.53075 










Seq.. No. . 


34279 • 




Seq. ID 


OJ990318_ 


16. 9819 


.C4 


Gene: No. 


70933 




Strand ' 


+ 






Qt- a -r t- 


49085 




End 


53133 






Name 


OJ990318 16. 9819. C4. 


oiO.gp 


Method 


AAT/GAP 






Of- y-t- 
O LdX L 


51190 




End 


51535 








none 




Score 


644 






DAUi 1 0 


51190.. 51535 














34279 




Seq. ID 


OJ990318_ 


16.9819 


.C4 


Gene No. 


70933 




Strand 


+ 






Start 


49085 




End 


53133 






Name 


OJ990318 16. 9819. C4. 


o 1 1 . gp 


Method 


AAT/GAP 






Start 


52373 




End 


53133 






Gi 


none 




Score 


795 






Exons 


52373. .52683, 53019. 


.53133 











34252 




o /-» vr n 

oeq. wo . 


o A 9 7 q 


beq . i u 




1 £ QQ1 Q CA 


t^ene jno . 


70934 


Strand 






Start 


4550 


End 


11056 




Name 


OJ990318 16,9819. C4.ol.np 


Method 


AAT/NAP 




OLdlt 


4550 


End 


7523 






3193294 


Score 


170 




Exons 


4550. .4717, 4892. .5532, 7466 


. .7523 






ui uescrxp. 


(AF069298) similar to reverse transcriptases (Pfam: rvt.hmm, 




score: 53.76) [Arabidopsis thaliana] 






Cart M *"\ 

beq . no . 


34279 


Seq. ID 


OJ990318_ 


16. 9819. C4 


i^ene no . 


70934 


Strand 






b tar r 


4550 


End 


11056 




Name 


OJ990318 16.9819.C4.o2.np 


Method 


AAT/NAP 




Start 


6756 


End 


11047 




GI 


2088650 


Score 


725 




Exons 


6756. .6925, 7163. .7217, 7748 


..7816, 8 


439. .8542, 


8629. .8701, 




9122. .9220, 9744. .9807, 10342 .. 104 72 , 


10621. .10704, 




10806. .10874, 10967. .1104 7 








GI Descrip . 


(AF002109) putative peroxisomal membrane carrier 


protein 




[Arabidopsis thaliana ] 








O a /r M ^\ 

~.b eq,. p. t 


3 A2. 7 9 


S.eq... n TO 




1 r QOI Q r< A 

.JLD...y.DXa..-L4^. . 


Gene No. 


*70934- - - ... \ , 


Strand 






OtdlL 


4550 


End 


11056 




Name 


OJ990318 16.9819.C4.ol.gp 


Method 


AAT/GAP 




Start 


8448 


End 


11056 




f t 


5806 1.R1084 


Score 


1308 




Exons 


8448. .8546, 8633. .8701, 9122 


. .9277, 9753. .9807, 






10621. .10695, 1077 9. . 10874, 


10967. . 11056 




GI Descrip . 


'2088650 3.0e-34 (AF002109) 


peroxisomal ATP/ADP 


carrier prote 




isolog [Arabidopsis thaliana 


] * 






Seq. No. 


34279 


Seq. ID 


OJ990318_ 


16. 9819. C4 


Gene No. 


70935 


Strand 






CH- a -y-+- 


15574 


End 


18396 




Name 


OJ990318 16.9819.C4.o2.gs 


Method 


GENSCAN 




Of -, v-f 


15574 


End 


18396 




P T 


none 


Score 


. 93 




Exons 


15574. .16229, 17013 .. 17078 , 


17174. .17271, 18026. 


. 18396 


beq . NO . 


34279 


Seq. ID 


OJ990318_ 


16. 9819. C4 


Gene No K 


70935 


Strand 








15574 


/ End 


18396 




Name 


OJ990318 16.9819.C4.o3.gp 


Method 


AAT/GAP 




Start 


15928 


End 


17260 




C T 


7664 1.R1084 


Score 


831 




Exons 


15928. .16229, 17013 .. 17078 , 


17174. .17260 




GI Descrip. 


• 6014904/sp|Q38732|DAG ANTMA 


5.0e-13 DAG PROTEIN 


, CHLOROPLAST 




PRECURSOR >gi_1200205_emb_CAA65064_ (X95753) DAG 


[Antirrhinum 




majus] 1 








Seq. No. 


34279 


Seq. ID 


OJ990318_ 


16. 9819. C4 


Gene No. 


70935 


Strand ■ 






Start 


15574 


End 


18396 




Name 


OJ990318 16. 9819.C4 .o3.np 


Method 


AAT/NAP 




Start 


16090 


End 


18302 





34253 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6648175 Score 262 

16090. .16229, 17013 .. 17078 , 17174 17271 , 18026.. 18302 

(AC010926) DAG-like protein [Arabidopsis thaliana] 



34279 
70936 
18856 

OJ990318_16. 9819.C4 .o3.gs 

18856 

none 

18856. .19055, 19085. .19112 

34279 
70937 
38728 

OJ990318_16.9819.C4.o8.gs 

38728 

none 

38728. .39226, 39574. .3968 9 



Seq. ID OJ990318_16.9819.C4 
Strand 

End 19112 

Method GENSCAN 

End 19112 

Score . 9 



Seq. ID OJ990318__16.9819.C4 
Strand 

End 39689 

Method GENSCAN 

End 39689 • 

Score .73 



Seq. No. 
.Gene^No.. 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.34.279 
■-,,10938 
^ r L5.3-Bi-7„ 



OJ990318_1 6\ 98 1 9 . C4 : ol4 ; tm 
4322 
none 

4322. .4513, 4535. .4708, 4553. .4708, 4886.-4939, 4958. .5038 



Seq. ID OJ990318_16. 9819.C4 

St rancL^. -_„ r _ K _,_ , „-^... A ~ 

Method TBLASTX-': Maize •■ - 
End- 5038 ' 

Score 91 



34279 
70938 
53647 

OJ990318_16. 9819.C4.o7 . tm 

5132 

none 



Seq. ID OJ990318_16. 9819.C4 
Strand 

End 64689 

Method TBLASTX: Maize 

End 23442 

Score 141 



5132. .5215, 5222. .5533, 5235. .5537, 23347. .23442 



Seq. No. 34279 

Gene No. 70938 

Start 53647 

Name OJ990318__1 6 . 9819 . C4 . ol . tw 

Start 5351 

GI ' . none 

Exons . 5351. .547 9, 2314 6. .23244," .23335 23697 , 23338. .23541, , 
23348. .23602 



Seq. ID OJ990318_16. 9819.C4 
Strand 

End 64689 
Method TBLASTX : Wheat 
End 23697 
Score. - 65 . „ 



Seq. No. 34279 

Gene No. 70938 

Start 53647 

Name OJ990318_16 . 98 1 9 . C4 . ol . ts 

Start 5378 

GI none 
Exons 



Seq. ID OJ990318_16. 9819. C4 
Strand 

End 64689 

Method. . TBLASTX : Soybean 

End 23847 

Score 74 



5378. .5464, 23320 .. 234 84 , 2334 8 .. 23485 , .234 94 .. 2384 7 , 
23495. .23728 



Seq. No. 
Gene No. 
Start 



34279 
70938 
53647 



Seq. ID OJ990-318_16.9819.C4 
Strand 

End 64689 



34254 



Name 

Start 

GI 

Exons 



OJ990318_16 . 9819 . C4 . olO . tm Method 

6723 End 

none Score 
6723. .6938, 6724. .6942 



TBLASTX: Maize 

6942 

173 



Seq. No. 34279 Seq. ID 

Gene No. 70938 Strand 

Start 53647 End 

Name OJ990318_16 . 9819 . C4 . o7 . ts Method 

Start 6753 End 

GI none Score 

Exons 6753.. 6926, 6754.. 6927 



OJ990318_16.9819.C4 
64689 

TBLASTX: Soybean 

6927 

130 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34279 Seq. ID 

70938 Strand 

53647 End 

OJ990318_16. 9819.C4 ,o5. tc Method 

6765 End 

none Score 

6765.. 6926, 6798.. 6917, 6820. .6927, 7739. 

8472. .8546, 8508. .8546, 8627. .8701, 8628. 



OJ990318_16.9819.C4 
64689 

TBLASTX: Cress 
8701 
93 



,7819, 7752. 
,8699 



.7814, 



.Seq. r .No,.. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



„3.42Z9„. 
70938 
53647 
OJ9903 
8430 
none 
8430. . 
8631. . 
9123. . 
10321. 
10622. 



,-...„_..S e q . . XO- ... .0 J9,9.0 3-1-8.-US .3 8 19^£4.,- 



18 16.9819.C4.ol2.tm 



•Strand 
End 

Method 
End 
Score 

8437. .8547, 8437. .8547, 8438. .8548, 8630 
8632. .8700, 9100. .9279, 9122. .9211, 9122 



64689" 

TBLASTX: Maize 

10687 

141 



.8701, 
,9295, 



8546, 
8696, 

9278, 9124. .9279, 9747. .9806, 9754. .9807, 10321. .1047: 
.10389, 
.10687 



10325. .10480, 10341. . 10472, 10621 .. 1068 6, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34279 
70938 
53647 

OJ990318_16.9819.C4.ol5.tm 
15574 



OJ990318 16. 9819. C4 



none 
15574 . 
15743. 
15803. 
16019. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

15642, 15642. . 15749, 15690 .. 15716, 15719 .. 15736, 
15811,.. 15756. . 15857, 157 61 .. 158 53 , 15796 15897 , 
15889v 15904 . .'15942, 15910 . . 15957 , 16012 .. 16179, 
16177 



64689 

TBLASTX: Maize 

16179 

38 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34279 
70938 
53647 

OJ990318_16. 9819.C4 .o5. ts. 
15928 



Seq. ID OJ990318_16.9819.C4 
Strand 

64689 

TBLASTX: Soybean 
18234 
38 



End 

Method 
End 

none Score 
15928. .15981, 16042 .. 1 6221 , 16067. .16231, 16077. .16238, 
16169. . 16231, 17008. .17091, 17012. .17092, 17163. .17303, 
17200. .17274, 18026. .18082, 18028. .18081, 18115 .. 18171, 
18115. . 18234 



Seq. No. 



34279 



Seq. ID OJ990318 16. 9819. C4 



34255 





70938 






Start 


53647. 






Name 


OJ990318 16. 9819. C4 


.o2.tw 


Start 


16058 






\J X 


none 








16058. . 


16231, 16069 


i 69?n 




17012. . 


17080, 17173 


1 796S 




18026. . 


18082, 18028 


.18129 


Sea. No. 


34279 






Gene No - 


70938 






Start 


53647 






Name 


OJ990318 16. 9819. C4 . 


o3 . tc 


Start 


X U \J 1 






GI 


none 






DAUl Id 


16072 . 


1 6997 1 61 fift 


i 69 




1 70Dfi 

J. / \J \J o ■ . 


1 7f)ft ^ 17019 

X / \J O U / X / U X . 


i 70s n 




17200. . 


17274, 18026. 


1 ftflfi 9 




18115. . 


18234, 18149. 


1 R9 1 7 


Sea No 


34279 






Cpnp .No 


70938 








5.3 6,4 „7 S.. 






Name- 


■ - OJ99031 

W KJ j> ^ V J 1 


R 16 QR1 Q CA 


06 . tm- 


Start 


16180 






GI 


none 








16180. . 


16230, 16184. 


1 69 ^ 1 




1 7 1 fiQ 

X / X U _7 • • 


1 797^ 171 £Q 


• X / jUJ/ 






1 R9dO 

X O ^ *i \J 




Seq. No. 


34279 






Gene No. 


70938 






Start 


53647 






Name 


OJ99031 


8_16. 9819. C4. 


ril *3 -t-m 


Start 


22978 






GI 


none 






Exons 


9997ft 


9^947 99QQ1 


9 ^9 A ft 


Seq. No. 


34279 






Gene No. 


70938 






Start 


53647 






N a me 


.OJ99031 


8__16.9819.C4. 


o j . tm 


Start ■ 


234-97 






GI 


none 






E von *3 

J—J *\. \J 1 1 u 


' 23497. . 


24006, 23587. 


9?Q1 ^ 


Seq. No. 


34279 






Gene No. 


70938 






Start 


53647 






Name 


OJ99031 


8__16. 9819.C4 . 


04 . tw 


u Lai L. 


24132 






GI 


none 






Exons 


24132. . 


24389, 24172. 


.24483 


Seq. No. 


34^79 






Gene No. 


70938 






Start 


53647 







Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



64689 

TBLASTX: Wheat 

18129 

184 



OJ990318_16.9819.C4 
64689 

TBLASTX: Cress 

18234 

136 



. ..Seq. ID 
rv ; :St.rand : , 

End... 

Method 

End 

Score 



OJ990318_16. 9819.C4 

1.6.4.6 8.9.1 Z~~Z~Z-ZZ^Z. 
TBLASTX; Maize- 
18240 
72 



Seq. ID OJ990318_16. 9819.C4 
Strand 

End 64 68 9 

Method TBLASTX : Maize 

End 24198 

Score 95 



Seq. ID OJ990318_16.9819.C4 
Strand 

End 64 68 9 

Method TBLASTX: Maize 
.End * , 24006 
Score 83 



Seq. ID OJ990318_16. 9819.C4 
Strand 

End 64689 

Method TBLASTX : Wheat 

End 24483 

Score 218 



Seq. ID OJ990318_16. 9819.C4 
Strand 

End 64689 



34256 




Name 


OJ990318 16. 9819. C4 


. ol8 . tm 


Method 


TBLASTX: 


Ma iz6 




Start 


24199 








End 


24516 






GI 


none 








Score 


151 






Exons 


24199. 


.24345, 


24343 


. .24384, 


24397. .24516 






Seq. No. 


34279 








Seq. ID 


OJ990318 


JL6.9819 


.C4 


Gene No. 


70938 








Strand 


— 






Start 


53647 








End 


64689 






Name 


OJ990318 16. 9819. C4 


. o3 . tw 


Method 


TBLASTX: 


Wheat 




Start 


27476 








End 


27643 






GI 


none 








Score 


168 






Exons 


27476. 


27643, 


27481 


. .27642 










Seq. No. 


34279 








Seq. ID 


OJ990318 


16 . 9819 


. C4 


Gene No. 


70938 








Strand 








Start 


53647 








End 


64689 






Name 


OJ990318 16. 9819. C4 


. 08 . tm 


Method 


TBLASTX : 


Maize 




Start 


27490 








End 


27883 






GI 


none 








Score 


170 






Exons 


27490. . 


27642, 


27491 


. .27643, 


27731. .27805, 27744 


. .27875, 






27785. . 


27883 














„Se.q No. 


_34273~ 






"* ■ 


._-_S,eq. ..ID,. 


.0 J~9 9 0 3 1£-16^.9 81 9..££ 


Gene No. 


70938- 








Strand 








Start 


53647 








End 


64689 






Name 


OJ990318 16. 9819. C4 


. ol . tc 


Method 


TBLASTX: 


Cress 




Start 


32547 








End 


36808 






GI 


none 








Score 


125 






Exons 


32547. . 


32633, 


32547 


. .32630, 


32699. .32731,- 32825 


. .32890, 






32827. . 


32889, 


33004 


. .33093, 


33006. .33092, 33418 


. .33654, 






33483. . 


33605, 


33523 


. . 33654, 


34060. .34191, 34063 


. .34206, 






34065. . 


34205, 


34277 


. . 34351, 


34278. .34343, 34279 


. .34344, 






34546. . 


34611, 


34972 


. . 35061, 


35016. .35060, 35163 


. .35279, 






35164. . 


35289, 


35165 


. 35287, 


35166. .35324, 35373 


. .35480, 






35374. . 


35487, 


36761 


. 36808 










Seq. No. 


34279 








Seq. ID 


OJ990318 


_16.9819 


C4 


Gene No. 


70938 








Strand 








Start 


53647 








End 


64689 






Name 


OJ99031 


8 16. 9819. C4 


o3 . t s 


Method 


TBLASTX: 


Soybean 




Start 


32547 








End 


36832 




GI • 


none 








Score 


129 






Exons 


32-54 7. . 


32.633, 


32547. 


. 32630, • 


32569. .32631, 32699 


. .32731, 






32701. . 


32727, 


32825. 


.32890, 


32827. .328E 


59, 32835 


. .32924, 






33004 . . 


33093, 


33006. 


. 33092, 


33483. .33605, 33484 


. .33654, 






34060. . 


34206, 


34063. 


. 34206, 


34277. .34351, 34279 


. .34347, 






34542. . 


34607, 


34546. 


.34611, 


35014. .35061, 35016 


. .35066, 






35165. . 


35287, 


35166. 


. 35324, 


35369. .3542 


8, 35370 


. .35432, 






35370. . 


35441, 


35374 . 


. 35442, 


35430. .35486, 35431 


. .35487, 






35470. . 


35487, 


36760. 


. 36831, 


36761. . 36832 






Seq. No. 


34279 








Seq. ID 


OJ990318_ 


_16.9819. 


C4 


Gene No. 


70938 








Strand 








Start 


53647 








End 


64689 






Name 


OJ99U318 16. 9819. C4. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


32547 








End 


36853 






GI 


none 








Score 


130 







34257 




Pyrin 

L-t *\ \J 1 It? 


32547 


32633, 


32547 


32630 


32699 32731 32701 


. 32727 






32825. . 


32890, 


32827 


. .32889, 


33004. .33093, 33006. 


.33092' 






33484 . . 


33654, 


33510 


. .33653, 


34059. .34160, 34063. 


.34206, 






34063 . . 


34206, 


34065 


. . 34214 , 


34276 34344 34277 


34 351 






34545 . . 


34 610, 


34546 


. .34 611, 


34972 35061 34999 


. ~J U \J \J JL f 






35010 . . 


35066, 

*J v \J \J f 


35012 


. . 35074 , 


35163 35288 35164 


. 35298 , 






35165. . 


35290, 


35166 


. . 35324, 


35176. .35301, 35370. 


.35486^ 






35370. . 


35486, 


35371 


35487, 


35384 . .35518, 36761. 


.36853 




Sea No 


34279 








Seq. ID OJ990318 


16. 9819. 


C4 


fjpne No 


70938 








Strand 






Start 


53647 








End 64689 






Name 


OJ990318 16. 9819. C4 


.o2 . ts 


Method TBLASTX : Soybean 




Start 


40824 








End 42330 






GI 


none 








Score 71 






Exons 


40824 . . 


40889, 


40966 


. . 41034, 


41659. .41715, 41685. 


.41714, 






41790. . 


42002, 


41831 


. . 41998, 


42094. .42246, 42111. 


.42188, 






42136. . 


42219, 


42268 


. . 42330 








Sea No 


34279 








Seq. ID OJ990318_ 


16.9819. 


C4 


Gpnp No 


70938 








Strand 






,Start,, T ,. Vt ^.. 


_ .5.364 7.... 






v , 


, r ^ r EncL . 6 4 6 8,9 






.„Nam.e_ 


T ,_,0J.9-9P.3i8. . 1.6 ,£819^04 


,,o2,. : tm._l 


Methpd^ BLASTS :.Ma±.z.e.~ 




Start - ■ • 


41673 








End 42313 ■■■ 






GI 


none 








Score 64 






F.x on 


41673. . 


41711, 


41674 


41715, 


41684. .41713, 41770. 


.41994, 






41789. . 


41998, 


41790 


42020, 


41791. .41994, 41792. 


.41995, 






41796. . 


42011, 


42094 


42267, 


42103. .42264, 42263. 


.42313 




Seq. No. 


34279 








Seq. ID OJ990318_ 


16.9819. 


C4 


Gene No. 


70938 








Strand 






Start 


53647 








End 64689 






Name 


OJ990318 16. 9819. C4 


. o2 . tc 


Method TBLASTX : Cress 




Start 


41850 








End 42249 






GI 


none 








Score 176 






Exons 


41850. . 


42002, 


41855 


41995, 


42094. .42249, 42111. 


.42188 




Sea. No. 


34279 








Seq. ID OJ990318_ 


16.9819. 


C4 


Gene No . 


70938 








Strand 






Start 


53647 








End 64689 






Name 


OJ99031 


8 16. 9819. C4 


. o5 . tm 


Method TBLASTX : Maize 




Start 


42822 








• End 43167 . 






GI 


r*orie 








Score .. 188 






Exons 


42822. . 


43016, 


42827 


43057, 


42828. .43067,. 42839. 


.43051, 






43049. . 


43162, 


43058 


43162, 


43059. .43166, 43071. 


.43166, 






43072. . 


43167 












Sea No 


34279 








Seq. ID OJ990318_ 


16. 9819. 


C4 


Cpnp No 


70938 








Strand 






Start 


53647 








End 64689 






Name 


OJ99031 


8 16. 9819. C4 


ol . tm 


Method TBLASTX : Mai ze 




Start 


43169 








End 43839 






GI 


none 








Score 60 






Exons 


43169. . 


43219, 


43176 


.43214, 


43182. .43400, 43187. 


.43348, 






43219. . 


434U4, 


43224 


.43391, 


43402. .43605, 43412. 


.43609, 






43422. . 


43640, 


43445 


.43606, 


43603. .43641, 43610. 


.43642, 






43629. . 


43679, 


43636 


.43695, 


43636. .43686, 43637. 


.43723, 





34258 



43640. .43723, 43700 4 3837 , 43701 4 3838 , 43738.. 43839 



Seq. No. 34279 

Gene No. 70938 

Start 53647 

Name OJ990318_16 . 9819 . C4 , 

Start 49073 

GI none 

Exons 49073. .49441, 49085, 
49453. .49704, 49454. 



Seq. ID OJ990318_16.9819.C4 
Strand 

End 64 689 

ol6.tm Method TBLASTX : Maize 

End 49741 

Score 212 
.49489, 49156. .49482, 4 9450 4 9704 , 
.49741, 49457. .49741 



Seq. No. 34279 

Gene No. 70938 

Start 53647 

Name OJ990318JL6 . 9819 . C4 . 

Start 50140 

GI none 

Exons 50140. .50268, 50141. 
.50580.'. 50612 



Seq. ID OJ990318_16.9819.C4 
Strand 

End 64 68 9 

o4.ts Method TBLASTX : Soybean 

End 50619 

Score 106 
.50272, 50361. .50507, 50368 .. 50619, 



Seq. No. 34279 

, Gene, No ,70938. T .; . 

,j3.t ar± ^____53 ., T 

Name OJ990318_16 .- 9819 . G4 . o9 . tm 

Start 51015 
GI none 
Exons 51015. .51113, 

52248. .52310, 

52466. .52681, 

53018. .53077 



51016. .51096, 
52279. .52488, 
52474. .52683, 



Seq. ID OJ990318__16. 9819.C4 
, , w St r and - 

■ ■ Method ■ — TBLASTX : Maize" 

End 53081 

Score 145 
51025. .51114, 51027. .51104, 
52315. .52470, 52432 .. 52686, 
52518. .52685, 53016 .. 53081 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq;' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34279 
70938 
53647 

OJ990318_16.9819.C4 ,ol2.gp 
53535 

LIB34 34-025-P1-K1-E4 
53535. .53837, 54018 .. 54 180, 
'3776557 4.0e-24 (AC005388) 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990318 16. 9819. C4 



64689 
AAT/GAP 
54344 
1012 
54270. .5.4344 

Contains similarity to gi_2924495 



hypothetical protein Rvl920 from Mycobacterium tuberculosis 
genome gb_AL022020. [Arabidopsis thaliana] 1 



34279 
70938. 
53647 

OJ990318_16. 9819.C4 .ol7.tm 
53635 
none 

53635..53796, 53647 .. 53796, 53655.. 53801 



Seq. ID. .QJ990318_16.9819-.C4 



Strand 
End 

Method 

End 

Score 



64689 

TBLASTX: Maize 
53801 
128 



34279 Seq. ID 

70938 Strand 

53647 End 

OJ990318_16. 9819.C4 .ol2.gs Method 

53647 End 

none Score 



OJ990318_16. 9819.C4 

64689 
GENSCAN 
64689 
.83 



53647. .53837, 54 018 .. 54 127 , 54270 54355, 54648 .. 54761, 



34259 





54935. .55304, 55454 


. . 55584 , 


55866. .55974, 56139 .. 56260, 






56351 56457, 56685 


56789, 


57309. .57364, 57438 .. 57489, 






58512 . . 58808, 59962 


. . 60077, 


60384. .60578, 61084. .61385, 






61390. . 61488, 62141 


. . 62237, 


62381. .62628, 63207 .. 634 34 , 






64057 . . 64689 










Seq. No. 


34279 




Seq. ID 


OJ990318_16.9819 




Gene No. 


70938 ' 




Strand 






Start 


53647 




End 


64689 




Name 


OJ990318 16. 9819. C4 


. o7 . np 


Method 


AAT/NAP 




Start 


53650 




End 


58551 




GI 


3776557 




Score 


1122 




Exons 


53650. .53837, 54018 


. .54133, 


54270. .54355, 54 64 8 .. 54 761 , 






54935. .55278, 55425 


. .55584, 


55866. .55974, 56139 .. 56362 , 






56680. .56789, 568*92 


. .57050, 


57309. .57364, 574 38 .. 574 8 9, 






58409. .58551 










GI Descrip 


(AC005388) Contains* 


similarity to gi | 


2924495 hypothetical 




protein Rvl920 from Mycobacterium tuberculosis genome 






gb|AL022020. [Arabidopsis thaliana] 






Seq. No. 


34279 




Seq. ID 


OJ990318_16. 9819 


.C4 


~ ...Gene . No.^.^ 


70938 , __ . 





. a .^S,trandL 








_53 6j.7_„__ _ 


irr .. — 


..:_End___ 






i;s; Name 


- OJ990318 16. 9819. C4 


o4 . tc-- * 


-- -Method - 


• TBLASTX- : Cress - -~ 




Start 


53653 




End 


53838 




m GI 


none 




Score 


70 




i : j ; Exons 


53653. .53796, 53653 


.53838 








: r] Seq. No. 


34279 




Seq. ID 


OJ990318JL6. 9819 


.C4 


Mi „ 

'■']■ Gene No. 


70938 




Strand 






Hi I Start 


53647 




End 


64689 




I'll Name 


OJ990318 16. 9819. C4 


o8.ts 


Method 


TBLASTX: Soybean 




„" Start 


53653 




End 


54093 




GI 


none 




Score 


93 




Exons 


53653. .53838, 54016. 


.54093 








i= =: Seq. No. 


34279 




Seq. ID 


OJ990318_16. 9819 


.C4 


ijlj Gene No. 


70938 




Strand 






1"; Start 


53647 




End 


64689 




.ir. Name 


OJ990318 16. 9819. C4. 


06. ts 


Method 


TBLASTX: Soybean 




Start 


55061 




End 


55584 




GI 


none 




Score 


127 




Exons ■ r - 


55061 ^ .55321, 55158^. 


.55292, 


55280. .55584 




Seq. No. 


34279 




Seq. ID 


OJ990318_16. 9819 


.C4 


Gene No. 


70938 




Strand 






Start 


53647 




End 


64689 




Name 


OJ990318 16. 9819. C4. 


o9. ts 


Method 


TBLASTX: Soybean 




Start 


56204 




End 


57048 




GI 


none 




Score 


111 




Exons 


56204 . .56272, 56858. 


.56995, 


56893. .57048 




Seq. No. 


34279 




Seq. ID 


OJ990318_16. 9819. 


C4 


Gene No. 


70938 




Strand 






Start 


53647 




End 


64689 




Name 


OJ990318 16. 9819. C4. 


oll.tm 


Method 


TBLASTX: Maize 




Start 


62141 




End 


63437 





34260 




GI 


none 


Score 


118 




Exons 


62 141.. 62239, 62 142.. 62240, 


62337 . . 624 


35, 62341 


. 624 36, 




62354 . . 62428, 62551 .. 6264 3, 


63204 . . 634 


37, 63204 


63437 


Seq. No. 


34280 


Seq. ID 


OJ990318 


_16.9819.C5 


Gene No. 


70939 


Strand 


+ 




Start 


1874 


End 


5324 




Name 


OJ990318 16.9819.C5.ol;gs 


Method 


GENSCAN 




Start 


1874 


End 


5324 




GI 


none 


Score 


. 55 




Exons 


1874.. 1934, 2100.. 2205, 2689. .2817, 39 


96. .4122, 


4986 5324 


Seq. No. 


34280 


Seq. ID 


OJ990318_ 


_16. 9819.C5 


Gene No. 


70939 


Strand 


+ 




Start 


1874 


End 


5324 




Name 


OJ990318 16.9819.C5.ol.gp 


Method 


AAT /GAP 




Start 


2055 


End 


2488 




GI 


none 


Score 


818 




Exons 


2055. .2488 








Seq. No. 


34280 


Seq. ID 


OJ990318 


16 9819 C5 


Gene = .No ; .,^., ., 


.7094 0 „.... . 


--^.^StrancL. „ 






^S£ar±.J_ 


....,955.1.. L .. .„ 


Z End! 






Name - - '•■ 


GJ990318- -16.-9819.-C5.o2.gp 


- Method 


AAT /GAP 




Start 


9557 


End 


12005 




GI 


34257 1.R1084 


Score 


1028 




Exons 


9557.. 9691, 9969.. 10227, 11854.. 12005 






GI Descrip. 


, 1655637/emb|CAA90889| 2 . Oe 


-16 (Z54179 


) orf [Mus musculus] 


Seq. No. 


34280 


Seq. ID 


OJ990318_ 


_16. 9819.C5 


Gene No . 


70941 


Strand 


+ 




Start 


12580 


End 


15595 




Name 


OJ990318 16. 9819.C5.o3.gs 


Method 


GENSCAN 




Start 


12580 


End 


14538 




GI 


none 


Score 


.81 




Exons 


12580. .12616, 12711. .12876, 


13600. .13631, 14237 


.14478, 




14515. .14538 








Seq. No. 


34280 


Seq. ID 


OJ990318_ 


_16.9819-.C5 


Gene No. 


70941 


Strand 


+ 




Start 


12580 


End 


15595 




Name 


OJ990318 16.9819.C5.o3.gp 


Method 


AAT /GAP 




Start 


12738 ' 


End 


14424 




GI 


3061139 


Score 


731 




Exons 


12738. .1287 6, 13415. .13508, 


13600. .13631, 14237. 


. 14424 


GI Descrip. 


1655637/emb|CAA90889| 2 . Oe- 


16 (Z54179) 


orf [Mus 


musculus] 


Seq, No. 


34280 


Seq. ID 


OJ990318_ 


16. 9819. C5 


Gene No . 


70941 


Strand 


+ 




Start 


12580 


End 


15595 ' 




Name 


OJ990318 16.9819.C5.ol.np 


Method 


AAT /NAP 




Start 


13456 


End 


15413 




GI 


5138930 


Score 


741 




Exons 


13456. .13508, 13600 .. 13631, 


14237. .14478, 15162. 


.15413 



GI Descrip. (AF093680) transcription factor IIB [Homo sapiens] 
Seq. No. 34280 Seq. ID OJ990318_16 . 98 19 . C5 

34261 





Gene No. 


70941 




Strand 


+ 






Start 


12580 




End 


15595 






Name 


OJ990318 16. 9819. C5. 


o4 . gp 


Method 


AAT/GAP 






Start 


15135 




End 


15595 






GI 


LIB34 32-020-P1-K1-H7 


Score 


657 






Exons 

1—1 ifc. Vh/ 1 L O 


15135. .15398, 15492. 


.15595 










GI Descrip. 


' , 1655637/emb|CAA90889| 5 . Oe- 


37 (Z54179) 


orf [Mus musculus] 1 


Seq. No. 


34280 




Seq. ID 


OJ990318 


_16.9819 


C5 


Gene No. 


70942 




Strand 








Start 


6529 




End 


10183 






Name 


OJ990318 16. 9819. C5. 


o2 . gs 


Method • 


GENSCAN 






Start 


6529 




End 


10183 






GI ■ 


none 




Score 


.73 






Exons 


6529.-6686, 8608. .8860, 8909 


..9121, 9490. .9750, 


9752. .9956, 




10017. .10183 












Sea. No. 


34280 




Seq. ID 


OJ990318 


16. 9819 


C5 


Gene No . 


70943 




Strand 








Start 


15427 




End 


15777 






Name 


OJ990318 16. 9819. C5. 


ol . tm 


Method 


TBLASTX: 


Nlai ze 




Starjt^^.^ 


,,134 52- . ..„„ -:, 






153Z9^ 






.GI^,.....-^,^..^.^ 


none 




' Score. . . 


6fi 






Exons - 


13452:'. 13505, 13452. 


-. 13508, : 


13456. . 13509, 13590 


; 13634-,-- 






13597. .13635, 13599. 


. 13631, 


14227. .14478, 14228 


. . 14311, 






14232. .14495, 14242. 


. 14478, 


15128. .15313, 15155 


. . 15328, 






15156. .15329 












Sea No. 


34280 




Seq. ID 


OJ990318 


_16. 9819. 


C5 


Gene No. 


70943 




Strand 








Start 


15427 




End 


15777 






Name 


OJ990318 16. 9819. C5. 


ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


13453 




End 


15401 






GI 


none 




Score 


92 






Exons 


13453. .13509, 13455. 


.13514, 


13580. .13630, 13591 


. .13629, 






14232. .14483, 14242. 


. 14484, 


15162. .15401, 15165 


. .15401 




Spa No 


34280 




Seq. ID 


OJ990318 


_16.9819. 


C5 


Gene No. 


70943 




Strand 








Start 


15427 




End 


15777 






Name 


OJ990318 16. 9819. C5. 


o4 . gs 


Method 


GENSCAN 






Start 


15427 




End 


15777 








none 




Score 


.63 . 






Exons 


• 15427. .15777 













Seq. No. 34281 Seq. ID 

Gene No. 70944 Strand 

Start 509 End 

Name OJ990318__17 . 9819. C2 . ol .np Method 

Start 509 End 

GI 2498930 Score 

Exons 509. .577 

GI Descrip. DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RU L AT I ON 

PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



OJ990318_17.9819.C2 
+ 

577 

AAT/NAP 
577 
67 



Seq. No. 
Gene No. 



34281 
70945 



Seq. ID OJ990318_17.9819.C2 
Strand + 



34262 



Start 
Name 
Start 
GI 

Exons 



518 End 577 

OJ990318_17 . 9819.C2.ol.gs Method GENSCAN 

518 End 577 

none Score .94 
518. .577 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 
Start 
Name 
Start 

„, : GI ; ^_„. 
^Exons, ^ 



34282 
70946 
1 

OJ990318_17. 9819.C3.ol.np 
1 

2498930 
1. .775 

DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT I ON 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. ID OJ990318JL7.9819.C3 

Strand + 

End 775 

Method AAT/NAP 

End 775 

Score 1234 



34282 
70946 
1 

0 J990318_17 . 981 9 . C3 . ol . gs 

58 ... 



Seq. ID .OJ990318_17.9819.C3 
Strand '* + 
End 775 
Method GENSCAN 
End 711 

85 •. 



beq. no. 


34283 


Seq. ID 


OJ990318_ 


11 . 9819 . 


C4 


Gene No . 


70947 


Strand 


+ 






btart 


10578 


End 


24051 






Name 


OJ990318 17. 9819.C4.ol.np 


Method 


AAT/NAP 






Start 


10578 


End 


12052 






GI 


5852182 


Score 


370 






Exons 


10578. .10641, 11720. .12052 










GI Descrip. 


(AL117265) zhb0012.1 [Oryza 


sativa] 








Seq. No. 


34283 


Seq. ID 


OJ990318_ 


17.9819. 


C4 


Gene No. 


70947 


Strand 


+ 






Start 


10578 


End 


24051 






Name 


OJ990318 17.9819.C4.o3.gs 


Method 


GENSCAN 






Start 


11912 


End 


24051 






GI 


none 


Score 


.47 






Exons 


11912. .12387, 13009. .14267, 


15419. .15630, 16109. 


.16538, 






17160. .17803, 18339. .18438, 


18911. .19212, 19938. 


.20185, 






22878. .2.3062, 2404 1 . .24051 










Seq. No. 


34283 


Seq. ID ' 


OJ990318_ 


17.9819. 


C4 


Gene No. 


70947 


Strand 


+ 






Start 


10578 


End 


24051 






Name 


OJ990318 17. 9819.C4.o2.np 


Method 


AAT/NAP 






Start 


12507 


End • 


14442 






GI 


6742729 


Score 


2706 






Exons 


12507. . 14442 










GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 








Seq. No. 


34283 


Seq. ID 


OJ990318_ 


17.9819. 


C4 


Gene No. 


70948 


Strand 








Start 


19781 


End 


20132 






Name 


OJ990318 17.9819.C4.o6.tw 


Method 


TBLASTX: Wheat 




Start 


12059 


End 


12386 







34263 



GI 

Exons 



none Score 93 

12059. .12169, 12152. .12358, 12160- . 12360, 12363. .12386 



Seq. No. 34283 

Gene No. 70948 

Start 19781 

Name OJ990318_17 . 98 1 9 . C4 . 06 . tm 

Start : . 12095 

GI none 

Exons 12095. .12166, 12167 12307, 
12185. .12307 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318_17.9819.C4 
20132 

TBLASTX: Maize 

12308 

69 



12174. .12308, 12181. .12306, 



Seq. No. 34283 

Gene No. 70948 

Start 19781 

Name OJ990318_17 . 98 19 . C4 . ol . ts 

Start 12335 

GI none 

Exons 12335. .12367, 12363 .. 12392 , 
12485. .12733 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318_17. 9819.C4 
20132 

TBLASTX: Soybean 

12746 

37 



12393. .12455, 12450 1274 6, 



. Seg., . No . 

,Gane..JSIo.-. 
Start- ■ 
Name 
Start 
GI 

Exons 



34 28 3 ; , 

__IG3A8 

• 19781 - ■ ' - • 

OJ990318_17.9819.C4 .o2.tc 

12465 

none 



,Seq.„ r ID ~, OJ?.9031S_17^ 



.Strand,,..,^.., 



-End- - 
Method 
End 
Score 



20132 • 

TBLASTX: Cress 

12785 

252 



124 65. .12785, 124 88. .12 631, 12642. .127 67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34283 
70948 
19781 

OJ990318_17. 9819.C4 ,o2.tw 

12610 

none 

12610. .127 62, 12 615. .12671, 
127 66. .12870, 12773. .12871, 
12872. .13075, 12874. .13080 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12668 

12790 



OJ990318 17. 9819. C4 



20132 

TBLASTX: Wheat 
13080 
58 

12769, 12669. .12773, 
12876, 12851. 13075, 



Seq. No. 34283 

Gene No. 70948 

Start 19781 

Name* ' OJ990318_17 . 98 19 , C.4 . o2 . tm . ■ 

Start 12663 

GI none 

Exons 12663. .12791, 12 672 .. 127 91 , 
12920. .13114 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318__17.9819.C4 

20132 - ' 
TBLASTX: Maize-'"' ■ 
13114 
92 



12773. .12910, 12781. .12909, 



Seq. No. 34283 

Gene No. 70948 

Start 19781 

Name OJ990318_17 . 98 19 . C4 . o3 . tw 

Start 13199 

GI none 
Exons 



Seq. ID OJ990318JL7. 9819. C4 
Strand 
End 

Method 
End 
Score 



20132 

TBLASTX: Wheat 

13609 

88 



13199. . 132bl, 13201. .1324 8, 132 67. .13443, 13271.. 13489, 
13278. .13490, 13523 .. 13609, 13525. .13602 



34264 



Seq. No. 


34283 






Seq. ID 


OJ990318_17.9819 


.C4 


Gene No. 


70948 






Strand 






o u a J- l. 


19781 






End 


20132 




Name 


OJ990318 17. 9819. C4. 


. 0 1 . t w 


Method 


TBLASTX: Wheat 




O Lai L 


13610 






End 


14440 




GI 


none 






Score 


881 






13610. 


.14440, 13610, 


. 14077 , 


13651. .14241, 14123. .14431 




Seq. No. 


34283 






Seq. ID 


OJ990318_17. 9819 


.C4 


Gene No. 


70948 






Strand 






Start 


19781 






End 


20132 




Name 


OJ990318 17. 9819. C4, 


rt A +■ m 


Method 


TBLASTX: Maize 






13652 






End 


13966 






none 






Score 


295 






13652. 


.13966, 13663. 


1 ^Q4 7 








Seq. No. 


34283 






Seq. ID 


OJ990318JL7.9819 


.C4 


Gene No. 


70948 






Strand 






Start 


19781 






End 


20132 




Mamo 


OJ990318 17. 9819. C4 . 


rt 1 h rt 


Method 


TBLASTX: Cress 




u La± L 


13891 






End 


14344 




- . : ■' ■ - ■ "' 


, . none . . 






_,... r: JS core 


.127 






^.^13891. 




:-. - 4- A-"* 4_,„ 


.«L3.9A1 .-.,-1.434.4 ,_1 41Z3..., ft -1.434 4_ 




Seq. No. 


34283 






Seq. ID 


OJ990318_17.9819 


.C4 


Gene No. 


70948 






Strand 






Start 


19781 






End 


20132 




Name 


OJ990318 17. 9819. C4. 


/I 

O 4 . t W 


Method 


TBLASTX: Wheat 




Start 


17567 






End 


17893 




GI 


none 






Score 


345 




DAU11D 


17567 . 


.17893, 17632. 


1 7 O Q Q 


17669. .17893 




Q&n Kin 


34283 






Seq. ID 


OJ990318_17. 9819, 


C* A 


Gene No. 


70948 






Strand 






Start 


19781 






End 


20132 • 




Name 


OJ990318 17. 9819. C4 . 


0 1 . tm 


Method 


TBLASTX: Maize 




Start 


18739 






End 


19536 




GI 


none 






Score 


189 






18739. 


.19047, 18942. 




19092. .19136, 19096. . 19398, 






19417. 


.19536 










kj C * L\ \J m 


34283 






Seq. ID 


OJ990318_17. 9819-. 


C A 


Gene* No. 


70948 : 






■. Strand 






Start 


19781 






End 


20132 




Name 


OJ990318 17. 9819. C4. 


0 ? f 0 


Method 


TBLASTX: Soybean 




O Lai L 


19177 






End 


19737 




0 J. 


none 






Score 


'54 






19177. 


.19233, 19276. 


• JL _/ *i U 4 , 


19297. .19341, 19414 . . 19524, 






19425. 


.19523, 19596. 


• X _/ D D ± , 


19600. .19737 




Seq. No. 


34283 






Seq. ID 


OJ990318_17. 9819. 


, C4 


Gene No. 


70948 






Strand 






Start 


19781 






End 


20132 




Name 


OJ990318 17. 9819. C4. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


19537 






End 


19911 




GI 


none 






Score 


195 




Exons 


19537. 


.19740, 19539. 


.19739, 


19546. .197< 


40, 19735. .19803, 





34265 



• 



1974 6. .197 93, 19800. .19910, 19804. .19911 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

•Ml^; v .. v :„..., r 
GI 

Exons 

Seq. No. 
Gene No. 
"Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 
Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



34283 
70948 
19781 

OJ990318_17. 9819.C4.o5.tw 

19549 

none 



Seq. ID OJ990318__17.9819.C4 
Strand 

End 20132 

Method TBLASTX : Wheat 

End 19865 

Score 283 



19549. .19863, 19570 .. 1 9806, 19572.. 19865 

OJ990318 17. 9819. C4 



34283 
70948 
19781 

OJ990318_17. 9819.C4.o2.gp 

19781 

none 

19781. .20132 

34283 
70949 
20154 

;O.J.9.9.0318_17 V . 98.1.9, C.4 ..05 ._tm.„ ... 
J2.6.1 5i m . ^ , _ _ , w 

none 

20154. .20468, 20154. .20300 

34284 
70950 
526 

OJ990318_17. 9819.C5.ol.gp 
526 

10431_1.R1084 
526. . 696 

' 1256198/dbj | D63711 | RICTNR3 
complete sequence' 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

r Methpd.„. 
J,End.' ! , ' 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



20132 
AAT/GAP 
20132 
555 



OJ990318 17. 9819. C4 



20468 
JBLAST.XxMaize.. 
J>Q.46fiL._ 

256 



OJ990318_ 
+ 

696 

AAT/GAP 

696 

303 



17. 9819. C5 



4.0e-82 Rice transposon Tnr3 DNA, 



34284 

70951 

11881 

OJ9903 

11881 

592263 

1.1881. 

13636. 

(AP000 

region 

retrot 

gi I 601 

C26347 

predic 

Cinful 



18_17.9819.C5.ol.np 



.12005, 
.13787, 



12264, 
13"914. 



OJ990318_ 
+ 

17974 
AAT/NAP 
17974 
6608 

13022. 



17. 9819. C5 



,13593, 



Seq. ID 
. Strand 
End 

Method 
End 
Score 

12515> -.12774-. .12976,. 
14840, 15446.. 17974 
492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 

of the predicted gene.; similar to prpol; Zea mays 
ransposon Cinful-1. (AF049110) [Oryza sativa] 
6864 I dbj IBAA85207.il (AP000570) ESTs 

(C12145) , AU078074 (C12145) correspond to a region of the 
ted gene.; Similar to prpol; Zea mays retrotransposon 
-1. (AF049110) [Oryza sativ 



34284 Seq. ID 

70951 Strand 

llBbl End 

OJ990318_17 . 98 1 9 . C5 . o2 . gs Method 

11881 End 



OJ990318_17 . 9819. C5 
+ 

17974 

GENSCAN 

14848 



34266 




GI 


none 


Score 


.93 




1_J 1 1 o 


11881 12220 12225 13639 


13649. .14848 




Seq. No. 


34284 


Seq. ID 


OJ990318 17.9819 


.C5 


Gene No. 


70951 


Strand 


+ 




Start 


11881 


End 


17974 




Name 


OJ990318 17 9819 P5 o3 as 


Method 


GENSCAN 




Start 


15340 


End 


17938 




GI 


none 


Score 


. 66 






15340 16850 16901 17472 


17616. .17938 






34284 


Seq. ID 


OJ990318_17. 9819 


• CD 


Gene No. 


70952 


Strand 






Start 


11017 


End 


11171 




Name 


OJ990318 17.9819.C5.o2.gp 


Method 


AAT/GAP 




Start 


11017 


End 


11171 




GI 


nC-o^f 1 rvn039h04hl 


Score 


261 




p.ynn <=; 

J—J /V Nw/ likj 


11017 11171 

X X W X / ■ < J L X 1 X 








QT Dp qrri n 


1 1 617274 /pmh 1 PAA96522 1 1 0e*- 


09 (Z72152 


) AMP-binding protei 




r Rra s <3 "i pa riPTjucil ' 

[ Ul uO OXLa 1 1 CL L> U iD J 








.Sfig.._..: No. 


3428.4 , „ 


^Se„q.^. ,ID r 


«-P J .9 .? 0 31 8^ 1 7... 9 819 




_Gene.^N.Q,. 


_:7A9ia '^IL^ZZ , '.^ ™ 


;... ; . r ,*Strand T ..„ 






Start 


- 18358 ■ • 


-•End 


- 23609 




Name 


0.7990^18 17 Qftl Q PS ol 0 t-w 


Method 


TBLASTX: Wheat 




Start 


1867 _ 


End 


2112 




GI 


none 


Score 


207 




■LJ j\ V-/ 1 1 O 


1867 2112 1990 2109 








Seq. No. 


34284 


Seq. ID 


OJ990318_17. 9819 


.C5 


Gene No. 


70953 


Strand 






Start 


18358 


End 


23609 




Name 


OJ990318 17 9819 P5 r>5 1-m 


Method 


TBLASTX: Maize 




Start 


2215 ~~ 


End 


2509 




GI 


none 


Score 


169 




Exons 


2215 2328 2216 2404 2258 


..2389, 2395. .2487, 2396. .2509 


Seq. No. 


34284 


Seq. ID 


OJ990318_17.9819 


,C5 


Gene No. 


70953 


Strand 






Start 


18358 


End 


23609 




Name 


OJ990 31 8 17 9819 PS nQ tw 


Method 


TBLASTX: Wheat 




Start 


■ 1317 5 ~ 


■ End 


13543 




GI 


none * * 


Score 


156 




Exons 


13175 13393 13204 13338 


1338 9. .134 42, 13400. .13543 




Qprr No 


34284 


Seq. ID 


OJ990318_17.9819 


.C5 


Gene No. 


70953 


Strand 






Start 


18358 


End 


23609 




Name 


OJ99031 8 1 7 981 9 P5 nl -hw 


Method 


TBLASTX: Wheat 




Start 


14180 _ 


End 


14977 




GI 


none 


Score 


134 




Exons 


14180. .14356, 14 401. .14 637, 


14 4 05. .14 635, 14 684. .14 977, 






14812. . 14973 








seq. No. 


34284 


Seq. ID 


OJ990318_17.9819 


C5 


Gene No. 


70953 


Strand 






Start 


18358 


End 


23609 





34267 




# 



# 



Name 


OJ990318 17 9819 C5 


* o 6 . t w 


Method 


TBLASTX: Wheat 




Start 


14978 ~ 




End 


15253 




GI 


none 




Score 


332 




Exons 


14978 . . 15253, 14998 


15246, 


14999. .15253 • 




Seq. No. 


34284 




Seq. ID 


OJ990318_17.9819 


C5 


Gene No. 


70953 




Strand 






Start 


18358 




End 


23609 




Name 


OJ990318 17.9819 C5 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


14987 ~~ 




End 


15342 




GI 


none 




Score 


268 




Exons 


14987 . . 15253, 15028 


15252, 


15238. .15342, 15258. .15332 




Seq. No. 


34284 




Seq. ID 


OJ990318_17.9819. 


C5 


Gene No. 


70953 




Strand 






Start 


18358 




End 


23609 




Name 


OJ990318 17 . 9819. C5 


. 08 . tw 


Method 


TBLASTX: Wheat 




Start 


15255 ~~ 




End 


15426 




GI 


none 




Score 


103 




Exons 


15255 15419, 15255 


15425, 


15256. . 15426 




Seq..,. ; Np v- . , 


_...,342.84._..._ ..... ... 




Se_q .^ID.. 


. 0J9 90318^1 7,. 981?,- 


£5- 


-G.eae. r .No,..-„, 


70,9 5i. ~ . _ . 




Strand,--. 






Start 


• 18358 ■ * - 




- End - ■ 


23609" • 




Name 


OJ990318- 17 9819 C5 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


15427 ~~ 




End 


15851 




GI 


none 




Score 


439 




Exons 


15427 15846, 15471 


. 15851 








Seq. No. 


34284 




Seq. ID 


OJ990318_17. 9819. 


C5 


Gene No. 


70953 




Strand 






Start 


18358 




End 


23609 




Name 


OJ990318 17 9819 C5 




Method 


TBLASTX : Soybean 




Start 


15475 ~~ 




End 


15906 




GI 


none 




Score 


302 




Exons 


15475 . . 15906, 15522 


. 15647, 


15538. .158 


19, 15702.. 15872 




Seq. No. 


34284 




Seq. ID 


OJ990318_17.9819. 




Gene No. 


70953 




Strand 






Start 


18358 




End 


23609 




Name 


OJ990318 17. 9819. C5. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


15573 ~ 




End 


16017 




GI * • 


none 




Score - 


64 % 




Exons 


15573 15773, 15573 


. 15827 , 


15574.*. 158 


28, 15574 . . 15828, 






15849. . 15980, 15850. 


. 15993, 


15991. .16017 




Seq. No. 


34284 




Seq. ID 


OJ990318_17.9819. 


C5 


Gene No. 


709^3 " 




Strand 






Start 


18358 




End 


23609 




Name 


OJ990318 17 98T9 PS 


U / • LW 


Method 


TBLASTX: Wheat 




Start 


15855 ~ 




End 


16137 




GI 


none 




Score 


264 




Exons 


15855. .15932, 15856. 


. 16137, 


158 65. .15957, 16045. .16125 




Seq. No. 


34284 




Seq. ID 


OJ990318_17. 9819. 


C5 


Gene No. 


70953 




Strand 






Start 


18358 




End 


23609 





34268 



# 



# 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990318_17.9819.C5.o2.ts 
16132 
none 

16132. .16236, 16140 



Method TBLASTX : Soybean 
End 16520 
Score 87 
.16226, 16276. .16518, 16281. .16520 



34284 
70953 
18358 

OJ990318_17 . 9819 . C5 . o3 . tw 

16141 

none 

16141. .16563, 16146. .16487 



Seq. . ID OJ990318_17.9819.C5 
Strand 

End 23609 

Method TBLASTX : Wheat 

End 16563 

Score 398 



Seq. No. 34284 

Gene No. 70953 

Start 18358 

Name OJ990318_17 . 9819 . C5 . ol 1 . tw 

Start 16579 

GI none 

Exons 16579. .16713, 16582 



End 

Method 
End 
Score 
.16722, 16738. .1687 



Seq. ID OJ990318_17.9819.C5 
Strand 

23609 

TBLASTX: Wheat 
16878 
136 



-Seq.^No.,. ,.3.4.2.8.4 ,. 

. ; G.ene..ia, _ . ^JjQSsL- *- m : ; 

Start 18358 

Name OJ990318_17 . 98 19 . C5 , 

Start 16882 

GI none 

Exons 16882. .17202, 16893, 

17225. .17272 



.... ^ ; ,-: ... J3eq-._:ID.,. r OJJ9.Q31J^X^98 1 9.. C5-, 

-.-.-..--..v.-, ■ -=,.-* .-Strand.. , ... ^ 

- End- • 23609 - 

o4.tw Method TBLASTX : Wheat 

End 17272 
Score 7 6 
.17270, 16895. . 17194, 17 139 17270 , 



Seq. No. 34284 

Gene No. 70953 

Start 18358 

Name OJ990318_17 . 9819 . C5 . ol . tm 

Start 16896 

GI none 

Exons 16896. . 17201, 16898.. 17188 



Seq. ID OJ990318_17.9819.C5 
Strand 

End 23609 

Method TBLASTX: Maize 

End 17201 

Score 401 



Seq. No. 34284 

Gene No. 70953 

Start 18358 

Name . . OJ990318_17 . 9819 .C5.. o5 . tw 

.Start 17385 ■ • * 

GI none 

Exons 17385. .17561, 17405 174 91, 17567 17875 , 17569 .. 1764 6, 
17861. .17980 



Seq. ID OJ990318_17.9819.C5 
Strand 

End 23609 . 

Method TBLASTX : Wheat " 

End' 17980 • - 

Score 142 



Seq. No. 34284 

Gene No. 70953 

Start 18358 

Name OJ990318_17 . 9819 . C5 , 

Start 17705 

GI none 

Exons 17705. .17878, 17818, 



Seq. No. 
Gene No. 



34284 
70953 



Seq. ID OJ990318_17. 9819.C5 
Strand 

End 23609 

o4.tm Method TBLASTX : Maize 

End 17959 

Score 167 
.17877, 17857. . 17958, 17858. .17959 

Seq. ID OJ990318_17. 9819.C5 
Strand 



34269 



# 



# 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18358 

OJ990318_17.9819.C5.o4 .gs 
18358 
none 
18358. 
19584 . 
21208. 



End 

Method 

End 

Score 



23609 
GENSCAN 
23609 
.75 



.18809, 18883. .18996, 19059 .. 1 927 6, 194 32 . . 19547 , 
,19718, 19759. .19942, 20025 .. 20314 , 20399 .. 20733, 
,21320, 23542.. 23609 



34284 
70953 
18358 

OJ990318_17 .9819.C5.o2.np 

18370 

6691716 

18370. .18809, 18883. .18996, 
19584. .19765, 19842 .. 1 9942 , 



OJ990318 17. 9819. C5 



Seq. ID 
Strand 

End 23609 
Method AAT/NAP 
End 21282 
Score 2530 
19146. .19248, 19323. .19510, 
20025. .20186, 20376.. 21282 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 34285 
^Gene-Np...,^,.^. 70.95.4 ... __-. w ^.^._ 

Name - OJ990318_17 .-"98 19 ; C6. ol-. gp • 

Start 11332 
GI uC-osflcypl57b01bl 
Exons 11332. .11528, 11624 .. 11974 , 

GI Descrip. '3337350 3.0e-10 (AC004481) 
thaliana] ' 



Seq. ID OJ990318_17.9819.C6 

... ^Strand w ...+ , -.^^ 

- Method v -AAT/GAP - - 
End 12110 
Score 1089 
12073. .12110 

putative permease [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. , No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene no. 
Start 
Name 



34285 
70954 
11880 

OJ990318_17.9819.C6, 

11880 

3337350 

11880. .11973, 12073, 
13126. .13201, 13995, 
14775. .14833, 14919, 
15789. .15998 
(AC004481) putative 



Seq. ID 

Strand 

End 23970 
ol.np Method AAT/NAP 

End 15998 

Score 1803 
.12170, 12324. .12500, 12619 
.14239, 14327. . 14423, 14500 
.15010, 15085. .15162, 15254 



OJ990318_17. 9819.C6 
+ 



, 12719, 
14586, 
15414, 



membrane transporter [Arabidopsis thaliana] 



34285- ■ , ■ ■ - ■ 

70954 
11880 

OJ990318_17.9819.C6.o2.gs 
11880 



none 

11880. 

13126. 

14775. 

15789. 



,11973, 12073. 

,13261, 13995. 

,14833, 14919. 

,15907, 16594. 



Seq. ID 
Strand 

End 23970 
Method GENSCAN 
End 17268 
Score . 62 
12170, 12324 .. 12500, 12619 
14239, 14327. .14423, 14500 
15010, 15085. . 15162, 15254 
16627, 17152. .17268 



OJ990318_17,9819.C6 



12719, 
14586, 
15414, 



34285 Seq. ID 

70954 Strand 

11880 End 

OJ990318_17 . 9819 . C6 . o2 . np Method 

34270 



OJ990318_17.9819.C6 
+ 

23970 
AAT/NAP 



# # 



Olalt 


15071 


End 


19778 




PT 


4680186 


Score 


363 




Exons 


15071. .15089, 17160. .17317, 


17919. . 18213, 19654. .19778 




P T o j~» v i r^i 
bl UcbCiip. 


(AF111709) unknown [Oryza sativa subsp 


i n (H ~i pa 1 






34285 


Seq. ID 


OJ990318_17.9819. 






70954 


Strand 


+ 




Start 


11880 


End 


>J _? / \J 




Name 


OJ990318 17.9819.C6.o3.np 


Method 


AAT/NAP 






19604 


End 


O Z? t \J 






6069653 


Score 


47 Q 




I?vnn q 
DAUllo 


19604. .19974, 20053 .. 20352, 


20487. .205 








23911. .23970 










(AP000616) hypothetical protein [Oryza 


sativa] 






34285 


Seq. ID 


OJ990318_17. 9819. 




nono Kin 


70954 


Strand 


- + 




Start 


11880 


End 


'23970 




Name 


OJ990318 17.9819.C6.o4.np 


Method 


AAT/NAP 




O U O _L L. 


21673 


End 


23690 






2500584 


Score 


60 






2167.3. ..21694, ,.23221 . ...23690 










_ RNA-B1^JN£-„ER0T£^ ., ( RTGPF.N) 






gi | 1 1 / zUy D ■( \JZ o(J2 4 ) pigpen . [ 


Bos taurus] ■; - "- 




Seq. No. 


o a o Q c: 


Seq. ID 


OJ990318JL7.9819. 


C6 


Gene No. 


/ u y do 


Strand 






o Lai L 


2423 


End 


3478 




Name 


OJ990318 17. 9819.C6.ol.gs 


Method 


GENSCAN 




Q f- ^ 


2423 


End 


3478 




r-T 


none 


Score 


.71 




Exons 


2423. .2697, 3205. .3310, 3407 


. .3478 






Cpn Mo 

Octj. LN vj . 


34285 


Seq. ID 


OJ990318_17.9819. 




Cpnp No 


70956 


Strand 






Start 


15834 - 


End 


16299 




Name 


OJ9-90318 17. 9819.C6.o2.gp 


Method 


AAT/GAP 




O Lai L 


15834 


End- 


16299 




(IT 


uC-osflcypl57b01al 


Score 


920 




Fv An o 
JLt A wl I O 


15834. .16299 








\J±- UcSLll^i 


'3337350 1.0e-22 (AC004481) 


putative permease [Arabidopsis 




thaliana] 1 ...... 








Seq. No. 


34285 "• ' 


Seq'. ID 


OJ990318_17.9819. 


C6 


Gene* No. 


70957 


Strand 






OLdJ. L 


18377 


End 


23850 




Name 


OJ990318 17.9819.C6.o2.tm 


Method 


TBLASTX : Maize 




Q+- a -r +- 
OLdl L 


7693 


End 


8604 






none 


Score 


410 




Exon s 


7693..8466, 8031. .8072, 8180 


..8194, 8235. .8360, 8467. .8604 


Seq. No. 


34285 


Seq. ID 


OJ990318_17.9819. 


C6 


Gene No. 


70957 


Strand 






Start 


18377 


End 


23850 




Name 


OJ990318 17.9819.C6.o5.tm 


Method 


TBLASTX: Maize 




Start 


8605 


End 


8933 




GI 


none 


Score 


37 





34271 



# # 



Exons 


8605. .8619, 8633. .8701, 8634. .8792, 8753. .8773, 


8775. .8840, 




8799. .8855, 8846. .8932, 8847. .8933 








Seq. No. 


34285 




Seq. ID 


OJ990318 


_17.9819 


.C6 


Gene No. 


70957 




Strand 








Start 


18377 




End 


23850 






Name 


OJ990318 17. 9819. C6 


.ol.tw 


Method 


TBLASTX * 


Wheat 




Start 


8618 




End 


8879 






GI 


none 




Score 


275 






Exons 


8618. .8680, 8637. .8879, 8757. .8867 








Seq. No. 


34285 




Seq. ID 


OJ990318 


_17. 9819 


.C6 


Gene No. 


70957 




Strand 








Start 


18377 




End 


23850 






Name 


OJ990318 17. 9819. C6 


. o7 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


11928 




End 


12183 






GI 


none 




Score 


90 






Exons 


11928. .11975, 11929, 


. .11973, 


11936. .11974, 12071 


. . 12175, 






12072. .12173, 12087, 


. .12176, 


12088. .12183 






Seq. No. 


34285 




Seq. ID 


OJ990318 


17 . 9819 , 


. C6 


.Gene No . _ . ■ 


^7095-7..^.. ~ - 




^.Strand. ... 








^Start"™^ 






I^EncL 








Name - - 


- OJ990318 -17 . 9819 . C6, 


.06. tm 


Method -" 


TBLASTX: 


Ma i ze 




Start 


12353 




End- 


13204 






GI 


none 




Score 


69 






Exons 


12353. .12400, 12354. 


. .12401, 


12395. .124 


93, 12396 


. . 12497, 






12405. .12497, 12611. 


. .12730, 


12616. .127 


41, 12618 


12728 , 






13108. .13203, 13124. 


. .13204 










Seq. No. 


34285 




Seq. ID 


OJ990318 


17.9819. 


. C6 


Gene No . 


70957 




Strand 








Start 


18377 




End 


23850 






Name 


OJ990318 17. 9819. C6. 


. ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


13108 




End 


15158 




GI 


none 




Score 


92 






Exons 


,13108. .13203, 13124. 


, .13204, 


13995. .142 


49, 14006 


. .14 062, 






14087. .14233, 14327. 


,.14422, 


14328. .144 


23, 14485 


. . 14 604, 






14503. .14601, 14771. 


, .14833, 


14774 . . 148 


33, 14919 


. .15011, 






14920. .15012, 15078. 


. .15158, 


15083. .151 


57 






Seq. No. 


34285 




Seq.. ID 


. O.J990318 


17.9819. 




Gene No. 


70957 ■ 




Strand 








Start . 


18377 




End 


23850 






Name 


OJ990318 17. 9819. C6. 


ol . tm 


Method 


TBLASTX:] 


Ma i z e 




Start 


13992 




End 


14547 






GI 


none 




Score 


54 






Exons 


. 13992. .14030, 13997. 


.14023, 


14024. .14251, 14025 


. .14246, 






14026. .14253, 14311. 


.14409, 


14312. .14410, 14318 


. . 14428, 






14319. .14429, 14485. 


.14547, 


14508. .14546 






Seq. No. 


34285 




Seq. ID 


OJ990318 


_17.9819. 


C6 


Gene No. 


70957 




Strand 








Start 


18377 




End 


23850 






Name 


OJ9903l« 17.yB19.C6. 


o2 . tc 


Method 


TBLASTX: Cress 




Start 


14031 




End 


14553 






GI 


none 




Score 


184 







34272 



# # 



Exons 


14031. 


.14249, 14039 


14239, 


14325. .14423, 14328 .. 14423, 






14485. 


.14553, 14502 


. . 14552 








Seq. No. 


34285 






Seq. ID 


OJ990318 17 9819 




Gene No . 


70957 






Strand 






Start 


18377 






End 


23850 




Name 


OJ990318 17. 9819. C6 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


14550 






End 


15429 




GI 


none 






Score 


66 




Exons 


14550. 


14612, 14551 


. . 14607, 


14771 . .148 


33, 14774 14833 






14919. 


15014, 14920 


. . 15012, 


15078 . . 151 


64, 15083. 15166. 






15261. 


15413, 15262 


. . 15429 








Seq. No. 


34285 






Seq. ID 


OJ990318 17 9819 


. ^ u 


Gene No. 


70957 






Strand 






Start 


18377 






End 


23850 




Name 


OJ990318 17. 9819. C6 


,ol. tc 


Method 


TBLASTX: Cress 




Start 


14774 






End 


15992 




GI 


none 






Score 


53 




Exons 


14774. . 


14833, 14801 


. .14833, 


14932. .150 


12, 14944. .15000, 






15078.. 


15164., 15083 


. .15163, 


15229. .154 


14, 15255. .15407, 






^, J 57^9... 


.15387^,15,88.8 


...159.92,. 


4A.8-9J5 _ .15 9.9.1 ,.. -^.^^^^ 




Seq.- No . - ~- 


• : 34 285 




- Seq.- ID- 


OJ990318_17-.9819 


pfi ■ 
. o o 


Gene No. 


70957 






Strand* 






Start 


18377 






End 


23850 




Name 


OJ990318 17. 9819. C6 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


14970 






End" 


15926 




GI 


none 






Score 


66 




Exons 


14970. . 


15011, 14971 


. .15063, 


15077. .15163, 15078. .15164, 






15208. . 


15429, 15789 


. . 15887, 


15888. .15926 




Seq. No. 


34285 






Seq. ID 


OJ990318_17.9819 




Gene No. 


70957 






Strand 






Start 


18377 






End 


23850 




Name 


OJ990318 17. 9819. C6 


.o2. ts 


Method 


TBLASTX: Soybean 




Start - 


15252 






End 


15992 




GI 


none 






Score 


157 




Exons 


15252. . 


15413, 15253 


.15414, 


15271. .154 


14, 15765. .15971, 






15789. . 


15992 










Seq. No." 


34285 






Seq. ID- 


OJ99.0318_17.9819 


>C6 


Gene No. 


70 957/. ' 






Strand 






Start 


18377 






End 


23850 \ 




Name 


OJ99031 


8_17.. 9819. C6. 


o3 . tm 


Method 


TBLASTX : Maize 




Start 


15789 






End 


16007 




GI 


none 






Score 


359 




Exons 


15789. . 


16007, 15789. 


.15992 








Seq. No. 


34285 






-Seq. ID 


OJ990318JL7.9819. 


*i 
r6 


Gene No. 


70957 






*■ Strand 






Start 


18377 






End 


23850 




Name 


OJ99031 


8_17.9819.C6. 


o3 . gs 


Method 


GENSCAN 




Start 


18377 






End 


23850 




GI 


none 






Score 


.63 




Exons 


18377. . 


18501, 19261. 


.19419, 


19465. .195 


78, 19687. .19862, 






20108. . 


20139, 22992. 


.23153, 


23332. .23457, 234 63 .. 2358 9, 





34273 



# 



23846. .23850 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34286 
70958 
1780 
OJ99031 
1780 
none 
1780. . 1 
5660. .5 
12481. . 
14918. . 
16863. . 



8_17.9819.C7.o2.gs 



Seq. ID 
Strand 
End 

Method 
End 
Score 

987, 2130. .2301, 2400. .2749, 3995. .4045, 4768. .4932, 
804, 10191. . 10471, 11214. .11757, 121 63 12427 , 
12559, 13201. .13317, 138 67 .. 13935, 14581 .. 14817 , 
15313, 15509. .15786, 15953 .. 16078, 1 6558 16659, 
16957, 17253.. 17334 



OJ990318_17.9819.C7 
+ 

17334 
GENSCAN 
17334 
.58 



Seq. No. 


34286 


Gene No . 


70958 


Start 


1780 


Name 


OJ990318 17. 9819. C7 


Start 


14524 


GI 


6539588 


Exons 


14524 . . 14791 


^GI Descrip... 


.. i; .(.APO.0p.837 ^.hypothet 


Seq. No. ' 


34286 * " ~ ; -* 


Gene No. 


70959 


Start 


359 


Name 


OJ990318 17 . 9819.C7 


Start 


359 


GI 


none 


Exons 


359. .567, 648. .978, 


Seq. No. 


34286 


Gene No . 


70960 


Start 


9802 


Name 


OJ990318 17 . 9819. C7 


Start 


9802 


GI 


4584355 ■ 


Exons 


9802. .10042, 12485. 


GI Descrip. 


(AC006420) Ac-like 1 


Seq. No. 


34287 


Gene No. 


•70961 


Start 


1 ' - 


Name 


OJ990318 17. 9819. C9 


Start 


1 


GI 


3337350' 


Exons 


1..339, 493. .590, 6 


GI Descrip. 


(AC004481) putative 


Seq. No. 


34287 


Gene No. 


70961 


Start 


1 


Name 


OJ990318 17. 9819. C9 


Start . 


160 


GI 


none 


Exons 


160. .336, 197. .343 



Seq. ID OJ990318_17.9819.C7 

Strand + 

End 17334 

Method AAT/NAP 

End 14791 

Score 88 



Seq 
Strand 
End 

Method 

End 

Score 



ID* 



, 1148 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

,Strand 

End - 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318_17.9819.-G7 

1148 
GENSCAN 
1148 " 
.55 



OJ990318_17. 9819.C7 

12550 
AAT/NAP 
12550 
179 



OJ990318__17. 9819.C9 

'823 - 
AAT/NAP 
783 
398 



OJ990318_17.9819.C9 
823 

TBLASTX: Maize 

343 

153 



34274 



• 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 

gi^,:^ ..... 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34287 
70961 
1 

OJ990318_17. 9819.C9.ol.gs 

163 

none 

163. .276, 493. .590, 690. .759 

34287 
70961 
1 

OJ990318_17 . 9819.C9.ol .tc 

196 

none 



Seq. ID OJ990318_17. 9819.C9 
Strand 

End 823 

Method GENSCAN 

End 759 

Score . 7 



Seq. ID ' OJ990318_17 . 98 1 9 . C9 
Strand 

End 823 

Method TBLASTX : Cress 

End 747 

Score 87 



196. .336, 197. .337, 445.-588, 473. .589, 691. .747, 692. .71E 



34287 
70961 
1 

OJ990318_17. 9819.C9.ol.ts 

277 



Seq. ID OJ990318_17.9819.C9 
Strand 

End 823 

Method TBLASTX : Soybean 

End 756 



r npne . ,.• .... . ... . £ ... ....... .Score, 5.8„._ 



34287 
70961 
1 

OJ990318_17 . 9819.C9.ol.tm 

480 

none 



Seq. ID OJ990318_17.9819.C9 
Strand 

End 823 

Method TBLASTX : Mai ze 

End 735 

Score 7 6 



480. .575, 487. .576, 488. .592, 490. .591, 688. .735, 689. .727, 
691. .735 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI De scrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34287 
70961 
1 

OJ990318_17 . 9819.C9.ol.gp 

-553 

uC-osflcypl57b01bl 
553. .590, 689. .823 

'3337350 3.0e-10 (AC004481) putative permease [Arabidopsis 
thaliana] 1 



Seq. ID OJ990318_17. 9819.C9 
Strand 

End 823 

Method AAT/GAP 

End 823 

Score 307 



34288 
70962 
145 

OJ990318_17. 9819. C10. ol.gs 

145 

none 

145. .291 



Seq. ID OJ990318_17. 9819. C10 
Strand - + 

291 



End 
Met; 
End 
Score 



Method GENSCAN 
End 291 
. 99 



Seq. No. 34289 

Gene No. 70963 

Start 91 

Name OJ9903I6_I3 .9819.Ci.oi.gs 

Start 91 

GI none 



Seq. ID OJ990318_13. 9819. CI 

Strand + 

End 1703 

Method GENSCAN 

End 1703 

Score .75 



34275 



• 




Exons 



91. .263, 393. .507, 815. .1057, 1150. .1360, 1618. .1703 



Seq. No. 34289 Seq. ID 

Gene No. 70964 Strand 

Start 2312 End 

Name OJ990318JL3 . 98 19 . CI . o2 . gp Method 

Start 2134 " End 

GI uC-osflcyp033a04bl Score 

Exons 2134.. 2516 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ990318_13. 9819. CI 
+ 

2516 
AAT/GAP 
2516 
648 



Seq. No. 


34289 


Seq. ID 


OJ990318_13 


9819 

> z? (J J. z* • 


n 


Gene No . 


70964 


Strand 


+ 






Start 


2312 


End 


2516 






Name 


OJ990318 13 9819. CI. o2 . as 


Method 


GENSCAN 






Start 


2312 ~ 


End 


2387 






GI 


none 


Score 


.46 






Exons 


2312. .2387 










Sea. No. 


34289 


Seq. ID 


OJ990318_13 


9819 

Z> O -L Z* • 






_70965_ ^ 


. Strand .... 




ivaa 




-Start- 




...EncL,. *.,.,. 








Name* ■ ' 


0 J9 90 31 8 13.98 1 9 . CI*, o 1 . np ~ : 


Method 


AAT/NAP »■ - 






Start 


797 


End 


2562 






GI 


5852180 


Score 


523 






Exons 


797. .1213, 1265. .1382, 2364.. 


2426, 2525.. 2562 






GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 








Sea No 


34290 


Seq. ID 


OJ990318_13 


9819. 


c? 


Gene No 


70966 


Strand 








Start 


1 


End 


813 






Name 


OJ990318 13.9819.C2.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


813 






GI 


4416302 


Score 


787 






Exons 


1. .813 










GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 






Sea No 


34290 


Seq. ID 


OJ990318_13. 


9819. 




Gene No. 


70967 


Strand 








Start 


722 


End 


773 






Name 


OJ990318 13.9819.C2.ol.tw 


Method 


TBLASTX: Wheat . 




Start " 


. 12 . . < V ' * " 


End 


473 < .. 






GI 


none 


. Score 


133 






Exons 


12. .185, 189. .212, 225. .473, 


244. .471 








Seq. No. 


34290 


Seq. ID 


OJ990318_13. 


9819. 


C2 


Gene No. 


70967 


Strand ' 








Start 


722 


End 


773 






Name 


OJ990318 13. 9819.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


150 


End 


632 






GI 


none 


Score 


266 






Exons 


150. .515, 154. .486, 508. .630, 


513. . 632 








Seq. No. 


34290 


Seq. ID 


OJ990318_13. 


9819. 


C2 


Gene No. 


70967 


Strand 








Start 


722 


End 


773 







34276 



Name 
Start 
GI . 
Exons 



OJ990318_13 . 98 19 . C2 . ol . gs Method 

722 End 

none Score 
722. .773 



GENSCAN 

773 

.48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34291 
70968 
1 

OJ990318_13. 9819.C3.ol.gs 
1 

none 

1..128, 402. .573 



Seq. ID OJ990318_13. 9819.C3 

Strand + 

End 573 

Method GENSCAN 

End 573 

Score .75 



34292 
70969 
1 

OJ990318_13.9819.C4.ol.np 
1 

4680186 
1..21, 549. .749 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990318_13.9819.C4 

Strand + 

End 749 

Method AAT/NAP 

End 749 

Score 317 



3A29.2U--,~- .___Seq-_ JD^QJ99A3MUi^9aL^^-.- 

70970 • Strand - + - - - ' ■ ■ 

1628 End 2068 

OJ990318JL3. 9819. C4 .o2.np Method AAT/NAP 

1628 End 2068 

4680185 Score 274 

1628. .2068 

(AF111709) unknown [Oryza sativa subsp. indica] 



34 2.92 
70971 
301 

OJ990318_13. 9819.C4.ol.gp 
301 

uC-osflcyp033a04bl 
301. .682 

'6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990318_13.9819.C4 

Strand 

End 682 

Method AAT/GAP 

End 682 

Score 671 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34292 
70972 

.1113 ' . " ' . ' 

OJ990318_13. 9819.C4 .ol.gs 
1113 
none 

1113.. 1198, 1456.. 1626, 1759. 



Seq. ID OJ990318_13. 98.19. C4 
Strand 

2026 
GENSCAN 
2026 
.68 . 



End 

Method 
End 
Score 
.2026 



34293 
70973 
1 

OJ990318_13.9819.C5.ol.np 
1 

6630685 
1. .833 

(AP000969) Similar to copia-type pol polyprotein. (AF105716) 



Seq. ID OJ990318_13. 9819.C5 
Strand 

End 8 33 

Method AAT/NAP 

End 833 

Score 966 



34277 





L»Jiy oaLi vaj 




Seq. No. 


34293 




Gene No. 


70973 




Start 


1 




LNGlillG 


O.TQQfmft 1^ QftlQ P S 


Ox . CfS 


Cf arf 

O L. a. X. L. 


9 f, ~ 


GI 


none 




Evnnq 

i-J 1 1 


26 . .764 




Seq. No. 


34293 




Gene No. 


70973 




Start 


1 




Name 


O.TQQfni ft 1? QftlQ rs 
uujjyjio xj._7ox_7.*w.j. 


Ui . LW 


Start 


o 7 ~~ 






none 




Exons 


27 263 279 443 




Seq. No. 


34293 




Gene No. 


70973 




Start 


1 




Name 


O.TQQfni ft 1 ^ Qftl Q PS 


1 +- 




48 _ 






n o n o - 






4ft 4 64 fiO 4 4 D Q1 


4 4 4 


Seq. No. 


34293 




Gene No. 


70973 




O Lai L 


i 

X 




Mama 


O.TQQO^I ft 1 ^ QftlQ PR 


OX . LS 


Of a r +* 


7ft ~ 




OX 


none 






7ft 4 67 1 Q6 4ftD 




Seq. No. 


34293 




Gene No. 


70973 




Start 


1 




Name 


• O.TQQfm ft 1 ^ QftlQ PR 
WU^^UJXO xj.-70x;7.^o. 


vj^ . LIll 


O L. d X L. 


4 fift _ 




GI 


UUI1C 






4 6ft 716 4 6Q 70R 

4 U O . . / IO, 4 O _7 . . / U D 




Seq . No . ' 


■ 34294 




Gene No. 


"*' 70974 




Start 


1 




Name 


OJ990318 13. 9819. C6. 


ol . np 


Start 


1 


GI 


6630685 




Exons 


.1. .856 




GI Descrip. 


(AP000969) Similar to copa 



Seq. ID OJ990318_13.9819.C5 

Strand 

End 833 

Method GENSCAN 

End 7 64 

Score .99 



Seq. ID OJ990318_13.9819.C5 
Strand 

End 833 

Method TBLASTX : Wheat 

End 443 

Score 95 



Seq. ID OJ990318_13.9819.C5 
Strand 

End 833 

..Method / ..„TBLAS.TX:.Maize, ^_ 
.End . 4.64.,_..__1^^ 

Score 291 ■ - ' ■■ - • 



Seq. ID OJ990318_13.9819.C5 
Strand 

End 833 

Method TBLASTX : Soybean 

End 480 

Score 95 



Seq. ID OJ990318_13.9819.C5 
Strand 

End 833 

Method TBLASTX : Mai ze 

End 716 

Score 238 



Seq. ID- 

Strand' 

End 

Method 

End 

Score 



.OJ990318_13'.9819.C6 

856 

AAT/NAP 

856 

1164 



[Oryza sativa] 

Seq. No. 34294 

Gene No. -70:974 

Start I 

Name OJ990318_13 . 9819 . C6 . ol . tm 

Start 2 



Seq. ID OJ990318_13 ? 9819.C6 
Strand 

End 856 

Method TBLASTX : Maize 

End 487 



34278 



GI 


none 






Evnns 


2. .145, 2. .157, 18. .176, 18 




Seq. No. 


34294 




Seq. ID 


Gene No. 


70974 




Strand 


Start 


1 




End 


Name 


OJ990318 13.9819.C6.o2 


. ts 




Start 


17 




End 


GI 


none 




Score 


Exons 


17. .124, 173. .289 






Seq. No. 


34294 




Seq. ID 


Gene No. 


70974 




Strand 


Start 


1 




End 


Name 


OJ990318 13. 9819.C6.ol 


. tw 


Mp t" hi nH 


Start 


257 




End 


GI 


none 




Score 


Exons 


257. .490, 506. . 670 






Seq. No. 


34294 




Seq. ID 


Gene No. 


70974 




Strand 


.Start-., 


,■1..-..-. , •r^ - t 




End 


-Name ^ 


.-QJ 9 9.03.1 8 . l.i.,9,81 9 . qL o 1 






Start • 


308 - - 




- FnH - 


GI* 


none : 




OLUI C 


Exons 


308 . . 694 . 423 707 






Seq. No. 


34294 




Seq. ID 


Gene No. 


70974 




Strand 


Start 


1 




End 


Name 


OJ990318 13. 9819.C6.o2 


.tm 


Mot* 


Start 


602 






GI 


none 






Exons 


602 . .856, 612 . . 854 






Seq. No. 


34295 




Seq. ID 


Gene No. 


70975 




Strand 


Start 


568 




End 


Name 


OJ990318 13. 9819.C7.ol 


gs 


i it; u i iv^u 


Start 


568 


RnH 


GI 


none 




Score 


Exons 


568.. 640, 967... 1052 






Seq. No. 


34295" 






Gene No . 


70976 




Strand 


Start 


1483 




. End 


Name 


OJ990318 13.9819.C7.o2 


gp 


Method 


Start 


1483 


End 


GI, 


uC-osflcyp033a04bl 




Score 


Exons 


1483. . 1865 






GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3. Oe- 




DNA, chromosome 1, clone : P0711E10 ' 


Seq. No. 


34295 




Seq. ID 


Gene No . 


/uy / / 




Strand 


Start 


1 




End 


Name 


OJ990318_13. 9819.C7 .ol. 


np 


Method 



123 

.456, 167. .487, 168. .47 
OJ990318_13.9819.C6 
856 

TBLASTX : Soybean 

289 

125 



OJ990318_13.9819.C6 
856 

TBLASTX: Wheat 

670 

94 



OJ990318_13.9819.C6 
,8 56 

.TBLAS.TX :.£oyb.ean 

707 - '- 

98 



OJ990318_13.9819.C6 
856 

TBLASTX : Maize 

856 

236 



OJ990318_13.9819.C7 
+ 

1052 
GENSCAN 
1052 
.8 



OJ990318_13;9819.C7 
+ 

1865 
AAT/GAP 
1865 
612 

59 Oryza sativa genomic 

OJ990318_13. 9819.C7 

2044 
AAT/NAP 



34279 



Start 


1 


End 


204 4 


GI 


5852180 


Score 


4 98 


Exons 


1./35, 148. .562, 614. .731, 


1713. .1783, 


2017 2044 


GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza sativa] 




Seq. No. 


34296 


Seq. ID 


OJ990318_1 


Gene No . 


70978. 


Strand 




Start 


590 


End 


662 


Name 


OJ990318 13.9819.C8.ol.gs 


Method . 




Start 


590 


End 


662 


GI 


none 


Score 


. 68 


Exons 


590. .662 






Seq. No. 


34297 


Seq. ID 


OJ990318 1 


Gene No. 


70979 


Strand 


+ ~~ 


Start 


403 


End 


2133 


Name 


OJ990318 13. 9819.C9.ol.gs 


Method 


GENSCAN 


Start 


403 


End 


2133 


GI 


none 


Score 


.44 


Exons 


403. .469, 703. .894, 1913.. 


2133 





13. 9819. C9 



..Seq, .No.. ;: . .^-34 2^7^.^^ 
..Gene. Ja. r ^ ,.^7,038,0,. Z-.-^-Z-ZZ ZlZZZ r ,ZZl 

Start ' 7231 - - - ' ' - - - 

Name OJ990318_13 . 98 19 . C9 . ol . gp 

Start 7231 

GI uC-osflcyp033a04bl 

Exons 7231.. 7612 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3 
DNA, chromosome 1, clone : P07 11E10 1 



, v ....S.eq...,.,,I D,,_0 J9.90 3 lJ^L3 rf 3JB l^X^^ 
.■^:.Straiid,l.^.^^_ 



- End •■ 
Method 
End 
Score 



•7 612 

AAT/GAP 

7612 

679 



0e-59 Oryza sativa genomic 



Seq. No. 


34297 




Seq. ID 


OJ99031 


8_13. 9819.C9 


Gene No. 


70981 




Strand 






Start 


803 




End 


7516 




Name 


OJ990318 13 


. 9819.C9.ol.np 


Method 


AAT/NAP 




Start 


803 




End 


7516 




GI 


5852180 




Score 


564. 




Exons 


803. .968, 3248. .3329, 5897.. 


6310, 6362 


..6479, 


7461. .7516 


GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


34297 




Seq. ID 


OJ99031 


8_13. 9819.C9 


Qene No. 


70981 




• .Strand 






Start 


803 




End 


7516 




Name 


OJ990318 13 


. 9819.C9..62.gs 


Method 


GENSCAN 




Start 


3160 




End 


6244 




GI 


none 




Score 


.87 




Exons 


3160. .3300, 


3386.. 3505, 3589 


..3742, 3971.'. 4044 


, 4140. .4273, 




4385. .4504, 


5872. . 6244 








Seq. No. 


34298 




Seq. ID 


OJ99031 


3_13. 9819. C10 


Gene No. 


70982 




Strand 


+ 




Start 


134 




End 


525 




Name 


OJ990318 13 


. 9819. C10. ol.gs 


Method 


GENSCAN 




Start 


134 


End 


525 




GI 


none 




Score 


. 62 




Exons 


134 . .525 











34280 



Seq. No. 
Gene No. 
■Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



34299 Seq. ID 

70983 Strand 

9850 End 

OJ990318_13. 9819.Cll.o4 .np Method 

9850 End 

4378066 Score 



OJ990318_13.9819.C11 
+ 

16200 
AAT/NAP 
16200 
1289 



9850.. 9870, 11780 .. 11951, 13204 .. 16200 
(AF098806) polyprotein [Sorghum bicolor] 
gi | 4 680208 | gb | AAD27571 . 1 1 AF114 17 1_12 (AF114171) 
[Sorghum bicolor] 



polyprotein 



Seq. No. 


34299 


Seq. ID 


OJ990318_13.9819.C11 


Gene No. 


70984 


Strand 


+ 


Start 


19632 


End 


27363 


Name 


OJ990318 13.9819.Cll.o4.gs 


Method 


GENSCAN 


O Lai L 


19632 


End 


27363 


O -L 


none 


Score 


.45 




19632. .20034, 21594 .. 21937 , 


22619. .22760, 23540 .. 23588 , 




23776. .24028, 24 140 25705 , 


26517. .26717, 268 10 .. 27020 , 




27278. .27363 






Seq..,^No.^ 


34299 . . . . .. ... ._ 


.... Seq,. : ..-ip.* 


w OJ9JpJ,18_13,^ 


T Gen.e..No 




..^-Str.and.„_ 




O LCII L. 


27794 


End- 


■28175 " ■ - • 


\T rn o 


OJ990318 13.9819.Cll.o3.gp 


Method 


AAT/GAP 


O l_Cl-L l_ 


27794 


End 


28175 


GI 


uC-osflcyp033a04bl 


Score 


671 




27794 . .28175 






(IT Hp qpri n 


• 601684 5/dbj | AP000570 . 1 | AP000570 3 . Oe- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 




Seq. No. 


34299 


Seq. ID 


OJ990318_13.9819.C11 


Gene No. 


70986 


Strand 


+ 


Start 


28902 


End 


33422 


Name 


OJ990318 13.9819.Cll.o6.np 


Method 


AAT/NAP 


ijLQl I 


28902 


End 


33422 


GI 


4680179 


Score 


54 01 




28902. .29987, 30021.. 33422 








(AF111709) polyprotein [Oryza sativa subsp. indica] 


Seq. No. 


34299 


Seq. ID 


OJ990318_13. 9819.C11 


Gene No. 


70987 


Strand 


+ 


Start 


35508 


- End " ■ 


35889 


Name 


OJ990318 13.9819. Cll.o6.gp 


Method 


' AAT/GAP 


Start 


35508 


End 


35889 


GI 


uC-osflcyp033a04bl 


Score 


679 


Exons 


35508. .35889 






GI Descrip. 


f 6016845/dbj | AP00057 0 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 f 




Seq. No. 


34299 


Seq. ID 


OJ990318_13. 9819.C11 


Gene No. 


70988 


Strand 


+ 


Start ' 


36826 


End 


43452 


Name 


OJ990318 13.9819.Cll.ol0.np 


Method 


AAT/NAP 


Start 


36826 


End 


39510 


GI 


4539665 


Score 


1524 


Exons 


36826. .39510 







34281 



GI Descrip. (AF061282) polyprotein [Sorghum bicolor] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34299 Seq. ID 

70988 Strand 

36826 End 

OJ990318JL3 . 98 19 . Cll . oil . np Method 

38651 End 

5091513 Score 



OJ990318_13. 9819. Cll 
+ 

43452 
AAT/NAP 
43452 
1317 



38651. .38673, 40215 . .4 1445, 4 14 7 9 .. 4 1656, 43294. 
(AB023482) Hypothetical protein [Oryza sativa] 



43452 



34299 Seq. ID 

70989 Strand 
52299 . End 
OJ990318_13. 9819.Cll.ol3.gp Method 

52299 End 

none Score 
52299.. 52424 



OJ990318_13. 9819. Cll 
+ 

52424 
AAT/GAP 
52424 
207 



Seq. No. 34299 Seq. ID 

Gene No. 70990 Strand 

*S.tart.^ ; ^ JSnd... . 

.Name w ^ ./dj95Q3l8_l i..98lk.7,cIl..ol_4 .IgrL^ll^ethod^. 

Start - -- ■•-■■5 3-1-7 2 ■■ -— - End-" - 

GI none Score 
Exons 53172. .53223 



OJ990318_13. 9819. Cll 
+ 

,5. 3.2 2 3.,. „^ nr - rr - 

, AAT/GAP r.!..^""..^-./ 

■53223 - - - - 

61 



Seq. No. 34299 Seq. ID 

Gene No. 70991 Strand 

Start 54184 End 

Name OJ990318_13 . 9819 . Cll . o7 . gs Method 

Start 54184 End 

GI none Score 
Exons 



OJ990318_13. 9819. Cll 
+ 

57396 
GENS CAN 
57396 
.7 



54184. .54243, 54 350 .. 55106, 55201 .. 55743, 557 95 .. 55820, 
55899. .56333, 56409 .. 564 68 , 56566 5664 9, 56698. .57396 



Seq. No. 34299 Seq. ID 

Gene No. ■ 70992 Strand 

Start 69698 End 

Name OJ990318_13 . 9819 . Cll . olO . gs Method 

Start 69698 End 

GI m none. , Score 

Exons 



OJ990318_13. 9819. Cll 
+ 

73475 
GENSCAN 
73475 
. 7 



69698. .697 83> 70394. .7058 9, 71582. .71827, 72 608. .72968, 
73249.'. 7^475 . 



Seq. No. 34299 Seq. ID 

Gene No. 70992 Strand 

Start 69698 .End 1 

Name OJ990318_13 . 9819 . Cll . ol5 . np Method 

Start 71332 End 

GI 4680203 Score 

Exons 71332. .71357, 72614.. 73449 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



OJ990318_13. 9819. Cll 
+ 

73475 
AAT/NAP 
73449 
810 



o t; q . ln u . 

Gene No. 
Start 



70993 
416 



seq. iu 

Strand 

End 



1710 



34282 



Name 

Start 

GI 

Exons 



OJ990318_13 . 9819 . Cll . ol . gs Method GENSCAN 

416 End 1710 

none Score .53 

416. .648, 1198. .1289, 1616. .1710 



Seq. No. 


34299 






Seq. ID 


OJ990318_13 


.9819 


. Cll 


Gene No . 


70994 






Strand 








Start 


5262 






End 


12178 






Name 


OJ990318 13 


.9819. Cll. ol 


.np 


Method 


AAT/NAP 






Start 


5262 ~ 






End 


8575 






GI 


3645899 






Score 


3965 






Exons 


5262. .7010, 


7122. .8575 












GI Descrip. 


(U68408) 5' 


end not determined experimentally [Zea 


mays 


1 
j 


Seq. No. 


34299 






Seq. ID 


OJ990318_13 


. 9819 


. Cll 


Gene No. 


70994 






Strand 








Start 


5262 






End 


12178 






Name 


OJ990318 13 


.981.9. Cll. o2 


. np 


Method 


AAT/NAP 






Start 


7584 






End 


10919 






GI. 


4416301 






Score 


503 






Exons 


7584. .7617, 


9290. .9761, 


9820. 


.10919 








GI.^.D.e.scriEt..^ 




[.Zea .may sj_ : . 








Seq.- No. 


: 34 2 99 - - ■ ~ - 






- Seq; ID- 


' : OJ9 9031 8^13- 


.9819 


7ei-i" 


Gene No-.' 


70994 






Strand 








Start 


5262 






End 


12178 






Name 


OJ990318 13 


.9819. Cll. o3 


.np 


Method 


AAT/NAP 






Start 


9121 






End 


12178 






GI 


3645898 






Score 


597 






Exons 


9121. . 9248, 


9324. .9683, 


9746. 


.10815, 12140. .12178 







GI Descrip. (U68408) in-frame stop codon; possibly a post-transposition 
mutation [Zea mays] 



Seq. No. 34299 Seq. ID OJ990318_13 . 9819 . Cll 

Gene No. 70995 Strand 

Start 18304 End 18685 

Name OJ990318_13 . 9819 . Cll . ol . gp Method AAT/GAP 

Start 18304 End 18685 

GI uC-osflcyp033a04bl Score 663 

Exons 18304. .18685 

GI Descrip. ' 601 684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA,' chromosome 1, clone : P0711E10 ' 



Seq. No. 


34299 


Seq". ID 


OJ990318 


Gene No. 


70996 


Strand 




Start 


34125 


End 


37385 


Name 


OJ990318 13. 9819. Cll. o7.np 


Method 


AAT/NAP 


Start 


34125 


End 


34562 


GI 


4680185 


Score 


442 


Exons 


34125. .34562 






GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. . indica] 


Seq. No. 


34299 


Seq. ID 


OJ990318 


Gene No. 


70996 


Strand 




Start 


34125 


End 


3/385 


Name 


OJ990318 13.9819.Cll.o8.np 


Method 


AAT/NAP 


Start 


34171 


End 


36697 



13. 9819. Cll 



34283 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.- - - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5852180 Score 561 

34171. .34587, 34 639.-34756, 35738.-35793, 36615. .36697 

(AL117265) zhbOOOlO.l [Oryza sativa] 



34299 
70996 
34125 

OJ990318_13. 9819.Cll.o9.np 
35441 
4680186 

35441. .35641, 36476 .. 36530, 37257. .37385 
(AF111709) unknown [Oryza sativa subsp. indica] " 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318 13.9819.C11 



37385 
AAT/NAP 
37385 
364 



34299 Seq. ID OJ990318_13 . 9819 . Cll 

70997 Strand 

41779 End 42146 

OJ990318_13. 9819. Cll. o7.gp Method AAT/GAP . 

41779 End 42146 

25792_1.R1084 Score 645 

41779. .42146 

M512233/dbj IAB014743.1 IAB014743 0.0e+00 Oryza sativa copia-type 
_ re trot ransposon J* I RE 7 . ,DNA,^par£ia^ ^.^^ 



-Seq. --ID- 
Strand 
End 

Method 

End 

Score 



OJ990318 1-3; -98 IS ■■•Cll 



42702 
AAT/GAP 
42702 
646 



34299 ■ •■ 

70998 
42321 

OJ990318_13.9819.Cll.o8.gp 
42321 
2312718 
42321. .42702 

4512233/dbj | AB014743. 1 IAB014743 1.0e-176 Oryza sativa copia-type 
retrotransposon RIRE7 DNA, partial sequence 

34299 Seq. ID OJ990318_13 . 9819 . Cll 

70999 Strand 

46919 End 52729 

OJ990318_13 . 98 19 . CI 1 . o9 . gp Method AAT/GAP 

45294 End. 45603 

61605_3.R1084 Score 426 

45294 ...45603 

f 1402920/emb|CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ', 



34299 Seq. I'D 

70999 Strand 

46919 End 

OJ990318_13. 9819. Cll. ol2.np Method . 

45965 End 

6063554 Score 



OJ990318_13. 9819. Cll 

52729 
AAT/NAP 
47741 
368 



4 5965. .4 6139, 4 677 1 . . 4 67 98 , 4 7122. .47 34 4, 474 62. .4 7741 
(AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) ,098 611 (E04 64) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



seq. iNO. 
Gene No. 
Start 



34 

70999 
46919 



seq. ID 

Strand 

End 



52729 



34284 



Name OJ990318_13 . 9819 . Cll . olO . gp Method AAT/GAP 

Start 46125 End 46552 

GI 2428185 Score . 837 

Exons 46125. .46552 

GI Descrip. 5852170/emb | AL117265 . 1 | OST17804 1.0e-177 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAG clone: t 17804 



Seq. No. 34299 

Gene No. 70999 

Start 46919 

Name OJ990318_13 . 9819 . Cll . oil . gp 

Start 46570 

GI 101153_1.R1084 

Exons 46570. .46798, 47122.. 47304 

GI Descrip. 1 5852 170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 ' 



Seq. IP' OJ990318_13. 9819. Cll 
Strand' 

End 52729 

Method AAT/GAP 

End 47304 

Score 679 



Seq . ' No . 


34299 




Seq. ID 


OJ990318_ 


13.9819. 


Cll 


Gene No , 


70999 




Strand 








Start 


46919 




End 


52729 






Name . - 


.OJ990318 13. 9819. Cll. 


06 . gs 


. Method 


GENSCAN 






Start^, v ^:_ 








52729 t ^. 






h\ 


nonp ...... . 




_Sco:re 


. 64 






Exons ' 


•46919. . 47-363, 48463 . . 


48488, 


49180. .49449", 49792. 


: 4 987-5, 






50332. . 50365, 51905. . 


52065, 


52655.. 52729 






Seq. No. 


34299 




Seq. ID 


OJ990318_ 


13.9819. 


Cll 


Gene No . 


70999 




Strand 








Start 


46919 




End 


52729 






Name 


OJ990318 13. 98 19. Cll. 


ol2 .gp 


Method 


AAT/GAP 






Start 


47396 




End 


47706 






GI 


2312818 




Score 


546 






Exons 


47396. . 47706 












GI Descrip. 


5852170/emb | AL117265 . 


1 IOST17 


804 2.0e-27 Oryza sativa 






indica (GLA4) genomic 


DNA, chromosome 4 


, BAC clone: tl7804 


Seq. No. 


34299 




Seq. ID 


OJ990318_ 


13.9819. 


Cll 


Gene No. 


71000 




Strand 








Start 


57944 




End 


64613 






Name 


OJ990318 13. 9819. Cll. 


ol3 . np 


Method 


AAT/NAP 






Start 


57767 




End 


62654 






GI 


4206306 




Score 


■1245 






Exons • 


57767. ..60930, 62608. i 


62 654 ' 










GI Descrip. 


(AF049110) prpol [Zea 


mays] 










Seq. No. 


34299 




Seq. ID 


OJ990318_ 


13.9819. 


Cll 


Gene No.' 


71000 




Strand 








Start 


57944 




End 


64613 






Name 


OJ990318 13. 9819. Cll. 


08 . gs 


Method 


GENSCAN 






Start 


57944 




End 


64613 






GI 


none 




Score 


.58 






Exons 


57944 . .58628, 58761.. 


58949, 


58998. .59070, 59194 . 


. 60690, 






60849. . 61027, 61143.. 


61418, 


61583. .61637, 62049. 


. 62730, 






63004. .63285, 63541.. 


63674, 


63816. .63923, 64286. 


. 64613 




Seq. No. 


34299 




Seq. ID 


OJ990318_ 


13.9819. 


Cll 


Gene No. 


71001 




Strand 









34285 




Start 


66134 








End 


68150 




Name 


OJ990318 13 


. 9819 


.Cll.ol 


. tm 


Method 


TBLASTX - Maize 




Start 


5259 








End 


5936 




GI 


none 








Score 


222 




Exons 


5259. . 5570, 


5265 


. .5936, 


5326. 


.5928 






Seq. No. 


34299 








Seq. ID 


OJ990318_13.9819 


.Cll 


Gene No. 


71001 








Strand 






Start 


66134 








End 


68150 




Name 


OJ990318 13 


. 9819 


.Cll.o3 


. ts 


Method 


TBLASTX: Soybean 




Start 


5277 








End 


5918 




GI 


none 








Score 


50 




Exons 


5277. .5510, 


5400 


. .5495, 


5520. 


.5918, 5530.. 5709 




Seq. No. 


34299 








Seq. ID 


OJ990318_13.9819 


.Cll 


Gene No. 


71001 








Strand 






Start - 


66134 








End 


68150 




Name 


OJ990318 13, 


.9819 


.Cll.o3, 


. tc 


Method 


TBLASTX: Cress 




Start 


5280 








End 


5738 




GI 


none 








Score 


71 




Exons 


5280. .5492, 


5332, 


. .5499, 


5511. 


.5645, 5649.. 5738 




















._Seq,..^No ....... 


ir.34Z9^1^1ZZl 


™ .... 








loji 9 0^3 IO I3'b T T, 




Gene No. - 


71001 








Strand - 






Start 


66134 








End 


68150 




Name 


OJ990318 13. 


. 9819. 


.Cll.ol5.tw 


Method 


TBLASTX: Wheat 




Start 


5325 








End 


5729 




GI 


none 








Score 


55 




Exons 


5325. .5501, 


5326. 


. .5445, 


5523. 


.5729, 5524. .5625 




Seq. No. 


34299 








Seq. ID 


OJ990318_13.9819. 


.Cll 


Gene No. 


71001 








Strand 






Start 


66134 








End 


68150 




Name 


OJ990318 13. 


,9819. 


,C11 .oil. tm 


Method 


TBLASTX: Maize 




Start 


5937 








End 


6140 




GI 


none 








Score 


183 




Exons 


5937. .6140, 


5938. 


, .6120 










Seq. No. 


34299 








Seq. ID 


OJ990318_13.9819. 


Cll 


Gene No. 


71001 








Strand 






Start 


66134 








End 


68150 




Name . 


; OJ990318 13. 


9819. 


Cll.o3. 


tm 


Method 


TBLASTX :.Maize 




Start 


6161 






> * 


End ■ ■ 


6629 • 




GI* 


none 








Score 


'4 67 




Exons 


6161. . 6625, 


6162 . 


.6629, 


6163. 


.6627, 6165.. 6629 




Seq. No. 


34299 








Seq. ID 


OJ990318_13.9819. 


Cll 


Gene No. 


71001 








Strand 






Start 


66134 








End 


68150 




Name 


OJ990318 13. 


9819. 


Cll.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


6289 . 








End 


6897 




GI 


5509260 








Score 


154 




Exons 


6289. . 6486, 


6290. 


.6472, 


6291. 


.6671, 6505. .6672, 6666. .6896, 




6678. .6896, 


6682. 


.6897 










GI Descrip. 
















Seq. No. 


34299 








Seq. ID 


OJ990318_13.9819. 


Cll 



34286 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



71001 
66134 

OJ990318_13. 

6297 

none 

6297. .6647, 



Strand 

End 68150 
9819.Cll.o4 . tw Method TBLASTX: Wheat 

End 6755 

Score 161 
6303.. 6668, 6316.. 6648, 6681.. 6755 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34299 
71001 
66134 

OJ990318__13. 

6408 

none 

6408. . 6689, 



. Seq. ID OJ990318_13. 9819.C11 
Strand 

End 68150 

9819 . Cll . o2 . tc Method TBLASTX : Cress 

End 6689 

Score 70 

6535. .6609 



Seq. No. 34299 

Gene No. 71001 

Start 66134 

Name OJ990318_13 

Start 6630 

GI none 

, Exons Wj .^. r ..6 6 3 Q^. 63 5 9., _6 6 3 1 ^. .6,9 2 1 



Seq. ID OJ990318_13. 9819. Cll 
Strand 

End 68150 

9819. Cll. o9. tin Method TBLASTX :Maize 

End 6959 

Score 255 



Seq. , No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34 2 99 
71001 
66134 

OJ990318_13. 

7128 

none 

7128. .7235, 
7857. .7928, 



■ --■ -■■ : - •■■ : -Seq.- ID - OJ990318-13. 9819;-eil- 

Strand 

End 68150 

98 19. Cll .o2 . tm Method TBLASTX : Maize 

End 58441 

Score 471 
7253.-7777, 7266. .7856, 7279. .7785, 7855. .7929, 
15706. .15834, 58313. .58441 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34299 
71001 
66134 

OJ990318_13. 

7287 

none 

7287. .7388, 



Seq. ID OJ990318_13. 9819. Cll 
Strand 

End 68150 

98 19 . Cll . o9 . t s Method TBLASTX : Soybean 

End 7748 

Score 40 
7437. .7748, 7444. .7512, 7543. .7728 



Seq. No, 
Gene No. 
. Start 
Name 
Start 
GI 

Exons 



34299 
71001 
.66134 

OJ990318_13, 

7593 

none 

7593. .7877, 
7936. .8163 



Seq. ID OJ990318_13. 9819. Cll 

Strand -. 

End , . 6815Q 
9819. Cll. o5.tw ' Method TBLASTX : Wheat . 

End 8165 

Score 118 
7594.. 7827, 7879.. 7905, 7881.. 7904, 7917.. 8165, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34299 
71001 
66134 

OJ990318_13. 

7929 

none 

7929. .8207, 



Seq. ID OJ990318_13. 9819. Cll 
Strand 

End 68150 

9819. Cll. 08 . tm Method TBLASTX : Maize 

End 8323 

Score 242 
7930. .8208, 8205. .8243, 8243. .8323 



34287 



Seq. No. 


34299 






Gene No. 


71001 






Start 


66134 






Name 


OJ990318 13.9819.C11 


. ol2 . tm 


Start 


10213 






GI 


none 






Exons 


10213. 


.10617, 10336. 


. 10578 


Seq. No. 


34299 






Gene No . 


71001 






Start 


66134 






Name 


OJ990318 13.9819.C11 


.ol4 .ts 


Start 


13335 






GI 


none 






Exons 


13335. 


.13559, 13346. 


.13468, 




36955. 


.37089, 60455. 


.60589 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318_13.9819.C11 
68150 

TBLASTX: Maize 

10617 

102 



OJ990318_13. 9819.C11 
68150 

TBLASTX: Soybean 

60589 

133 



13566. .13700, 30762. .30896, 



Seq. No. 

Gene No. 

Start 

Name 
: .Start 
_JGI____.^ 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34299 
71001 

66134 End 

OJ990318_13. 9819.C11 .06. tw Method 

, ,13497 ,.,.. J3 ^ ; _..;,.„.__ .^End.^, 

,noae^.,. „^ f ._ _ ^ Scare. 



Seq. ID OJ990318JL3. 9819. Cll 
Strand 

68150 

TBLASTX: Wheat 

7 ,. _6065.8_. r ^^ . ff ...„ = ._^ OT , 



13497; .13553, 1-3502-.-. 13543, -1-354 8 . . 13901 , - 13556 . . 13858 , - 

13560. .13901, 30762. .30941, 30954 .. 31091 , 36937 37134 , 

3714 4. .372 69, 60254. .60598, 60254. .60607, 602 68. .60609, 

60297. .60599, 60602 60658 , 60612.. 60653 



34299 
71001 
66134 

OJ990318_13. 9819. Cll. olO.tm 

13527 
none 



Seq. ID OJ990318JL3. 9819. Cll 
Strand 

End 68150 

Method TBLASTX : Maize 

End 60628 

Score 152 



13527. .13748, 30555 .. 30956, 30563 .. 30658 , 30725 .. 30883, 
36733. .37149, 36735 .. 3684 8 , 36918 .. 36995, 60407.. 60628 



34299 
71001 
66134 

OJ990318_13. 9819. Cll .o5. tm 
13770 - 



none 
13770. 
37153. 
59987. 



Seq. ID OJ990318_13. 9819. Cll 
Strand 

End 68150 
Method TBLASTX : Maize 
- End . . 60385 

• . . . - Score 5*50 

,14231, 1377Q. .1*4231, 30960 . . 31388 , .30962 . . 3124 9, 
,37548, 37155. .37271, 59918 60079, 5991 9 .. 60062 , 
,60082, 60104 .. 60385, 60108 60236, 60122.. 60385 



34299 
71001 
66134 

OJ990318_13. 9819. Cll. o2. ts 
13866 
none 
13866. 
31045 . 
37237. . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318JL3. 9819. Cll 
68150 

TBLASTX: Soybean 

60289 

176 



.14198, 31008. 
.31077, 31046. 
.37596, 37356. 



31040, 
31061, 
37493, 



31010. .31039, 31044. .31403, 
3I1I2 . . 31402, 31131. .31403, 
59951. . 6007 9, 60083. . 60289 



34288 




O C tj • IN U . 


34299 






ocq • x u 




pi i ' 

.Lll 


Gene No. 


71001 






Strand 






Start 


66134 






End ■ 


68150 






OJ990318 13.9819.C11 


r>ft fw 


1 J tr LI1UU 


TRT.A^TY • Whoaf 
I DLtr\0 I A . l/vflcaL 




O Lai L, 


13929 






Hill (J. 


D ZJ -/ JU 




\J X 


none 






OLUL t; 


1 1 S 
x j. j 






13929. 


.14198, 14199. 


• X H O -J J , 


_) X X X O . 


X O , OXX_ / , . 3 XH\J jC r 






37309. 


.37602, 59816. 


• J?? JU 








O C ^ • IN W • 


34299 






c pn t n 
ocij. x u 






Gene No. 


71001 






Strand 






Start 


66134 






End 


68150 




IN diltC 


OJ990318 13.9819.C11 


r\ -f— nfi 
• \J O . t_J.LL 


Method 


TBLASTX: Maize 






14379 






End 


59770 




\J X 


none 






Score 


89 




DAUllO 


14379. 


.14612, 31490. 


. Jlo4U f 


31491. .318 


44, 31491. .31853, 






37681. 


.38037, 37704. 


. 37 961, 


59537. .59770 




O t2 U . LN U • 


34299 






Seq. ID 


OJ990318_13. 9819 


PI 1 


Gene £JO . 


71001 






Strand 






Start 


66134 






End 


68150. 




Na.me___ 


a ,._...OJ99.03 


18^13^9J819.C11 


. o3 . tw . 


. _ ^Method 


, .„TBL ASTXrWh e at ^ 






,_,._1.4487~~ 






'^.End^"I_ 


„'&jx62J^^ „ 




GT ■■ ■ 


' none 






Score 1 


76 - - • =..:-•-■.•-.- 




Exons 


14487. 


. 14 615, 7 31419. 


.31841, 


31451. .31840, 37615. .38058, 






37654. 


.38028, 59534. 


.59662 . 









Seq. No. 34299 
Gene No. 71001 
Start 66134 

Name OJ990318JL3 . 98 19 . Cll . o5 

Start 14538 
GI none 

Exons 14 538. .14 675, 14540. .14 

14795. .14947, 59199. .59 
59474 . .59611 

Seq. No. 34299 

Gene No. 71001 

Start 66134 

Name OJ990318_13 . 98 19 . Cll . ol 

Start ' 14712 

GI . * none. ■'' ■ 

Exons 14712! . 14795, 14777.115 
59361. .59426 ■ 



Seq. ID OJ9903 18^13. 98 19. Cll 
Strand 

End 68150 
. ts Method TBLASTX : Soybean 

End 59611 

Score 151 
671, 14 696. .14782, 14 697 .. 14780, 
471, 59201. .59458, 59457. .59609, 

Seq. ID OJ990318_13.9819.cil 
Strand 

End 68150 

6 . tw Method TBLASTX : Wheat 

. End • 59437 . ~ 

. /-Score '. 69 
073, . 59075. .59437, 59190 .. 59321 , ' 



Seq. No. 34299 

Gene No. 71001 

Start , 66134 

Name OJ990318_13 . 98 19 . Cll . o2 . tw 

Start 15388 

GI none 

Exons 15388 . . 15507, 3184 4 , . 32410, 
38397. .38513, 38*398 .. 38514 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ990318_13. 9819. Cll 
68150 

TBLASTX: Wheat 
38514 
59 



31875. .32411, 38224 .. 38388 , 



Seq. No. 34299 Seq. ID OJ990318_13 . 9819 . Cll 

Gene No. 71001 Strand 

34289 




Start 


66134 






End 










OJ990318 13.9819.C11 




11C LilUU 




OOyDcall 




o Lai i_ 


15400 






FnH 


R ft 7 A 1 
.00/4/ 




GI 


none 






Score 


£- £. ± 






F.vnns 


15400. 


.15798, 15504. 


15620 


58349 587 


47 Sft4^7 


Sft 64 ^ 




Qpa No 


34299 






Seq. ID 


OJ990318 




pi 1 


Gene No. 


71001 






Strand 








Start 


66134 






End 


68150 






Name 


OJ990318 13.9819.C11 


0 1 • t w 


Method 


TBLASTX: 






Start 


15676 






End 


58516 






GI 


none 






Score 


136 






Exons 


15676. 


.16050, 32418. 


3304 4 


32474. .32932, 32919 


. • .J J \J *i X , 






38521. 


.38925, 38601. 


38 64 5 


38694 . .38852, 58097 


Sft SI 




Sea No 


34299 






Seq. ID 


OJ990318 


1 ^ Qftl Q 




Gene No. 


71001 






Strand 








Start 


66134 






End 


68150 






Name 


OJ9903 


18JL3. 9819.C11 


. ol 1 . t s 


Method 


TBLASTX: 


ouyucaii 




Start 


16141 






End 


58006 






GI 


none 






Score 


75 






Pxnn^ 


,,.,16141.. 


..16221 7 . T ^39.0J 3„... 


. 39216, 


. 48 3 6 1 .-. .A8 5 40 , ,4.8.36 9 


^ f AB.46X^ 






_4£5.6,4,. 




-5.77.9„4.,, 


.hil 6.7,...,5BQOi Y , .... 5X8J2 






Seq. No. 


34299. 






Seq. ID 


OJ99.0318 


_13. 9819. 


Cll 


Gene No. 


71001 






Strand 








Start 


66134 






End 


68150 






Name 


OJ990318 13.9819.C11 


n7 1- 


Method 


TBLASTX: 


ouyjjcdn 




Start 


24056 






End 


24454 




GI 


none 






Score 


129 






Exons 

1-J XltJ 


24056. 


.24217, 24236. 


.24 454 










Seq. No. 


34299 






Seq. ID 


OJ990318 


_13. 9819. 


Cll 


Gene No. 


71001 






Strand 








Start 


66134 






End 


68150 






Name 


OJ990318 13.9819.C11 




Method 


TBLASTX: 


Whoa t- 




Start 


24203 






End 


24526 






GI 


none 






Score 


242 






Exons 


24203. 


.24526/ 24232. 


.24516 










Seq. No. 


34299 






Seq. ID 


OJ990318 


1 *3 Qftl Q 


pi 1 


Gene No. . 


71001 






Strand 








Start 


66134 






End • 


.68150 






Name 


OJ990318 13. 9819. Cll 


o7 . tw 


Method 


TBLASTX: 


tfheat 




Start 


25105 






End 


25549 






GI 


none 






Score 


252 






Exons 


25105. 


.25356, 25106. 


2 537? 


25118. .253 


87, 25376 


. . <L *J -J *L -J f 






25391. 


.25549, 25405. 


. 2554 8 










Seq. No. 


34299 






Seq. ID 


OJ990318 


13 . 9819. 


Cll 


Gene No. 


71001 






Strand 








Start 


66134 






End 


68150 






Name 


OJ9903 


18_13. 9819.C11 


.08. ts 


Method 


TBLASTX: 


Soybean 




Start 


25148 






End 


25597 






GI 


none 






Score 


192 






Exons 


25148. 


.25417, 25180. 


.25413, 


25409. .25597 







34290 




Seq. No. 


34299 




Seq. ID 


OJ990318_13.9819 


.Cll 


Gene No. 


71001 




Strand 






Start 


66134 




End 


68150 




Name 


OJ990318 13.9819.C11 


. ol3 . tm 


Method 


TBLASTX : Maize 




Start 


25334 




End 


25570 




GI 


none 




Score 


240 




Exons 


25334. .25570 










Seq. No. 


34299 




Seq. ID 


OJ990318_13.9819 


.Cll 


Gene No. 


71001 




Strand 






Start 


66134 




End 


68150 




Name 


OJ990318 13.9819.C11 


. ol4 . tw 


Method 


TBLASTX: Wheat 




Start 


29118 ~ 




End 


29344 




GI 


none 




Score 


205 




Exons 


29118. .29138, 29145. 


.29342, 


29168. .29344 




Seq. No. 


34299 




Seq. ID 


OJ990318JL3.9819 


.Cll 


Gene No. 


71001 




Strand 






Start 


66134 




End 


68150 




Name 


OJ990318 13. 9819. CI 1 


.oll.tw 


Method 


TBLASTX: Wheat 




Start . 


29378 ~ 




End 


29729 




y GI tl-;w ^ iW . s; 


none. u . u -.. t .L. _ .■ 




^--.■Score^ v _ 


,.297. _____ 




-Exp,ns,., ,^ w 


IT 1~ 2^1^^23512^ Z93J3Z 










Seq'. No. 


34299 




Seq. ID 


OJ990318_13.9819 


.Cll 


Gene No. 


71001 




Strand 






Start 


66134 




End 


68150 




Name 


OJ990318 13.9819.C11 


. ol 4 . tm 


Method 


TBLASTX: Maize 




Start 


29379 ~~ 




End 


29684 




GI 


none 




Score 


236 




Exons 


29379. .29684, 29393. 


.29509 








Seq. No. 


34299 




Seq. ID 


OJ990318_13.9819 


.Cll 


Gene No. 


71001 




Strand 






Start 


66134 




End 


68150 




Name 


OJ990318 13. 98 19. CI 1 


. ol 6 . tm 


Method 


TBLASTX: Maize 




Start 


30012 . ~ 




End 


30365 




GI 


none 




Score 


188 




Exons 


30012. .30365 










Seq. No. 


34299 




Seq. ID 


OJ990318_13.9819 


. Cll 


Gene No. 


71001 ... 




Strand 






Start - 


.66134 




End 


,68150 




Name 


OJ990318 13.9819.C11 


. ol2 . tw 


Method 


TBLASTX: Wheat 




Start 


30048 




End 


30485 




GI 


none 




Score 


164 




Exons 


30048 . . 30257, 30104 . 


. 30256, 


30302. .30415, 30303 .. 304 16, 






30444. .30485 










Seq. No. 


34299 




Seq. ID 


OJ990318_13. 9819 


.Cll 


Gene No. 


71001 




Strand 






Start 


66134 




End 


68150 




Name 


OJ990318 13.9819.C11 


.o4 .ts 


Method 


TBLASTX : Soybean 




Start 


31425 




End 


37877 




GI 


none 




Score 


203 




Exons 


31425. .31670, 31427. 


.31669, 


37618. .378 


75, 37675. .37863, 





37677. .37877 



34291 




Seq. No. 


34299 






Seq. ID 


OJ990318_13.9819 


-Cll 


Gene No. 


71001 






Strand 






Start 


66134 






End 


68150 




Name 


OJ990318 13.9819.C11 


. ol2 . ts 


Method 


TBLASTX : Soybean 




Start 


31689 






End 


38081 




GI 


none 






Score 


77 




Exons 


31689. 


.31775, 31794. 


.31844, 


37882. .37986, 37896.-37982, 






37990. 


.38076, 37992. 


. 38081 








Seq. No. 


34299 






Seq. ID 


OJ990318_13. 9819 


.Cll 


Gene No. 


71001 






Strand 






Start 


66134 






End 


68150 




Name 


OJ990318 13.9819.C11 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


32118 






End 


38538 




GI 


none 






Score 


90 




Exons 


32118. 


.32291, 32292. 


.32435, 


32294 . .32434, 38163 .. 38537 , 






38164. 


.38538, 38164. 


. 38535, 


38313. .38537 




Seq. No. 


34299 






Seq. ID 


OJ990318_13.9819 


.Cll 


Gene No. 


71001 






Strand 






.Start 


. 66134„ 






, \ .End^ 


^, 68150., ^ 


- — - 


,Name~~ 


-O.a9.a0,31B„ .l-3. r 98 1.9.. CLL 


^oJZ. v tm 


^^Method ^. 


TBLAS.TX.:jyialze 




Start — - '■- 


-■■32181 ■ 






■ ■ End - 


-58765 •■- - 




GI 


none 






Score 


73 




Exons 


32181. 


.32282, 32300. 


. 32491, 


32301. .32492, 38256 .. 38591, 






38257. 


.38601, 38280. 


. 38600, 


58607. .58765 




Seq. No. 


34299 






Seq. ID 


• OJ990318_13.9819 


.Cll 


Gene No. 


71001 






Strand 






Start 


66134 






End 


68150 




Name 


OJ990318 13.9819.C11 


. 06 . ts 


Method 


TBLASTX : Soybean 




Start 


32199 






End 


38550 




GI 


none 






Score 


296 




Exons 


32199. 


.32459, 32204. 


. 324.58, 


32278. .324 


60, 38395. .38550, 






38397. 


.38549 










Seq. No; 


34299 






Seq. ID 


OJ990318_13.9819 


.Cll 


Gene No. 


71001 






Strand 






Start 


66134 






End 


68150 




Name 


OJ9903 


18_13. 9819. Cll 


. o4 . tm 


Method 


TBLASTX: Maize 




Start. 


32598 






End 


39294. 




GI 


none 






'Score 


231.. 




Exons 


32598. 


.32759, 32606.' 


. 32752*, 


32756. ..33181, 32757 .. 33197 , 






32919. 


.33182, 38701. 


. 38856, 


39133. .39294 




Seq. No. 


34299 






Seq. ID 


OJ990318_13.9819 


.Cll 


Gene No . 


71001 






Strand 






Start 


66134 






End 


68150 




Name 


OJ990318 13.9819.C11 


. o9 . tw 


Method 


TBLASTX: Wheat 




Start 


33044 






End 


39267 




GI 


none 






Score 


324 




Exons 


33044. 


.33313, 33045. 


33377, 


33048. .33356, 39139. .39267 




Seq. No. 


34299 






Seq. ID 


Ojy9U318_13. 9819 


.Cll 


Gene No. 


71001 






Strand 






Start 


66134 






End 


68150 





34292 






OJ990318 13 Qftl Q HI 

UU 7 JIO X J * ^OX-7.V^XX 


i vi. J • HU 


Meal" hnH 


l Diino i £\ . l lei 1 £>c 




ulai l 


3890S ~~ 

JO J 




EjI l*wl 


j _/ x c. y 




\j x 


none 






777 ' 

^ 




D AUl lo 


38905 39129 38907 


. 39128 








O C ^ • LN W • 


34299 




Seq. ID 


OJ990318_13.9819. 


H 1 


Gene No. 


71001 




Strand 






Start 


66134 




End 


68150 




Name 


OJ990318 13.9819.C11 


. o9 . gs 


Method 


GENS CAN 




Start 


66134 ~~ 




End 


68150 




GI 


none 




Score 


.56 






66134 66357 66399 


. 66477, 


66859. .67364, 67509 67821, 






68100 68150 










o c ^ . IN ^ • 


34299 




Seq. ID 


OJ990318_13. 9819. 


H 1 
lii 


Gene No. 


71002 




Strand 






Start 


72990 




End 


73316 




Name 


OJ990318 13 9819 Cll 


. olO . tw 


Method 


TBLASTX: Wheat 




Start 


72990 ~~ 




End 


73316 




GI 


none 




Score 


73 




P, von s 


72990 73067 73050 


.73292, 


73051. .73311, 73058. .73291, 






73059 73316 










Seq. No-. 


- 34 2 99 " - ' ''■ •'- 





-■ Seq." -ID-- 


OJ9903I8 1 _13.-9819. 


: G11 


Gene No. 


71002 




Strand 






Start 


72990 




End 


73316 




Name 


O.T990318 13 9R1Q HI 

J JIO X^J. _70X_7.v^XX 


o1 3 t<=z 


Method 


TBLASTX : Soybean 




Start 


73083 ~ 




End 


73301 




GI 


none 




Score 


219 




F 1 . von *=! 


73083 73301 73091 


. 73297 








Seq. No. 


34300 




Seq. ID 


OJ990318 13.9819. 


C12 


Gene No. 


71003 




Strand 


+ 




Start 


87 




End 


1496 




Name 


OJ990318 13.9819.C12, 


. ol . gs 


Method 


GENS CAN 




Start 


87 




End 


1496 




GI 


none 




Score 


.51 




TT von *=! 


87. .182, 220. .540, 545. .645, 


970. .1078, 1413. .1496 




Qpo No 


34300 




Seq. ID 


OJ990318JL3. 9819. 


H 9 


cpne No 


71004 




Strand 


+ 




Start 


10720 - 




End. 


11454. 




Name 


OJ990318 13.;981?;C12 < 


.ol.gp 


. Method 


AAT/GAP. 




Start 


10720 




End 


11454 . 




GI 


101153 1.R1084 




Score 


699 




v von s 


10720. .10918, 11226.. 


.11454 








GI Dp qpri n 


1 5852170/emb|AL117265.1 IOST17804 l.Oe- 


115 Oryza sativa 






indica (GLA4 ) genomic 


DNA, chromosome 4 


, BAC clone :tl7804 




O C ^ • Vi . 


34300 




Seq. ID 


OJ990318JL3. 9819. 


H 9 

t X <L 


Gene No . 


71005 




Strand 


+ 




Start 


11472 




End 


11899 




Name 


OJ990318 13.9819.C12, 


. o2 . gp 


Method 


AAT/GAP 




Start 


11472 




End 


11899 




GI 


24 26165 




Score 


633 




Exons 


11472. .11899 










GI Descrip. 


5852170/emb|AL117265. 


, 1IOST17804 1.0e-177 Oryza sativa 





34293 



indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :tl7804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34300 
71006 
15036 

OJ990318_13. 9819.C12.o3.np 
14970 
6742729 
14970. .15760 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 
End 
Score • 



OJ990318_ 
+ 

15839 
AAT/NAP 
15760 
1178 



13.9819.C12 



Seq. No. 34300 Seq. ID OJ990318_13 . 98 1 9 . C12 

Gene No. 71006 Strand + 

Start 15036 End 15839 

Name OJ990318_13 . 9819 . C12 . o4 . gs Method- GENSCAN 

Start 15036 End 15839 

GI none Score .67 

Exons 15036.. 15839 

Seq. No. 34300 Seq. ID OJ990318_13 . 981 9 . C12 

Gene No. 71007 Strand + 

^S.tart,,.^.,^ .47±13.„ ,„ = . s .^ .^.^^^^d,^^^^?!^^,^ ... 

, Name- v „ QJ^ail8_:^ 

• Start • - - 17413 : - • - - •" - - End 18411 • • - - 

GI none Score 1 

Exons 17413. .18411 

Seq. No. 34300 Seq. ID OJ990318_13 . 9819 . C12 

Gene No. 71007 Strand + 

Start 17413 End 19216 

Name OJ990318_13 . 9819 . C12 . o4 . np Method AAT/NAP 

Start 17495 End " 19216 

GI 3645898 Score 608 

Exons 17495. .18516, 1858 6 .. 19013, 19089. .19216 

GI Descrip. (U68408) in-frame stop codon; possibly a post-transposition 
mutation [Zea mays] 

Seq. No. 34300 Seq. ID OJ990318_13 . 981 9 . C12 

Gene No. 71008 ■ Strand + 

Start 19757 End 23009 

Name OJ990318_13 . 98 1 9 . C12 . o5 . np Method AAT/NAP 

Start 19757 . • - • End 23009 

GI 3645899 • , Score 370'7 

.Exons 19757.. 21209, 21312.. 23009 * 

GI Descrip. (U68408) 5' end not determined experimentally [Zea mays] 



Seq. No. 34300 
Gene No. 71009 
Start 26653 

Name OJ990318_13 . 981 9 . C12 . o7 . gs 

Start 26653 
GI none 

Exons 26653. .26840, 26929 .. 27020, 27563 27783, 27879 

28146. .28374, 29033 .. 29206, 2 9295 .. 294 05 , 29489 
29659 29757, 2 9635 29968 , 30687 .. 30856, 33096 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318_13. 9819.C12 
+ 

35639 . t 
GENSCAN 
35639 
. 62 

.28020, 
.29513, 
. 333 /y, 



33463. .33624, 33724 .. 34384 , 34751 .. 34885 , 35419. .35639 



34294 



Seq . No . 


34300 


Seq. ID 


OJ990318 13 


Gene No. 


71010 


Strand 




Start 


35649 


. End 


36741 


Name 


OJ990318 13. 9819.C12.o8.np 


Method 


AAT/NAP 


Start 


35649 


End 


36741 


GI 


4680186 


Score 


371 


Exons 


35649. .35703, 36541.. 36741 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


indica] 


Seq. No. 


34300 


Seq. ID 


OJ990318_13 


Gene No. 


71011 


Strand 




Start 


4670 


End 


15229 


Name 


OJ990318 13. 9819.C12.o2.np 


Method 


AAT/NAP 


Start 


4670 


End 


15229 


GI 


3645898 


Score 


406 


Exons 


4670. .4695, 8354. .8493, 9102. 


.9779, 12685. .12982, 


GI DescriD. 


(U68408) in-frame stop .codon; 
mutation [Zea mays] 


possibly 


a post-tran 


Seq. No. 


34300 


Seq. ID 


OJ990318_13 


Gene No. 


71011 


Strand 




.5tart..^- T , = „ 


..,,,.4 670,,. . ^ w ., T -. lKSi - ..... - 




,.15229^.^^ 


..Name ... 


.'„,.0 J.9'9031 8 ...13. -9,8 L9.. .CI2....0I.. np„ ;r ,. 


_Me£had„._ 


J&T/.NAR^ 


Start ' 


- 4995 ■ ■ - 


■End - 


8221 '• - 


GI 


-• 3645899 


Score 


3650 


Fix on s 

i_J a\ W 11 j 


4995. .6659, 6768. .8221 






GI Descrip. 


(U68408) 5 1 end not determined experimentally [Zea 


Sea No 


34300 


Seq. ID 


OJ990318JL3 


Gene No. 


71011 


Strand 




Start 


4670 


End 


15229 


Name 


OJ990318 13.9819.C12.o3.gs 


Method 


GENSCAN 


Start 


10624 


End 


14206 


GI 


none 


Score 


. 67 


Exons 


10624 .. 11009, 11180. . 11322, 12146. . 12221, 13209. .1 




13692. .13783, 14178.. 14206 






Sea No 


34300 


Seq. ID 


OJ990318_13 


Gene No . 


71011 


Strand 




Start 


4670 


End 


15229 


Name 


. OJ990.318 13.9819.C12.o3.gp 


Method 


AAT/GAP 


Start 


12427 . 


End- 


12715 ' 


GI 


61605 3;R1084 \ * 


Score 


■434 ■ 


Exons 


12427. .12715 ' 






GI Descrip. 


1 14 02920/emb|CAA66965 | 2.0e-20 (X98321) 


peroxidase 




thaliana] 1 






Seq. No. 


34300 


Seq. ID 


OJ990318_13 


Gpnp No 


71012 


Strand 




Start 


30637 


End 


36780 


Name 


OJ990318 13.9819.C12.ol.tm 


Method 


TBLASTX : Mai 


Start 


5004 


End 


23012 


GI 


none 


Score 


60 


Exons 


5004. .5120, 5007. .5078, 5073. 


.5147, 5074. .5142, 51< 




5149. . 5343, 5156. . 5344, 5165. 


.5344, 5305 . .5565, 53. 




5340. .5573, 5341. .5574, 22398 


..22718, 22406. .22717 



13271, 



22429. .22722, 22682 .. 22966, 22709... 22945, 22728 23006, 



34295 




22740. .23012 



Seq. No. 


34300 


Seq. ID 


OJ990318_JL3.9819 


.C12 


Gene No . 


71012 


Strand 






Start 


30637 


End 


36780 




Name 


OJ990318 13.9819.C12.o2.ts 


Method 


TBLASTX: Soybean 




Start 


5064 ~ 


End 


22994 




GI 


none 


Score 


• 76 ' 




Exons 


5064. .5141, 5209. .5340, 5219. 


.5338, 5345. .5563, 22422.. 


c* <L f J. *L , 




22761. .22994 








Seq. No. 


34300 


Seq. ID 


OJ990318_13.9819 


. C12 


Gene No . 


71012 


Strand 






Start 


30637 


End 


36780 




Name 


OJ990318 13. 9819 .C12 .o5 . tw 


Method 


TBLASTX * Wheat 




Start 


5348 ~ 


End 


22628 




GI 


none 


Score 


92 




Exons 


5348. .5584, 5600. .5764, 22215 


. .22367, 


22395 . . 22628 




Seq. No. 


34300 


Seq. ID 


OJ990318__13.9819 


C12 

• J- <c 


Gene No . 


71012 


Strand 






.Star.t .... 


^,_3063/7. . c _ t 


JncL,,,., : „_ 


.,.367 : 8.0_ 




..Name^,_. 


~ OJ990318 13 . 98l_9 . CI 2 o3 tm 


..Met hod, 


..T.BLAsfx.:ilai.z.e 




Start 


5582 ' - ^ • • -■" - 


End ■ 


22397 - - 




GI 


none 


Score 


172 




Exons 


5582.-5785, 5583. .5765, 22194 


. .22397, 


22214. .22396 




Seq. No. 


34300 


Seq. ID 


OJ990318_13.9819 


.C12 


Gene No . 


71012 


Strand 






Start 


30637 


End 


36780 




Name 


OJ990318 13.9819.C12.o3.tm 


Method 


TBLASTX: Maize 




Start 


5806 


End 


22172 




GI 


none 


Score 


491 




Exons 


5806. .6186, 5807. .6274, 5808. 


6272, 21706. .22113, 21708 


991 09 




22114 . .22170, 22115. .22171, 22115 .. 22171 , 22116. .22172 


Seq. No. 


34300 


Seq. ID 


OJ990318_13.9819 


.C12 


Gene No. 


71012 


Strand 






Start 


30637 


End 


36780 




Name 


OJ990318 13. 9819.C12.ol.ts 


Method 


TBLASTX : Soybean 




Start 


5934 


End 


22046 . 




GI 


5509260 ■ - ; ' 


Score 


261 ■ 




Exons 


5934. .6317, 5936. .6316; 6323. . 


6541, 6327. .6542, 21435. .. 21512, '.' 




21437. .21541, 21437 .. 21535, 21505 .. 21657, 21655 .. 21783, 






21663. .22046, 21664.. 22044 








GI Descrip. 










Seq. No. 


34300 


Seq. ID 


OJ990318_13.9819 


.C12 


Gene No. 


71012 


Strand 






Start 


30637 


End 


36780 




Name 


OJ990318 13. 9819.C12.o2.tw 


Method 


TBLASTX: Wheat 




Start 


5948 


End 


22032 




GI 


none 


Score 


234 




Exons 


S948..6295, 5961. .6293, 6326.. 


6400, 21 


580. .21654, 21655 


. .2168.4, 




21683 .. 22018 , 2 1 685 . . 22032 , 21687. .220 


19 




Seq. No. 


34300 


Seq. ID 


OJ990318JL3.9819 


.C12 



34296 



Gene No. 


71012 


Strand 




Start 


30637 


J— ii 1U 


J o / o u 


Name 


O.T99031 fl 1 ^ 9R1Q P1 9 


Met* l^i riH 


TRT QQTY«Prnco 




60^3 ~~ 

UU J J 


EjI ivj. 


2 1 Q97 


GI 


none 




11 


Rxnn s 


6053 6334 6180 6329 21646 


21 Q27 


2 1 6M 21 «nn 


Sea No 


34300 


Seq. ID 


OJ990318__13.9819.C12 


Gene No. 


71012 


Strand 




Start 


30637 


End 


36780 


Name 


OJ990318 13. 9819.C12.o5. tm 


Method 


TBLASTX: Maize 


Start 


6275 


End 


21705 


GI 


none 


Score 


266 


PyAn c 

l—l A w 1 1 L_> 


6275.. 6568, 6276.-6566, 6278. 


.6568, 6438. .6575, 21374 .. 2 1535, 




21410. .21532, 21532. .21705, 21534. .21704 


Sea No 


34300 


Seq. ID 


OJ990318_13.9819.C12 


lit; w . 


71012 


Strand 




Start 


30637 


End 


36780 


Name 


OJ990318 13. 9819.C12.o2.tm 


Method 


TBLASTX: Maize 


Start 


6899 


End 


21097 


GI. 


.. ^ . „ none „ . w _ ^ _ . . .. % .„ 


. Scpre, r ,__, 


_3 1 6_._„_, 


.uAUlLa, ^ „. — ,.„.. , 


^HiBB 91., 1423lZ49X)i ~ 25 02.,* 1.69 lX-" 


05,Q2.,^ V &9.2&.,.^ 




■ 7-503 . .-7574;- 7508 7576, 20403 


:--.20471,- 


20404. .204 78, - - ~— • ■ 




.20405. .20476, 20476 .. 21054 , 204 77 2 10 67 , 20477 2 1097 , 




20556. .21092 






O C ^ • LN U • 


34300 


Seq. ID 


OJ990318_13.9819.C12 


Gene No. 


71012 


Strand 




Start 


30637 


End 


36780 


Name 


OJ990318 13. 9819.C12.o4.tw 


Method 


TBLASTX: Wheat 


Start 


6912 


End 


21067 


GI 


none 


Score 


85 


Exons 


6912. .7061, 6912. .7037, 6925. 


7074, 7080. .7151, 20828 .. 20917 , 




20905. .21054, 20912 .. 21067 , 20918.. 21067 


Sea No 


34300 


Seq. ID 


OJ990318_13.9819.C12 


Gene No. 


71012 


Strand 




Start 


30637 


End 


36780 


Name 


OJ990318 13.9819.C12.o3.ts 


Method 


TBLASTX: Soybean 


Start 


6933 


End 


21067 


GI 


none 


Score 


44 




6933.-. 7034, 7083. .7394, 7090.. 


7158, 7204-.. 7374, 20585 .. 2 1067 , 




20605. .20790, 2082 1 .. 20889 . 






Seq. No. 


34300 


Seq. ID 


OJ990318_13.9819.C12 


Gene No. 


71012 


Strand 




Start 


30637 


End 


36780 


Name 


OJ990318 13.9819.C12.o2.tc 


Method 


TBLASTX: Cress 


Start 


6936 


End 


21043 


GI 


none 


Score 


210 


Exons 


6936. .7025, 7086. .7358, 20621. 


.21043 




Seq. No. 


34300 


Seq. ID 


OJ990318_13; 9819.C12 


Gene no. 


71012 


Strand 




Start 


30637 


End 


36780 


Name 


OJ990318 13.9819.C12.ol.tw 


Method 


TBLASTX: Wheat 



34297- 




Start 


7239 


End 


20739 


GI 


none 


Score 


129 


Exons 


7239.. 7523, 7240.. 7527, 7525 


..7551, 7527. .7550, 7563. .7811, 




7582.. 7809, 20168 .. 204 16, 20170.. 20397 


, 20179 20 4 45 




20428. .20454, 20429 .. 20452 , 


20452. .207 


39. 20456 207^7 




20557. .20739 






Seq. No. 


34300 


Seq. ID 


OJ990318_13.9819.C12 


Gene No. 


71012 


Strand 




Start 


30637 


End 


36780 


Name 


OJ990318 13. 9819.C12.o4 . tm 


Method 


TBLASTX: Maize 


Start 


7578 


End 


20401 


GI 


none 


Score 


218 


Exons 


7578.-7853, 7582.. 7854, 7851 


..7889, 78 


89. .7969, 20011. .20133, 




20015. .20128, 20125. .20397, 


20126. .20401 


Seq. No. 


, 34300 


Seq. ID 


OJ990318_13. 9819.C12 


Gene No . 


71012 


Strand 




Start 


30637 


End 


36780 


Name 


OJ990318 13.9819.C12.o7.tm 


Method 


TBLASTX: Maize 


Start 


7971 


End 


20010 


GI 


.„_.none . v _ ~i— - — 


Score, , . 


...87 


Exons 




.8.251, aX16.....82 6L4.,.^aZ5.Z.^217^:„ 




; 8270. .8320-, 19667 .. 19693, 19670 . .19690/ 197-17-. .^98 42/--""- " 




19721. .19945, 19727. .19936, 


19870.. 20010 


Seq. No. 


34300 


Seq. ID 


OJ990318__13.9819.C12 


Gene No. 


71012 


Strand 




Start 


30637 


End 


36780 


Name 


OJ990318 13.9819.C12.o8.tm 


Method 


TBLASTX: Maize 


Start 


9450 


End 


18123 


GI 


none 


Score 


60 


Exons 


9450.. 9749, 9565.. 9750, 9743 


..9778, 17 


719. .18123, 17770. .18009 


Seq. No. 


34300 


Seq. ID 


OJ990318_13. 9819.C12 


Gene No. 


71012 


Strand 




Start 


30637 


End 


36780 


Name 


OJ990318 13. 9819.C12.ol.tc * 


Method 


TBLASTX: Cress- 


Start 


14981 


End 


15290 


GI 


none 


Score 


263 


Exons 


14981. .15094, 14982. .15290, 


15105. .152 


87 


Seq. No. 


34300 " . .. 


Seq. ID 


.OJ99a31.8_13.9819.C12. 


Gene No. 


71012 


* Strand 




Start 


30637 


End 


36780 


Name 


OJ990318 13.9819.C12.o5.ts 


Method 


TBLASTX: Soybean 


Start 


14988 


End 


15209 ' 


GI 


none 


Score 


192 


Exons 


14988. .15209, 14994.. 15191 






Seq. No. 


34300 


Seq. ID 


OJ990318_13. 9819.C12 


Gene No. 


71012 


Strand 




Start 


30637 


End 


36780 


Name 


OJ990318_13.9819.C12.o3.tw 


Method 


TBLASTX: Wheat 


Start 


15078 


End 


15547 


GI 


none 


Score 


68 


Exons 


15078. .15134, 15086. .15130, 


15122. .15232, 15132 .. 15236, 



34298 






15240 15338 15245 15337 


15318. .15542, 1533 


3 1 5547 






15339 15542 15341 15547 










Seq. No. 


34300 


Seq. ID 


OJ99031! 


3_13.9819 


.C12 


Gene No. 


71012 


Strand 








Start 


30637 


End 


36780 






Name 


OJ990318 13 9819 C12 06 tm 


Method 


TBLASTX 


: Maize 




Start 


15126 ~~ 


End 


15581 






GI 


none 


Score 


257 






Exons 


15126 15377, 15135 15377 


15387. . 15581 






Seq. No. 


34300 


Seq. ID 


OJ990318 13.9819 


.C12 


Gene No. 


71012 


Strand 








Start 


30637 


End 








Name 


OJ990318 13 9819 C12 o4 t<? 


Method 


TRT AQTY 


. ouyucdii 




Start 


15411 _ 


End 


1 5653 






GI 


none 


Score 


& x y 






P, von s 


15411 15653 










Qpn No 


34300 


Seq. ID 


OJ99031S 


i_13.9819 


n 2 


Gene No . 


71012 


Strand 








,.Start^ :vr . ^ 


_ _30637. ,,,, &v 










Name, 


OJ990318 13 9819 c\? n7 nn 


5 , ..Method^... 


AAT /MZ\P 






Start - - 


•30637 • 


- -'End-"- 


3 67 ft 0 - 






GI 


58 52180 


Score 


? Q3 
z, _? j 






Fynn s 


30637 31009 31925 32011 


36741. .367 


ft n 








fAT.1 17265^ ^hhOOOl 0 1 rOr\/7a 


sativa] 








O ~ . LNU • 


34300 

J *i J U 


Seq. ID 




i_13.9819 


PI o 


Gene No . 


71012 


Strand 








Start 


30637 


End 


3 67 ft 0 






Name 


OJ990318 13.9819.C12.o4.gp 


Method 


AAT /HAP 






Start 


36293 


End 


36674 






GI 


uC-osflcyp033a04bl 


Score 


67 Q 






Rxon 

IwJ *\ v_/ 1 1 


36293.. 36674 










GI Descrip. 


f 601684 5/cibj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 ? 








Seq. No. 


34301 


Seq. ID 


OJ99031E 


}_13. 9819 


.C13 


Gene No. 


71013 


Strand 


+ 






Start 


452 


End 


506 






Name 


OJ990318 13.9819.C13.ol.gs 


. . Method 


GENSCAN 






Start - 


452 - • < 


End 


506 . 






GI. 


none 


Score 


.82 






Exons 


452.. 506 










Seq. No. 


34302 


Seq. ID 


OJ99031S 


_18.9819 


.CI 


Gene No. 


71014 


Strand 


+ 






Start 


s 6364 


End 


9679 






Name 


OJ990318 18.9819.Cl.o4.gs 


Method 


GENSCAN 






Start 


6364 


End 


9529 






GI 


none 


Score 


.44 






Exons 


6364. .6525/ 8577. .874 8, 9260 


. . 9312, 9413. . 9529 






Seq. No. 


34302 


Seq. ID 


OJ990318 


_18.9819 


CI 


Gene No. 


71014 


Strand 


+ 






Start 


6364 


End 


9679 







34299 



Name 


OJ990318 18. 


9819 CI ol od 




AAT /GAP 






Start 


8893 ~ 




FnH 








GI 


427558 




Score 


277 






Pvons 

1—1 A 1 iij 


8893 . . 9013, 


9250 9330 










Seq. No. 


34302 




Seq. ID 


OJ990318 

v-/ u zs y \j ~j -L (j 




. \-r J. 


Gene No . 


71014 




Strand 


+ 






Start 


6364 




End 


9679 






Name 


OJ990318 18. 


9819.Cl.o3.np 


Method 


AAT /NAP 






Start 


8999 




End 


9526 






GI 


6815054 




Score 


349 






Exons 


8999. .9122, 


9251.. 9312, 9412. 


.9526 








GI Descrip. 


(AP001080) EST AU078096(C53806) corresponds to 


a region 


nf t- 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


34302 




Seq. ID 


OJ990318 


_18.9819. 


CI 


Gene No. 


71014 




Strand 


+ 






Start 


6364 




End 


9679 






Name 


OJ990318 18. 


9819.Cl.o2.gp 


Method 


AAT /GAP 






Start 


9240 




End 


9679 






GI 


. 5816499 




Score 


563 






Exons 


r „ 924 0. ., .,9312,., 


9413.^.967? 










Seq . No .— 


3430-2 • ■■' 




Seq: ID- 


:; OJ990318 


_18.'9819. 




Gene No. 


71015 




Strand 


+ 






Start 


' 11527 




End 


14895 






Name 


OJ990318 18. 


9819.Cl.o3.gp 


Method 


AAT /GAP 






Start 


11527 




End 


14812 






GI 


none 




Score 


619 






Exons 


11527. .11699 


, 12102. .12152, 12443. .12494, 13073 


. .13131, 






13951. .13996, 14774. .14812 










Seq. No. 


34302 




Seq. ID 


OJ990318 


_18. 9819. 


CI 


Gene No. 


71015 




Strand 


+ 






Start 


11527 




End 


14895 






Name 


OJ990318 18. 


9819.Cl.o4.np 


Method 


AAT /NAP 






Start 


11616 




End 


14895 






GI 


6815055 




Score 


584 






Exons 


11616. .11699, 12102. .12152, 12443 .. 12494 , 13073 


. .13131, 





GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 

Exons 



13951. . 13996, 14774. .14895 

(AP001080) EST AU081527 (C53732) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



34302 Seq. ID 

71016 Strand 

14937 End 

OJ990318_18 .9819. CI. o4 . gp Method 

14937 End 

none Score 
14937. .15191 



O'J990318_18. 9819. CI 
+ 

15191 
AAT /GAP 
15191 
463 



Seq. No. 34302 Seq. ID 

Gene No. 71017 .Strand 

Start 17936 End 

Name OJ990318_18 . 9819 .CI . o5 .np Method 

Start 17936 End 

GI 6815056 Score 



OJ990318_18. 9819. CI 
+ 

18923 
AAT /NAP 
18923 
598 



34300 




Exons 


17936. .18307, 18897.. 18923 












GI Descrip. 


(AP001080) hypothetical protein [Oryza 


i va 1 








Seq. No. 


34302 


Seq. ID 


OJ990318 


_18 


,9819 


.CI 


Gene No. 


71017 


Strand 


+ 








Start 


17936 


End 


18923 








Name 


OJ990318 18.9819.Cl.o7.gs 


Method 


GENSCAN 








Start 


17936 


End 


18340 








GI 


none 


Score 


1 








Exons 


17936. . 18340 












Seq. No. 


34302 


Seq. ID 


OJ990318_ 


_18 


.9819 


.CI 


Gene No. 


71018 


Strand 










Start 


230 


End 


555 








Name 


OJ990318 18.9819.Cl.ol.gs 


Method 


GENSCAN 








Start 


230 


End 


555 








GI 


none 


Score 


. 45 








Exons 


230. .320, 402. .555 












Seq. No. 


34302 


Seq. ID 


OJ990318 


18 


.9819 


. CI 


Gene No. 


71018 


Strand 










Start . . 


, 230, „ . . 


-End.,, 


,-555 ;vv . ^ 






----- 


. Name...„_^_, .. „ r . 


_ OJ9 9.0.3 L8_L8.. 9,8,1 9...C1 ..ol.- np ^1 


; MethopL.._., 


AAT/NAP 








Start 


246 


End - 


-555- 








GI 


6815052 


Score 


343 








Exons 


246. .320, 402. .555 ' 












GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa 1 








Seq. No. 


34302 


Seq. ID 


OJ990318_ 


18 


.9819, 


.CI 


Gene No. 


71019 


Strand 










Start 


1594 


End 


1874 








Name 


OJ990318 18.9819.Cl.o2.gs 


Method 


GENSPAN 








Start 


1594 


End 


1874 








GI 


none 


Score 


. 58 








Exons 


1594. .1678, 1690. .1874 












Seq. No. 


34302 


Seq. ID 


.OJ990318_ 


18 


.9819. 


■ CI 


Gene No. 


71020 


Strand 










Start 


4644 


End 


5755 








Name 


OJ990318 18.9819.Cl.o3.gs 


Method 


GENSCAN 








Start 


4644 


End 


5755 








GI 


none 


Score 


. 82 ■ 








Exons • 


464,4.. 4884, 4934.. 5109, 5609., 


: 5755 










Seq. No. 


34302 


Seq. ID 


OJ990318 


18 , 


. 9819 . 


CI 


Gene No. 


71020 


Strand 










Start 


4644 


End 


5755 








Name 


OJ990318 ,18.9819.Cl.o2.np 


Method 


AAT/NAP 








Start 


4647 


End 


5755 








GI 


6815053 


Score 


923 








Exons 


4647. .4884, 4934. .5109, 5609.. 


5755 










GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 








Seg. No. 


34302 


Seq. ID 


OJ990318__ 


18. 


, 9819. 


CI 


Gene No. 


7I02I 


Strand 










Start 


14817 


End 


16223 








Name 


OJ990318_18.9819.Cl.o6.gs 


Method 


GENSCAN 









34301 



Start 


1 4 ft 1 7 

1101 / 


End 


16223 






GI 


none 


Score 


.9 






F. von s 


14ft17 14899 1 1 Sfi?S 


16137. .16223 










Seq. ID 


OJ990318 


1 Q 
1 O 


QQ1 Q 


Gene No. 


71022 


Strand 


+ 






Start 


119 


End 


5676 






Name 


OJ990318 18. 9819.C2.ol.np 


Method 


AAT/NAP 






Start 


119 


End 


1304 






GI 


6815056 


Score 


1957 






Exons 


119. .1304 










GI DescriD 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


34303 


Seq. ID 


OJ990318_ 


JL8 


.9819. C2 


Gene No. 


71022 


Strand 


+ 






Start 


119 


End 


5676 






Name 


OJ990318 18.9819.C2.ol.gs 


Method 


GENSCAN 






Start 


201 


End 


5676 






GI 


none 


Score 


7 S 






Exons 


201. .950, 1025. .1267, 5418.. 


5676 








Seq,^ No...™. 


. 34 30.4, . v _ 


.^.Se.q.^ ID_ 


OJ9_90318_ 




J819_C_3^ 


Gene". No ......... ... 


71023 


,^^"tr.and„.. 






Start 


1130 • 


; End 


2825 ' : 






Name 


OJ990318 18.9819.C3.ol.gp 


Method 


AAT/GAP 






Start 


1013 


End 


1427 






GI 


none 


Score 


759 






Exons 


1013. . 1427 










Seq. No. 


34304 


Seq. ID 


OJ990318_ 


is. 


9819. C3 


Gene No. 


71023 


Strand 








Start 


1130 


End 


2825 






Name 


OJ990318 18.9819.C3.ol.gs 


Method 


GENSCAN 






Start 


1130 


End 


2713 






GI 


none 


Score 


.59 






Exons 


1130. .1206, 1248. .1590, 1716 


..1775, 18 


49. .2091, 


2615. .2713 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ - 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318 18. 9819. C3 



34304 
71023 
1130 

OJ990318_18. 9819.C3.ol.np 
1234. 
6815057 

1234 /. 1590, 1849. .2091, ' 2615. .2716, 2742. .^2825 
(AP001080) ESTs AU08 1555 (E2011 ) , C72 657 (E2011 ) correspond to a 
region of the predicted gene.; Similar to putative 
phosphoglyceride transfer protein. (AC002983) [Oryza sativa] 



2825 
AAT/NAP 
2825 
1135 



34304 
71023 
1130 

OJ990318_18. 9819.C3.ol.tm 
1249 



OJ990318 18. 9819. C3 



none 
1249. 
1436. 
1942. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

1341, 1250. .1342, 1377. .1595, 1388. .1597, 1390. .1596, 
1606, 1845. .1928, 1846. .1947, 1846. .1938, 1940. .2011, 
2010, 1943. .2014 



2825 

TBLASTX: Maize 

2014 

101 



34302 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 
..St art. 
.GI/_._ 

Exons - ■ 

GI Descrip. 



34304 
71023 
1130 

OJ990318_18.9819.C3.ol.ts 
1848 
none 

1852 



1848. .2063, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2070, 1862.. 2068 



OJ990318_18.9819.C3 
2825 

TBLASTX: Soybean 

2070 

148 



34304 
71023 
1130 

OJ990318_18. 9819.C3.ol. tc 

1849 

none 



Seq. ID OJ990318_18.9819.C3 
Strand 
End 

Method 
End 
Score 



2825 

TBLASTX: Cress 

2095 

76 



1849. .1959, 1871. .1966, 1957. .2094, 1985. .2095 

34304 Seq. ID OJ990318 18. 9819. C3 



71023 
1130 

OJ990318_18. 9819.C3.o2.gp 
a88^.___ v ..,_ 
Jl.IB34 3 1-i 2 9-pI --K1 -GI a 111 

1882. .-2091, 2615. .2694 • .- . . 

'4309969/gb|AAB81870 IAAB81870 4.0e-26 (AC002983) putative 

phosphoglyceride transfer protein [Arabidopsis thaliana] 1 



Strand 

End 2825 
Method AAT/GAP 
End r . : ^2694 iV . w 
JacQi;e WTO ^53.1, 



Seq. No. 


34305 


Seq. ID 


OJ990318 


Gene No. 


71024 


Strand- 


+ 


Start 


566 


End 


1532 


Name 


OJ990318 18.9819.C4.ol.gs 


Method 


GENSCAN 


Start 


566 


End 


1532 


GI 


none 


Score . 


.8 


Exons 


566.. 693, 1352.. 1532 






Seq. No. 


34305 


Seq. ID 


OJ990318 


Gene No. 


71025 


Strand 


+ 


Start 


6778 


End 


11937 


Name 


OJ990318 18.9819.C4.o2.gp 


Method 


AAT/GAP 


Start 


6676 


End 


6925 


GI 


uC-osroM202001f03bl 


Score 


447 


£xons 


6676.. 6925 ^ 






GI Descrip. 


V3819221/emb | AJ234438 . 1 | HVU234438 8 . Oe 


-0.9 -Horde 




partial mRNA; clone CMWG0721' 






Seq. No. 


34305 


Seq. ID 


OJ990318_ 


Gene No. 


71025 


Strand 


+ 


Start 


6778 


End 


11937 


Name 


OJ990318 18.9819.C4.o2.np 


Method 


AAT/NAP 


Start 


6709 


End 


8402 


GI 


6815058 


Score 


762 


Exons 


6709. .6993, 8223. .8402 






GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 


Seq. No. 


34305 


Seq. ID 


OJ990318_ 


Gene No. 


71025 


Strand 


+ 


Start 


6778 


End 


11937 



18. 9819. C4 



vulgare 



18. 9819. C4 



34303 



Name 


OJ990318 18. 9819.C4 ,o2.gs 


Method 


GENSCAN 


Start 


6778 ~ 


End 


11937 


GI 


none 


Score 


. 67 


Exons 


6778.. 6993, 8223.-8398, 9433. 


. 9502, 9950. . 9974, ' 11417. .1153 




11753 . . 11937 






Seq. No. 


34305 


Seq. ID 


OJ990318_18.9819.C4 


Gene No. 


71025 


Strand 


+ 


Start 


6778 


End 


11937 


Name 


OJ990318 18. 9819.C4.o3.gp 


Method 


AAT/GAP 


Start 


9572 


End 


10258 


GI 


54260 1.R1084 


Score 


787 


Exons 


9572. .9713, 9784. .9842, 9950. 


.10258 




GI Descrip. 


, 58067/emb|X52325|ARBLSKP 2.0e-13 pBluescript SK(+) vector 




phagemid excised from lambda 


ZAP ' 




Seq. No. 


34305 


Seq. ID 


OJ990318_18.9819.C4 


Gene No. 


71026 


Strand 


+ 


Start 


11887 


End 


12013 


Name 


OJ990318 18.9819.C4.o4.np 


.Method 


AAT/NAP 


Start 


11887 . 


End 


12013 




.V.,.68:150.5..9.,„ : _ i¥ ^ „ ........ „ _ 




J.3.2...^ ^^.^ 


.Ex.dhs_ .- L,'./ 








GI* Descrip." 


(AP001080) Similar to geranylgeranyl hydrogenaseV (AF069318 




[Oryza sativa] 






Seq. No. 


34305 


Seq. ID 


OJ990318_18.9819.C4 


Gene No . 


71027 


Strand 




Start 


1 


End 


1732 


Name 


OJ990318 18.9819.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


841 


GI 


6815057 


Score 


380 


Exons 


1..128, 484. .663, 767. .841 






GI Descrip. 


(AP001080) ESTs AU081555 (E2011 ) , C72657 (E2011 ) correspond to 




region of the predicted gene. 


; Similar 


to putative 




phosphoglyceride transfer protein. (AC002983) [Oryza sativa 


Seq. No. 


34305 


Seq. ID 


OJ990318_18.9819.C4 


Gene No. 


71027 


Strand 




Start 


1 


End 


1732 


Name 


OJ990318 18.9819.C4.ol.gp 


Method 


AAT/GAP 


Start 


472 - '.. • - 


End ■ 


1732 , : . - % 


GI * 


24-28194 


Score 


775 


Exons 


472. .663, 767. .8 SO, 1577.. 1732 




Seq. No. 


34305 


Seq. ID 


OJ990318_18.9819.C4 


Gene No. 


71028 


Strand 




Start 


11450 


End 


12013 


Name 


OJ990318 18. 9819.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


482 


End 


875 


GI 


none 


Score 


173 


Exons 


482. .682, 482. . 664, 484. .669, 


764. .874, 


768. .869, 774. .875 


Seq. No. 


34305 


Seq. ID 


OJ990318_18.9819.C4 


Gene No. 


71U28- 


Strand 




Start 


11450 


End 


12013 


Name 


OJ990318 18.9819.C4.o2.tm 


Method 


TBLASTX: Maize 



34304 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6751 
none 

6751.. 6795, 6753. 
8217. .8405, 8217. 
9398.. 9502, 9412. 



End 



9833 



,6794, 6790. 
,8408, 9015. 
,9543, 9412. 



9578. .9724, 9784. .9828, 9785. 

34305 
71028 . 
11450 

OJ990318_18 . 9819.C4.ol. ts 

6772 

none 

6772. .6798, 6829. .6978, 8214. 
9015. .9101, 9016. .9102, 9425. 
9574. .9645 



Score 64 

.6993, 6885. .6992, 8216. .8407, 
.9101, 9016. .9102, 9017. .9103, 
.9510, 9571. .9714, 9571. .9723, 
.9829, 9786. .9833 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990318 18. 9819. C4 



12013 

TBLASTX: Soybean 
9651 
41 

8405, 8217. .8399, 8222.. 8407, 
9502, 9430. .9492, 9571. .9651, 



Seq. No. 
Gene No. 
Start 
Name 

.Starts . 

.GX._^__. 
Exons -■ - 
GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34305 Seq. ID 

71028 Strand 
11450 End 
OJ990318JL8 . 98 19 . C4 . o3 . np Method 

,.1145.0.... ...... . . ,_„.,^,^-, End_ : _ . 

_5£52l7Zl_-. „ ,-.Sfioxe^. r 

11450. .11605, 11943.. 12013 - 
(AL117265) zhb0002. 1 • [Oryza sativa] 



OJ990318_18. 9819.C4 

12013 
AAT/NAP 

___12013.. ^ . 

„_idX^ - 



34306 
71029 
288 

OJ990318_18.9819.C6.ol.gs 

288 

none 

288. .524 



Seq. ID OJ990318_18.9819.C6 

Strand + 

End 54 6 

Method GENSCAN 

End 524 

Score .88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



OJ990318_18. 9819. C6 
+ 

546 

AAT/NAP 

521 

248 



34306 Seq. ID 

71029 Strand 
288 End 
OJ990318_18 . 98 19 . C6 . ol . np Method 
312 End 
4506645 Score 
312. .521 

ribosomal protein 1*38 gi | 132 936 | sp | P234 11 1 RL^8__HUMAN 60S 
RIBOSOMAL' PROTEIN L3'8 gi | 7 1375 l.pir | | R5RT38 ribosomal protein L38 
- fat gi | 481243 | pir | IS38385 ribosomal . protein L38" - human 
gi|57078|emb|CAA40328| (X57007) ribosomal protein L38 [Rattus 
rattus] gi|407423|emb|CAA81488| (Z26876) ribosomal protein [Homo 
sapiens] 



34306 
71029 
288 

OJ990318_18 . 9819.C6.ol. tm 

352 

none 



Seq. ID OJ990318_18. 9819.C6 

Strand + 

End 54 6 

Method TBLASTX : Mai ze 

End 54 6 

Score 198 



3b'Z. .495, 362. .496, 459. .545, 469. .546, 470. .544 

34307 Seq. ID OJ990318_18 . 98 19 . C7 



34305 



Gene No. 71030 Strand + 

Start 515 End 785 

Name OJ990318_18 . 9819.C7 . ol . gs Method GENSCAN 

Start 515 End 574 

GI none Score . 8 

Exons 515. .574. 



Seq. No. 34307 Seq. ID 

Gene No. 71030 Strand 

Start 515 End 

Name OJ990318_18 . 9819 . C7 . ol . np Method 

Start 515 End 

GI 2498930 Score 

Exons 515.. 574, 742.. 785 

GI Descrip. DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RUL AT I ON 

PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



OJ990318_18.9819.C7 
+ 

785 

AAT/NAP 

785 

102 



Seq. No. 
Gene No. 
Start 
Name 

.Start . „ _ 

Exons - - 

GI Descrip. 



34308 Seq. ID 

71031 Strand 
1 End 
OJ990318_18 . 9819 . C8 . ol . np Method 

1 — _ „En<±„.___. 



OJ990318_18.9819.C8 
+ 

753 

AAT/NAP 

753.. „ 



, Score 1.1 5.7.. „ . 

1-. .753 ■-■ •■ - " ■■ : v 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RUL AT I ON 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. No. 34308 Seq. ID 

Gene No. 71031 Strand 

Start 1 End 

Name OJ990318_18 . 9819 . C8 . ol . gs Method 

Start 42 End 

GI none Score 

Exons 42 . . 683 



OJ990318_18.9819.C8 
+ 

753 

GENSCAN 

683 

.94 



Seq. No. 34309 Seq. ID OJ990318_18 . 9819 . C10 

Gene No. 71032 Strand 

.Start 3,15 * End 389 

Name OJ990318__18 . 98 19 . C10 . ol . gp Method AAT/GAP 

Start 315 End 389 

GI LIB3477-003-P1-K1-E9 Score 99 

Exons* ' 315. .38 9 - _ • t / 

GI Descrip. 1 24 9858 6/sp | Q4 063.8 | MP01_ORYSA 2.0e-'24. MAJOR POLLEN ALLERGEN ORY 

SI PRECURSOR (ORY S I) >gi_1173557' (U31771) Ory s i [Oryza 

sativa] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



34310 Seq. ID 

71033 Strand 

444 End 
OJ990318__18.9819.Cll.ol.np Method' 

444 End 

4006917 Score 

444. .627, 770. .812, 1564. .1660, 1746., 



OJ990318_18. 9819.C11 
+ 

6343 
AAT/NAP 
6343 
474 

1798, 2589. .2673, 

4190, " 



2910.. 3012, 3089.. 3181, 3653.. 3719, 3977.. 4043, 4131 
43UU. .4378, 6315. .6343 

(Z99708) putative protein [Arabidopsis thaliana] 



34306 




Seq. No. 


34310 




Seq. ID 


OJ990318_18 


.9819.C11 


Gene No. 


71033 




Strand 


+ 




Start 


444 




End 






KJa mo 

LN O.ULG 


' OJ990318 18.9819.Cll.ol 


gs 


Method 








464 




End 






GI 


none 




Score 


.71 




Rvnn c 

J_J 1 1 


464. .481,. 1746. .1798, 2589.-2673, 2910 


..3012, 3089 


. .3216 




34310 




Seq. ID 


OJ990318_18 


. 9819. Cll 


Gene No. 


71033 




Strand 


+ 




Start 


444 




End 


6343 • 




Name 


OJ990318 18. 9819.Cll.ol. 


ts 


Method 


TBLASTX: Soybean 




2605 




End 


4190 




\j j- 


none 




Score 


74 




P. v on 


2605.. 2676, 2906.. 3013, 


2907. 


.3014, 3090. .3179, 3091. .3186, 




3969. .4043, 4128. .4190 












34310 




Seq. ID 


OJ990318JL8 


.9819.C11 




71033 




Strand 


+ 




Start 


444 




End 


6343 




Name 


OJ990318 18. 9819.Cll.ol. 


gp 


Method 


AAT/GAP . 




.Start 


2963 




f: End,_-,__ 


,4 806 










...Score,.,,..,.,... 


-L428_ 




P* v o n G * ■ 


2963.. 3012, 3089. .3181,- 


-3653.- 


.3719, 3977 . .4043-, - 4131.-/4184,- 




4300. .4806 










wX u C O i. X ]J 


1 4 006917/emb|CAB1684 7.1 | 


4.0e 


-32 (Z99708) putative 


pro l. em 




[Arabidopsis thaliana] 1 










Seq. No. 


34310 




Seq. ID 


OJ990318_18 


.9819. Cll 


Gene No. 


71033 




Strand 


+ 




Start 


444 




End 


6343 




Name 


OJ990318 18.9819.Cll.o2. 


gs 


Method 


GEN SCAN 




Olai L 


4334 




End 


4652 




GI 


none 




Score 


.62 




Ex on s 


4334. .4471, 4557. .4652 










Seq. No. 


34311 




Seq. ID 


OJ990318_18 


. 9819. C12 


Gene No. 


71034 




Strand 


+ 




Start 


■ 69 




End 


704 




Name 


OJ990318 18.9819.C12.ol. 


gs 


Method 


GENSCAN 




Start 


69 




End 


704 




GI 


none 




Score 


.84 






■69... 165, 421. .7Q4 ' ; 










Seq. No. 


34311 




Seq. ID 


OJ990318_18 


.9819.C12 


Gene No. 


71035 




Strand 






Start 


2302 




End 


4149 , 




Ncime 


OJ990318 18. 9819.C12.o2. 


gs 


Method 


GENSCAN 




Of- a r +- 
u Lai L 


2302 


End 


4092 




GI 


none 




Score 


.99 




F 1 y on c 


2302.. 2723, 3094.. 3259, 


3509. 


.3700, 3829.. 4092 




Seq. No. 


34311 




Seq. ID 


OJ990318_18 


9819. C12 


Gene No. 


71035 




Strand 






Start 


2302 




End 


4149 




Name 


OJ990318 18. 9819.C12.ol. 


np 


Method 


AAT/NAP 




Start 


2314 




End 


4092 





34307 




GI 


1546700 




Score 


964 




2314.. 2723, 3094... 3259, 


3509. 


.3700, 3829. .4092 


\J -L. O Jw k-^ . 


(X98804) peroxidase ATP18a [Arabidopsis thaliana] 


Seq. No. 


34311 




Seq. ID 


OJ990318_18.9819.C12 


Gene No. 


71035 




Strand 


- 


Start 


2302 




End 


4149 


Name 


OJ990318 18.9819.C12.ol 


.gp 


Method ■ 


AAT/GAP 


' Start 


2474 




End 


3175 


GI 


LIB34 33-019-P1-K1-G12 




Score 


568 


Exons 


2474. .2723, 3094. .3175 








GI DescriD. 


, 993004/emb|CAA62615| 4 


.Oe-35 


(X91232) 


peroxidase [Mer curia 




annua] 1 








Sea No 


34311 




Seq. ID 


OJ990318_18.9819.C12 


Gene No. 


71035 




Strand 




Start 


2302 




End 


4149 


Name 


OJ990318 18.9819.C12.o2 


.gp 


Method 


AAT/GAP 


Start 


3529 




End 


4149 


GI 


20557 1.R1084 




Score 


851 


F!xon *=; 


3529.. 3700, 3829.. 4149 








frT Dp qpri n 


, Jl 5 4 67 ap^emb J ..CAA.6 73 36 J _ 


2 . Oe-25. .(X98 8.0,44. ; pero^4M& i AT618A J^^ ^ 




.. [. Arabidopsis .± halia riaj ^ 


- i «■.- A .. --. 






Sea No 


34311 




Seq. ID 


OJ990318_18.9819.C12 


Honp Mo 


71036 




Strand 




Start 


5282 




End 


9207 


Name 


OJ990318 18. 9819.C12.ol 




Method 


TBLASTX: Cress 


Start 


2303 




End 


3966 


GI 


none 




Score 


107 


Exons 

J-J Awl 1 


2303.. 2440, 2314.. 2733, 


2315. 


.2485, 2481. .2543, 2540. .2608, 




3065 3259 3093 3?6f) 


3509. 


.3703, 3509.. 3703, 3516.. 3704, 




3568. .3726, 3664. .3726, 


3829. 


.3966, 3830. .3937 


Seq. No. 


34311 




Seq. ID 


OJ990318_18.9819.C12 


Gene No. 


71036 




Strand 




Start 


5282 




End 


9207 


Name 


OJ990318 18. 9819.C12.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2314 




End 


2733 


GI 


none 




Score 


77 


Exons 


2314.. 2490, 2315.. 2455, 


2470. 


.2733, 2540. .2602 


Seq'.' No*. " ' * 


•34311 




Seq. .ID 


OJ99.0318_18.-9819.C12, 


Gene No. 


7'10'36 




Strand 




Start 


5282 




End 


9207 


Name 


OJ990318 18. 9819.C12.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


2314 




End 


3966 


GI 


none 




Score 


98 


Exons 


2314.. 2733, 3065.. 3253, 


3503. 


.3703, 3510. .3704, 3829. .3966 


Seq. No. 


34311 




Seq. ID 


OJ990318_18.9819.C12 


Gene No. 


71036 




Strand 




Start 


5282 




End 


9207 


Name 


OJ990318 18. 9819.C12.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2tZ9 




End 


3592 


GI 


none 




Score 


96 


Exons 


2629. .2733, 2643. .2726, 


2693. 


.2746, 3065.. 3259, 3090.. 3260, 



34308 



3091.. 3267, 3093.. 3260, 3509.. 3589, 3509.. 3592 



Seq. No. 34311 

Gene No. 71036 

Start 5282 

Name OJ990318_18 . 9819 . C12 . o2 . tm 

Start 3065 

GI none 

Exons 3065.. 3259, 3093.. 3137, 3165. 

3674.. 3703, 3829.. 3966, 3833. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990318 18.9819.C12 



9207 

TBLASTX: Maize 
3967 
51 

3260, 3509. .3676, 3510. .3641, 
3967 



Seq. No. 34311 

Gene No. 71036 

Start 5282 

Name OJ990318_18 . 98 19 . C12 . o3 . gs 

Start 5282 

GI none 

Exons 5282.. 5452, 5660.. 5708, 6326. 

8770.. 9048, 9092.. 9207 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6475, 



OJ990318 18.9819.C12 



9207 
GENSCAN 
9207 
.81 

6543. . 6631, 7934 . .8012, 



Seq. No. 34312 

.GeneJNP-..-^ ... ,71037 _ ..... _ .. ... ... , 

^SJLar±^___ „ .42,__._; t __„..^_. v ^I ZZ^JZ. 

Name • • ■ OJ990318_18 . 9819 . C13 . ol . gs 

Start 47 

GI none 

Exons 47. .68, 598. .782 



Seq. ID OJ990318_18. 9819.C13 

_ St rand ..+„..._. .. t ^„ SSaMSSS=n 

Method * GENSCAN - - ' 

End . 782 - 

Score .91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name , 
Start 
GI. 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

start 

GI 

Exons 



18.9819.C13 



34312 Seq. ID OJ990318_ 

71038 Strand + 

3888 End 5819 

OJ990318_18 . 9819 . C13 . o2 . gp Method AAT/GAP 
3802 End 5490 

15064_2.R1084 Score 1430 

3802. .4115, 4770. .4961, 5140. .5305, 5398. .5490 

1 14 02918/emb| CAA66964 | 1.0e-83 (X98320) peroxidase [Arabidopsis 
thaliana] >gi_14292 15_emb_CAA67310_ (X98774) peroxidase ATP6a 
[Arabidopsis thaliana] ' 



34312 Seq. ID 

71038 Strand 
3888 . - - End 

OJ990318_18 J ;.9819.C13.ol.np # Method. * 
'3882 . . End 

1402918 Score 
3882. .4115, 4770. .4961, 5140. .5305, 5398. .5813 
(X98320) peroxidase [Arabidopsis thaliana] 

gi I 1429215|emb|CAA67310| (X98774) peroxidase ATP6a [Arabidopsis 
thaliana] 



OJ990318_18.9819.C13 
+ 

5819 

Aat/nap 

5813 
1044 



34312 
71038 
3888 

OJ990318_18. 9819.-C13.o3.gs 
none 



Seq. ID OJ990318_18. 9819.C13 

Strand + 

End 5819 

Method GENSCAN 

End 5819 

Score . 9 



3888. .4115, 4770. .4961, 5140. .5305, 5398. .5819 



34309 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34312 
71039 
11110 

OJ990318_18.9819.C13.o4.np 
11110 
5923682 
11110. .11160, 



Seq. ID OJ990318_18.9819.C13 
Strand + 
End 15385 
Method AAT/NAP 
End 14804 
Score 717 
11438, 13212. . 13373, 14165. .14804 
(AC009326) hypothetical protein [Arabidopsis thaliana] 
gi|6478914|gb|AAF14019.1|AC011436_3 (AC011436) unknown protein 
[Arabidopsis thaliana] 



11194, 



34312 
71039 
11110 

OJ990318_18 .9819.C13.o5.gs 

11242 

none 



Seq. ID OJ990318_18.9819.C13 

Strand + 

End 15385 

Method GENSCAN 

End 15385 

Score .85 



11242. .11438, 13062. .13069, 13208 13373, 14165. 
14862. . 14930, 15097 15140, 15241. .15385 



, 14615, 



. ti , = ..,S.eq..,. 



.Seq.. No. 34312 

Start - - - 3013 - • - 

Name OJ990318_18 . 9819 . C13 . ol . gp 

Start 3013 

GI LIB3477-003-P1-K1-E9 
Exons 3013.. 3087 

GI Descrip. 1 24 9858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



End - 
Method 
End 
Score 



3087- - 
AAT/GAP 
3087 
99 



Seq. No. 34312 
Gene No. 71041 
Start 15991 

Name OJ990318_18 . 9819 . C13 . ol . tm 

Start 3851 
GI none 
Exons 3851. 

3975. 

4770, 



,3928, 3858. 

,4115, 4000. 

4964, 5106. 

584-8. .5895," 5848. 



.3896, 3862. 

.4116, 4013. 

,5306, 5128. 

,5898., 5955. 



Seq. ID OJ990318_18.9819.C13 
Strand 

End 17397 
Method TBLASTX: Maize 
End 5984 
Score 39 

.3918, 3878. .3928, 3974. .4114, 
.4117, 4763. .4963, 4767. .4970, 
.5307, 5394. .5807, 5396. .5779, 
.5984 • ' ' . ...... 



Seq. No. 34312 

Gene No. 71041 

Start 15991 

Name OJ990318_18 . 9819 . C13 . ol . tc 

Start 3960 

GI , none 

Exons 3960. 

5128. 



4115, 3962. .4114, 4763. 
5307, 5257. .5307, 5394. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990318 18.9819.C13 



17397 

TBLASTX: Cress 
5813 
203 

,4957, 4770.. 4961, 5127. 
5813, 5395. .5475, 5397. 



.5306, 
.5519, 



5519. .5779 



Seq. No. 34312 Seq. ID 

Gene No. 71041 Strand 

Start 15991 End 

Name OJ990318 18 . 981 9 . C13 . ol . ts Method 



OJ990318_18.9819.C13 
17397 

TBLASTX : Soybean 



34310 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3978 
none 

3978. .4112, 3998. .4114, 4763. 
5142. .5306, 5394. .5459, 5396. 
5534. .5638, 5535. .5645, 5646. 

34312 
71041 
15991 

OJ990318_18.9819.C13.o2.tw 

4763 

none 

4763. .4936, 4764. .4934 



End 5804 
Score 135 

.4951, 4770.. 4964, 5140.. 5307, 
,5470, 5398. .5469, 5484. .5546, 
,5804, 5705.. 5779 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318_18.9819.C13 
17397 

TBLASTX: Wheat 

4936 

177 



Seq. No. 34312 

Gene No. 71041 

Start 15991 

Name OJ990318_18 . 9819 . C13 . ol . tw 

Start 5142 

GI none 

Exons 5142.. 5306, 5143.. 5307, 5373. 
5532. .5645 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990318_18.9819.C13 
17397 

TBLASTX: Wheat 

5645 

135 



,5405, 5394. .5450, 5436. .5543, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34 312 ■• »'■-■-- 

71041 
15991 

OJ990318_18. 9819.C13.o2.tc 
8116 



none 

8116. 

8380. 

9301. 

9682. 

9898. 



Seq. ID- 
Strand 
End 

Method 
End 
Score 



OJ990318 1-8.981-9-.C13- 



.8445, 
,8823, 
, 9528, 
,9810, 
,10098, 



17397 

TBLASTX: Cress 
10287 
63 

8466, 8278. .8643, 8344. .8556, 
8760, 8659.. 8802, 9259.. 9477, 
9591, 9637.. 9681, 9640.. 9984, 
9688. .9936, 9727. .10113, 9793. .9972, 9838. .10179, 
9926. .10072, 9934. .10287, 10135. .10287 



8152.. 8532, 8254 
8449.. 8655, 8554 
9328..9564, 9388 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34312 
71041 
15991 

OJ990318_18. 
8116 
none 
8116. 
.8527. 
9419. 
9766. 



OJ990318 18.9819.C13 



9819.C13.o2.ts 



.8391, 
.8778, ■ 
, 9580,- 
, 10260, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8122.. 8601, 8230.. 8706, 8326.. 8814, 8422.. 8742, 
8632... 8802, 9256.. 9564, 9271.. 9729, 9370. .9681, ' 
9664'. 7994 5', ' 9685. .10101, ' 9710. .984 4, 9712; .10050, 
9803. .9844, 9871. .10290, 9929. .10168, 9929. .10051 



17397 

TBLASTX : Soybean 

10290 

70 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34312 Seq. ID 

71041 Strand 
15991 End 
OJ990318_18. 9819.C13.o4 . tm Method 
8116 - End 

none Score 
8116. 
8341. 
93y4 . 
9802. 



OJ990318_18. 9819.C13 
17397 

TBLASTX : Maize 

10296 

68 



.8319, 8122.. 8460, 8128 
■8748, 8458. .8796, 8665 



8523, 8245.. 8670, 8299.. 8466, 
8811, 9253.. 9594, 9256.. 9504, 
9684, 9679.. 10101, 9682.. 9804, 9685.. 9909, 9688.. 10008, 
10224, 9803. .10087, 9892.. 10011, 9892.. 10296, 10084.. 10167 



34311 



Seq. No. 


34312 




Seq. ID 


OJ990318_18.9819 




Gene No. 


71041 




Strand 






Start 


' 15991 




End 


17397 




Name 


OJ990318 18.9819.C13 


. o3 . tm 


Method 


TBLASTX : Maize 




Start 


11188 ~~ 




End 


11439 




GI 


none 




Score 


248 




Exons 


11188 . . 11361, 11208 . 


. 11243, 


11269. .11361, 11380. .11439, 






11388 . .11438 










Seq. No. 


34312 




Seq. ID 


OJ990318_18.9819 


. ^ J. o 


Gene No. 


71041 




Strand 






Start 


15991 




End 


17397 




Name 


OJ990318 18.9819.C13 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


11200 ~ 




End 


14222 




GI 


none 




Score 


167 




Exons 


11200. . 11337, 13203. 


.13373, 


13204. .1337 4, 13221. .13382, 






13267. .13374, 14151. 


.14222, 


14153. .14221 




Seq. No. 


34312 




Seq. ID 


OJ990318_18. 9819 


.C13 


Gene No. 


71041 




Strand 






Start 


15991 




End 


17397 




Name 


. .... OJ990318 4,8 ..98J9 . ; C13 ,.p3..tc K 


Methods. 


,,„_ TBLASTX :Cress^^ 




...S^tarjt 


._11.203_ r ~„" 






_L143.3. . . 1 




QJ. _■. .. . . . . ... 


none " ■* **■ ~ 


; 


- - Score 


161 




Exons 


11203. .11325, 11344. 


.11433 








Seq. No. 


34312 




Seq. ID 


OJ990318_18. 9819, 




Gene No . 


71041 




Strand 






Start 


15991 




End 


17397 




Name 


OJ990318 18.9819.C13 


,o2. tm 


Method 


TBLASTX: Maize 




Start 


13249 




End 


14765 




GI 


none 




Score 


214 




Exons 


13249. .13374, 13257. 


.13373, 


13259. .13387, 13259. .13381, 






14151. .14495, 14151. 


.14486, 


14164. . 14 487, 14312 .. 14 4 94 , 






14489. .14614, 14490. 


.14615, 


14492. .14617, 14518 14619, 






14711. .14752, 14711. 


.14764, 


14712. .14765 




Seq. No. 


34312 




Seq. ID 


OJ990318_18.'9819, 


.C13 


Gene No. 


71041 




Strand 






Start 


15991 




End 


17397 




Name 


OJ990318 18.9819.C13, 


. 06 . gs 


. Method 


GENSCAN 




Start ' 


15 991 




% -End 


17397 




GI : " 


none ' ' * * . 




Score 


.49 


* * 


Exons 


15991.'. 16032, 16071.. 


.16170, 


172491. 17397 




Seq. No. 


34313 




Seq. ID 


OJ990318_18.9819. 




Gene No. 


71042 




Strand 


+ 




Start 


80 




End 


3151 




Name 


OJ990318 18.9819.C14, 


, o 1 . np 


Method 


AAT/NAP 




Start 


80 




End 


3088 




GI 


4206197 




Score 


3388 




Exons 


80. .313, 370. .3088 










GI Descrip. 


(AF071527) putative pre-mRNA splicing 


factor [Arabidopsis 




thaliana] 










Seq. No. 


34313 




Seq. ID 


OJ990318__18. 9819. 


C14 


Gene No. 


71042 




Strand 







34312 



Start 


80 




End 


3151 




Name 


OJ990318 18.9819.C14.ol 


.gp 


Method 


AAT/GAP 




o l. a J. u 


2820 




End 


-3151 






61401 1.R1084 




Score 


624 




pvnn c; 


2820. .3151 












'4206197/gb|AAD11585.1 | 


AAD11585 3.0e-30 (AF071527) 




pre-mRNA splicing factor [Arabidopsis 


unaxiana j 




Seq. No. 


34313 




Seq. ID 




1 Q 
1 0 


Gene No. 


71043 




Strand 


i 




Start 


4128 




End 


jjod 




Name 


OJ990318 18.9819.C14.o2 


.gp 


Method 


AAT/GAP 




OLal L 


4128 


End 


5386 




GI 


3767695 




Score 


77 S 




Fyon Q 

Hi AVJI 1 O 


4128. .4293, 5101. .5386 










Seq. No. 


34313 




Seq. ID 




1 fl 
X 0 


Gene No. 


71044 




Strand 


4. 




Start 


0 -L / D 




End 


y fl D J 




Name 


OJ990318 18.9819.C14.o2 


.np 


Method 


AAT/NAP 




u Lai L 


8176 




End .. 


9459 






690,708?._. _ _ _ 




^ Score. , _ 




— ~~ 


Pvnn q 

. Cj A 1 J O, -j- - ~ 














■ (AP001129) hypothetical 


protein [Oryza 


S at lva J 




Seq. No. 


34313 




Seq. ID 


n tq om 1 fi 

UU "jU jlo 


1 0 


Gene No. 


71045 




Strand 






Start 


3907 




End 


4260 




Name 


OJ990318 18.9819.C14.o2 


• gs 


Method 


GENSCAN 




□ Lai L 


3907 




End 


4260 




GI 


none 




Score 


.43 




R von ^ 


3907. .3979, 4071. .4093, 


4237. 


4260 






Seq. No. 


34313 




Seq. ID 


OJ990318 


_18 


Gene No. 


71046 




Strand 






Start 


6560 




End 


7950 




Name 


OJ990318 18.9819.C14.ol 


.tc 


Method 


TBLASTX: 


Cre 


Start 


1129 ■ ' - 




End 


3097 




GI 


none 




Score 


93 




Exons 


1129. ..1440, 1501. .1608, 


1525. . 


1755, 2161. .2286, 


25 



putative 



2516.. 3082, 2546.. 3097 



,3081, 



Seq. No'. / ' 34313 ■ ' Seq. ID 

Gene No. ' 71046 . ' ' Strand. 

Start 6560 ' End 

Name OJ990318_18 . 98 19 . C14 . ol . tm Method- 

Start 1129 End 

GI none Score 

Exons 1129 

1525 

2110 



1428, 1135. .1338, 1159. .1335, 1219 

1755, 1549. .1779, 1900. .2046, 1903 

2331, 2110.. 2295, 2221.. 2505, 2222 

2269. .2445, 2311. .2502, 2500. .3081, 2505 
2510. .3103 



OJ990318 18. 9819.C14 



7950 

TBLASTX -Maize 

3148 

120 

1263, 1325. .1396, 
2235, 2104.. 2238, 
2473, 2223.. 2507, 
2834, 2510. .3148, 



Seq. No. 
Gene No. 
Start 



34313 
71046 
6560 



Seq. ID 

Strand 

End 



OJ990318 18.9819.C14 



7950 



34313 




Name 


OJ990318 18 


.9819 


. C14 . ol 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


1216 ~ 








End 


2452 




GI 


none 








Score 


55 






Exons 


1216. . 1335, 


1354 


. .1431, 


1897 , 


. .2448, 1899. .2447, 


2246. .2452 


Seq. No. 


34313 








Seq. ID 


OJ990318 


_18.9819 


.C14 


Gene No. 


71046 








Strand 








Start 


6560 








End 


7950 






Name 


OJ990318 18, 


. 9819 


.C14 ,o2 


. tc 


Method 


TBLASTX : 


Cress 




Start 


1756 








End 


2133 






GI 


none 








Score 


276 






Exons 


1756. . 1956, 


1765 


. . 1953, 


1773 . 


.1955, 1900. .1989, 


1957. .2133, 




1975. .2121 
















Seq. No. 


34313 








Seq. ID 




1 ft Qft 1 Q 


PI A 


Gene No. 


71046 








Strand 








Start 


6560 








End 


7 950 






Name 


OJ990318 18. 


,9819, 


. C14 . o2 


. tm 




TRT.A9TX • 


Man "7 o 
l v j a _l z> 




Start 


1782 ~ 








End 


1899 






GI 


none 








Score 


131 






Exons 


1782. . 1892, 


1783, 


. . 1899, 


1783 . 


.1896 












„ 


; __„._. 




_Seq„._LEu 


rojSaoliR 




PI A 


Gene No.- 


- 71046 - 








Strand - 








Start 


6560 








End 


7950 






Name 


OJ990318 18 


9819 , 


. C14 . o3 


. tc 


Method 


TBLASTX: 


ur es s 




Start 


2286 ~~ 








End 


2502 






GI 


none 








Score 


201 






Exons 


2286. . 2447, 


2287 , 


. . 2502 












Seq. No. 


34313 








Seq. ID 


OJ990318 


1ft Qft 1 Q 


PI A 


Gene No. 


71046 








Strand 








Start 


6560 








End 


7950 






Name 


OJ990318 18. 


9819 . 


. C14 . o2 . 


. ts 


Method 


TBLASTX: 






Start 


2699 ~ 








End 


3089 




GI 


none 








Score 


564 






Exons 


2699. . 3082, 


2701 . 


. 3081, 


2702 . 


.3082, 2883. .3089 






Seq. No. 


34313 








Seq. ID 


OJ990318 


1 Q Q Q 1 Q 


PI A 


Gene No. 


71046 








Strand 








Start 


6560 








End 


7950 






Name 


OJ9903L8 18 . 


9819 . 


C14.. o3 . 




Method , 


GENSCAN 






Start 


6560 T 






End 


7950 ' 






GI ' 


none 








Score 


.72 






Exons 


6560 . . 6675, 


6954 . 


.7110, 


7611 . 


.7718, 7828. .7950 






Seq. No. 


34314 








Seq. ID 


OJ990318 


JL8.9819. 


C15 


Gene No. 


71047 








Strand 


+ 






Start 


1 








End 


1810 






Name 


OJ990318 18. 


9819. 


C15.ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


1765 






GI 


6539586 








Score 


617 






Exons 


1..575, 625. 


.984, 


1077. . 


1765 










GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


34314 








Seq. ID 


OJ990318_ 


J.8.9819. 


C15 


Gene No. 


71047 








Strand 


+ 







34314 



Start 
Name 
Start 
GI 

Exons 



OJ990318JL8. 9819.C15.ol.gs 

175 

none 



End 

Method 

End 

Score 



1810 
GENSCAN 
1810 
.45 



175. .426, 447. .586, 678. .913, 1349. .1647, 1700. .1810 



Seq. No. 34315 

Gene No. 71048 

Start 573 

Name OJ990318_18 . 9819 . C16 . ol . gs 

Start 573 

GI none 
Exons 



573. .711, 824. .922, 1366. .1475, 1550 
2596. .2716, 2788. .3090, 3179. .3486 



Seq. ID OJ990318_18. 9819.C16 
Strand 

End 4242 

Method GENSCAN 

End 3486 

Score .47 

2026, 2036.. 2542, 



Seq. No. 34315 
Gene No. 71048 
Start 573 

Name OJ990318_18 . 9819 . C16 . ol . np 

Start 1097 
GI 6498441 

Exons . .„ „.,1Q97 ..U.380 A _14 73.. ^2869,., 3057 
_Gi,,Descrip r ..^ 

•predicted gene Similar- to 



Seq. ID 
Strand 
End 

Method 
End 

Score 



OJ990318 18.9819.C16 



4242 
AAT/NAP 
4242 
2276 

. 3207, ..4136^4242____ : 

„ corres pan ds^ to.-.a^. re g ion . oiL J~.h e,. 
Sorghum bicolor Gypsy-Ty3 type " 



retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



Seq. No. 34315 

Gene No. 71048 

Start 573 

Name OJ990318_18 . 9819 . CI 6 . o5 . tw 

Start 1200 

GI none 

Exons 1200.. 1229, 1259.. 1342, 1368, 
1479. .1568, 1512. .1706, 1607, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1511, 1426 
.1705 



OJ990318 18.9819.C16 



4242 

TBLASTX: Wheat 
1706 
35 

1476, 1478. .1705, 



Seq. No. 


34315 








Seq. ID 


OJ990318_18. 9819 


.C16 


Gene No. 


71048 








Strand 






Start 


573 








End 


4242 




Name 


OJ990318 18 


9819 


C16.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1709 








End 


2090 




GI 


none 








Score 


108 




Exons 


1709. .2089, 


1845 


.1988, 


1910. 


.'2089,. 2013. .2090 




Seq..' No." 


* '.'34315 " ' . 








Seq/. ID 


OJ99031.8_18.9819; 


.C16 


Gene No. 


71048 








Strand- 






Start 


573 








End 


4242 




Name 


OJ990318 18 


9819. 


C16.ol 


tm 


Method 


TBLASTX: Maize 




Start 


1887 








End 


2227 




GI 


none 








Score 


163 




Exons 


1887. .2198, 


1904. 


.2227, 


1913. 


.2206 







Seq. No. 34315 Seq. ID 

Gene No. 71048 Strand 

Start 573 End 

Name OJy 9U jS18_18 . 9819 . C16 . o2 . tw Method 

Start 2632 End 

GI none Score 



OJ990318_18.9819.C16 
4242 

TBLASTX: Wheat 

3062 

68 



34315 



Exons 



2632. .2724, 2633.-2725, 2718. .2765, 2719. .2763, 2766. .2876, 
2766. .2888, 2779. .2883, 2952. .3053, 2955. .3062 



Seq. No. 34315 Seq. ID 

Gene No. 71048 Strand 

Start 573 End 

Name OJ990318_18 . 98 1 9 . CI 6 . o3 . tw Method 

Start 3211 End 

GI none Score 

Exons 3211.. 3474, 3281.. 3457 



OJ990318_18.9819.C16 
4242 

TBLASTX: Wheat 

3474 

155 



Seq. No. 34315 Seq. ID 

Gene No. 71048 Strand 

Start 573 End 
Name ' OJ990318_18 . 9819 . C16 . o2 . gs Method 

Start 3597 End 

GI none Score 

Exons 3597.. 3929, 3972.. 4175 



OJ990318_18. 9819.C16 

4242 
GEN SCAN 
4175 
.83 



Seq. No. 34315 Seq. ID 

Gene No. 71048 Strand- 

^Start^ _ .ALL „ _ . • , .End 

Jame^,^... __ r ..OJ.9.iQ3ia 

Start 3693- - " - End ■ ' 

GI none Score 

Exons 3693.. 3929, 3694.. 3930, 3942.. 4025 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990318 18.9819.C16 



; 4 24 2 ^ . _ 

...TBXASTXr.Whe'a^ 
.-4025 ■ 
113 



34316 Seq. ID 

71049 Strand 

52 End 
OJ990318_18.9819.C17.ol.gs Method 

52 End 

none Score 

52. .404, 1024. .1123, 1453. .1533 



OJ990318_18.9819.C17 
+ 

1533 
GENSCAN 
1533 
.79 



34316 
71050 
14028' ' 

OJ990318_18. 9819.C17.o4 . gs 
14028 
none 
14028, 
15996. 
18138. 
18884 . 



,14515,. 14707. 

,16056, 16261'. 

18247, 18326. 

18988, 19264. 



Seq. ID OJ990318_18.9819.C17 
Strand + 
End ... 20326 
Method GENSCAN 
End 20326 
Score .81 
14757, 14855. .15018, 15083 . .15173, \ 
16335, 17429. .17587, 17920 17956, 
18382', 18485. . 18568, 18648 . .1874 6, . 
19335, 19427. .20326 



Seq. No. 34316 Seq. ID 

Gene No. 71050 Strand 

Start 14028 End 

Name OJ990318_18 . 9819 . C17 . o4 . np Method 

Start 14267 End 

GI 6136111 Score 

Exons- 14267 .. 14296, 14 553 .. 14599, 

15083. . 15173, 15996. . 16056, 
16437. .16510, 1668 4. .16756, 
17 664. .17719, 17 910. .17 956, 
18326. .18382, 18 4 85 . . 18568 , 



OJ990318_18. 9819.C17 
+ 

20326 
AAT/NAP 
19359 
972 

14707. .14754, 14855. .14 94 6, 
1614 5. .16219, 16288. .16335, 
174 07. .174 64, 17541. .17587, 
18056. . 18106, 18174 . . 1824 7, 
18 648. .1874 6, 18884. .18 988, 



34316 



GI -Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start _ , 
. GI, 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons- ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



19264. .19359 

UTP- -GLUCOSE- 1- PHOSPHATE URIDYLYLTRANSFERASE (UDP-GLUCOSE 
PYROPHOSPHORYLASE) (UDPGP) (UGPASE) gi | 2117937 |pir || JC4785 
UTP — glucose-l-phosphate uridylyltransf erase (EC 2.7.7.9) - 
.barley gi | 1212996 | emb I CAA62689 | (X91347) UDP-glucose 
pyrophosphorylase [Hordeum vulgare] 



34316 Seq. ID 

71051 Strand 

24209 End 

OJ990318_18. 9819.C17.o5.np Method 

24209 End 

531389 Score 



OJ990318_18.9819.C17 
+ 

31262 
AAT/NAP 
31262 
194 



24209. .24310, 24 555 .. 24 885 , 25398..25 64 4, 31238. .31262 
(U12626) copia-like retrotransposon Hopscotch polyprotein [Zea 
mays] 



Seq. ID 

Strand 

End 

Method 
, ..End. . 
Score. .... 



OJ990318 18.9819.C17 



34316 
71052 
1 

OJ990318_18. 9819.C17.ol.np 
1 ... . . 

.MmAAl , 

■ 1. .469, 1856-.-. 1883 ■ - - -- — " - 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region >of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



1883 

AAT/NAP 

1883 

.46.3 



34316 Seq. ID 

71053 Strand 

2397 End 
OJ990318_18. 9819.C17.ol.gp Method 

2397 End 

none Score 
2397. .2810 



OJ990318_18.9819.C17 

2810 
AAT/GAP 
2810 
786 



34316 
71054 
2731 

OJ990318_18. 9819.C17.o2.gs 

2731 

none, , 
.2731.. 4236, 5473.. 5562, 5540. 
1&033. .10187, 11656. .11763 



OJ990318_18.9819.C17 

11763 
GENSCAN 
11763 
.59 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5691, 6596... 6660, 9599. ,.9944/ 
OJ990318 18.9819.C17 



34316 Seq. ID 

71054 Strand 

2731 End 11763 

OJ990318_18. 9819.C17.o2.np -Method AAT/NAP 

2734 'End 5120 

6539573 Score 819 
2734. .4037, 5079. .5120 

(AP000836) Similar to H-protein promoter binding factor-2a 
(AF079503) [Oryza sativa] 



34316 
71054 



Seq. ID OJ990318_18.9819.C17 
Strand 



34317 



Start 2731 End 11763 

Name OJ990318_18 . 98 19 . C17 . o2 . gp Method AAT/GAP 

Start 3319 End 3938 

GI 81962_1.R1084 Score 1192 

Exons 3319.. 3938 

GI Descrip. » 5922603/db j | AP0004 92 . 1 | AP0004 92 9.0e-15 Oryza sativa genomic 
DNA, chromosome 1, clone : P0705D01 1 



Seq. No. 34316 Seq. ID 

Gene No. 71055 ' Strand 

Start 12216 End 

Name OJ990318_18 . 98 1 9 . CI 7 . o3 . gs Method 

Start 12216 End 

GI none Score 

Exons 12216. .12301, 12352.. 13069 

Seq. No. 34316 Seq. ID 

Gene No. 71056 Strand 

Start 2184 6 End 

Name OJ990318_18 . 98 19 . CI 7 . o5 . gs Method 

Start 21846 End ' . 

. GI # non&..--:~.~-.--.~~-~*.'~^L^ ™. • Score.. 



OJ990318_18.9819.C17 

13069 
GENSCAN 
13069 
. 63 



OJ990318_18.9819.C17 

22088 

GENSCAN 

22088 

.55, ,. . ._, • . ....... 



Seq. No. 34316 Seq. ID 

Gene No. 71057 Strand 

Start 23089 End 

Name OJ990318_18 . 98 19 . C17 . 06 . gs Method 

Start 23089 End 

GI none Score 
Exons 



OJ990318_18. 9819.C17 

24818 
GENSCAN 
24818 
.72 



23089. .23208, 23567 .. 23795, 24700.. 24818 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34316 
71058 
26727 

OJ990318_18 

2719 

none 

2719. .2787, 
3688. .3891, 



9819.C17.ol.tc 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2875. .2949, 2876. .2950, 3680 
3688. .3912, 3839. .3913 



OJ990318 18.9819.C17 



31054 

TBLASTX: Cress 
3913 
74 

.3808, 3687. .3902, 



Seq. No. ■ 


3431,6 *- 






Gene No. 


71058- 






Start 


: 26727. . 




* 


Name 


OJ990318 18 


.9819 


C17.o3 


Start 


2728 






GI 


none 






Exons 


2728. .2796, 


2836 


.3015, 


Seq. No. 


34316 






Gene No. 


71058 






Start 


26727 






Name 


OJ990318 18 


.9819 


C17.ol 


Start 


3499 






GI 


none 






Exons 


3499. .3588, 


3524. 


.3583, 



Seq. ID OJ990318_18.9819.C17 

Strand ■ - 

End 31054 

. tm Method TBLASTX : Maize 

End 3053 

• Score 158 
2840. .3016, 2892. .3053 

Seq. ID OJ990318_18.9819.C17 
Strand 

End 31054 

.ts Method TBLASTX : Soybean 

End 3873 

Score 70 
3655. .3873, 3699. .3860, 3722. .3868 



34318 



Seq. No. 
Gene No. 
-Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34316 
71058 
26727' , 

OJ990318_18. 9819.C17.ol. tm 
3520 
none 



End 

Method 
End 
Score 

3520. .3588, 3521. .3589, 3678. .3902, 3678. .3902, 3679. .3906, 
3691.. 3930, 3719. .3916 



Seq. ID OJ990318_18.9819.C17 
Strand 

31054 

TBLASTX: Maize 
3930 
55 



34316 
71058 
26727 

OJ990318_18. 9819.C17 

14698 

none 

14698. .14751, 14871. 

16139. .16204, 16287. 

16684. .16761, 16685. 

17406. .17459, 17510. 

17651. .17719, 18052. 

18176. .18247, 18323. 
. 184 8 8„. . 18 565,., 18 6.38 . 
SSBSA^ 1-8 98 8 , . , ~ J 



o2. ts 



14951, 
16310, 
16756, 
17590, 
18105, 
18412, 
1824 8, 



Seq. ID OJ990318_18.9819.C17 
Strand 

31054 

TBLASTX: Soybean 
19002 
39 

15994. .16056, 16126 .. 1 6203, 
16306. .16335, 16434 .. 16511, 
17397. .17456, 17404 .. 174 69, 
17542. .1758 9, 17 64 9. .17720, 
18167. .18241, 18175. .1824 9, 
18323. .18379, 18325. .18393, 
.,.18645.^,1874^9, ^18880^,19002 . 



End 

Method 

End 

Score 



34316 
71058 
26727 

OJ990318_18. 9819.C17 .o2. tm 

14705 

none 

14705. .14752, 14859 .. 14 942 , 

15080. .15211, 15993. .16076, 

16144. .16203, 16303. .16347, 

16442. .16498, 16684 .. 1674 9, 

17404. .17469, 17510 .. 17590, 

17640. .17720, 17643 .. 17717 , 

18052. .18105, 18167. .18241, 

18323. .18412, 18324. .18374, 

18488. .18565, 18500 .. 18580, 

18 647. .18748, 18880. .19002, 



Seq. ID OJ990318 
Strand 

End 31054 
Method TBLASTX 
End 19335 
Score 47 
15054. .15203, 15058 
16056, 16139 
16335, 16434 
16756, 17403 
17588, 17542 
17719, 18051 
18176. .18247, 18204 
18325. .18378, 18484 
18746, 18645 
19000, 19252 



18 . 9819. C17 



Maize 



15994 
16306 
16685 
17529 
17651 



18633 
18884 



. .15198, 
. .16204, 
. .16511, 
. .17468, 
. .17589, 
. . 18110, 
. .182.48, 
. .18558, 
. .18749, 
. . 19335 



Seq. No. 


34316 






Seq. ID 


OJ9903.18 


_18, 9819., 


.CL7. 


Gene No.. 


'71058 






Strand 








Start 


26727 * 






' End 


' 31054 






Name 


OJ990318 18.9819.C17 


.o2. tc 


Method 


TBLASTX: 


Cress 




Start 


18052 






End 


19000 






GI 


none 






Score 


64 






Exons 


18052.. 


18105, 18175. 


.18249, 


18176. .18247, 18323 


. .18412, 






18484 . . 


18558, 18488. 


.18565, 


18644. .18748, 18645 


. .18749, 






18880. . 


18999, 18884. 


.19000 










Seq. No. 


34316 






Seq. ID 


OJ990318 


_18. 9819. 


.C17 


Gene No. 


71058 






Strand 








Start 


26727 






End 


31054 






Name 


OJ990318 18.9819.C17 


. 06 . np 


Method 


AAT/NAP 






Start 


26727 






End 


31054 






GI 


6815052 






Score 


2629 







34319 




Exons 


26727. .26845, 27128 .. 27202, 


27284. .28021, 28070 .. 28205, 




28988. .29080, 29948 .. 30047, 


30345. .30462, 30745 .. 30819, 




30901. .31054 








(AP001080) hypothetical protein [Oryza 


sativa] 


Seq. No. 


34316 


Seq. ID 


OJ990318_18.9819.C17 


Gene No. 


71058 


Strand 




O-j- a r f- 
O LqI l 


26727 


- End - 


31054 


IN a III c 


OJ990318 18.9819.C17.ol.tw 


Method 


TBLASTX: Wheat 


Of a y+- 


28260 


End 


28754 




none 


Score 


65 


Exons 


28260. .28754, 28360 .. 28518 , 


28464. .28730 


O t~\ ri \1 

oeq . ino . 


34317 


Seq. ID 


OJ990318_18. 9819.C18 


UCtlC INU i 


,71059 


Strand 


+ 


Start 


1 


End 


816 


Name 


OJ990318 18. 9819.C18.ol.np 


Method 


AAT/NAP 


o Lai t. 


1 


End 


798 


PT 


6815059 


Score 


1317 


Exons 


1. .798 








(AP001080) Similar to geranylgeranyl hydrogenase. (AF069318) 


" — 


[ 0 r y z a t a ti y a J ^ ; ^ ^ , ^ ^ ^ _ : 






•Seq.- No; - -'- 


i4il7 - * - ... - ...... 


-Seq; -ID - 


0 J9 9 0-3 !8_1 8 ; 9 8 1 9 . CI 8 ~ 


Gene No. 


1 iuo y 


Strand 


+ 


Of a r-f- 


1 


End 


816 


Name 


OJyyOilo 18 . 9819 . C18 . ol . gs 


Method 


GENSCAN 


Of a -*-t- 


1 n^ 


End 


816 




none 


Score 


.85 


IT 1 v T~l O 


103. .816 






Seq. No. 


34317 


Seq. ID 


OJ990318_18.9819.C18 


Gene No. 


71060 


Strand 




OLdi L 


1281 


End 


5333 


Name 


OJ990318 18. 9819.C18.ol.gp 


Method 


AAT/GAP 


Cf a r-f 


1081 


End 


1832 




none 


Score 


656 


CjAUIIo 


1081. .1356, 1757. . 1832 






0 e q . in 0 . 


34317 


Seq. ID 


OJ990318_18.9819.C18 


Gene No . 


71060 


Strand 




Start 


* 1281 


End 


5333 • 


Name 

■ * 


OJ990318 -18. 981£.C18.o'2.gs , ' 


Method 


GENSCAN 


Q'f a rf 


"1281 ' 


End 


5279" 


rir 

bl 


none 


Score 


.69 


£j AUil 0 


1281.. 1391, 1757.. 1838, 2291 


..2409, 3209. .3328, 3545. .3615, 




4033.. 4201, 5064.. 5279 






Sea No 


34317 


Seq. ID 


OJ990318_18. 9819.C18 


Gene No. 


71060 


Strand 




Start 


1281 


End 


5333 


Name 


OJ990318 18. 9819.C18.o2.np 


Method 


AAT/NAP 


Start 


1754 


End 


4180 


GI 


' 6815060 


Score 


815 


Exons 


1754.. 1838, 2291.. 2409, 3209 


..3328, 3545. .3615, 4033. .4180 



GI Descrip. (AP001080) EST C26994 (C50622 ) corresponds to a region of the 
predicted gene.; Similar to ADP-ribosylation factor. (D17760) 



34320 



[Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990318 18.9819.C18 



Seq. No.^ . . 34317 
Gene No. " . *• 71060* 
Start 1281 

Name OJ990318_18 . 9819 . C18 . o2 . gp 

Start 3138 
GI 18316JL.R1084 

Exons 3138. .3328/ 3545. .3615, 4033. 

GI Descrip. ' 1351974 /sp I P49076 |ARF_MAIZE 

>gi_1076788_pir S49325 ADP-ribosylation factor - maize 

>gi_1076789_pir S53486 ADP-ribosylation factor - maize 

>gi_556686_emb__CAA56351_ (X80042) ADP-ribosylation factor [Zea 
mays] 1 



5333 
AAT/GAP 
5333 
692 

,4201, 5237.. 5333 
3.0e-59 ADP-RIBOSYLATION FACTOR 



OClj. LNVJ . 


^4 ?1 7 






c&ri T n 
ofcrq . 1U 


n.TQQD^I ft 1ft QR1Q rift 




7 1 n 6i 






ou r ana 




Start 


6189 






End 


6394 


Name 


OJ990318 18. 


9819.C18.ol 


. tm 


Method 


TBLASTX: Maize 


O Loi. L 








Hi 1 1 LI 


A Qft 0 
i y o \j 


\j J. 


none 






Score 




IT" v ah o 


on 9 4 9 Af) 




a ^ n 


"3 /l ^ft 


t^Plft 76ft RR'} "7£Q 




d ft d 6 /Qftfl 










OC>^. 1 \KJ . 


?1 7 






Qo/-r T n 

oecj . iu 


OTQQn^lft 1ft QftlQ PI ft 










ouraiia 




O Lai L 


61 ft Q 

O ± O _7 






End 


6394 


Name 


OJ990318 18. 


9819.C18.ol 


. tc 


Method 


TBLASTX : Cress 


Start 


34 






End 


768 


\j ± 


none 






Score 


303 


LAUI lo 


0 Af\ 19 0 




7 6ft 
. /DO, 


393. .509, 


481. .705 




J4 Jl / 






Seq. ID 


OJ990318_18. 9819.C18 




7 1 n 6i 






Strand 




u Ldl L 


61 ftQ 

O J. O _7 






End 


6394 


Name 


OJ990318 18 


9819 C18 ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


34 






End 


768 


GI 


none 






Score 


291 


Exons 


34. .246, 129 


..245, 295. 


.423, 


304. .459, 


481. .768, 481. .705 


Seq. No. 


34317 






Seq. ID 


OJ990318__18.9819.C18 


Gene No. 


' 71061 






Strand 




Start t 


- 6189 






End ' ■ 


63:94-' 


Name 


* OJ99'03i8 18". 


9819.'ci8.o'2 


. tm 


" Method 


TBLAST&: Maize 


Start 


1757 






End 


4193 


GI 


none 






Score 


133 


Exons 


1757. .1837, 


1758. .1838, 


2264 


..2410, 22 


88. .2410, 2290. .2412, 




3191. .3331, 


3209. .3331, 


3279 


..3335, 3539. .3667, 3546. .3617, 




4007. .4192, 


4008. .4193 








Seq. No. 


34317 






Seq. ID 


OJ990318_18.9819.C18 


Gene No. 


71061 






Strand 




Start 


6189 






End 


6394 


Name 


OJ990318 18. 


9819.C18.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


1757 






End 


3292 


GI 


none 






Score 


112 


Exons 


1757. .1837, 


1758. .1838, 


1758 


..1838, 1759. .1839, 1768. .1839, 



34321 






99 64 94 i n 

Z. Z, U *i • • ^41Uf 


9976 

Z, Z, 1 \J . 


94 1 n 

• Z. *i X U , 


99ft 7 
z. z o / • 


.2412, 2290. .2412, 


31 Q 1 T9Q9 
jx:7x. . jZ, :7Z. , 




390Q 39Q9 














c an Mn 


34 31 7 








Seq. ID 


OJ990318 


1 ft QR 1 Q P1 ft 
xo. jol Llo 


O " i l C ln ij . 


7 1 061 








Strand 






Start 


6189 








End 


6394 




Name 


- OJ990318 18 


9819. 


C18.o3. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1757 ' 








End 


3667 




(IT 

\j x 


none 








Score 


97 






1 7 S7 1 fl 37 


1 7 Sft 

1 ' JO . 


1 ft 3ft 

• X O J O , 


9 9ftft 


.2380, 2290.. 2373, 


936ft 940Q 
Z. J O O . . 




J ( T . . <C ^ X Z. , 


31 91 


3331 

• J J J X , 


3909 


.3331, 3279. .3335, 


3 S 3 9 3667 

JJJ-7. . j O O / , 




3S46 3617 














Cpn Mo 


34 317 








Seq. ID 


OJ990318 


1 R Qft 1 Q Plft 

XO. _7OX_?.krfX0 




71061 








Strand 






Start 


6189 








End 


6394 




Name 


OJ990318 18. 


9819. 


C18.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1757 








End 


4220 






n on o 

1 lUi 1C 








Score 


89 




P von c; 


1 7 S7 1 ft 37 

X 1 J i . . X O J / , 


1 7 ^ft 

1 / JO • 


1 ft 3ft 

■ X O J O , 


99RR 

llOO • 


.2410, 22 


B8. .2410, 


99ft 9 9411 

Z. Z, 0 . . Z. *± 1 X , 




99Q0 94 19 


31 94 


3331 
. J J J x , 


390R 

J£UO . 


.3318, 3209. .3331, 


397 Q 3^^R 
j z f y . .jjjj, 


- — "V ■ - 


3S3Q 3667 


3 S4 6 

J J4 D . 


3 617 


4 007 


~-J. 1 8.6 ,..,_4 0 0 a ..... 4220, fc 


4 0 ^ R 41R7 




-3 4 31 7- - - - *• ' 








-Seq. TD - 


OJ990318 


1ft Q P. 1 Q ' H 1 fi - 


Gene No. 


71061 








Strand 






Start 


6189 








End 


6394 




Name 


O.T990 31 ft 1 ft 


Qftl 9 


PI ft ol 

LIO . (J X ■ 


L W 


Method 


TBLASTX: 


l/VUcal- 


o Lai u 


39Q3 _ 








End 


4189 




(IT 

O J. 










Score 


65 




£j AUllo 


39Q3 3331 

J Z _7 J • t JJ Jlf 


39 Q4 
j z . 


3 33 R 
• j j j j / 


3 ^3Q 

J J J -7 . 


.3667, 3545.. 3616, 


^R46 ^617 




4DD7 4 1 ft 3 


400ft 

*i VJ U O • 


4 1 ft 1 

• *i X O X , 


4039 

*i U J6 • 


.4187, 40 


43. .4189 




Seq. No. 


34317 








Seq. ID 


OJ990318 


_18.9819.C18 


Gene No. 


71061 








Strand 






Qf art 


61 ft Q 

U X O J 








End 


6394 




Name 


OJ990318 1ft 


J O X .7 ■ 


n ft o9 


•ho 


Method 


TBLASTX : 


wIGS S 


OLCli L 


401 S _ 

1 \J X J 








End 


4228 




GI 


none 








Score 


165 




P. von c; 


4 01^ 4 n QR 


4 ri9ft 


499S 

• *i Z. Z. J , 


4 039 


.4181, 4043. .4228 




Seq. No. 


34317 








Seq. ID 


OJ990318 


__18.9819.C18 


Gene No. 


• 7106 % 1 . 








Strand 






Start * 


618 9 ■ 








•End ' 


6394 




Name 


O.TQQ0 31 ft 1 ft 


Qfil V 

Z/ Q -L y * 


ri ft o3 

LIO . (J J . 




Method 


AAT/GAP 




Start 


61 ft Q ~~ 

U X O _7 








End 


6394 




GI 


S0034 ft 4 








Score 


352 




P. von *=i 


61ft9 6394 














Seq. No. 


34318 








Seq. ID 


OJ990408 


_10. 9819. CI 


Gene No. 


71062 








Strand 


+ 




Start 


1245 








End 


1683 




Name 


OJ990408 10. 


9819. 


CI . ol . gs 


Method 


GENSCAN 




Start 


1245' 








End 


1683 




GI 


none ■ 








Score 


.82 




Exons 


1245. . 1281, 


1436. 


. 1683 










Seq. No. 


34318 








Seq. ID 


OJ990408 


_10.9819.C1 



34322 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



71063 Strand 

1958 End 

OJ990408_10. 9819.Cl.ol.np Method 

1958 End 

2792151 Score 
1958. .2274, 2359. .2489 

(Y16182) hypothetical protein [Oryza sativa] 



2489 
AAT/NAP 
2489 
197 



34318 Seq. ID 

71064 Strand 

82 End 

OJ9904 08_10. 9819.Cl.ol.gp Method 

82 End 

none Score 
82. .280 



OJ990408_10. 9819. CI 
280 

AAT/GAP 

280 

347 



Seq. No. 
Gene No. 
Start 
Name 
Start 

J3I 

-Expjns-^,,..^., 
GI- Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. . So. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



34318 Seq. ID 

71065 Strand 
1277 End 
OJ990408_10. 9819.Cl.o2.gp Method 
1277 End 
1697-4^1 V R1 08 4.. , , , . -. .Score 
.,1211^1646^ iiai-jj^^^ 
'4097585 9.0e-13 (U64925)- NTGP4 [Nicotiana- tabacum] - f ' 



OJ990408_10.9819.C1 

1868 
AAT/GAP 
1868 

834 



34318 
71066 
3874 

OJ9904 08JL0. 9819.Cl.o2.tm 

1473 
none 

1473. .1541, 1477. .1647, 1486. 
1759. .1860, 1760. .1855 

34318 
71066 
3874 • 

OJ9904 08_10. 9819.Cl.ol.tc 

1476 ' 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990408_10.9819.C1 
4606 

TBLASTX: Maize 

1860 

163 



1647, 1739.. 1843, 1759.. 1854, 



Seq. ID OJ990408_10.9819.C1 
Strand 
End 

Method 
End 
Score 



4606 

TBLASTX: Cress 

1860 

125 



1476. .1541, 1492. .1653, 1754. .1837, 1759. .1860, 1760. .1855 



34318. . V. . • - Seq. ID 

. 71066 ' ""- ' Strand - 

3874 " End 4606. 

OJ990408_10. 9819.Cl.o2.np Method AAT/NAP 

3509 End 4606 

4234846 Score 602 
3509. .4606 

(AF082130) gag-pol polyprotein [Zea mays] 



OJ990408 ,10. 9819. CI 



34318 Seq. ID 

71066 , Strand 

3874 End 

OJ9 904 08_1U. 9819. Cl.ol .tm Method 

3523 End 

none Score 



OJ990408_10. 9819. CI 
4606 

TBLASTX: Maize 

4417 

73 



34323 



Exons 



3523.. 3588, 3530.. 3589, 3567.. 3677, 3593.. 3685, 3599.. 3679, 
3785. .3880, 3792. .3875, 3928. .3990, 3978 4 148 , 3988 .. 4305, 
3989. .4306, 4300. .4395, 4307. .4417, 4307. .4402 



Seq. No. 34318 

Gene No. 71066 

Start 3874 

Name OJ9904 08_10 . 9819. CI . o2 . gs 

Start 3874 

GI none 

Exons 3874.. 4088, 4463.. 4550 



Seq. ID OJ990408_10. 9819. CI 
Strand 

End 4 606 

Method GENSCAN 

End 4550 . 

Score .89 



Seq. No. 34319 Seq. ID OJ990408 

Gene No. 71067 Strand + 

Start 1 End 1854 

Name OJ990408_10 . 9819 . C2 . ol . np Method AAT/NAP 

Start 1 End 1854 

GI 4234846 Score 919 

Exons 1..1371, 1812.. 1854 

GI Descrip. (AF082130) gag-pol polyprotein [Zea mays] 



10. 9819. C2 



;.Gene_itfc>,,^.. : 
Start - - ' : ' 
Name 
Start 
GI 

Exons 



.34319 _ „ 

i- : •■ ■■ 

OJ990408 

243 

none 

243. .653 



10.9819.C2.ol.gs 



— Seg^ I EL OJ990 4 08^.10... 9 8,19.02, 

.-^atrand... r _±l t . - r _ r __„_^_ 7 



End - 
Method 
End 
Score 



- 1854 : -- 
GENSCAN 
653 
.94 



Seq. No. 34319 

Gene No. 71068 

Start 10458 

Name OJ9904 08_10 . 9819 . C2 . o3 . gs 

Start 10458 

GI none 

Exons 10458. .10773, 10877 .. 11027 , 
13153. .13262, 14 130 .. 142 62 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11431. .11458, 
17873. .18076, 



OJ990408_ 
+ 

22104 
GENSCAN 
20377 
.89 

11905. 
18640. 



10. 9819. C2 



.12023, 
.20377 



Seq. No. 
Gene No. 
Start 
Name * 
..Start. 
GI 

Exons 

GI Descrip. 



34319 
71068 
10458 

OJ990408_10.9819.C2;o2.np 
17964- 

35'4019'5 ' " " * ' " 



Seq. ID OJ990408_10.9819.C2 
Strand 
End 

Method 
End * , . 
Score 



+ 

22104 
AAT/NAP 
-22104 * 
1269 



17964. .18107, 18674 . .20257, 22077. .22104 
(AC004260) Unknown protein [Arabidopsis thaliana] 



Seq. No. 34319 Seq. ID 

Gene No. 71069 Strand 

Start 1760 End 

Name OJ9904 08_10 . 9819 . C2 . ol . tm Method 

Start 31 End 

GI none Score 
Exons 



OJ990408_10.9819.C2 
7873 

TBLASTX: Maize 

954 

161 



31-. .156, 35. .157, 45. .164, 47. .157, 158. .475, 159. .476, 
165. .482, 316. .486, 403. .486, 474. .536, 548. .577, 549. .611, 
597. .692, 602. .685, 792. .884, 798. .878, 803. .910, 887. .928, 
888. .947, 889. .954 



34324 



Seq. No. 34319 

Gene No. 71069 

Start 1760 

Name OJ9904 08_10 . 9819 . C2 . o2 . gs 

Start 1760 

GI none 

Exons 1760.. 1966, 3080.. 3159, 3752. 

6854. .6983, 7256. .7370, 7642. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.384 5-, 4784 
.7873 



OJ990408 10. 9819. C2 



7873 
GEN SCAN 
7873 
.66 

4839, 



5681. .5777, 



Seq. No. 34319 Seq. ID 

Gene No. 71069 Strand 

Start 1760 End 

Name OJ990408_10 . 9819 . C2 . ol . gp Method 

Start 2913 End 

GI 16974_1.R1084 Score 

Exons 2913.. 2962, 3080.. 3149 

GI Descrip. '4097585 9.0e-13 (U64925) NTGP4 [Nicotiana tabacum] 



OJ990408_10. 9819.C2 

7873 
AAT/GAP 
3149 
150 



Seq. No. 34319 
Gene. No. 71069 

.Start_.._ .^1760 „ 

Start ' 2918 - - 

GI none 
Exons 2918, 

3081. 

4781. 

5683. 



Seq. ID OJ990408_10.9819.C2 
Strand 

.^End___^7873_ v _. . 
: „Method^T£^^ 

- ~ • - ; End - 5744 : * 

Score 65 . 

.2974, 2919. .2963, 3070. .3150, 3079. .3153, 3080. .3172, 
.3173, 3081. .3173, 3690. .3845, 3720. .3845, 3748. .3846, 
.4840, 4782. .4841, 4785. .4841, 4902. .4988, 4912. .4977, 
.5739, 5688.-5744, 5689. .5739 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34319 Seq. ID 

71069 Strand 

1760 End 

OJ9904 08_10. 9819.C2.o2.gp Method 

4913 End 

none Score 



OJ990408_10.9819.C2 

7873 
AAT/GAP 
7437 
870 



4913. .4968, 5689. .5777, 6854. .6983, 7256. .7437 



Seq. No. 34319 

Gene No. 71070 

Start 18776 

Name . . OJ990408_10 . 9819 . C2 . o3 . tm 

Start; - / . 18776 ' t ' ' • ' .-.V • 

6l ^ none . 

Exons 18776. . 19000, 18802 .. 18 936, 
19138. .19197, 19139. .19198, 



Seq. ID 

Strand 

End 

Method . 
End' ^ 
Score 



OJ990408_10.9819.C2 
19302 

TBLASTX: Maize 
19302 ■ ' " 

183 



19001. .1914 7, 19033. .1905 9, 
19193. .19294, 19204. .19302 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34319 Seq. ID 

71071 Strand 

19366 End 

OJ9904 08_10. 9819.C2.o2.tm Method 

19366 End 

none Score 



OJ990408_10. 9819.C2 
20257 

TBLASTX: Maize 

20179 

82 



19366. . 194 34, 19367. .19444, 19466. . 19930, 19466. . 19537, 
iyb!6. .19914, 19990. .20139, 19991. .2017 9 



Seq. No. 



34319 



Seq. ID OJ990408_10. 9819.C2 



34325 




Gene No. 


71071 


Strand 






Start 


19366 


End 


20257 




Name 


OJ9904 08 10 . 9819 .C2 . ol . tc 


Method 


TBLASTX: Cress 




Start 


19397 ~~ 


End 


20047 




GI 


none 


Score 


51 




Exons 


19397 194 44, 19481 . . 19930, 


19567. .19632, 19684. .19920, 






20002. .20046, 20006. .20047 








Seq. No. 


34319 


Seq. ID 


OJ990408JL0. 9819 


.C2 


Gene No. 


71071 


Strand 






Start 


19366 


End 


20257 




Name 


OJ990408 10.9819.C2.ol.ts 


Method 


TBLASTX: Soybean 




Start 


19519 ~~ 


End 


19930 




GI 


none 


Score 


558 




Exons 


19519. . 19632, 19520. . 19930, 


19684. .19920 




Seq. No. 


34319 


Seq. ID 


OJ990408_10.9819 


.C2 


Gene No. 


71071 


Strand 






Start 


19366 


End 


20257 




Name 


OJ9904 08 10 . 9819 . C2 .ol . tw 


Method 


TBLASTX: Wheat 




Start 


19841 ~~ 


End 


20224 




GI 


none 


Score _ 


.153-. 




_ Exons, 


.."Li 98 4lLL 1.9 93 : 6 ZX^B^Z^X992D.'Z 


.1999 0..,_. 2.0 13 0 , 1.9 9,9.1... ..2.02 2.4 




Seq. No. 


34319 


Seq. ID 


OJ990408_10. 9819 


.C2 


Gene No. 


71071 


Strand 






Start 


19366 


End 


20257 




Name 


OJ990408 10 9819 C2 o2 ts 


Method 


TBLASTX : Soybean 




Start 


20006 ~ 


End 


20257 




GI 


none 


Score 


248 




Rxon s 

L-J 4\ \m/ 11 J 


20006 20191 20008 20139 


20201. .20257 




Seq. No. 


34320 


Seq. ID 


OJ990408_10. 9819 


. C3 


Gene No. 


71072 


Strand 


+ 




Start 


2984 


End 


4807 




Name 


OJ990408 10.9819.C3.ol.gp 


Method 


AAT/GAP 




Start 


2984 


End 


4604 : 




GI 


2309994 


Score 


542 




Exons 


2984. .3037, 4364. .4604 








GI Descrip. 


4097585 9.0e-13 (U64925) NTGP4 [Nicotiana tabacum] 




Seq. No. 


34320 


Seq. ID 


OJ990408_10. 9819 


. C3 


Gene No; 


71072 .. . 


Strand ' 


+ ■ ' * ■ ♦ . 




Start ' 


2984 


End ' '* ' '' 


•4807' 




Name 


OJ990408 10. 9819.C3.o2.np 


Method 


AAT/NAP 




Start 


4367 


End 


4807 




GI 


4097585 


Score 


166 




Exons 


4367. .4604, 4699. .4807 








GI Dgsctid 


(U64925) NTGP4 [Nicotiana tabacum] 






Seq. No. 


34320 


Seq. ID 


OJ990408_10. 9819 


.C3 


Gene No. 


71073 


Strand 






Start 


753 


End 


1861 




Name 


OJ990408 10. 9819.C3.ol.np 


Method 


AAT/NAP 




Start 


753 


End 


1861 




GI 


6815053 


Score 


804 




Exons 


753. .990, 1040. .1215, 1715.. 


1861 







34326 



GI Descrip. (AP001080) hypothetical protein [Oryza sativa] 



Seq. No. 


34320 


Seq. ID 


OJ990408 


10 . 9819 




Gene No. 


71074 


Strand 








Start 


4349 


End 


4606 






Name 


OJ990408 10.9819.C3.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


4349 


End 


4606 






GI ' 


none 


Score 


127 






Exons 


4349.. 4603, 435*3.. 4604, 4375. 


.4605, 4382. .4606 






Seq. No. 


34320 


Seq. ID 


OJ990408 


10 . 9819 




Gene No. 


71074 


Strand 








Start 


4349 


End 


4606 






Name 


OJ990408 10. 9819.C3.ol. ts 


Method 


TBLASTX: 


uuy jjcaii 




Start 


4376 


End 


4606 




GI 


none 


Score 


61 






Exons 


4376. .4426, 4393. .4605, 4433. 


.4606 








Seq. No. 


34321 


Seq. ID 


OJ990408 


10 . 9819 




Gene No. 


71075 


Strand 


+ 






Start 


184 


End 


497 






_JName 


OJ990408 10.9819.C4.ol.gs 


.Method s 


GENSCAN 






.ITstart 


l^lBA^Ji ^T-^^^J I'^-IT.^ ..1" "^^ ^-.-V.J ^"1 J 


.-.End,,.,' ! 




- • * ** •*— 




- GI - 


- none • ■ • ■ 


■Score - 


. - .69 ■'• 






Exons 


184. .497 










Seq. No. 


34322 


Seq. ID 


OJ990408 


ID 1 Q 




Gene No . 


71076 


Strand 








Start 


217 


End 


665 






Name 


OJ990408 10.9819.C5.ol.gs 


Method 


GENSCAN 






Start 


217 


End 


665 






GI 


none 


Score 


.66 






Exons 


217. .302, 421. .592, 648. .665 










Seq. No. 


34323 


Seq. ID 


OJ990408 


_10.9819. 


C6 


Gene No. 


71077 


Strand 


+ 






Start 


1 


End 


754 






Name 


OJ990408 10.9819.C6.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


754 






GI 


4234846 


Score 


375 






Exons 


1..593, 710. .754 










GI Des.crip.. 


(AF082130) gag-pol polyprotein [Zea mays] 






Seq. No. 


34323 ' 


Seq. ID 


"OJ990'4b8_ 


JL0.9819. 


C6 


Gene No. 


71078 


Strand 








Start 


574 


End 


649 






Name 


OJ990408 10.9819.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


82 


End 


579 






GI 


none 


Score 


39 






Exons 


82. .114, 82. .120, 112. .174, 222. .317, 


227. .310, 


417. .509 






425. .535, 513. .572, 514. .579 " 








Seq. No. 


34323 


Seq. ID 


OJ990408_ 


_10.9819. 


C6 


Gene '-No . 


71078 ' 


Strand 








Start 


574 


End 


649 






Name 


OJ990408 10. 9819.C6.ol.gs 


Method 


GENSCAN 






Start 


574 


End 


649 







34327 



GI 

Exons 



none 

574 . . 649 



Score 



.67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34324 
71079 
1 

OJ9904 08_10. 9819.C7.ol.np 
1 

4204912 



Seq. ID OJ990408_10.9819.C7 
Strand 

End 3795 

Method. AAT/NAP 

End 3795 

Score 509 

1..48, 249. .354, 443. .603, 1010. .1072, 1213. .1300, 1803. .1950, 
3728. .3795 

(U58918) MEK kinase [Arabidopsis thaliana] 



34324 
71079 
1 

OJ9904 08_10.9819.C7.ol.tm 

240 
none 



Seq. ID OJ990408_10.9819.C7 
Strand 

End 3795 ' 

Method TBLASTX : Mai ze 

End 1880 

Score 114 



240. .362, 257. .364, 276. .359, 280. .387, 423. .608, 442. .609, 
443. .610, 443. .610, 1010. .1075, 1011. .1073, 1207. .1302, 
_1212. .1304, 1217^. .1309, ,.1793. .1864, . 1794. . 1877, 1803. . 188CL 



• 34324 - • * - • 

71079 ■ 
1 

OJ9904 08_10. 98 19.07. ol.ts 

256 

none 



Seq. ID OJ9904 08_10 . 98 19 . 07 

Strand' - 

End 3795 

Method TBLASTX : Soybean 

End 1302 

Score 86 



256. .357, 278. .361, 279. .362, 279. .362, 280. .363, 390. .581, 
402. .581, 403..582, 403. .609, 443. .610, 1007. .1075, 1207. .1302, 
1220. . 1300 



Seq. No. 
Gene No. 
Start 
Name t 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34324 
71079 
1 

OJ9904 08_10. 9819.C7.ol.gp 

277 

LIB34 74-005-P1-K1-G2 
277. .357 

l 3688193/emb|CAA08995.1[ 5.0e-42 (AJ010091) MAP3K alpha 1 
protein kinase [Bras.sica napus] 1 



Seq. ID OJ990408_10.9819.C7 
Strand 

End 3795 

Method AAT/GAP 

End 357 

Score 139 



34324 
71079 
1 

OJ9904 08_10. 9819.C7 .ol.gs 

279 

none 



Seq. ID OJ990408_10. 9819.07 
Strand 

End 3795 

Method GENSCAN 

End 3615 

Score . 62 



279. .354, 443. .648, 1010. .1072, 1213. .1300, 1803. .2303, 
3494. .3615 



Seq. No. 34324 

Gene No. 71079 

Start i 

Name OJ9904 08_10 . 98 19 . 07 . ol . tc 

Start 330 



Seq. ID OJ990408_10. 9819.07 
Strand 

End 3795 

Method TBLASTX : Cress 

End 1871 



34328 








Score 


135 


IT von Q 


330 362 433 603 442 609 


, 443. .610 


, 1010.. 1075, 1207. .1302, 




1208 1303 1793 1864 1794 


. .1871, 1803. .1865 <** • . 


Seq. No. 


34325 


Seq. ID 


OJ990408_10.9819.C8 


Gene No. 


71080 


Strand 


+ 


Start 


571 


End 


3321 


Name 


OJ990408 10 9819 C8 ol as 


Method 


GENSCAN 


Start 


571 ~~ 


End 


3321 


GI 


none 


Score 


. 51 


F, x o n s 


571 694 1001 1110 2084 


2245, 3196 


. .3321 


Seq. No. 


34325 


Seq. ID 


OJ990408_10.9819.C8 


Gene No. 


71081 


Strand 


- 


Start 


4116 


End 


5205 


Name 


OJ990408 10 9819 P8 n2 as 


Method 


GENSCAN 


Start 


4116 ~~ 


End 


5205 


GI 


none 


Score 


. 69 


Rvnn 

J — 1 *\ w llu 


4116 4305 5043 5205 






Seq. No. 


34326 


Seq. ID 


OJ990408_10.9819.C9 


Ge_ne_No._ 


. .71082.. . ^ _ .. .... _ 


Strand 


+ _ _ _ 


S±,ar.tL .„ 


._355.. 4 _ 


...-End... . „ : 




Name 


O.T990408 1 0 9819 P9 nl- an 


. Method - 


AAT/GAP ■■ ■■- ------ ■- 




3 55 ~~ 
j *j w> 


End 


978 


GT 


none 


Score 


1177 


17 von q 


J J J • • Z? f o 






Qprr Ma 


34326 


Seq. ID 


OJ990408_10.9819.C9 


Gene No . 


71083 


Strand 


+ 


Start 


6089 


End 


7758 


Name 


OJ990408 10.9819.C9.o2.np 


Method 


AAT/NAP 


Start 


6089 


End 


7758 


GI 


82132 


Score 


70 




6089. .6454, 7670. .7758 






(IT n^c-or-io 


extensin precursor - curled- 


leaved tobacco gi 1170233 (M34371) 




extensin precursor [Nicotiana plumbagini folia] 


Qprr Nn 

kj C ^ • • 


34326 


Seq. ID 


OJ990408_10.9819.C9 


Hpnp Mo 

O ~ 1 i ~ Vi\J * 


71084 


Strand 




Start 


141 


End 


10156 


.Name 


. OJ990408 10.9819.C9.ol.gs 


Method 


GENSCAN 


Start ■ 


' 141 ' 


End . .* *10i56- 


GI 


none * 


Score 


".6 


J — i *r\. w no 


141. .711, 1156. .1626, 1782.. 


1855, 1996 


..2040, 2235. .2432, 




2532. .2759, 2838. .3026, 3247 


..3684, 3912. .4336, 5127. .5449, 




5543.. 5664, 6196.. 6479, 6910 


..6931, 10033.. 10156 


9p>rr Mo 


34326 


Seq. ID 


OJ990408_10.9819.C9 


OC11C . 


71084 


Strand 




Start 


141 


End 


10156 


Name 


OJ990408 10.9819.C9.ol.np 


Method 


AAT/NAP 


Start 


1131 


End 


6381 


GI 


2462826 


Score 


1634 • 


Exons 


1131.. 1423, 1472. .1570, 1598 


..1626, 1737. .1926, 2116. .2432, 




2532.. 2759, 2838.. 3026, 3247 


..3684, 3912. .4154, 4218. .4719, 




4816. .4922, 5005. .5449, 5543 


..5664, 6196. .6381 



34329 



GI Descrip. (AF000657) unknown protein [Arabidopsis thaliana] 

Seq. No. 34326 . Seq. ID OJ9904 08_10 . 98 19 . C9 

Gene No. 71084 Strand 

Start 141 End 10156 

Name OJ990408_10 . 9819 . C9 . o2 . tc Method TBLASTX : Cress 

Start 1140 End 1586 

GI none Score 63 

Exons 1140.. 1412, 1476.. 1586 

Seq. No. 34326 Seq. ID OJ990408_10 . 9819 . C9 

Gene No. 71084 Strand 

Start 141 End 10156 

Name OJ990408_10 . 98 19 . C9 . o5 . tm Method TBLASTX: Maize 

Start 1140 End 1353 

GI none Score 8 6 

Exons • 1140. .1325, 1140. .1352, 1150. .1353 

Seq. No. 34326 Seq. ID OJ9904 08_10 . 98 1 9 . C9 

Gene No. 71084 Strand 

Start 141 End 10156 . 

_ t Name . . , _ .OJ9904 08_10... 98 19. C?„.,p3 , j:s. _ Method,, . . TBLASTX : Soybean^ 

_ — -~ r -,, itarC ^il.AX.^:..,^ „ 4 _ ^incC^ ~ ^141:8^ 

- P GI ' -none.- -— Score -257 - . . . 

Exons 1143.. 1418 ' 

pii Seq. No. 34326 Seq. ID OJ990408_10 . 9819 . C9 

; s i; Gene No. 71084 Strand 

H Start 141 End 10156 

Ul Name OJ990408_10 . 9819 . C9 . ol . tw Method TBLASTX : Wheat 

Start 1179 End 1440 

4*1 1 GI none Score 237 

Exons 1179. .1418, 1186. .1428, 1191. .1439, 1279. .1440 

!»| Seq. No. 34326 Seq. ID OJ9904 08_10 . 98 1 9 . C9 

M Gene No. 71084 Strand 

j,,: Start 141 End 10156 

Name OJ9904 08_10 . 9819 . C9 . o2 . gp ' Method AAT/GAP 

; = ; Start 1190 End 1428 

? :: ! GI 4968583 Score 474 

' W Exons 1190.. 1428 

.' Seq. No. . 34.326 /' Seq. ID OJ99O408JL0'! 9819 . C9 *■ 

Gene No. 71084 Strand 

Start 141 End 10156 

Name OJ9904 08_10 . 9819 . C9 . ol . tm Method TBLASTX: Maize 

Start 1356 End 2454 

GI none Score 77 

Exons -1356. .1421, 1357. .1422, 1473. .1628, 1476. .1610, 1477 . .1629, 
1480. .1635, 1737. .1928, 1750. .1929, 1781. .1927, 2017. .2070, 
2023. .2064, 2030. .2077, 2030. .2068, 2187. .2438, 2197. .2436, 
2197. .2454 

Seq. No. 34326 Seq. ID OJ990408_10 . 9819 . C9 

Gene No. 71084 Strand 

Start 141 End 10156 

Name OJ9904 08_10 . 9819 . C9 . o2 . ts Method TBLASTX : Soybean 



34330 




9t a rt 


2206 








End 


4121 






1 hji its 








Score 


135 






9906 2460 


2214 


24 35 


2 557 


.2760, 2835.. 3023, 


9880 3093 




3301 3495 


354 4 

•J *J *i *i • 


367 5 


3554 

J «J J *i • 


.3667, 3592.. 3678, 


3Q06 4191 




3958 4119 
























Seq. ID 


OJ990408 




Gene No. 


71084 








Strand 






Start 


141 








End 


10156 




Name 


OJ990408 10 


9819 . 


C9 . o4 . 


tm 


Method 


TBLASTX: 


Mai ze 


Start 


2523 ~~ 








End 


2927 




GI 


none 








Score 


62 




rvAn Q 

DAU1 1 O 


2523 2612 


2532 . 


2636 


2536 . 


.2613, 2616.. 2756, 


261 6 27 59 




2617 2757 


2838 . 


.2927, 


284 6. 


.2926 






Seq. No. 


34326 








Seq. ID 


OJ990408 


_10. 9819.C9 


Gene No. 


71084 








Strand 






Start 


141 








End 


10156 




Name 


O.79904 08 1 0 


981 9 


C9 . o3 . 


tc 


Method 


TBLASTX: 


Cress 


Cf art 


2586 ~ 








End 


3029 




(IT 


none 








Score 


'67 






2586 2762 


264 4 . 


. 2757 , 


284 4-. 


.3020.,^ 2j 


180..-_3Q29_ 


— .... 


OC^i IN W • 










Seq. ID 


OJ990408 


in 9 q 1 q ' - c q 

XV. JO 1 y • ^ ^ 


Gene No. 


71084 








Strand 






Start 


141 








End 


10156 




Name 


OJ990408 10 


9819 . 


P9 nfi 


tm 


Method 


TBLASTX: 


Ma i z e 


Start 


2985 ~~ 








End 


3687 




GI 


none 








Score 


116 






2985 3029 


3301 

w> O \J X . 


3360 


334 6 


.3516, 3481. .3687, 


3530 3685 




3604 3687 














Seq. No. 


34326 








Seq. ID 


OJ990408 


_10.9819.C9 


Gene No. 


71084 








Strand 






Start 


14 1 








End 


10156 




Name 


OJ990408 10 


9819 . 


C9 o3 


tm 


Method 


TBLASTX: 


Ma i z e 


Start 


3909 ~~ 








End 


4203 




GI 


none 








Score 


48 




F.ynn o 

L-J Awl 1 O 


3909 3962, 


3911 . 


. 3964 , 


3964 . 


.4188, 3966. .4193, 


3976 4203 


Seq. No. 


34326 








Seq. ID 


OJ990408 


_10. 9819.C9 


Gene .No. 


71084 








Strand 






Start ' 


141 ' 








End 


10156 




Name 


0,19^04 OR 1 0 

\J\J Zr Zf \J *± \J O . X \y ■ 


9 8 1 9*. 






Method 


TBLASTX : 


Vw X <3 O O 


Start 


3993 ~~ 








End 


4388 




GI 


none 








Score 


63 




Pyon q 


3993 4127 


3994 . 


.4119, 


4224 . 


.4388 . 






Seq. No. 


34326 








Seq. ID 


OJ990408 


_10. 9819.C9 


Gene No. 


71084 








Strand 






Start 


141 








End 


10156 




Name 


OJ990408 10. 


9819. 


C9.o4 . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4224 








End 


4502 




GI 


none 








Score 


64 




Exons 


4224 . .4403, 


4296. 


.4361, 


4304 . 


.4387, 4315. .4389, 


4458. .4502 


Seq. No. 


34326 








Seq. ID 


OJ990408 


_10. 9819.C9 



34331 



Gene No, 

Start, 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons " 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



71084 








Strand 




141 








End 


10156 


OJ990408 10 


. 9819 


. C9 . o4 . 




Method 


TBLASTX: 


4 4 5R ~~ 

*i *i O 








End 


5145 


none 








Score 


115 


4458 4502, 


4530 


. . 4721, 


4531 . 


.4722, 5005. .5145 


34326 








Seq. ID 


OJ990408 


71084 








Strand 




141 








End 


10156 


OJ990408 10 


. 9819 


. C9 . ol . 




Method 


TBLASTX : 


5047 ~ 








End 


5611 


none 








Score 


161 


5047 . . 5451, 


5060 


. . 5341, 


5122 . 


.5457, 5542. .5610, 


34 326 








Seq. ID 


OJ990408 


71084 








Strand 




141 








End 


10156 . 


OJ990408 10 


.9819 


. C9 . o2 . 


tm 


Method 


TBLASTX: 


5111 ~~ 








End 


5668 


none 








Score 


178 


5111 5338 

Jill . . J J .J U / . 


5111 


. . 5305, 


5113 . 


..54.51,. 5224 . .54 5.1, 


55P9 564? 


5 541 


»■ • —I, U 3 


" 5S49 

...J.J,a,Z,. 


„,3:65.5r_5.5/ 


^ 3.. ■.,56.6 a.. 


34 326 








Seq. ID 


OJ990408 


71084 








Strand 




141 








End 


10156 


OJ990408 10 


.9819 


.C9.o3. 


np 


Method . . 


AAT/NAP 


6646 








End 


9683 


6006367 








Score 


64 


6646. .6699, 


8023 


. .8146, 


9664. 


.9683 




(AP000559) hypothetical 


protein [Oryza 


sativa] 


34327 








Seq. ID 


OJ990408 


71085 








Strand 


+ 


1 








End 


9685 


OJ990408 10 


.9819 


.ClO.ol 


• gp 


Method 


AAT/GAP 


1 








End 


79 


20855 1.R10 


34 






Score 


125 


1. .79 












, 5881779/emb|CAB55697. 1 | 2 . Oe 


-43 (AL117386) put 


[Ar.abidopsis .thaliana] 1 








34327' ■' . . 








Seq. ID 


OJ990408_ 


71085 








Strand 


+ 


1 








End 


9685 


OJ990408 10 


.9819 


ClO.ol 


. np 


Method 


AAT/NAP 


1 








End 


3446 


5881779 








Score 


352 



1..79, 1322. .1468, 2442. .2487, 2918. .2994, 3284. .3446 
(AL117386) putative protein [Arabidopsis thaliana] 



34327 
71085 

1 

OJ9904 08JL0. 9819. ClO.ol. gs 

63 



Seq. ID OJ990408_10. 9819. C10 

Strand + 

End 9685 

Method GENSCAN 

End 8285 



34332 



GI 

Exons 



none Score . 7 

63. .194, 337. .359, 1322. .1468, 1868. .1954, 2442. .2487, 
2918. .2994, 3284. .3437, 3946..4137, 4 983 .. 5069, '* 5210 .. 5484 , 
6986. .7064, 7120. .7243, 7399. .7610, 7938. .8285 " 



Seq. No. 34327 Seq. ID 

Gene No. 71085 Strand 

Start 1 End 

Name OJ9904 08_10 . 981 9 . C10 . o2 . gp Method 

Start 1321 End 

GI 20855_1.R1084 Score 

Exons 1321.. 1472 

GI Descrip. ' 588177 9/emb | CAB55697 . 1 | 2.0e-43 (AL117386) putative protein 
[Arabidopsis thaliana] 1 



OJ990408_10. 9819. C10 
+ 

9685 
AAT/GAP 
1472 
241 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons^ ^ -, 
„GI.-^ Descrip . 



34327 Seq. ID OJ9904 08_10 . 98 19 . C10 

71085 Strand + 

1 End 9685 
. OJ990408_10 . 9819 . C10 . o3 . gp Method AAT/GAP 

3349 End 5404 

27880_1.R1084 Score 908 

,334. 3L-. ^34 3 lj 4 0.6 9 .41 3 7 44 73^ .,4 532 _ 4 98 3 5 0.1 ?.,_ 5 21 JO ...J5 404 . 

:58817^a/e^^^ „A.I)e-ii^^^ 

[Arabidopsis thaliana] 1 - - ■- *- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

"GI Descrip.. 

Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34327 
71085 
1 

OJ990408_10. 9819. C10. o2.np 
5161 
5881778 
5161. .5500 

(AL117386) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990408_10. 9819. C10 

Strand + 

End 9685 

Method AAT/NAP 

End 5500 

Score 183 



34327 
71085 
1 

OJ9904 08_10. 9819.C10.o3.np 

7087 

4481948 



Seq. ID OJ990408_10. 9819. C10 

Strand + 

End 9685 

Method AAT/NAP 

End 9685 

Score 292 



7087. .7610, 7938. .8255, 8332. .8485, 9233.-9685 

(AL035637) hypothetical protein iSchizosaccharomyces pombe] 



34327 . ' . . "Seq. ID 

71086 Strand 

9209 End 
OJ9904 08_10. 98 19. C10. o4 . tm Method 

2 End 

none Score 

2. .85, 3. .74, 1311. .1469, 1321. .1470, 
1847. .1936, 1848. .1958 



OJ99Q408_10. 9819. C10 
10009 

TBLASTX: Maize 

1963 

104 

1323. . 1469, 1835. . 1963, 



Seq. No. 
Gene No. 
Start' 
Name 
Start 



34327 
71086 
9209 

OJ990408 
2443 



10. 9819.C10.o5. tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ990408_10. 9819. C10 
10009 

TBLASTX: Maize 
3440 



34333 



GI 


none 








Score 


81 


Rxon 

*v \*/ x x *—s 


2443 2487 


2445 




?4 4 Q 


.2487/ 2906.. 2995, 2915.. 2995, 




2917 . . 3009, 


3277 


. .3435, 


3283 . 


.3435, 3285.. 3440 


Seq. No. 


34327 








Seq. ID 


OJ9904 08_10. 9819. C10 


Gene No . 


71086 








Strand 




Start 


9209 








End 


10009 


Name 


OJ990408 10 


. 9819 


.C10.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4018 








End 


5515 


GI 


none 








Score 


163 


Exons 


4018 4155. 


4021 


. .4149, 


4 4 67 


.4529, 4472. .4534, 4981. .5070, 




4982 . . 5074 , 


4983 


5069, 


4 984 


.5070, 5186. .5467, 5204. .5515, 




5209 . . 5505 












Sea. No. 


34327 








Seq. ID 


OJ990408_10. 9819. C10 


Gene No. 


71086 








Strand 




Start 


9209 








End 


10009 


Name 


OJ990408 10 


. 9819 


. C10 . ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


4059 ~~ 








End 


5488 


GI 


none 








Score 


88 


Exons 


4059 4127 


4066 


. *i X *d _7 , 




.4143, 4467. .4535, 5204. .5488, 




5207. 5446, 


5209 


. 54 63 






















Seq. No. - 


' 34-327 " " 








-Seq. ID 


OJ990408_10. 9819.C10 


Gene No. 


71086 








Strand 




Start 


9209 • 








End 


10009 


Name 




Z7 O X Z/ t 






Method 


TBLASTX: Cress 


Start 


5236 _ 








End 


5452 


GI 


none 








Score 


128 


Exons 


5236 5364 


5237 . 


. 534 4 , 


5^7 
J J J / . 


.5452, 5368. .5451 


Seq. No. 


34327 








Seq. ID 


OJ990408_10. 9819. C10 


Gene No. 


71086 








Strand 




Start 


9209 








End 


10009 


Name 


OJ990408 10 


9819 . 


C10 . o3 




Method 


TBLASTX: Soybean 


Start 


7076 ~~ 








End 


7264 


GI 


none 








Score 


142 


Exons 


7076 . .7171, 


7087 . 


. 7155, 


7 1 93 . 


.7264., 7219.. 7260 


Sea. No 


34327 








Seq. ID 


OJ990408_10. 9819. C10 


Gene No . 


71086 








Strand 




Start- 


9209 . 








End 


10009 


Name 


OJ9904 08 10 


9819 . 


C10 . ol . 


tc ' 


Method 


TBLASTX: Cress. • 


Start 


7 07 9 . _ 








End ■ 


80 r 63 • 


GI 


none 








Score 


129 


Exons 


7079 7171 


7187 . 


72 64 


7401 


7646, 7478.. 7603, 7932.. 8063, 




7937 8059 












Sea. No 


34327 








Seq. ID 


OJ990408__10. 9819. C10 


Gene No. 


71086 








Strand 




Start 


9209 








End 


10009 


Name 


OJ990408 10. 


9819. 


C10.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


7220 








End 


7579 


GI 


none 








Score 


128 


Exons 


7220. . 7294, 


7222. 


.7263, 


7247. . 


7291, 7369. .7440, 7370. .7576, 




7398. .7517, 


7401. 


.7577, 


7466. . 


7579 





34334 



Seq. No. 


34327 








Seq. ID 


OJ990408_10.9819 


.C10 


Gene No. 


71086 








Strand 






o Lax L 


9909 








FnH 

Hi I 1L1 


1 0009 

X U U U .7 




Name 


O.T9904 Oft 1 D 


QQ1 Q 

* Zf O J. -7 • 






Mo I - hnH 


1 DXirtO 1 x\ ■ ouyucdil 




C f a r-f 
OLdlL 


7 ^9R ~~ 








FnH 


7 610 

f O X L 1 




bJ, 


11L>I lc 










94 9 

*i .7 






7398 7517 


7401 . 


7 610 


7 478. 


7609 






Seq. No. 


34327 








Seq. ID 


OJ990408_10.9819 


.C10 


Gene No. 


71086 








Strand 






art 

O LCIX L 










FnH 


1 0009 

X VJ L/ L> -7 




Name 


0,79904 OR 1 fl 


9fi 1 9 




. gs 


Mo +" H r\c\ 
L i tr L 1 1L>LI 


Hi LN O L/r\lN 




OLaLL 


990 9 ~ 








FnH 

Hi 11 Li 


97 67 




r T 
Li X 










C /-> /~\ -v- o 


9ft 




Exons 


9909 9767 














Seq. No. 


34327 








Seq. ID 


OJ990408_10.9819 


.C10 


Gene No. 


71086 








Strand 






o Lai L 


9209 








End 


10009 




Name 


OJ990408 10 


.9819. 


ri n oi 


. LJ.U 


Mo t* hnH 


TRT.A9TX • M;} H to 




Otal L 


9227 








FnH 

Hii 1U 






_>J-L „ 


. none 








O L- UX. C 4> ^ 


S 1 9 






_ _922X. ,.,95,83.,_9 : 22X. 




,92 3Jt_J 


..9 5.85 






Seq. No. 


34327 








Seq. ID 


OJ990408_10.9819 


.CIO 


Gene No. 


71086 








Strand 






O LcAX L 


9209 








FnH 

CjL ILi 


1 0009 




Name 


OJ990408 10 


.9819. 


ri n o4 

LIU • \J *t 


. gp 


Mo h H 
L\ltr L J. ID Li 


zxat /nap 




Of 3 V-f- 


9666 








FnH 

ul 1L1 


1 0009 
X U U U _/ 




OX 


none 








Score 


61 ft 
O X o 




HiXOIlo 


9666. .10009 














Seq. No. 


34328 








Seq. ID 


OJ990408_10.9819 


.Cll 


Gene No. 


71087 - 








Strand 


+ 




Start 


1468 








End 


1573 




Name 


OJ990408 10 


.9819. 


Cll.ol 


• gp 


Method 


AAT/GAP 




Start 


1468 








End 


1573 




GI 


LIB3477-003- 


-Pl-Kl 


-E9 




Score 


128 





Exons 1468 . .1573 

GI Descrip. 1 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 lVIAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s.l [Oryza 
sat.iva] ' , . . ." ... 

"OJ990408_10.9819.C12 
+ 

3973 
AAT/GAP 
3973 
375 



OJ990408_10. 9819. C12 

1559 
GENS CAN 
1559 
. 61 



Seq. No. 


34329 










Seq. ID 


Gene No. 


71088 










Strand 


Start 


3766 










End 


Name 


OJ990408 10 


9819 


C12 


■ o2 


• gp 


Method 


Start 


3766 










End 


GI 


none 










Score 


Exons 


3766. .3973 












Seq. No. 


34329 










Seq. ID 


Gene No. 


71089 










Strand 


Start 


224 










End 


Name 


ojyyo408 io. 


9819 


C12 


ol 


gs 


Method 


Start 


224 










End 


GI 


none 










Score 



34335 



Exons 



224. .321, 805. .917, 1423. .1484, 1542. .1559 



Seq. No. 34329 Seq. ID 

Gene No. 71090 Strand 

Start 2469 End 

Name OJ9904 08_10 . 981 9 . C12 . o2 . gs Method 

Start 2469 End 

GI none Score 

Exons 2469.. 2664, 2745.-2988 



OJ990408_10.9819.C12 

2988 
GENSCAN 
2988 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34330 Seq. ID 

71091 Strand 

3303 End 

OJ9904 08_10. 9819.C14 .ol.gs Method 

3303 End 

none Score 



OJ990408_10. 9819.C14 
+ 

5745 
GENSCAN 
5610 
.9 



3303. .3418, 3526..3S65, 3591. .3704, 3968. .4050, 4162. .4315, 
4458.-4587, 4678. .4787, 4899. .5096, 5263. .5343, 5449. .5610 



Seq. No. 34330 Seq. ID OJ990408_10 . 9819 . C14 

Gene No. 71091 Strand + 

, m Start 3303 , End_ §Zi5_™ ^ , 

• rr" -Start \ 3618 - End ' • • 5745 — - 

"'Y t GI 2829925 Score 966 

Exons 3618.. 3704, 3795. .3848, 3965.. 4050, 4162..4315, 4458 . .4587, 
4678. .4836, 4918. .5096, 5449. .5574, 5668. .5745 

m GI Descrip. (AC002291) Similar to dnaj-like protein, gp | Y11969 | 2230757 

r\ [Arabidopsis thaliana] 

Seq. No. 34330 Seq. ID OJ9904 08_10 . 98 19 . C14 

!:;! Gene No. 71092 Strand + 

fU Start 6307 End 6814 

u Name OJ990408_10 . 981 9 . C14 . ol . gp Method AAT/GAP 

r; Start 6307 End 6814 

s"; GI 36648_1.R1084 Score 740 

Exons 6307.. 6814 



GI Descrip. 1 58067/emb | X52325 | ARBLSKP 2.0e-13 pBluescript SK(-f) vector DNA, 
phagemid excised from lambda ZAP 1 



Seq. No. 34330 

Gene No. ■ 71093' 

. -Start . ,6575. 

'Name OJ9904 08_10 . 9819 . Cl4 '. o3 

Start 3572 

GI none 

Exons 3572.. 3709, 3624.. 3704, 
3965. .4048 

Seq. No. 34330 

Gene No. 71093 

Start 6575 

Name OJ990408_10. 9819.C14 .ol 

Start 3623 

GI none 

Exons 3623.. 3709, 3624.. 3704, 
3965. .4048, 4156. .4269, 



Seq. ID OJ990408_10'. 9819;.C14 
. Strand - .. . 
* % . End " 8299 

.tc ' Method" TBLASTX : Cress 
End 4048 
Score 111 
3789. .3860, 3803. .3856, 3962. .4045, 

Seq. ID OJ990408_10.9819.C14 
Strand 

End 8299 
. ts Method TBLASTX : Soybean 

End 5343 

Score 111 
3789. .3860, 3794. .3856, 3934. .4050, 
4163. .4 240, 4 4 61. .4583, 4674. .4838, 



34336 



4682. .4840, 4916. .5098, 4917. .5099, 5259. .5342, 5263. .5343 



Seq. No. 34330 

Gene No. 71093 

Start 6575 

Name OJ9904 08_10 . 9819 . CI 4 . o2 . tm 

Start 3623 

GI none 

Exons 3623.. 3703, 3624.. 3704, 3789. 

3965. .4051, 4159. .4212, 4160. 



Seq. ID OJ990408_10.9819.C14 
Strand 

End 8299 

Method TBLASTX : Mai ze 

End 4214 

Score 136 

.3860, 3794. .3853, 3948. .4037, 
.4213, 4161. .4214 



Seq. No. 34330 

Gene No.' 71093 

Start 6575 

Name OJ9904 08_10 . 9819 . C14 . ol . tw 

Start 3624 

GI none 

Exons 3624.. 3704, 3626.. 3703, 3680. 

3794. .3859, 3965. .4039, 3973. 



Seq. ID OJ990408_10. 9819.C14 
Strand 

End 8299 

Method TBLASTX : Wheat 

End 4039 

Score 103 

.3712, 3789.. 3854, 3794.. 3856, 
.4032 



Seq. No. 34330 

.Gene. Nq„» 71093 _ _ ...... 

. r S£ art,. ili^ 

Name - ' OJ9904 08_-10 . 9819 .Ci4 . 61 ; tc "- ■ 

Start " 4159 

GI none 

Exons 4159.. 4272, 4160.. 4315, 4169. 

4674. .4838, 4676. .4840, 4865. 

Seq. No. 34330 

Gene No. 71093 

Start 6575 

Name OJ9904 08_10 . 9819 .C14 .ol . tm 

Start 4455 

GI none 

Exons 4455.. 4586, 4460. .4543, 4662. 
4921. .5019 



Seq. ID OJ990408_10. 9819.C14 
Jptrand _r ■ . , . . L 

Method TBLASTX rCress - ~ r " 

End 5120 
Score 131 

.4303, 4454. .4543, 4455. .4580, 
.5104, 4917. .5099, 4998. .5120 

Seq. ID OJ990408_10. 9819.C14 
Strand 

End 8299 

Method TBLASTX : Maize 

'End 5020 

Score 190 

.4838, 4679. .4840, 4916. .5020, 



Seq. No. 34330 

Gene No. 71093 

Start . 6575 

Name . OJ990408_10 . 9819 .C14 . o2 . tw 
Start, t . ; " 4676. ..... \V ..■ 

GI ' ' none 

Exons 4676.. 4804, 4676. .4840, 4677. 

Seq. No. 34330 

Gene No. 71093 

Start 6575 

Name OJ9904 08_10 . 98 1 9 . C14 . o2 . gs 

Start 6575 

GI none 

Exons 6575.. 6946, 7554.. 7655, 7861. 



Seq. ID OJ990408_10. 9819.C14 
Strand 

End 8299 
Method TBLASTX: Wheat 
End " -\ . 5099 " . 
Score 72' ' ; 

.4838, 4940. .5098, 4968. .5099 

Seq. ID OJ990408_10. 9819.C14 
Strand 

End .. 8299 

Method GENSCAN 

End 8124 

Score . 8 
.8124 



seq. no. 
Gene No. 
Start 



J433U 
71093 
6575 



Seq. ID OJ990408_10. 9819.C14 
Strand 

End 8299 



34337 



Name OJ990408_10 . 9819 . C14 . o2 . np Method AAT/NAP 

Start 6578 End 8299 

GI 2829923' Score 572 

Exons 6578. .6683, 6717. .6946, 7554. .7655, 7861. .8026, 8057. .8184, 

8215.. 8299 

GI Descrip. (AC002291) Similar to uridylyl transferases [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34330 
71093 
6575 

OJ9904 08_10. 9819.C14.o2.tc 

6717 

none 



Seq. ID ' OJ990408_10.9819.C14 
Strand 

End 8299 

Method TBLASTX : Cress 

End 8026 

Score 186 



6717. .6953, 6719. .6949, 7554. .7610, 7861. .8025, 7877. .8026 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI_ 



34330 
71093 
6575 

OJ9904 08_10. 9819.C14 .o2.ts 

6765 

none . . 



Seq. ID OJ9904.08_10.9819.C14 
Strand 

End 8299 

Method TBLASTX : Soybean 

End 8151 

Score 170 . . . 



'-■ -7877;-. 8029-,* 8 1 1 3 . .-8 1-5-1 ' ■ - " - : ■■r ' — 



Seq. No. 34330 

Gene No. 71093 

Start 6575 

Name OJ9904 08_10 . 9819. C14 . o3 . tm 

Start 6774 

GI none 
Exons 



Seq. ID OJ990408_10.9819.C14 
Strand 

End 8299 

Method TBLASTX : Mai ze 

End 7634 

Score 195 



6774. .6947, 6776. .6949, 6776. .6949, 7546. .7632, 7546. .7626, 
7554. .7634 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34331 
71094 
1 

OJ9904 08_10/9819.C15.ol.np 
1 

2829923 



Seq. ID OJ990408_10.9819.C15 
Strand 

End 2461 
Method ' AAT/NAP 
End 1329 
Score 411 



1..243, 677. .744, 853. .967, 1091. .1136, 1259. .1329 
(AC.002291) Similar to uridylyl . transferases [Arabidopsis 
thaliana] ' * - . * ' . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34331 
71094 
1 

OJ9904 08_10. 9819.C15.ol'.gs 
48 

none 



Seq. ID OJ990408_10. 9819.C15 
Strand 

End 2461 

Method GENSCAN 

End 2345 

Score . 67 



48. .243, 677. .744, 853. .967, 1091. .1193, 1558. .1628, 2307. .2345 



Seq. No. 34331 

Gene No. 71094 

Start • 1 

Name OJ9904 08_10 . 9819 . C15 . ol . tc 

Start 49 



Seq. ID OJ990408_10.9819.C15 
Strand 

End 2461 

Method TBLASTX : Cress 

End 1311 



34338 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 125 

49. .192, 50. .193, 674. .745, 675. .749, 854. .967, 855. .968, 

1088.. 1135, 1261. ,1311 



34331 
71094 
1 

OJ990408_10. 9819.C15.ol.ts 

680 

none 



Seq. ID OJ990408_10.9819.C15 
Strand 

End 2461 

Method TBLASTX : Soybean 

End 1290 

Score 58 



680. .745, 681. .749, 854. .967, 855. .986, 1088. .1138, 1258. .1290 



34331 
71094 
1 

OJ990408_10. 9819.C15.ol.gp 

1938 

none 

1938. .2461 



Seq. ID OJ990408_10.9819.C15 
Strand 

End 2461 

Method AAT/GAP 

End 2461 

Score 870 



Seq. No. 34332 

„,Gene_No. _7 10^.95 _ „ ... ... 

JstartZ ./ ~, ~2 8Xl. /ZLZ 1 1/, 17- 717/1"1 1/ . 1 

Name • - : OJ990408_10 . 98 19 . C16 : -ol . gs - 

Start 287 

GI none 

Exons 287.. 600 



Seq. ID OJ990408_10. 9819.C16 

jStjrand _..■_+. „ ■ , _ 

/End.' . ^600Z"^Z.rZ^~Z^Z2JZ 
Method ■•- GEN SCAN - - - - 
End '600 
Score .73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI.l 

Exons 



34333 
71096 
1 

OJ9904 08_10.9819.C17.ol.np 
1 

5881779 
1..83, 251. .525 

(AL117386) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990408_10.9819.C17 
Strand 

823 

AAT/NAP 
525 
249 



End 

Method 

End 

Score 



34333 
71096 
1 

OJ9904 08_10. 9819.C17 .ol.gs 
110 

» .0 

none 

110. .^05,' 211. .648 



Seq. No. 34333 

Gene No. 71096 

Start 1 

Name OJ9904 08_10 . 98 19 . C17 . ol . ts 

Start 241 

GI none 

Exons 241. .339, 245. .484, 256. .486 

Seq. No. 34333 

Gene No. 71096 

Start 1 

Name OJ990408 10 . 98 19 . C17 . ol . tc 



Seq. ID OJ990408_10. 9819.C17 
Strand 

End , 823 

Method GENSCAN 

End 648 

Score ' . 43 \ ' 



Seq. ID OJ990408_10. 9819.C17 
Strand 

End 823 

Method TBLASTX : Soybean 

End 486 

Score 87 



Seq. ID- OJ990408 10.9819.C17 
Strand 

End 823 

Method TBLASTX : Cress 



34 339 



Start 


245 




End 


4 8 

*i O O 


GI 


none 




Score 


114 


Exons 


245 . . 454 , 259 .486 








Seq. No. 


34333 




Seq. ID 


OJ990408_10.9819.C17 


Gene No. 


71096 




Strand 




Start 


1 




End 


823 


Name 


OJ990408 10 9819 C17 ol 


tm 




TRT.A^lTy • i 7p 

1 D J-LTiO 1 /S. . L Jcl 1 Z.C 


Start 


245 ~~ 




End 


4 8 
1 O O 


GI 


none 




Score 


285 


Exons 


245 . . 484 , 256 486 








Seq. No. 


34333 






O.TQQD4nfl 10 QR1Q PI 7 


Gene No . 


71096 




Strand 




Start 


1 




End 


823 


Name 


O,79Q040R ID Qfil Q PI 7 ol 


gp 


Method 


AAT/GAP 


Start 


251 ~ 




End 


823 


GI 


20855 1 R1084 




Score 


808 


Exons 


251 . .669, 788 823 








GI Descrip. 


' 588177 9/emb 1 CAB55 697 1 1 


2 . Oe 


-43 (AL117386) putative protein 




f Arabi dnn^ "is 'hhsl'i^n^l 1 

L ii-i- Cl -J- O _1_ O UllQ-LXUllQ J 








^Seq ,No 


„ -J3433.4I Z\ ^ "". .."T^T_". 1."! 




-„Seq t ...., ID _ 


rf: pj5 r 9QAQS._afl..Aai4-C2,l-_ 


Gene No.- • 


71097- "■■ ~" • C V - - *" 




Strand 


'+ ■ " 


Start 


1 




End 


2504 


Name 


OJ990408 10 9819 C21 ol 


np 


Method 


AAT/NAP 


Start 


1 _ 




End 


2447 


GI 


3688193 




Score 


650 


Exons 


1..182- 271 346 1006 


1065, 


1166. .1273, 1417. .1613, 2081.. 


GI Descrip. 


(AJ010091) MAP3K aloha 1 


protein kinase [Brassica napus] 


Seq. No. 


34334 




Seq. ID 


OJ990408 10.9819.C21 


Gene No. 


71097 




Strand 


+ 


Start 


1 




End 


2504 


Name 


OJ990408 10. 9819.C21.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


27 




End 


2307 


GI 


none 




Score 


239 



Exons 



27. .182, 28. .183, 28.. 192, 263:. 295, 1033. .1068, 1035'.. 1067, 
1165. .1275, 1184. .1276, 1416. .1565, 1417. .1575, 2205. .2294, 
2206. .2307 



Seq. No. 34334' ■ 
Gene. No. ' . - 71097 

Start 1 " 1 ■ •' 

Name OJ9904 08_10 . 9819 . C21 . ol . tm 

Start 27 

GI none 
Exons 



Seq." ID OJ9904 08_10.-9819.C21 

St-rand- • + 

End " '2504 • 

Method TBLASTX : Mai ze 

End 385 

Score 241 



27. .182, 28. .183, 38. .235, 238. .345, 261. .368, 263. .385, 
266 ; . .349, 291.. 350 



Seq. No. 34334 

Gene No. 71097 

Start 1 

Name OJ990408_10 . 9819 . C21 . ol . ts 

Start 2b 

GI none 
Exons 



Seq. ID OJ990408_10.9819.C21 

Strand + 

End 2504 

Method TBLASTX : Soybean 

End 369 

Score 250 



28. .222, 44. .235, 45. .182, 262. .345, 263. .346, 264. .347, 



34340 



268. .369 



Seq. No. ■ 


34334 


Seq. ID 


OJ990408 10.9819. 


C21 


Gene No. 


71097 


Strand 


+ 




Start 


1 


End 


2504 




Name 


OJ990408 10. 9819.C21.ol.gp 


Method 


AAT/GAP 




Start 


268 


End 


1476 




GI 


LIB34 74-005-P1-K1-G2 


Score 


554 




Exons 


268. .346, 1006. .1065, 1166. 


,.1273, 1417 


. .1476 




VJ -L l-> O Vw^ X. -1- k-/ ■ 


■ 3688193/emb|CAA08995. 1 | 5. 


Oe-42 (AJ010091) MAP3K alpha 


1 




protein kinase [Brassica napus] f 






Seq. No. 


34334 


Seq. ID 


OJ990408_10.9819. 


CO 1 




71097 


Strand 


+ 




Start 


1 


End 


2504 




Name 


OJ990408 10. 9819.C21.ol.gs 


Method 


GEN SCAN 




Start 


271 


End 


2504 




GI 


none 


Score 


.83 




Exons 


271. .346, 1006. .1065, 1417. 


.1656, 1992 


. .2504 




Seq. No. 


. 34334 


Seq. ID 


.OJ990408_10. 9819. 


C21 


Gene_No_._ _ 


. J 10 97 ..... ^ 


Strand . 


+ _ - 




.S.t art,.. 




End .. _^ 


..250X.T'\1 "1- " 




Name 


0 J 9 90 4 0 8 - ! 0 .• 9819 C2 i. o2 . t s 


Method- 


TBLASTX : Soybean 




Start 


993 


End 


2307 




GI 


none 


Score 


89 




Exons 


993. .1067, 994. .1068, 1164. 


.1271, 1164 


..1271, 1165. .1272 





1165. .1275, 1184. .1276, 1416. .1610, 1417. .1614, 2208. .2255, 
2221. .2307 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34334 
71097 
1 

OJ990408_10. 9819.C21.o2.tm 
1165 



none 
1165. 
2045. 
2353. 



Seq. ID 
Strand 
End 

_ Method 

End 

Score 142 
1275, 1181. .1276, 1416. .1568, 1416. .1604, 
2095, 2046.. 2102, 2161.. 2322, 2192.. 2317, 
2451 



OJ990408_10.9819.C21 
+ 

2504 

TBLASTX: Maize 
2451 



1417. .1593, 
2193. .2318, 



Seq. No. 
Gene No. 
Start "." 
Name 
Start 
GI 

Exons 



34335 

71098 

8.07. \. 

OJ990408 

807 

none 

807. . 921 



10. 9819.C22.ol.gs 



Seq. ID 

Strand . 

End; 

Method 

End' 

Score 



OJ9904 08_10. 9819.C22 
921 

GENSCAN ' 

921 

. 77 



OJ990408 10.9819.C23 



Seq. . t No. 34336 Seq. ID 

Gene No. 71099 Strand 

Start 5378 End 6379 

Name OJ9904 08_10 . 9819 . C23 . ol . np Method AAT/NAP 

Start 5378 End 6379 

GI 4490743 Score 651 

Exons 5378.. 6379 

GI Descrip. (AL035708) putative protein [Arabidopsis thaliana] 



34341 



Seq. No. 


34336 




Seq. ID 


OJ990408_10.9819 


.C23 


Gene No. 


71100 




Strand 






Start 


6747 




FnH 

Hi 11 (J 


70Q1 

/ \J Zs J- 




Name 


OJ99040R 10 9819 C9^ n1 


• L. O 


Mo +■ f^H 






Start 


5378 — 




FnH 

£j1IU 






GI 


none 




Score 


1 97 




Exons 


5378 5674. 5393 5674 










Seq. No. 


34336 




Seq. ID 


OJ990408_10. 9819 


.C23 


Gene No. 


71100 




Strand 






Start 


6747 




End 


7091 




Name 


OJ99040R ID Qftl Q ppT n 1 




Method 


TBLASTX -Cress 




Start 


5426 _ 




End 


5737 




GI 


none 




Score 


86 




Fx on 


5426 5518 5433 5489 


5504 . 


.5668, 5507.. 5737, 5556.. 5726 


Seq. No. 


34336 




Seq. ID 


OJ990408_10. 9819 


.C23 


Gene No. 


71100 










Start 


6747 




End 


7091 




Name 


OJ99040R ID 9R19 CO^ n? 




Method 


GENSCAN 




Start 


674 7 ~ 




End 


7091 




GI 


none 






-•56.. 




F.xnns 


67 47 7091*' — 




........ .._..],„._... 

■ ... . - . 


' ■ r . L 

- . . . ■ .. ■ . - . . . 




Seq. No. 


34337 




Seq. ID 


OJ990408_10. 9819 


.C26 


Gene No. 


71101 




Strand 






Start 


1 




FnH 


O / 0 0 




Name 


o,T9 9n4nR 1 n qpiq ni 




Method 


AAT/GAP 




Start 


1 ~ 




End 


1383 




GI 


none 




Score 


1638 




Fxnn ^ 

lwJ .fi \_/ i. i O 


1 436 852 1383 










Seq. No. 


34337 




Seq. ID 


OJ990408_10. 9819 


.C26 


Gene No . 


71101 




Strand 


- 




Start 


1 




End 


8788 




Name 


O l T99n4nft in 9R19 Of* n1 


gs 


Method 


GENSCAN 




Start 


14 9 _ 




End 


1235 




GI 


none 




Score 


1 




Fx on 


149 436 852 1235 










Spa No 


34 337 




Seq. ID 


OJ990408_10. 9819 


.C26 


Gene No. . 


7110L 




Strand / 






Start 


1. \ * 




-End 


8788. 




Name 


OJ99040R 10 9819 P26 nl 




Method 


TBLASTX: Maize 




Start 






End 


1265 




GI 


none 




Score 


42 




l—i S*. \J 1 1 o 


200 201 9S7 97ft 


4^9 


279. .347, 


852. .1022, 853. 


993, 




1086 1118 1 200 1265 










Seq. No. 


34337 




Seq. ID 


OJ990408_10. 9819 


C26 


Gene No. 


71101 




Strand 






Start 


1 




End 


8788 




Name 


OJ990408 10. 9819.C26.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


218 




End 


1022 




GI 


none 




Score 


70 




Exons 


218. .355, 278. .439, 852. 


. 926, 


853. .912, 


912.. 1022, 922. 


990 



34342 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34337 
71101 
1 

OJ9904 08_10. 9819.C26.o2.np 
277 

6683494 



Seq. ID OJ990408_10. 9819.C26 
Strand 

End 8788 

Method AAT/NAP 

End 8788 

Score 132 



277. .303, 6683. .6815, 7505. .7677, 7804. .7921, 8733. .8788 
(AB032252) bromodomain adjacent to zinc finger domain 1A [Homo 
sapiens] 



Seq. No. 34337 

Gene No. 71101 

Start 1 

Name OJ9904 08_10. 9819.C26.ol . tc 

Start 852 

GI none 
Exons 



Seq. ID OJ990408_10.9819.C26 
Strand 

End 8788 

Method TBLASTX : Cress 

End 1022 

Score 65 



852. .926, 853. .912, 915. .1022, 916. .993 



Seq. No. 
Gene No. 
Start 
Name. 
.Starts 1. 
GI- 

Exons 



34337 
71101 
1 

j pJ990408_10.. 9819.C26.o2.^gs 
,.., 43.38 _ 

- none - .. .. 



Seq. ID OJ990408_10.9819.C26 
Strand 

End 8788 
.Method^ _GENSCAN._ m 

.^^^..EndL_._ J_8 T'. .*"" V Z...'. Z: 

Score - ■ ■ 68 - - - 



4338. .4488, 5168. .5244, 5375. .5758, 6195. .6371, 6454. .6812, 
8322.. 8382 



Seq. No. 34337 

Gene No. 71101 

Start 1 

Name 0 J9 90 4 08_1 0 . 98 1 9 . C2 6 . o2 . gp 

Start 4383 

GI none 
Exons 



Seq. ID OJ990408_10. 9819.C26 

Strand ' - 

End 8788 

Method AAT/GAP 

End 5491 

Score 832 



4383. .4488, 4910. .4998, 5083. .5244, 5375. .5491 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34337 
71101 
.1 

OJ9904 08_10. 9819.C26.o2.tm 
4426 
none 



Seq. ID OJ990408_10.9819.C26 
Strand 

End 8788 
Method TBLASTX: Maize 
End 5211 
Score 71 

4426. .4491, .4428. .4490, 4429. .4491, .4906. .5001, 4910. .4993, 
4912.. 5001, 5075; .5209, .5080. .5211, 5081.. 5209 



34337 
71101 
1 

OJ9904 08_10. 9819.C26.o3.ts 

5522 

none 

5522. .5761 



Seq. ID OJ990408_10. 9819.C26 
Strand 

End 8788 

Method TBLASTX : Soybean 

End 5761 

Score 213 



Seq. No. 34337 

Gene No. 71101 

Start 1 

Name OJ9904 08_10 . 9819 . C26 . o3 . tm 

Start 5940 



Seq. ID OJ990408_10. 9819.C26 
Strand 

End 8788 

Method TBLASTX : Mai ze 

End 6519 



34343 




uX 


none 








Score 


235 


Li AUl lO 


S940 filfi? 


5941 


• U X O .J , 


594 5 


.6184, 6301. .6354, 6445. .6519, 




64S4 6519 












Seq. No. 


34337 








Seq. ID 


OJ990408_10. 9819.C26 


Gene No. 


71101 








Strand 




Start 


1 








End 


8788 


Name 


OJ990408 10 


.9819 


C26 . o4 


. t S 


Method 


TBLASTX: Soybean 


Start 


6449 ~~ 








End 


6673 


GI 


none 








Score 


115 


Rxnnq 


6449 6661. 


6457 


. 6672, 


6460. 


.6663, 6473. .6673 


Seq. No. 


34337 








Seq. ID 


OJ990408_10. 9819.C26 


Gene No. 


71101 








Strand 




Start 


1 








End 


8788 


Name 


OJ9904 08 10 


9819 


C26 o5 


trn 


Method 


TBLASTX: Maize 


Start 


6520 ~~ 








End 


6700 


o X 


none 








Score 


153 


J — j jt\. w 1 1 O 


6520 6699 


6520 . 


. 6699, 


6521 . 


.6700 




Cf^n Ma 
OCwj • LN U • 


^4 3^7 








Seq. ID 


OJ990408_10. 9819.C26 




71101 - 






~"~ ■ *""*■ *■ ■* 


, Strand. 




^tart.l 


" l!>J996To8 - lb 


ZZZZ 






.JEnd.^._^_. 


" Hi^ZZZZTZ^SZZZZZ 


Name - 




.9819. 


C26 : .o4 


. tm - 


• Method " 


TBLASTX: Maize- 


Start 


6736 








End 


7944 


O X 


none 








Score 


93 


I?Ynn c? 

LAUl 1 O 


67?fi 6807 


67^7 


6R0R 


7 4 S4 


.7633, 7477. .7668, 7503. .7676, 




7504 7680 


7 506 


767 ^ 


7ft 0? 


.7916, 7806. .7931, 7807. .7935, 




7807 7944 


/ u w o ■ 


794 ? 
• / ^ i z. 








Seq. No. 


34337 








Seq. ID 


OJ990408_10. 9819.C26 


Gene No. 


71101 








Strand 




Start 


1 








End 


8788 


Name 


CK79904 08 1 0 


. 9819 . 




. t S 


Method 


TBLASTX: Soybean 


Start 


7 50^ _ 








End 


7680 


GI 


none 








Score 


103 


Exons 


7503 7676, 


7513 . 


.7680 








Seq. No. 


34338 








Seq. ID 


OJ990408_10.9819.C27 


Gene No. 


71102 








Strand 




Start 


2011 








End . 


2634 


Name 


OJ9904 08 1 0 


981 9 

• .7.0 X -7 . 


/ ■ \J X 


rr Q 

. gs 


Method 


GENSCAN • 


5 1 a rt 


2011 _ " 








End 


2634 


GI 


none 








Score 


.98 


V von q 


L/ X X . • Z. J X *L , 


? 5?1 


? 6^4 








o c • IW . 


^4^9 








Seq. ID 


OJ990308_04.9819.C4 


Gene No. 


71103 








Strand 


+ 


Start 


1 








End 


1598 


Name 


OJ990308 04 


.9819. 


C4.ol. 


np 


Method 


AAT/NAP 


Otdll. 


1 








End 


1598 


GI 


6721512 








Score 


56 


Exons 


1..40, 195. 


.306, 


1411. . 


1598 






GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


34339 








Seq. ID 


OJ990308_04 . 9819. C4 


Gene No. 


71103 








Strand 


+ 



34344 




Start 


1 


End 


1598 






Name 


OJ990308 04 9819 C4 ol n<? 


Mp1~ h od 








Start 


195 _ 


End 


328 






GI 


none 


Score 


1 






Exons 


195 .328 










Sea. No. 


34339 


Seq. ID 


\SLf 7 JUL) 


04 


QQ1 Q CA 


Gene No. 


71104 


. Strand 








Start 


1 


End 


1423 






Name 


OJ990308 04.9819.C4.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


1423 






GI 


1177405 


Score 


152 






Exons 


1..26, 1135. .1423 










GI Descrip. 


(X89855) citrate binding protein [Hevea brasiliensis] 


Seq. No. 


34339 


Seq. ID 


OJ990308_ 


04. 


,9819.C4 


Gene No. 


71104 


Strand 








Start 


1 


End 


1423 






Name 


OJ990308 04.9819.C4.o2.gs 


Method 


GENSCAN 






Start 


1119 


End 


1366 






GI 


none 


Score . 


.55 






Exons . - - . 


.;_Hli. ; . 12^ 7 ^:1304.,.^1366,., m; _ ■„ 


..- 








Seq. No.- 


34340 • • - ' • - 


Seq; ID 


OJ990308; 


[04-. 


9819.C5-- 


Gene No. 


71105 


Strand 


+ 






Start 


323 


End 


4680 






Name 


OJ990308 04.9819.C5.ol.gs 


Method 


GENSCAN 






Start 


323 


End 


4680 






GI 


none 


Score 


.43 






Exons 


323. .398, 3238. .3408, 3574.. 


3664, 3699 


..3919, 4550. 


.4680 


Seq. No. 


34341 


Seq. ID 


OJ990308 


JD4. 


9819. C6 


Gene No. 


71106 


Strand 


+ 






Start 


16 


End 


662 






Name 


OJ990308 04.9819.C6.ol.gs 


Method 


GENSCAN 






Start 


16 


End 


662 






GI 


none 


Score 


.74 






Exons 


16. .202, 283. .662 










Seq. No. 


34341 


Seq. ID 


OJ990308_ 


04. 


9819. C6 


Gene No. 


71107 


Strand 


+ 






Start 


4080 


End 


7 564 






Name 


. OJ990308 04.9819.C6.o2.gs . 


^Method 


GENSCAN 






Start 


4080 


'End 


7564 






GI 


none 


Score 


.71 






Exons 


4080. .4088, 6445. .6591, 6754 


..6822, 6854. .7165, 


7250. .7564 


Seq. No. 


34341 


Seq. ID 


OJ990308_ 


04. 


9819. C6 


Gene No. 


71108 


Strand 


+ 






Start 


12817 


End 


13277 






Name 


OJ990308 04. 98 1 9 . C6 . o3 . gs 


Method 


GENSCAN 






Start 


12817 


End 


13277 






GI 


none 


Score 


.92 






Exons 


12817. .12880, 12955. .13277 










Seq. No. 


34341 


Seq. ID 


OJ990308_ 


04 . 


9819. C6 


Gene No. 


71109 


Strand 









34345 



Start 10011 End 11246 

Name OJ990308_04 . 9819 . C6 . ol . np Method AAT/NAP 

Start 10011 End 11246 

GI 5777634 Score 70 

Exons 10011. . 10099, 11224.. 11246 

GI Descrip. (AJ245900) CAA303722.1 protein [Oryza sativa] 



Seq. No. 34341 

Gene No. 71110 

Start 14939 

Name OJ990308_04 . 9819 . C6 . o4 . gs 

Start 14939 

GI none 

Exons 14939. .15435, 15751 .. 15933, 
20617. .20820, 20995. .21280 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990308JD4 . 9819. C6 

21280 
GENSCAN 
21280 
.54 



16014 .. 16129, 18381. .18483, 



Seq. No. 

Gene No. 

Start 

Name 

Start 
. Gr._.. 
. Exons. .... 

GI- Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34341 
71110 
14939 

OJ990308_04 . 98 19 . C6 . o2 . np 
16122. . 
-6063557 



Seq. ID OJ990308_04 . 9819.C6 
Strand 

End 21280 

Method AAT/NAP 

End . 20180 

Score 34 



. L6 12 2,... .,1 61 4£.^.,1SZ61- . ..1 9 8B.1,., , .2.0 .1.3 3.. ... 2 0 1 8 0,.. _ . 

(AP000615)^ similar to dJ522J7.2 (Z98885) [Oryza sativa]- 



34341 Seq. ID 

71110 Strand 

14939 End 

OJ990308_04 . 9819 . C6 . ol . gp Method 

17825 End 

uC-osroM202036d05bl Score 



OJ990308_04 . 9819. C6 

21280 
AAT/GAP 
18508 
421 



17825. .17860, 18192 . . 18309, 18381. .18508 

•3033397 1.0e-12 (AC004238) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 34341 Seq. ID 

Gene No. 71110 Strand 

Start 14939 End 

Name OJ990308_04 . 9819 . C6 . o3 . np Method 

Start 20617 End 

GI 5777618 Score 

Exons 20617; .20910, . 21034 . .21274 

GI Descrip. \ (AJ245900) CAA3037 6 . 1 • protein [Oryza ■ sativa]". . ' 



OJ990308JD4 . 9819. C6 

21280 
AAT/NAP 
21274 
105 



Seq. No. 34341 

Gene No. 71111 

Start 21626 

Name OJ990308_04 . 9819 . C6 . o5 . gs 

Start 21626 

GI none 
Exons 



Seq. ID OJ990308_04 . 9819.C6 
Strand 

End 23803 

Method GENSCAN 

End 23803 

Score . 64 



21626. .22385, 23107 .. 23195, 23228 .. 234 30, 23566. .23803 



Seq. No. 34342 

Gene No. 71112 

start 1 

Name OJ990308_04 . 9819 . C7 . ol . np 

Start 1 



Seq. ID OJ990308_04.9819.C7 

Strand + 

End 6808 

Method AAT/NAP 

End 6808 



34346 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5777618 Score 198 

1..47, 433. .567, 1021. .1378, 1718. .1826, 5794. .5903, 6783. .6808 
(AJ245900) CAA30376.1 protein [Oryza sativa] 



34342 Seq. ID 

71112 Strand 

1 End 
OJ99«:308_04 .9819.C7.ol.gp , Method 

34 7 End 

5803405 Score 
347. .570, 1021. .1183 

5777618/emb|CAB53479.1| 3.0e-15 (AJ245900) CAA30376.1 protein 
[Oryza sativa] 



OJ990308_04.9819.C7 
+ 

6808 
AAT/GAP 
1183 
708 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

..Seq. No, f . 

Gene No*. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34342 Seq. ID 

71112 Strand 

1 End 

OJ990308_04 . 9819 . C7 . ol . gs Method 

412 End 

none Score 

412. .570, 1021. .1378, 1718. .1912, 1954. .1970 



OJ990308_04 .9819.C7 
+ 

6808 
GENSCAN 
1970 
.85 



.__Seq. f ..ia „OJ$M3M-J)A«£B£3.*£3.^, 



.. 3 4.3.4.2- 

71112 - 

1 ■ 

OJ990308JD4 . 9819 . C7 . o2 . np 
2219 
4235644 
2219. .2471, 5534. .5555 

(AF119040) polyprotein [Lycopersicon esculentum] 



Strand 
End 

Method 

End 

Score 



6808 
AAT/NAP 
5555 
70 



34342 
71113 
14806 

OJ990308JD4 . 9819 . C7 . o3 . gs 

14806 

none 



Seq. ID OJ990308_04.9819.C7 

Strand + 

End 17701 

Method GENSCAN 

End 17701 

Score .46 



14806. .14817, 15861. .15991, 16090. .16254, 17472 .. 17577 ,' 
17612. .17701 



Seq. No. 34342 Seq. ID 

Gene No. 71114 Strand 

Start- * 1712 . End 

Name OJ990308_04 . 9819 . C7 . o2 . gp Method 

Start 1712 End 

GI 5803406 Score 

Exons 1712.. 2025 



OJ990308_04.9819.C7 

2025 
AAT/GAP 
2025 
576 



Seq. No. 34342 

Gene No. 71115 

Start 2921 

Name OJ990308_04 . 98 1 9 . C7 . o2 . gs 

Start 2921 

GI none 

Exons 2921.. 3083, 3379.. 3509, 5952. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ9 : 90308_04 . 9819. C7 

19201 
GENSCAN 
13883 
.7 



6047, 6130.. 6533, 6673. .6817, 



6860. .7009, 8450. .8533, 8982. .9072, 9243. .9370, 9523. .9632, 
10133. .10231, 10336. .10385, 1048 9. .10541, 1084 9. .10966, 



34347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI • Descrip . 



11349. . 11479, 12361. .12890, 13679.. 13883 



34342 
71115 
2921 

OJ990308_04 . 98 1 9 . C7 . ol . tm 
5919 



OJ990308 04. 9819. C7 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
5919. .6047, 5929. .6051, 6116. .6154, 6130. .6153, 6148 
6149. .6226, 6370. .6534, 6374. .6556, 6377. .6535, 6384 
6671. .6817, 6672. .6818, 6673. .6819, 6673. .6819, 6914 
6945. .7007, 8450. .8533, 8962. .9039, 8972. .9040, 8980 
8982. .9047, 8988. .9044 



19201 

TBLASTX: Maize 

9047 

180 



.6225, 
.6539, 
.7006, 
.9039, 



34342 
71115 
2921 

OJ990308 
6100 
3287692 
6100. . 6222, 



OJ990308 04. 9819. C7 



_04. 9819.C7.o3.np 



19201 
AAT/NAP 
12713 
906 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6367. .6595, 6695. .6817, 694 7. .7009, 
924 3... 9370, _ 9523. .9632, J.0133. .10231, 10336. .10385, 

L0A8i._.Ia^ 11.4 79^,/l 1 ?71 3 ... 

(AC003979) - Similar to tRNA- adenylyltransferase- gblui5930-f rom-' 
Lupinus albus. EST gb|AA721797 comes from this gene. 
[Arabidopsis thaliana] 



8450. .8522, 



Seq. No. 


34342 


Seq. ID 


OJ990308_04.9819.C7 


Gene No. 


71115 


Strand 




Start 


2921 


End 


19201 


Name 


OJ990308 04.9819.C7.o2.tm 


Method 


TBLASTX: Maize 


Start 


9243 


End 


10364 


GI 


none 


Score 


157 


Exons 


9243. .9368, 9245. .9373, 9520. 


.9633, 9524. .9634, 10131 .. 10232, 




10134 . .10259, 10135. .10233, 10329. .10364 


Seq. No. 


34342 


Seq. ID 


OJ990308_04.9819.C7 


Gene No. 


71115 


Strand 




Start 


2921 


End 


19201 


Name 


OJ990308 04.9819.C7.o4.np 


Method 


AAT/NAP 


Start 


13689 


End 


19201 


GI 


6069646 


Score % 


82 


Exons ■ 


.13689. .13930, . 14266. .14349, .1915.8. .19201.' 


GI Descrip. 


(APO'00616) similar to putative reverse 


transcriptase (AC00531 




[Oryza sativa] gi | 6907112 | dbj 


BAA90639 


.11 (AP001129) Similar 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence 




putative non-LTR retroelement 


reverse 


transcriptase . (AC00624 




[Oryza sativa] .. 






Seq. No. 


34342 


Seq. ID 


OJ990308_04. 9819.C7 


Gene No. 


71115 


Strand 




Start 


2921 


End 


19201 


Name 


OJ990308 04.9819.C7.o4.gs 


Method 


GENSCAN 


Start 


17971 


End 


191-21 


GI 


none 


Score 


. 61 


Exons 


17971. .18127, 18995. .19121 







to 



34348 




o c ^ • nu . 


34343 








nTQQn^OP OA QR1 Q 


.C8 


Gene No. 


71116 






Strand 


+ ~ 




Start 


1510 






End 


1748 




Name 


OJ990308 04 


.9819 


.C8 .ol. tw 




1 DJjAJ 1A . VV 1 1 tJ Cl L. 




91- prf- 


336 






RnH 

Hi I 1U 






O -L 


none 








64 




R von ^ 


336. .383, 337. .387, 372. .488, 




, Jot . .Jul, jll . . 






519. . 629 










Seq. No. 


34343 






Seq. ID 


OJ990308JD4.9819 


.C8 


Gene No. 


71116 






Strand 


+ 




Start 


1510 






End 


1 74 R 




Name 


OJ990308 04 


.9819 


.C8.ol.gs 








Start 


1510 






RnH 


1 74 R 




GI 


none 












Exons 


1510. .1598, 


1616 


. .1748 








Seq. No. 


34344 






Seq. ID 


OJ990308_04.9819 


.C9 


Gene No. 


71117 






Strand 


+ 




Start 


674 






RnH 


?1 4 Q 
x *± _? 




Name 


OJ990308 04 


.9819 


.C9.ol.gs 


Lit; LUUU 








67 4 _ ^ ^ ^ 






RnH 


; Z i y . ^ ^ *. 


— — - 


_G.I J. 


......none.... . .„ 








^ 97 ' ~~~ ~* ~" 




Hi AU1 1 O 


674-. .735, 2071-; .2149 - 








O C ^ • IN KJ . 


34344 






c^n T H 

oeq . j. u 




r* Q 


Gene No. 


71118 






Strand 






Start 


3362 






End 


3688 




Name 


OJ990308 04 


.9819 


.C9.ol.np 


Method 


AAT/NAP 




Start 


3313 






End 


3688 




GI 


1177405 






Score 


218 




R von ^ 


3313. .3688 












GI Dp^rrin 


(X89855) citrate 


binding protein [Hevea brasiliensis ] 




Seq. No. 


34344 






Seq. ID 


OJ990308_04.9819 


.C9 


Gene No. 


71118 






Strand 






Start 


3362 






End 


3688 




Name 


OJ990308 04 


.9819 


C9.ol.ts 


Method 


TBLASTX: Soybean 




Start 


3360 






End 


3686 




GI 


none 






Score 


65 




Exons 


3360. .3473, 


3368 


.3472, 3464. 


.3652, 3465.. 3653, 3633.. 3686 


Seq.. No . 


..34344 






Seq. . ID 


OJ990308_,04 ..9819 


.C9 


Gene No. 


71118 






Strand 






Start 


3362 






End 


3688 




Name 


OJ990308 04 


9819. 


C9.o2.gs 


Method 


GENSCAN 




Start 


3362 




End 


3664 




GI 


none 






Score 


.99 




Fvonc; 
i—i ^ who 


3362. .3664 












Seq. No. 


34345 






Seq. ID 


OJ990308_04.9819 


.C10 


Gene No. 


71119 






Strand 


+ 




Start 


2438 






End 


4591 




Name 


OJ990308 04. 


9819. 


C10.o2.np 


Method 


AAT/NAP 




Start 


2438 






End 


4591 




GI 


4680191 






Score 


41 




Exons 


2438. .2501, 


3896. 


.3991, 4539. 


4591 







34349 



GI Descrip. (AF111710) putative myb-related protein [Oryza sativa subsp 
indica] 



Seq. No. 


34345 . 






Seq. ID 


OJ990308_04. 9819. C10 


Gene No. 


71120 






Strand 




Start 


1 






End 


622 


Name 


OJ990308 04.9819 


.ClO.ol 


. np 


Method 


AAT/NAP 


Start 


1 






End 


622 


GI 


1177405 






Score 


147 


Exons 


1..25, 347. .622 










GI Descrip. 


(X89855) citrate binding protein [Hevea brasiliensis] 


Sea No 


34345 






Seq. ID 


OJ990308JD4. 9819. C10 


Gene No . 


71120 






Strand 




Start 


1 






End 


622 


Name 


OJ990308 04.9819 


.ClO.ol 


.gs 


Method 


GENSCAN 


Start 


343 






End 


594 


GI 


none 






Score 


.72 


Exons 


343. .594 










Seq. No. 


34345 






Seq. ID 


OJ990308_04. 9819. C10 


.Gene _ No.. 


71121 






.^SJtrand 




'startl 


_J.0j3™_ . 










Name 


- OJ990308 04.9819 


.CKko2 


.gs • 


- Method • 


GENSCAN • • • • 


Start 


1073 






End 


13125 


GI 


none 






Score 


.84 


Exons 


1073. .1138, 1906 


. .2067, 


3869 


..3986, 4037. .4144, 6057. .6295, 




7050. .7178, 7580 


. .7698, 


8038 


..8146, 8762. .8849, 9080. .9117, 



9204. .9380, 11038 11125, 11202 .. 11325, 11444 .. 11538, 
11617. .11753, 13027.. 13125 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No,,, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



34345 
71121 
1073 

OJ990308_04. 9819. ClO.ol. gp 

5994 

6024930 

5994. .6295, 6589. .6652, 6831, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990308_04. 9819. C10 

13393 
AAT/GAP 
7133 
966 



,6955, 7050.. 7133 



5091541/gb|AAD39570.1 |AC007067_10 5.0e-26 (AC007067) T10O24 
[Arabidopsis thaliana] 



34345 
'71121 

1073 * * . 

OJ990308_04. 98 1 9 . C10 . o3 . np- 
6050 
5091541 

6050.. 6295, 6590.. 6655, 6831 
7804. .78,73, 8038. .8146, 8238 
9204. .9380, 10724 .. 10776, 108 68 .. 10967 , 11011 .. 11125 , 
11202. .11326, 11436. .11753, 13027 .. 13125 , 13209.. 13393 
(AC007067) T10O24.10 [Arabidopsis thaliana] 



.Seq. ...ID . OJ990308_04. 9819. C10 
Strand : - 

13393 
AAT/NAP 
13393 
1762 

6955, 7050. .7178, 7580. .7727, 
8417, 8762. .8849, 9080. .9117, 



End - 
Method 
End 
Score 



34345 
71121 
1073 

OJ990308 04. 9819 . C10 . o3 . tm 



Seq. ID OJ990308 04. 9819. C10 
Strand 

End 13393 

Method TBLASTX: Maize 



34350 



Start 


6846 






End 


7176 




GI 


none 






Score 


146 




Exons 


6846. . 6956, 


6848 


.6958, 6849. 


.6956, 6854. . 6958, 


7048 7176 




7050. .7154 










Seq. No. 


34345 






Seq. ID 


OJ990308 


04 9819 CIO 


Gene No. 


71121 






Strand 






Start 


1073 






End 


13393 




Name 


OJ990308 04. 


9819. 


ClO.ol . tc 


Method 


TBLASTX: 


Cress 


Start 


7056 






End 


8420 




GI 


none 






Score 


54 




Exons 


7056. .7154, 


7568 . 


.7660, 7806. 


.7892, 8084. .8158, 


8106. . 8147. 




8238. .8420, 


8239. 


.8322, 8244. 


.8396 






Seq. No. 


34345. 






Seq. ID 


OJ990308 


04 . 9819 C10 


Gene No. 


71121 






Strand 






Start 


1073 






End 


13393 




Name 


OJ990308 04. 


9819. 


C10. ol . tm 


Method 


TBLASTX: 


Maize 


Start 


7556 






End 


10916 




GI 


none 






Score 


68 




Exons 


7556. .7654, 


7568. 


.7729, 7581. 


.7730, 7581.. 7733, 


7804 . .7875, 





M 7806. . 787.4, 


8039. 


.8059, 8055. 








/ 8.23.9^^23 22^; 


:8,2iL 


i84ii8^: :a3&3fe 




6r f ;,ftft^; : '-ftR^i . ft ft s t , 




9.076-; .-9132, 


9077. 


.9118;- 9185; 


.9340, ' 9195. ;9353-, 


- 9202.'.-933'9,- 




10736. .10780, • 108 66. .10916 








Seq. No. 


34345 






Seq. ID 


OJ990308 




Gene No. 


71121 






Strand 






Start 


1073 






End 


13393 




Name 


OJ990308 04. 


9819. 


C10.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


7622 






End 


8420 


GI 


none 






Score 


99 




Exons 


7622. .7729, 


7794 . 


.7892, 8034. 


.8141, 8039. .8143, 


8039. .8152, 




8233. .8322, 


8238. 


.8420, 8241. 


.8405 






Seq. No. 


34345 






Seq. ID 


OJ990308 


_04. 9819. C10 


Gene No. 


71121 






Strand 






Start 


1073 






End 


13393 




Name 


OJ990308 04. 


9819. 


C10.o2.tc 


Method 


TBLASTX: 


Cress 


Start 


10710 






End 


10976 




GI 


none 






Score 


67 




Exons. 


10710... 10778 


, 10712. . 10777, 10864. .;10?65, 1.0866 


. . 10376 . 


Seq. No. 


34345 






Seq. ID 


•OJ990308 


_04 .9819. C10 


Gene No. 


71121 






Strand 






Start 


1073 






End 


13393 




Name 


OJ990308 04. 


9819. 


C10.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


10935 






End 


11333 




GI 


none 






Score 


66 




Exons 


10935. . 10970, 10936. .10971, 11030 .. 11125 , 11031 


. .11126, 




11038. .11127 


, 11039. .11128, 11040. .11132, 11201 


. . 11275, 




11201. . 11275 


, 11205. .11276, 11267. .11332, 11268 


. .11324, 




11277. . 11333 












O \t ~ 


34 34 5 






Seq. ID 


OJ990308 


_04. 9819. C10 


Gene No. 


71121 






Strand 






Start 


1073 






End 


13393 





34351 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



OJ990308_04.9819.C10.o2.ts Method TBLASTX : Soybean 

11071 End 11306 

none Score 54 

11071. .11127, 11072. .11128, 11184 .." 11306, 11201. .11305 



34346 
71122 
351 

OJ990308_04 . 9819 . Cll .ol . gs 

351 

none 

351. .475 



Seq. ID OJ990308_04. 9819. Cll 

Strand + 

End 4 75 

Method GENSCAN 

End 4 75 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

r S.e.q..,^N.o_. ; ^ 
Gene- No 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
-.Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34346 
71123 
1 

OJ990308JD4 . 9819 . Cll . ol . np 
1 

6729490 

1..106, 158. .250, 342. .466, 730. .753 

(AL132966) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990308_04 . 9819. Cll 
Strand 

753 

AAT/NAP 
753 
246 



End 

Method 

End 

Score 



•■-71123 • - - • 'Strand -- ■ • — ----- 

1 End 4 753 

OJ990308_04 . 9819 . Cll . ol . tm Method TBLASTX : Maize 

140 End 467 

none Score 104 

140. .250, 162. .251, 339. .467, 340. .459 



34346 
71123 
1 

OJ990308_04. 9819. Cll. ol.ts 

140 

none 



Seq. ID OJ990308_04. 9819. Cll 
Strand 

End 753 

Method TBLASTX : Soybean 

End 4 58 

Score 107 



140. .250, 150. .251, 151. .258, 339. .458, 340. .450 



34346 
71123 
1 

OJ990308_04 . 9819. Cll. ol.gp . 
.163 .• - . 
17927_1.R1084 
163. .252, 342. .458, 710. .753 

, 4371285/gb|AAD18143| 2.0e-41 (AC006260) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990308_04 . 9819. Cll 
Strand 

End 753 

Method . AAT/GAP 

End 753 . • ' ' . " 

Score - 34 4 



34347 
71124 
1 

OJ990308_04.9819.C14 .ol.np 
1 

6729490 

'l. .150, 242. .334, 753. .1160 
(AL132966) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990308_04 . 9819.C14 

Strand + 

End 2877 

Method AAT/NAP 

End 1160 

Score 626 



34352 



Seq. No. 


34347 




Seq. ID 


OJ990308_04.9819. 


.C14 


Gene No. 


71124 




Strand 


+ 




otalL 


i 
i 




End 


2877 




Name 


nTQQn^DR 04 Qfil Q pi /t n i 


/gs 


Method 


GENSCAN 




Of arf 


1U j 




End 


2877 






r-\ pi O 

nunc 




Score 


.82 




LAUIlo 


i 999 949 "3^4 7R^ 

lUJ . . 6^^, , -£4^,.. 004, /DO 


i n?4 


, 2707.. 2877 




Cpn Kin 


^4^47 




Seq. ID 


OJ990308_04 . 9819. 






71125 




Strand 






Start 


55 




End 


329 




Name 


OJ990308_04 . 9819.C14 .ol 


.gp 


Method 


AAT/GAP 




o Lai. i 






End 


329 




(IT 


1 7 Q97 1 R1 Oft 4 




Score 


317 






RS 1 ^0 94 D "3 9Q 










T Pi a c r* r* "i 

O _L UCO^Il^i 


1 4 "371 9fl S /nh 1 AflDl R 1 4 ^ 1 9 


Oca-4 1 


(AC006260) hypothetical protein 




rZ\r*aV^"iiH/^T^CTc fVial "i anal ' 










Can M n 


T A ^4 7 




Seq. ID 


OJ990308_04 . 9819. 


C14 


flip-rip Mn 


71126 




Strand 






Start 


921 




End 


1572 




,Name_ f 


^ p J99Q308 . 0JL...98 1 9 . Cl 4 . p2 , 




.^Method _ 


v . AAT/GAP^ . . . 






92,1 - ' 1 




^Eiidl^ - 


1*15721^*1*' *™~ 










Score - * 


. x-20-1 ■ -• ■ - ■ ■ 




Exons 


Q91 TR79 










("2 T Pi o c; y "i r^i 


1 4^71 9 ft R / rrH iaaniRi4^i 1 

4 j f 1ZO J / LJU | /-iriU lull J | J. . 




(AC006260) hypothetical protein 




r Zl >~ ja V~\ t HnriC i o 4- V> a 1 nana! ' 
LnldJjlUUUolb L IlcU. land J 










O • IN U . 


34347 




Seq. ID 


OJ990308_04.9819. 


C14 




71127 




Strand 






Start 


3425 




End 


5769 




Name 


OJ990308 04.9819.C14.ol. 


. tm 


Method 


TBLASTX: Maize 




O t- a. I. U 


55 




End 


1191 




riT 


none 




Score 


182 




17 von c 


55. .153, 56. .151, 57. .152, 241. .303, 242. .304, 307. .330, 






740. .1093, 750. .1076, 752. .1093, 753.. 


1175, 1076.. 1183, 






1098.. 1184, 1098.. 1184, 


1099. 


.1191 






Seq. No. 


34347 




Seq. ID 


OJ990308_04 . 9819. 


C14 


Gene No. 


71127 




Strand 






art 


3425 




End 


5769 




Name „ 


OJ990308 04 .9819.C14.ol. 


ts 


Method ' 


TBLASTX : Soybean 




O L. Cl i. u 


239 . . ' . ' • . ....... 




.. End . 


.1043 * " ' ■ ' . 




Gt • ' 


none 




Score 


' 129 ■ * 




Rvnn q 

LiAUilO 


239. .352, 241. .342, 740. 


.868, 


753. .869 


, 876.. 1043, 878.. 


1042 


Seq. No. 


34347 




Seq. ID 


OJ990308_04 . 9819. 


C14 


Gene No. 


71127 




Strand 






O Lai L 


3425 




End 


5769 




Name 


OJ990308 04.9819.C14.ol. 


tc 


Method 


TBLASTX: Cress 




o l arc 


876 




End 


1043 




GI 


none 




Score 


224 




Exons 


876. .1043, 878. .1042 










Seq. No. 


34347 




Seq. ID 


OJ990308_04 . 9819. 


C14 


Gene No. 


71127 




Strand 






Start 


3425 




End 


5769 





34353 



Name 




Qft 1 Q 


. Li h . oz . gs 


L v lc U IIOQ 


riTKicrz\M 




o L.aiTL 


"3/1 9R 
Of! ZD 






ZLI1U 


o / oy 




C T 


none 








ft ft 




Exons 


JflZO . . JJUD; 


T J U J 


. . j / , jjoi . 


^7 fiQ 






Con Mn 

0 e q • in 0 • 


^4 ft 






Seq. ID 


OJ990308 


H*7 QQ1 Q no 










Strand 






Start 


1 






End 


2309 




Name 


OJ990308 07. 


9819 


.C2.ol.np 


Method 


AAT/NAP 




u Lai L 


1 






End 


2309 




ri t 


2842424 






Score 


449 




IT 1 0 
EjXUIIO 


1..80, 163.. 


363, 


1102. .1182, 


1356. .1436, 1542. . 






2030. .2309 












\J X L/ C O O J — L£*> • 


(AJ223948) RNA helicase [Homo 


sapiens] 






Sea No 


34348 






Seq. ID 


OJ990308 


07 9819 C9 


Gene No. 


71128 






Strand 






Start 


1 






End 


2309 






OJ990308 07. 


9819 


.C2.ol. tm 


Method 


TBLASTX: 


Ma t *7 0 
ricX± 




1 






End 


310 






none 






Score 


44 




T7 1 v /-\ r~\ c? 


1..57, 2... 34 






,37,„,84, 


16.2...,28 4. f . 


1 so onQ 
, ± DO A .^J UJ?/ 






v 










C Art KI/"\ 

oeq. in 0 . 


34348 






Seq. ID 


OJ990308 


. m QQi q 00 


Gene No. 


71128 






Strand 






Start 


1 






End 


2309 




Name 


OJ990308 07. 


9819 


C2.ol.gs 


Method 


GEN SCAN 




OLdl L 


1036 






End 


2271 






none 






Score 


.88 




Hi A (J J. 10 


1036. .1182, 


1356 


.1436, 1542. 


.1643, 1723. .1947, 


ZUjU . .ZloD 




2257. .2271 














34348 






Seq. ID 


OJ990308 


m QQi q no 

u / . y 0 1 y . 


Gene No. 


71128 






Strand 






Start 


1 






End 


2309 




Name 


OJ990308 07. 


9819 


C2.ol.ts 


Method 


TBLASTX: 




O Lai L. 


1705 






End 


2203 




(IT 


none 






Score 


106 




Ej AUl 1 0 


1705. .1956, 


1781. 


.1942, 1819. 


.1950, 2021. .2188, 






2038. .2202, 


2044. 


.2199, 2144. 


.2203 






Seq. No. 


3434 9 






-Seq.-, ID. 


OJ990308 


_07.9819..C4 


Gene No. 


71129 






Strand 






0 Lai u 


288 






End 


600 




Name 


OJ990308 07. 


9819. 


C4 .ol .gs 


Method 


GENSCAN 






• 288 






End 


600 






none 






Score 


. 6 




tiAUl lb 


288. .338, 506. .600 








Seq. No. 


34350 






Seq. ID 


OJ990308 


JD7.9819.C5 


Gene No. 


71130 






Strand 






Start 


1 






End 


495 




Name 


OJ990308JD7. 


9819. 


C5 . ol ..np 


Method 


AAT/NAP 




Start 


i 






End 


495 




GI 


6939230 






Score 


100 





Exons 1..86, 185. .340, 369. .495 



34354 



# # 



GI Descrip. 


(AC020579) putative 


mitochondrial carrier protein [Arabidopsis 




f K 3 1 A ana 1 
LildXXdlld J 








Seq. No. 


34351 




Seq. ID 


OJ990308_07. 9819.C6 


Gene No . 


71131 




OCX Cl i I LI 




Start 


«j ± 






4 Q4 

4 .7 f± 


Name 


O.TQQOIOR 


07 981 9 Cfi 


o 1 pre Mca *i~ V"i /^/H 




Start 








4 Q4 


GI 










Exons 


SI 17 S 


428 . .4 94 






Seq. No. 


34352 




Seq. ID 


OJ990308_07.9819.C7 


Gene No. 






OLI dJ 1U 




Start 






CjllU. 


11 4 

O X fi 


Name 


o.tq qo 10 fi 


07 Qftl Q Cl 


PS 1 /"* c N/Td 4— V*i /"\ 

> KJ ± .yo LXlcLHOQ. 




Start 


907 






11 4 


GI 






Score 




Exons 


907 11 4 








Seq. No. 


34353 




Seq. ID 


OJ990308_07. 9819.C8 


Gene No. 


71 1 11 

/ X X J J 








.Start 


9S1 






^7 4 


,-Name. ._^„ _ _„ . 


o.tqqoioa 


07' Q ft 1 Q- P ft 




_JbujlNo.v-.HIN .... _ 


Start - 








•^74 - - - - " . . . . 


GI 


none 




Score 


. _3 / 


Exons 


or -3 ^74 








Seq. No. 


14 1^4 




Qorr T Pi 

oeq . x ij 


PiTQQfl"5riQ Pi "7 QQ1 Q PQ 


Gene No 


71134 




Strand 




Start 


134 




End 


1925 


Name 


O.TQQOlOfi 


07 Qfil Q pq 


ol.tm Method 


TBLASTX: Maize 


Start 


11? — 




End 


1138 


GI 


none 




Score 


155 


Exons 


11? ? fil 


1 14 9^6 


341. .505, 341. .505, 


, 343. .507, 345. .506, 




OA C C C C 

_>*__>. . OOO/ 




593. .754, 610. .765, 


- 612. .755, 813. .908, 




R 11 Q1 4 


ft 19 Q1 S 


979. .1119, 993. .1133, 997. .1119, 1052. .1138 


Seq. No. 


141S4 

J 1 J J *i 




Seq. ID 


OJ990308_07. 9819.C9 


Gene No. 


71134 




Strand 




Start 


134 




End 


1925 


Name 


OJ990308 


07 . 9819. C'9. 


ol.np . Method 


AAT/NAP 


Start ^ 


134 




' . End 


1925 


GI. 


' 2258469 




' - Score 


1654 ■ . 


Exons 


134; .254, 


344 . .504, 


610.. 754, 835.. '913, 


998.. 1122, 1218.. 1320, 




1409. .167 


6, 1791. .1925 




GI Descrip. 


(AF009179) replication protein Al [Oryza sativa] 


Seq. No. 


34354 




Seq. ID 


OJ990308_07. 9819.C9 


Gene No. 


71134 




Strand 




Start 


134 




End 


1925 


Name 


OJ990308 


07. 9819. C9. 


ol.gs Method 


GENSCAN 


Start 


134 




End 


1879 


GI 


none 




Score 


.96 


Exons 


134. .254, 


344. .504, 


610. .754, 1218. .1320, 1409. .1676, 1791. .1879 


Seq. No. 


34354 




Seq. ID- 


OJ990308__07. 9819. C9 


Gene No. 


71134 




Strand 





34355 



# # 

Start 134 End 1925 

Name OJ990308_07 . 9819 . C9 . ol . gp Method AAT/GAP 

Start 134 End 1925 

GI 2258468 Score 2066 

Exons 134. .254, 344. .504, 610. .754, 835. .913, 998. .1122, 1218. .1320, 

1409. .1676, 1791. .1925 

GI Descrip. 2258469 0.0e+00 (AF009179) replication protein Al [Oryza sativa] 

Seq. No. 34354 Seq. ID OJ990308_07 . 9819 . C9 

Gene No. 71134 Strand 

Start 134 End 1925 

Name OJ990308_07 . 9819 . C9 . o2 . tm Method TBLASTX : Maize 

Start 1217 End 1595 

GI none Score 148 

Exons 1217. .1327, 1218. .1328, 1393. .1563, 1408. .1518, 1410. .1568, 
1410. .1565, 1543. .1593, 1566. .1595 

Seq. No. 34354 Seq. ID OJ990308_07 . 9819 . C9 

Gene No. 71134 Strand 

Start 134 . . End 1925 

Name OJ990308_07 . 9819 . C9 . ol . ts Method TBLASTX : Soybean 

. Start,.. 14m _ ... End .1692 , 

,.-GI ^:..^:^n.6n^ r _ ^ . 

Exons- 1-410 : .-. I487, - 141*1-; /1491,- 14 88 1 67 6, 148'9; .T692"--- - - r : -'. 

Seq. No. 34355 Seq. ID OJ990308_07 . 981 9 . C10 

Gene No. 71135 Strand + 

Start 914 End 1342 

Name OJ990308_07 . 9819 . C10 . o2 . gp Method AAT/GAP 

Start 914 End 1342 

GI 37874JL.R1084 Score 780 

Exons 914.. 1342 

GI Descrip. ' 4455232/emb | CAB36731 . 1 | 3.0e-37 (AL035523) putative protein 
[Arabidopsis thaliana] 1 

Seq. No. 34355 Seq. ID OJ990308_07 . 9819 . C10 

Gene No. 71136 Strand 

Start 1 End 367 

Name OJ990308_07 . 9819 . C10 . ol . gp Method ' AAT/GAP 

Start 1 End 367 

GI . 2258468 Score 405 

Exons 1. .30, 168., 367 . 

GI Descrip. - 22584 69 . 0 . Qe+00 (AF0091 79) . replication .protein Al [Oryza -sativa] 

Seq.. No. 34355 Seq. ID OJ990308__07 . 981 9 . C10 

Gene No. 71136 Strand 

Start 1 End 367 

Name OJ990308JD7 . 9819 . C10 . ol . np Method AAT/NAP 

Start 1 End 313 . } 

GI 2258469 Score 218 

Exons 1..30, 168.. 313 

GI Descrip. (AF009179) replication protein Al [Oryza sativa] 

Seq.' No. 34355 - ■ Seq. ID OJ990308 07. 9819. C10 

Gene No. 71136 Strand 

Start 1 End 367 

Name . OJ990308_07 . 9819 . C10 . ol . gs Method GENSCAN 



34356 



OLai L 


1 fift 

x v o 




FnH 


^1 ^ 




(IT 
\3 X 


n on o 




^ oo v*o 








1 68 "31 3 










Seq. No. 


34355 




Seq. ID 


OJ990308_07.9819 


.CIO 


Gene No. 


71137 




Strand 






Start 


1034 




End 


134 4 
i ji i 




Name 


OJ990308 07 9819 CIO ol 


t"W 








Start 


1023 ~ 




End 


1 208 

X \J O 




GI 


none 




^oo vo 


1 ^s 

1 JJ 




R von <=; 


1023 1208 1040 1207 










Seq. No. 


34355 . 




Seq. ID 


OJ990308_07.9819 


.CIO 


Gene No. 


71137 




Strand 






Start 


1034 




End 


134 4 

X J 1 *3 




Name 


O.T990308 07 981 Q P1 0 o? 


rr cr 

. yo 


Lie LilUU 






Start 


1034 


End 


1339 




GI 


none 










R v o n s 


1034 1339 










Seq. No. _ 


34355 




Seq. ID 


OJ990308_07.9819 


.CIO 


.._Gene._No w 


_ 71137_,_,_. r _ 




.Strand 






start" 


1034 




RnH 


1 ^4 4 




" r.v"f ' " * - - — - — ~~ ^--^ 

. - j INCtUlC 


--*•" 0.7990308 07-QR1Q P10 nl 


• fm - - - 
■ L.IU 


Mq +~V"\ » 


1 DXji-iO 1 A . LYla lZc 




.Qfart 

s . O Ldi. L, 


1 03S ~~ 




RnH 

£j1 HJ. 


1 ^97 
X jZ / 




•■J i GI 


none 










t : ■ LAUl i o 


103S 1223 1040 1^97 


114 8 

111 O » i 


1 

• X O X 






: : 

!_ L ; Seq. No. 


34355 




Seq. ID 


OJ990308_07.9819 


.CIO 


Gene No. 


71137 




Strand 






"~ l Start 

pi ! 


1034 




RnH 


1 ^44 

1 Jlri 




■ s * Name 


O.TQQ0^08 07 Q81Q f1 0 ol 


• lb 


Mo 4- Vi /~\ (H 


TRT flQTY • CnuKo ra 

i oxji-i.o i a . ooyoean 




i s Qf art" 


1 03S ~ 




RnH 


1 -}i o 
1 JlZ 




! =: i GI 


none 




OLUI c 


11^ 
iij 






1 03S 1 208 1040 1^1? 










9prr "Nfo 

<D ™ • LNU • 


34 3SS 
j i j -j *j 




Otr(-J . X U 


n.TQQmnfi c\i qri q 
ujsrujuo u / . yoiy 


m n 

.LIU 


^ = ! Gene No. 


71137 




Strand . 






U Start 


1034 




End 1 


1344 




i e: : Name 


OJ990308 07 9819 C10 o2 


.np 


Method 


AAT /NAP 




Start 


1037 _ 

X \J ~J J 




End 


1 ^44 
1J44 




GI 


68 S O 9 30 




Score 


^1 1 
Jll 




i—t W llaJ 


1037' 1344 

-XVJJ t /**X«J~lM . .. 












fA.1'2716641 hvnol-hpf-i r-al 


protein [Cicer 


3 r i 4— A r~\ i ity\ T 

diici. xnu.rri j 




Qprr No 


34356 




Seq. ID 


O.TQQD^nfi fl7 QP1 Q 




vJ die i<u • 


71138 




Strand 






Start 


1 




End 


3062 




Name 


OJ990308 07. 9819.Cll.ol, 


• gp 


Method 


AAT /GAP 




Start 


1 




End 


968 






31542 1.R1084 




Score 


636 




Exons 


1..48, 91. .219, 306. .511, 943. 


.968 






GI Descrip. 


' 4 4 55232/emb|CAB36731. 1 


I l.Oe- 


-69 (AL035523) putative protein 




[Arabidopsis thaliana] ' 










Seq. No. 


34356 




Seq. ID 


OJ990308JD7. 9819. 


.Cll 


Gene No. 


71138 




Strand 







34357 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 



* 



OJ990308_07.9819.Cll.ol.np 
1 

4455232 



End 

Method 

End 

Score 



3062 
AAT/NAP 
3062 
791 



1..219, 306. .511, 943. .1075, 1484. .1608, 1973. .2065, 2234. .236 
2977. .3062 

(AL035523) putative protein [Arabidopsis thaliana] 



34356 
71138 
1 

OJ990308_07. 9819. Cll. ol.tm 
85 

none 



Seq. ID OJ990308_07.9819.C11 
Strand 

End 3062 

Method TBLASTX : Mai ze 

End 1239 

Score 60 



85. .147, 90. .227, 93. .221, 196. .252, 306. .500, 308. .514, 

308. .502, 310. .531, 460. .531, 941. .1075, 943. .1077, 944. .1075, 

1198. .1239 



Seq. No. 34356 Seq. ID OJ990308_07 . 98 19 . Cll 

Gene No. 71138 Strand 

Start 1 End 3062 

..Name ^ , _.OJ9 90 308^07., 981 9..JC11 .pi. t.s, . Method TBLASTX : Soybean 

GI— -'— none ... •■ -Score — 46 - - - • - "*--* 1 - 

Exons 90. .239," 93. .233, 306. .500, 311. .514, 311. .502, 943. .1083, 

943. .1080, 944. .1084, 1187. .1276, 1187. .1270, 1192. .1275, 
1195. .1296, 1474. .1608, 1475. .1609, 1964 .. 2071, 1974 2072, 
2234. .2359, 2238. .2348, 2454. .2495, 2459. .2497, 2639. .2731, 
2641. .2733 



Seq. No. 34356 

Gene No. 71138 

Start 1 

Name OJ990308_07 . 9819 . CI 1 . ol . gs 

Start 107 

GI none 
Exons 



Seq. ID OJ990308_07. 9819. Cll 
Strand 

End 3062 

Method GENSCAN 

End 2730 

Score . 68 



107. .219, 306. .511, 943. .1043, 1479. .1608, 1973. .2065, 
2459. .2525, 2639. .2730 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34356 
71138 

1 ' 

OJ990308_07. 9819. Cll.- o2.tm 

1240 

none 

1240. .1287, 1241. .1276, 1477, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990308_07. 9819. Cll 
3062 

TBLASTX: Maize ■■ 

2352 

56 " 



1608, 1477. .1608, 1478. .1609, 



1481. .1609, 1482. .1613, 1491. .1613, 1964. .2071, 1970. .2062, 
1974. .2066, 2234. .2350, 2235 .. 2351 , 2235 -.. 2351 , 2242. .2352 



34356 Seq. ID 

71138 Strand 

1 End 

OJ990308_07 . 98 19 . CI 1 . o2 . gp Method 

2332 ' End 

35881 1.R1084 Score 



OJ990308JD7. 9819. Cll 

3062 
AAT/GAP 
3062 
346 



2332.. 2357, 2461.. 2525, 2639.. 2730, 3018.. 3062 

'2258469 0.0e+00 (AF009179) replication protein Al [Oryza 



34358 



sativa] 1 



Qpn NO 


34357 




Sea ID 


OJ990308 07 Qfil Q PI 9 


O CI i LN . 


71139 




^t rand 

O Liu i 1 




Start 


4 6 




End 


114 1 


Name 


OJ990308 07 9819 C12 ol 


oo 




aat/c;ap 


Start 


46 ~ 




End 


993 


GI 


none 




Score 


1 631 


Exons 


46. .574, 664. .993 








Sea No 


34357 




Seq. ID 


OJ99030R 07 Qfil Q PI 9 


(tpnp No 


71139 








Start 


46 




FnH 

I-jI L\J. 


1141 

J. X 1 X 


Name 


OJ990308 07 9819 C12 ol 






PFN9PAN 

VJIjLMO ^rtix 


Start 


450 ~ 




End 


1141 


GI 


none 




Score 


. 6 


Ex on s 


450 574 664 1141 








Seq. No. 


34357 




Seq. ID 


OJ990308__07.9819.C12 


Gene No. 


71140 




Strand 




Start 


1456 




End 


1843 

X W 1 .J 


Name 


. OJ99Q308...07.9819..C12.O.1. 




.Method , 




^kiLai,.L;. ? ... w 


744 " „ . . 




.End 


1 9 4R *~ 


GI- 


' - - none ■ - - ■ - --" v - 




Score --*- " 


"77 ~~ — . 


J i A. UllO 


744. .818^.760. .8.94, 835. 


.903, 


886. . 969 


RQO QQ1 Q4? QR1 




958. .984, 1041. .1217, 1041. .1214, 1046 


1 91 q 1901 1 94 R 




1207. .1248 








Sea No 


34357 




Seq. ID 


OJ990308 07 9819 P19 


flci-np No 


71140 




Strand 




Start 


1456 




End 


184^ 

X O 1 J 


Name 


OJ990308 07.9819.C12.o2. 


gp 


Method 


AAT /HAP 


Start 


1456 ■ 




End 


1843 

X O *i J 


GI 


none 




Score 


7 59 


Exons 


1456. .1843 








Sea No 


34358 




Seq. ID 


0.1990308 07 9R1 Q P1^ 
uu j^u juo w / ■ yoxy*\^x*j 


Gpnp No 


71141 




Strand 




Start 


259 




End 


1 7ft Q 
x / o y 


Name 


OJ990308 07.9819.C13.o2. 


tm 


Method 


1 Diinu x £\ ■ Lid l 


Start 


184 




End 


S39 
j j j 


GI 


... none 




Score .. 


69 


Exons- 


184... 237, 185. .235; 235! 


.519, 


237; .539' 




Sea No 


34358 




Seq. ID 


OJ99030R 07 QR1 Q P11 
<juyy\j-~j\Jo \j i *yoxy»\^x^j 




71141' 




Strand 




Qfa rt 
u Lai L 


259 




End 


1 7 ft Q 

X / O .7 


Name 


" OJ990308 07.9819.C13.ol. 


gs 


Method 




Qf a rf 
O tCll L 


259 




End 


1 RQ1 
xDyx 


GI 


none 




Score 


.95 


Exons 


259. .639, 1119. .1240, 1334. .1427, 1451 


. .1591 


Seq. No. 


34358 




Seq. ID 


OJ990308_07.9819.C13 


Gene No. 


71141 




Strand 




Start 


259 




End 


1789 


Name 


OJ990308 07.9819.C13.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


613 




End 


1731 



34359 



GI 

Exons 



• 



* 



none Score 85 

613. .684, 614. .685, 636. .689, 1122. .1253, 1123. .1254, 

1160. .1264, 1334. .1426, 1334. .1426, 1335. .1427, 1336. .1428, 

1641. .1727, 1642. .1731, 1642. .1731 



Seq. No. 34358 

Gene No. 71141 

Start 259 

Name OJ990308_07 . 98 19 . C13 . ol . tc 

Start 631 

GI none 
Exons 



Seq. ID OJ990308_07. 9819.C13 
Strand 
End 

Method 
End 
Score 



1789 

TBLASTX: Cress 

1486 

67 



631. .684, 635. .685, 1122. .1238, 1123. .1236, 1335. .1475, 
1338. .1469, 1357. .1476, 1361. .1486 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI_ De scrip.. 



34358 
71141 
259 

OJ990308_07. 9819 . C13 . ol . np 

1133 

4240303 



Seq. ID OJ990308_07.9819.C13 
Strand 

End 1789 

Method AAT/NAP 

End 1789 

Score 71 



1133. .1240, 1334. .1427, 1642. .1789 
JAB020714 L KIAAQ907_prptein. .J Homo., sapiens 1. 



Seq. No. - 34359- - " ■ • ■ . . . . ... Seq. ID 

Gene No. 71142 Strand 

Start 24 6 End 

Name OJ990308_07 . 9819 . C14 . ol . gs Method 

Start 246 End 

GI none Score 

Exons 246..3S6 



OJ990308_07 . 9819vC14 
+ 

356 

GENSCAN 

356 

.56 



Seq. No. 34360 

Gene No. 71143 

Start 170 

Name OJ990308_07 . 9819.C15 . ol .gp 

Start 170 

GI 572327 

Exons 170. .257 

GI Descrip." 3820531/gb | AAC69619 . 1 | 2.0e-46 (AF072736) beta-glucosidase 
[Pinus contorta] 



Seq. ID OJ990308_07.9819.C15 
Strand 

End 257 

Method AAT/GAP 

End 257 

Score 139 



Seq. No. 

Gene , No. 

Start. 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34361 , m Seq. ID 

'71144 . * ■ ■ Strand 

1087 * ' ~ End 

OJ990308_07. 981 9 . C16 . o2 . gp Method 
1087 End 
none Score 

1087. .1166, 1281. .1417, 1495. .1754 



OJ990308_07. 9819.C16 

'+..,.. . - 
6705 ' : 
AAT/GAP 
1754 
818 



34361 
71144 
1087 

OJ990308_07. 9819 . C16 . ol . gs 

1132 

none 



Seq. ID OJ990308_07.9819.C16 



Strand 
End 

Method 

End 

Score 



+ 

6705 
GENSCAN 
6367 
.6 



1132. .1166, 1326. .1417, 1495. .1784, 1865. .2009, 2117. .2406, 
3533.. 3726, 3947.. 3977, 4954.. 5233, 6062.. 6159, 6268.. 6367 



34360 



• 



Seq. No. 34361 Seq. ID 

Gene No. 71144 Strand 

Start 1087 End 

Name OJ990308_07 . 9819 . C16 . o3 . gp Method 

Start 3547 End 

GI uC-osflcypl62f05bl Score 

Exons 3547.. 3732, 4865.. 5249 

GI Descrip. • 57317 63/emb | CAB52582 . 1 | 2.0e-09 (X92419) SNAP25A protein 

[Arabidopsis thaliana] >gi_5731764_emb_CAB52583 . 1_ (X92420) 
SNAP25AB protein [Arabidopsis thaliana] 1 



OJ990308_07.9819.C16 
+ 

6705 
AAT/GAP 
5249 
1028 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
,-Gene No . 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



34361 
71144 
1087 

OJ990308_07 
5033 
5731763 
5033. .5233, 



9819.C16.o2.np 



Seq. ID OJ990308_07.9819.C16 

Strand + 

End 6705 

Method AAT/NAP 

End 6364 

Score 470 

.5985, 6062.. 6159, 6268.. 6364 



5692.. 5783, 5859 
(X92419) SNAP25A protein [Arabidopsis thaliana] 
gi | 5731764 | emb | CAB52583 . 1 | (X92420) SNAP25AB protein 
[ Ar a b i dp p s is, 4 thaliana]^ r , _ ^ , _ , _ 



34361- - - - - ----- ■•- 

71144 
1087 

OJ990308_07. 9819.C16.o4 , 
6087 

28418_1.R1084 
6087.. 6159, 6268.. 6705 
1 3820531/gb|AAC69619. 1 | 
[Pinus contorta] 1 



gp 



Seq. -ID, OJ990308_ : 07. 9819:C16 

Strand + 

End 6705 

Method AAT/GAP 

End 6705 

Score 982 



2.0e-46 (AF072736) beta-glucosidase 



Seq. No. 34361 

Gene No. 71145 

Start 67 

Name OJ990308_07 . 98 19 . CI 6 . ol . gp 

Start '67 

GI 9270_1.R1084 

Exons 67.. 266 

GI Descrip. '3150410 9.0e-19 (AC004165) 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990308_07.9819.C16 
266 

AAT/GAP 

266 

377 



unknown protein [Arabidopsis 



Seq. No. 34361' 

Gene No. 71146 

Start 6747 

Name OJ990308_07 . 9819 . CI 6 . ol . ts 

Start 4916 

GI none 

Exons 4916.. 5005, 5039.. 5230, 5039. 

5725.. 5775, 5851.. 5922, 6062. 



Seq. ID 
Strand 
End 

Method 
End , 
Score 



OJ990308 07.9819.C16 



7238 

TBLASTX: Soybean 
6367 
50 

5071, 5098.. 5229, 5694.. 5771, 
6160, 6073.. 6165, 6266.. 6367 



Seq. No. 
Gene No. 
3 1 a r L 
Name 
Start 



34361 
71146 
6747 

OJ990308 
4952 



07. 9819.C16.ol.tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ990308_07.9819.C16 
7238 

TBLASTX: Maize 
6367 



34361 



GI none Score 63 

Exons 4952.. 5005, 5036.. 5230, 5041.. 5232, 5691.. 5771, 5725.. 5784, 

5850.. 5912, 6041.. 6166, 6062.. 6160, 6266.. 6367, 6266.. 6349 



Sea No 


34361 


Seq. ID 


vU3?UOUO u / . z/O Ly 


.LID 


Rpne No 


7114 6 


St" ranri 

tZf l~ X. CI 1 iU 






Start 


6747 


End 


/ £~ J O 




Name 


OJ990308 07 9819 C16 o2 a<s 








Start 


6747 


End 


7238 




GI 


none 


Score 


.77 




Exons 


6747 . . 7238 








Seq. No. 


34362 


Seq. ID 


OJ990308 07 9819 


n 7 


Gene No . 


71147 


St rand 


+ 




Start 


36 


Fnd 






Name 


OJ990308 07 9819 C17 ol as 




O Ej LN O V— -rt LN 




Start 


36 ~ 








GI 


none 


Score 


. 45 




Exons 


36. .117, 137. .292 








Sea. No 


34363 


Seq. ID 


OJ990308_07.9819. 






71148 


.^Strand _ 







_S.t.ar.t .„ 


w 35z_ _ _ 


_ind — ,. 






Name* 


OJ990308 07.9819.C18.ol.gp-- 


Method - 


- AAT/GAP -- — -~ 




Start 


345 ■ 


End 


755 




GI 


17774 1.R1084 


Score 


783 




Exons 


345. .755 








GI Descrip. 


'3337356 1.0e-159 (AC004481) 


putative 


protein transport 


protein 




SEC61 alpha subunit [Arabidopsis thaliana] 1 




Sea No 


34363 


Seq. ID 


OJ990308_07.9819. 




Ronp No 


71148 


Strand 






Start 


352 


End 


755 




Name 


OJ990308 07.9819.C18.ol.gs 


Method 


GENSCAN 




Start 


352 


End 


553 




GI 


none 


Score 


. 67 




Exons 


352.. 412, 465.. 553 








Seq. No. 


34364 


Seq. ID 


OJ990308_07.9819. 


C19 


Gene No . 


71149 


Strand 


+ 




Start 


105 


End 


1249 




Name 


PJ990308 07.9819.C19.o2.tm 


Method 


TBLASTX : Maize 




-Start 


. 97 • ... ' ... . ' -• 


; End* 


.440 . ; 




GI 


none 


Score 


57 : "■ 




Exon s 

J—J 1 1 w 


97. .147, 102. .152, 103. .147, 


277. .429, 


282. .440, 284. .430 


Spa No 


34364 


Seq. ID 


OJ990308_07.9819. 


C19 


Gene No. 


71149 


Strand 


+ 




Stcjrt 


105 


End 


1249 




Name 


OJ990308 07. 98 1 9 . C19 . ol . gs 


Method 


GENSCAN 




Start 


105 


End 


1249 




GI 


none 


Score 


. 91 




Exons 


105. .146, 264. .432, 801. .853, 


1031. .1249 




Seq. No. 


34364 


Seq. ID 


OJ990308_07.9819. 


C19 


Gene No. 


71149 


Strand 


+ 




Start 


105 


End 


1249 





34362 



• 



Name 

Start 

GI 

Exons 



OJ990308JD7 . 9819 . CI 9 . ol . tm Method TBLASTX: Maize 

797 End 1195 

none Score 64 

797. .859, 800. .859, 950. .1018, 953. .1024, 1029. .1193, 

1029. .1193, 1031. .1195 . 



Seq. No. 34365 Seq. ID 

Gene No. 71150 .... Strand 

Start 3098 End 

Name OJ990308_07 . 9819 . C20 . ol . np Method 

Start 3098 End 

GI 595768 Score 

Exons 3098. .314 6, 4 417. .4577 

GI Descrip. (U13866) non-functional lacZ alpha peptide [Cloning vector] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

,.Exons__ _ 
r JGI" rt .D.e,s.crjLp s . 



OJ990308_07. 9819.C20 
+ 

4577 
AAT/NAP 
4577 
108 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34366 Seq. ID 

71151 Strand 

78 End 

OJ990308_07 . 9819 . C21 . ol . np Method 

78 End 

2429362 Score . 



OJ990308_07. 9819.C21 

1820 
AAT/NAP 
1820 
67 



7 8 . ? . 432.,. .AO 4 6 60 17 99 .. , 1820. ^ _ _ _ 

.{A£Q.^26^ 



34367 
71152 
312 

OJ990308_07. 9819 . C22 . ol . gs 

312 

none 



Seq. ID OJ990308_07 . 9819.C22 

Strand + 

End 6695 

Method GENSCAN 

End 6695 

Score . 5 



312. .14 85, 1583. .24 96, 2 616. .2731, 3582. .5252, 54 03. .54 51, 
5536.. 5774, 5888.. 6007, 6467.. 6695 



Seq. No. 34367 Seq. ID 

Gene No. 71152 Strand 

Start 312 End 

Name OJ990308_07 . 9819 . C22 . ol . gp Method 

Start . 4372 End 

GI none Score 

Exons 4372.. 4826 



OJ990308_07.9819.C22 
+ 

6695 
AAT/GAP 
4826 
842 



Seq. No. 34367 

Gene Np. 71152' .... 

Start ' 312' 

Name OJ990308_07 . 9819 . C22 . o2 . gp 

Start 5160 

GI none 

Exons 5160.. 5252, 5403.. 5451, 5536. 



Seq. ID OJ990308_07. 9819.C22 

Strand ■■ + '; 

End 6695 

Method AAT/GAP 

End 6011 

Score 889 
.5774, 5906. .6011 



Seq. No. 34367 

Gene No. 71153 

Start 10736 

Name OJ990308_07 . 9819 . C22 . ol . tm 

Start 4001 

GI none 

Exons 4001.. 4291, 4005.. 4295, 4005. 



Seq. ID OJ990308_07.9819.C22 
Strand 

End 13553 

Method TBLASTX: Maize 

End 4308 

Score 279 
.4307, 4006. .4308 



34363 



• 



Seq. No. 


34367 








Seq. ID 


OJ990308 


_07.9819.C22 


Gene No. 


71153 








Strand 






Start 


10736 








End 


13553 




Name 


O.T990?0R 07 


9R 1 Q 


COO ol 


. tm 


Method 


TBLASTX : 


Via. J_ ^tr; 


J Lai L 


4 593 ~~ 

*3 -J ^ J 








End 


5052 




GI 


none 








Score 


210 




TT vnn q 


4593 4775 


4594 


.4776, 


4862 . 


.5029, 4882. .5040, 


4Q00 5059 


Seer No 


34367 








Seq. ID 


OJ990308 


07 Qfll Q COO 


Gene No. 


71153 








Strand 






Start 


10736 








End 


13553 




Name 


OJ990308 07 


9819 


. C22 . 06 


. tm 


Method 


TBLASTX : 




Start 


5392 — 








End 


5782 




GI 


none 








Score 


84 




CjAUUO 


5392 5451 


5392 

U ~J Z? 


54 51 


54 00 

-J *3 \J \J . 


.5456, 5538. .5741, 


5540 569Q 




5568 5738 


5569 


. 5739, 


5632 . 


.5748, 5723. .5776, 


572? 57R9 


Sea No 


34 367 








Seq. ID 


OJ990308 


07 Qfl 1 9 COO 


Gene No. 


71153 








Strand 






Start 


10736 








End 


13553 




Naine 


OJ990308 07 


9819 


.C22.o2 


. tm 


Method 


TBLASTX: 


Mai ze 


Start 


5Qfn ~~ 






- '>-™— *. 


.EncL 


6939 _ ' 




„GJ-lu . 


. n o n ^ 






,.S„CQX4„„1.... 


1.3!_. 


. . — , -.^^^^^ — 


"Ryons - - 


" 5 9 03 — : 604-0- - 

Zs \J ~J * t UUt U / 


5908 


.6006/ 


-64 5 9~; 


.-6704 , - 64 6 4 -.-.--.6 7-0 3> 


- 64 6 Q • 67 0 5' - 




6731 6769 


6733 


. .6759, 


67 35. 


.6776, 6836. .6937, 


6R?R 6Q1Q 


Qpn Mo 










Seq. ID 


OJ990308 


07 QR 1 Q COO 


flci n Wo 


71 1 51 








Strand 






Start 


10736 








End 


13553 




Name 


OJ990308 07. 


9819 


,C22.o4 


tm 


Method 


TBLASTX: 


Maize 


Start 


7028 








End 


7363 




GI 


none 








Score 


48 






7028 7072 


7030 


.7101, 


7031 


.7066, 7075.. 7119, 


7115 7 1 QR 




7125 7196 


7141 


.7212, 


7 194 . 


.7265, 7200.. 7268, 


790R 797Q 




7244 7273 


7262 


.7363, 


7263 . 


.7358, 7318. .7362 




Seq. No. 


34367 








Seq. ID 


OJ990308 


_07.9819.C22 


Gene No. 


71153 








Strand 






Start 


10736 








End 


13553 




Name 


O.TQ9030R 07 


9819 


C22.o3. 


9P 


Method 


AAT/GAP 




Start 


10495 "~ 








End 


10852 




GI 


none 








Score 


671 




Exons ■ 


- 10495 ~ 108 52 




- * 










Spa No 


34367 








Seq. ID 


OJ990308 


0 7 QR 1 Q poo 


Gene No. 


71153 








Strand 






Start 


10736 








End 


13553 




Name 


OJ990308 07. 


9819. 


C22.o2. 


gs 


Method 


GENSCAN 




J LCIL L 


10736 








End 


12842 




(IT 


none 








Score 


.8 




P 1 von q 


10736. . 10797, 10E 


J47. .10922, 11652. .11783, 12319 


194 £R 
. . IZ^I Do / 




12684 . . 12842 














Seq. No. 


34367 








Seq. ID 


OJ990308 


_07. 9819.C22 


Gene No. 


71153 








Strand 






Start 


10736 








End 


13553 




Name 


OJ990308 07. 


9819. 


C22.o7. 


tm 


Method 


TBLASTX: 


Maize 



34364 



Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name- '■ 
.Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



10845 End 11809 

none Score 92 

10845. .10925, 1084 6 , .10923, 1164 3 .. 11783, 11644 11784 f 

11652. .11807, 11662. .11790, 11666. .11809 



34367 
71153 
10736 

OJ990308_07. 9819 . C22 . o5 . tm 

12321 

none 



Seq. ID OJ990308_07.9819.C22 
Strand 

End 13553 

Method TBLASTX : Mai ze 

End 13553 

Score 107 



12321. .12413, 12322. .12423, 12323 .. 12406, 12391 124 77 , 
12412. .12471, 13353. .13517, 13368 13520, 13378 .. 13521, 
13523. .13546, 13524 .. 13553 



34368 
71154 
1 

OJ990308_07. 9819 . C23 . ol . np 
1 

2842424 



Seq. ID OJ990308_07.9819.C23 
Strand 

End 5404 

Method AAT/NAP 

End 5404 

Score 1598 



l^.XXh^ 221^. ,386 , .Jl 9 ^.546 r . 918. .1061, 1153. .1308, 1383. .1448, 

3970;- .-4095,:- 4 174 . '.-4-263, - 4'33-l .-. 4 4 53,- '47-75. : '4 8 91/ -497 6 . v 518 ly - 
5312.. 5404 

(AJ223948) RNA helicase [Homo sapiens] 



34368 
71154 
1 

OJ990308_07.9819.C23.ol.tm 
67 

none 



Seq. ID OJ990308_07.9819.C23 
Strand 

End 5404 

Method TBLASTX : Mai ze 

End 3606 

Score 41 



67. .129, 67. .108, 69. .107, 218. .409, 219. .398, 229. .399, 
231. .410, 478. .546, 479. .547, 910. .1062, 915. .1070, 917. .1087, 
1154. .1309, 1174. .1308, 1367. .1450, 1368. .1451, 1577. .1801, 
1599. .1793, 1857. .2024, 1865. .2026, 1874. .2026, 2839. .2928, 
2840. .2929, 3513. .3602, 3513. .3602, 3514. .3606 



34368 
71154 
1 

OJ990308_07. 9819 . C23 . ol . qs 

221 

none 



Seq. ID OJ990308_07.9819.C23 
Strand 

End . 5404 

Method GENSCAN . . 

End 5176 

Score .89 



221. .386, 479. .546, 918. .1061, 1153. .1308, 1383. .1448, 
1601. .1792, 1874. .2023, 2839. .2929, 3513. .3601, 3970. .4095, 
4174. .4263, 4331. .4453, 4775. .4891, 4976. .5176 



34368 
71154 
1 

OJ990308_07. 9819.C23.ol .tw 

227 

none 



Seq. ID OJ990308_07.9819.C23 
Strand 

End 5404 

Method TBLASTX : Wheat 

End 1216 

Score 187 



227. .406, 227. .409, 228. .410, 476. .547, 478. .546, 910. .1062, 
915. .1070, 917. .1096, 1145. .1216, 1154. .1216 



34365 



Seq. No. 34368 
Gene No. 71154 
Start 1 

Name OJ990308_07 . 9819 . C23 . ol . tc 

Start 999 
GI none 

Exons 999.. 1070, 1004.. 1123, 1006 

1368.. 1451, 1372 
1857. .2024, 1865 
2849. .2926 



Seq. ID OJ?90308_07.9819.C23 
Strand 
End 

Method 
End 
Score 
1062, 1145, 



1449, 1577.. 1801, 1596 
2026, 1866.. 2027, 1874 



5404 

TBLASTX: Cress 
2926 
72 

1312, 1174.. 
.1793, 1598.. 1795, 
.2026, 2839.. 2922, 



1308, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34368 Seq. ID 

71154 Strand 

1 End 

OJ990308_07 . 98 19 . C23 . o2 . ts Method 

1184 ■ End 

none Score 



OJ990308JD7. 9819.C23 
5404 

TBLASTX : Soybean 

1454 

152 



1184. .1309, 1186. .1308, 1368. .1454, 1369. .1431 



Seq. No. 
.Gene No. 
„ at art ,* J 

Name - 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34368 

..71154 . , v , 

OJ990308'_07-. 9819. C23~.-oi-7t-s : ~ 

2837 

none 

2837.. 2923, 2839.. 2928, 2849. 
3529.. 3609, 3767.. 3859, 3790. 
3968. .4096, 4168. .4227, 4172. 

34368 
71154 
1 

OJ990308_07 . 98 19 . C23 . o2 . tm 

3790 

none 

3790.. 3855, 3791.. 3859, 3967. 
4168. .4266, 4172.^4264, 4328. 
4779. .4895, 4964. .5122, 4977. 



Seq. ID 

.Strand . 
Jind. 

Method 

End 

Score 

.2929, 3515 
.3855, 3964 



OJ990308 07.9819.C23 



.5A .0.4...... __,__^____,„ r 

TBLASTX-:-Soybean-"- r:v — : 
4227 ■ 
106 

3604, 3516. .3602, 
4095, 3967. .4095, 



,4225, 4174. .4227 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990308 07.9819.C23 



5404 

TBLASTX: Maize 
5123 
110 

4071, 3968. .4072, 4073. .4096, 
4492, 4331. .4456, 4774. .4896, 
5123, 4977. .5123 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



34368 
71154 
1 ; 

OJ990308_07 .9819. C23 . o3'. t s 
4228 



OJ990308 07.9819.C23 



none 
4228. 
4770. 
4980. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

4266, 4312. .4443, 4326. .4451, 4328. .4456, 4328. .4456, 
4877, 4772. .4879, 4775.-4894, 4967. .5101, 4976. .5089, 
5099 



.5404 ■ „ • 

TBLASTX: Soybean 
5101 
134 



Seq. No. 34369 

Gene No. 71155 

Start 167 

Name OJ990308_07 . 98 19 . C24 . ol . np 

Start 167 

GI 2673917 

Exons 167. .358, 984. .1106, 1201. .1266, 1457. .1520 



Seq. ID OJ990308_07. 9819.C24 
Strand 

End 1520 

Method AAT/NAP 

End 1520 

Score 366 



34366 



GI Descrip. (AC002561) putative ATP-dependent RNA helicase [Arabiciopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start.. 

GI ^ 

Exons 

GI Descrip. 

Seq. No. 
Gene^ Np. v 
..Sta^^^lJ. 
Name * ■ ~ 
Start 
GI 

Exons 



34369 
71155 
167 

OJ990308_07 . 9819 . C24 . ol . gs 

852 

none 

852. .1106, 1201. .1312 



Seq. ID OJ990308_07.9819.C24 
Strand 

End 1520 

Method GENSCAN 

End 1312 

Score .59 



34370 
71156 
1 

OJ990308JD7. 9819 . C25 . ol . np 
1 

3080535 
1..147, 213. .349, 423. .477 

(AL022600) DEAD box helicase [Schizosaccharomyces pombe] 



Seq. ID OJ990308_07.9819.C25 
Strand 

End 477 

Method AAT/NAP 

End 477 

Score 104 



34370 
21156 

OJ990308-07-. 98-19! 025 . ol . gs- 

217 

none 

217. .345 



Seq. ID OJ990308_07.9819.C25 
^Strand _ - _ . 

!!ErLd.„f„"!"!! ''ajXZZZZ^^ZZS~1^^Z 

Method- - GENSCAN - - 

End 34 5 

Score .59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip. 



34371 
71157 
1 

OJ990308_07 
1 

3881104 
1..300, 367 
(AL032646) 



Seq. ID OJ990308_07.9819.C26 
Strand 

End 921 

Method AAT/NAP 

End 921 

Score 324 
..483, 590. .661, 797. .921 

similar to Helicases conserved C-terminal domain; 



9819.C26.ol.np 



cDNA EST EMBL:D36737 comes from this gene; cDNA EST yk430a5.5 
comes from this gene; cDNA EST yk432a9.5 comes from this gene; 
cDNA EST yk275d4.5 comes from this gene... 



Seq. No. 34371 

Gene No. 71157 ... 

Start 1 ; • , ■ * ^ 

Name OJ99030"8_07 . 9819 . C2 6 .'ol . gs ' 

Start 139 

GI none 

Exons 139.. 300, 367.. 483, 590.. 661 



Seq. ID OJ990308_07 . 9819.C26 

.Strand . • - 

End . .3*21 , . 

Method GENSCAN 

End 661 

Score .93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34372 
71158 
1 

OJ990308_07.9819.C27.ol.np 
1 

3255965 

I. .21, 466. .590, 72b. .901, 1132. .1188 
( 



Seq. ID OJ990308_07.-9819.C27 

Strand + 

End 1188 

Method AAT/NAP 

End 1188 

Score 96 



..^.l, iuu. . J7u ; /^o. .1100 

Z70200) U5 snRNP-specific 200kD protein [Homo sapiens] 



34367 



Seq. No. 


34372 


Seq. ID 


OJ990308_07 . 9819. C27 


Gene No. 


71158 


Strand 


+ 


Start 


1 


End 


1188 


Name 


OJ990308 07. 9819 . C27 . ol . tm 


Method 


TBLASTX : Maize 


Start 


463 


End 


861 


GI 


none 


Score 


146 


Exons 


463. .561, 465. .560, 711. .860, 


712 . . 861 




Seq. No. 


34372 


Seq. ID 


OJ990308_07.9819.C27 


Gene No. 


71158 


Strand 


+ 


Start 


1 


End 


1188 


Name 


OJ990308 07.9819.C27.ol.ts 


Method 


TBLASTX : Soybean 


Start 


463 


End 


862 


GI 


none 


Score 


96 


Exons 


463. .600, 711. .860, 712. .861, 


718. .861, 


, 719. .862 


Seq. No. 


34372 


Seq. ID 


OJ990308 07.9819.C27 


Gene No. 


. 71158 


Strand 


+ 


Start 


1 


End 


1188 


Name 


OJ990308 07. 9819 . C27 . ol . gs 


Method 


GENSCAN 


Start 


466 


End 


561 


( GL,.,,....,„_ 


_ s none _ . - 


Score 


^ .94 _ 


... Ex on s;, ^-^.--v 


_ r A66.. ^5.6i_.^_._,.__._. T ^ r 




Seq. No. 


34373 


Seq. ID 


'OJ990308 07 9819 C28 


Gene No. 


71159 


Strand 




Start 


1 


End 


781 


Name 


OJ990308 07. 9819 . C28 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


781 


GI 


3080535 


Score 


169 


Exons 


1..265, 752. .781 






GI Descrip 


(AL022600) DEAD box helicase 


[Schizosaccharomyces pombe] 


Seq. No. 


34373 


Seq. ID 


OJ990308_07 . 9819.C28 


Gene No. 


71159 


Strand 




Start 


1 


End 


781 


Name 


OJ99.0308 07.9819.C28.ol.tc 


Method 


TBLASTX: Cress 


Start 


90 


End 


260 


GI 


none 


Score 


197 


Exons 


90. .257, 98. .259, 99. .260, 107. .259 




Seq. No. 


3.4 37 3 


Seq. ID 


OJ990308_07. 9819.C28 


Gene No: ■ 


~ 71159 ' ' • 


- Strand • ■ 




Start 


i ' 


End' 


781 . • *"'■■' 


Name 


OJ990308 07.9819.C28.ol.tm 


Method 


TBLASTX: Maize 


Start 


90 


End 


259 ' 


GI 


none 


Score 


213 


Exons 


90. .257, 98. .259, 107. .259 






Seq. No. 


34374 


Seq. ID 


OJ990308_07.9819.C30 


Gene No. 


71160 


Strand 


+ 


Start 


215 


End 


2634 


Name 


OJ990308 07.9819.C30.ol.tm 


Method 


TBLASTX: Maize 


Start 


186 


End 


2235 


Cil 


none 


Score 


587 


Exons 


186. .566, 208. .567, 209. .565, 


762. .989, 


763. .990, 763. .990, 




1069. .1428, 1070. .1426, 1500., 


.1568, 1501.. 1575, 1505.. 1630, 



34368 



1506. .1631, 1507. .1632, 1756. .1896, 1757. .1894, 1758. .1904, 
1764.. 1940, 1988.. 2230, 1990.. 2235, 1990.. 2232 

Seq. No. 34374 Seq. ID OJ990308J37 . 98 19 . C30 

Gene No. 71160 Strand + 

Start 215 End 2634 

Name OJ990308_07 . 9819 . C30 . o2 . tc Method TBLASTX : Cress 

Start 205 End 937 

GI none Score 569 

Exons 205. .567, 209. .565, 762. .929, 763. .933, 764. .937 

Seq. No. 34374 Seq. ID OJ990308_07 . 9819 . C30 

Gene No. 71160 Strand + 

Start 215 End 2634 

Name OJ990308_07 .9819. C30 . ol . ts Method TBLASTX : Soybean 

Start 207 End 2230 

GI none . Score 5 63 

Exons 207. .560, 218. .565, 218. .562, 220. .567, 763. .990, 764. .988, 

771. .989, 772. .990, 1047. .1088, 1067. .1423, 1068. .1241, 
1069. .1425, 1070. .1426, 1505. .1582, 1519. .1581, 1579. .1632, 
1580. .1630, 1756. .1896, 1757. .1894, 1760. .1921, 1818. .1940, 

JL?8iL... 2230.,. 19M-...2221,„ 1990^. 2223__ v 



W -- Seq.- No. - v 3-4 374 7 -'* : - ' - - - '- * ~ - Seq.- TD - -O J 9 903 6 8_0-7 ".• 9 8 1 9 : ?G 3 0 

j"! Gene No. 71160 Strand + 

Start . 215 End 2634 

^ Name OJ990308_07 . 9819. C30 . ol . gp Method AAT/GAP 

i ! U Start 215 End 590 

r\ GI 33402_2.R1084 Score 663 

Exons 215 . . 590 

' s ;' GI Descrip. 1 3337356 5.0e-62 (AC004481) putative protein transport protein 

l'] SEC61 alpha subunit [Arabidopsis thaliana] ? 

« Seq. No. 34374 Seq. ID OJ990308_07 . 98 19 . C30 

r;i Gene No. 71160 Strand + 

="i Start 215 End 2634 

Name OJ990308J37 . 9819 . C30 . ol . gs Method GENSCAN 

Start 221 End 2230 

GI none Score .75 

O Exons 221.. 564, 763.. 990, 1069.. 1423, 1841.. 1894, 1991.. 2230 

. Seq. No. 34374 Seq. ID OJ990308JD7 . 9819 . C30 

■ , Gene No. ' ; ■ . 71160. V . f ■ « ■. .Strand ' + 

Start * 215 - "End* • ' 2634 ' * 

Name OJ990308_07 . 98 1 9 . C30 . ol . np Method AAT/NAP 

Start 221 End 2227 

GI 6581004 Score 2122 

Exons 221.. 564, 763.. 990, 1069.. 1423, 1508.. 1632, 1759.. 1894, 

1991.. 2227 .. 

GI Descrip. (AF190652) putative integral membrane protein [Phaseolus 
vulgaris ] 

Seq. No. 34374 Seq. ID OJ990308_07 . 9819 . C30 

Gene No. 71160 Strand + 

3 Lax L 215 End 2634 

Name OJ990308_07 . 9819 . C30 . o2 . gp Method AAT/GAP 

Start 929 End 2634 



34369 



GI 17774_1.R1084 Score 2432 

Exons 929.. 990, 1069.. 1423, 1508.. 1632, 1759.. 1894, 1991.. 2634 

GI Descrip. '3337356 1.0e-159 (AC004481) putative protein transport protein 
SEC61 alpha subunit [Arabidopsis thaliana] ' 



Seq. No. 


34374 






Seq. ID 


OJ990308 07.9819.C30 


Gene No. 


71160 






Strand 


+ 


Start 


215 






End 


2634 


Name 


OJ990308 07 


.9819 


.C30.ol.tc 


Method 


TBLASTX: Cress 


Start 


938 






End 


2235 


GI 


none 






Score 


82 


Exons 


938. .988, 940. .990, 1067. .141 


4, 1068.. 


1241, 1069. .1419, 




1069. . 1419, 


1070 


. . 1426, 1501. 


.1575, 1505.. 1630, 1505. .1627, 




1507. .1632, 


1756 


. .1941, 1757 . 


.1894, 1986. .2096, 1988. .2125, 




1988. .2098, 


1990 


..2121, 2104. 


.2136, 2128.. 2235 


Seq. No. 


34374. 






Seq. ID 


OJ990308_07. 9819.C30 


Gene No. 


71160 






Strand 


+ 


Start 


215 






End 


2634 


Name 


OJ990308 07 


. 9819 


.C30.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1575 






End 


2122 


..GI . 


none 






Score 


94 




_ ,1 5 7 s , ,1 


_132 6- 


±632"."* -1377 


,.,L63A,. .L58JD......l£L39^-±J-5-£...-±.aa6L/ 




1757 ■'. 1894," 


±764 : 


1940, 7-6 4~.' 


v 1-904/ 1988 .*. 2122," 1 9 8-9 .--*. 2 1'2 Or - 




1990. .2121 










Seq. No. 


34375 






Seq. ID 


OJ990308_07. 9819.C31 


Gene No. 


71161 






Strand 


+ 


Start 


3316 






End 


6812 


Name 


OJ990308 07 


.9819 


.C31.o2.gs 


Method 


GENSCAN 


Start 


3316 




End 


6812 


GI 


none 






Score 


.6 


Exons 


3316. .3391, 


4507, 


..4761, 5122. 


.6812 




Seq. No. 


34375 






Seq. ID 


OJ990308_07. 9819.C31 


Gene No. 


71161 






Strand 


+ 


Start 


3316 






End 


6812 


Name 


OJ990308 07, 


. 9819, 


.C31".ol.hp 


Method 


AAT/NAP 


Start 


5410 




End 


677 6 


GI 


4335715 






Score 


581 


Exons 


5410. . 6776 










GI .Descrip,, 


(AC006248). putative glucosyltransf erase . [Arabidopsis thaliana 


Seq. No; 


34375 






Seq. ID 


6J990308^_0'7 .98 19 . C31 


Gene No: 


71162 






Strand 




Start 


393 






End 


1358 


Name 


OJ990308 07, 


, 9819. 


C31.ol.gp 


Method 


AAT/GAP 


Start 


393 




End 


1358 


GI 


. 36315 1.R1084 




Score 


832 



Exons 393.. 545, 1056.. 1358 

GI Descrip. ' 2832608/emb | CAA16622 . 1 | 5.0e-09 (AL021637) leucine rich 
repeat-like protein (fragment) [Arabidopsis thaliana] ' 



Seq. No. 34375 

Gene No. 71162 

Start 393 

Name OJ990308 07 . 9819 . C31 . o2 . ts 



Seq. ID OJ990308 07.9819.C31 
Strand 

End 1358 

Method TBLASTX : Soybean 



34370 



Start 394 

GI none 

Exons 394.. 558, 397.. 546, 407.. 565 

Seq. No. 34375 

Gene No. 71162 

Start 393 

Name OJ990308_07 . 98 19 . C31 . ol . tc 

Start 397 

GI none 

Exons 397.. 546, 405.. 545, 407. .550 

Seq. No. 34375 

Gene No. 71162 

Start 393 

Name OJ990308_07 . 98 19 . C31 . ol . tm 

Start 397 

GI none 

Exons 397.. 546, 407.. 550 



End 
Score 



565 
82 



Seq. ID OJ990308_07.9819.C31 
Strand 

End 1358 

Method TBLASTX : Cress 

End 550 

Score 91 



Seq. ID OJ990308_07.9819.C31 
Strand 

End 1358 

Method TBLASTX : Mai ze 

End 550 

Score 225 



Seq. No. 
_^Gene_ No.. 



Name L: " 

Start 

GI 

Exons 



34375 

71,162 _ _ 

O J9 90 30 8_0 7-~- 98 1 9~ C3 H-o 1 . gs 

1056 

none 

1056. .1167 



Seq. ID OJ990308__07. 9819.C31 

. St rand ^ „„ . 

Method-- GENSCAN - 

End 1167 

Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34375 
71163 
5359 

OJ990308_07 . 9819 . C31 . ol . ts 

5359 

none 

5359.. 5460, 5544.. 5903, 5937, 
6348.. 6521, 6353.. 6517 

34375 
71163 
5359 

OJ990308_07 . 9819 .C31 . o2 . tm 
5973 

. none . '"■*".■ 
5973.. 6020, 6153.. 6176, 6174. 
6359. . 6508 



Seq. ID OJ990308_07.9819.C31 
Strand 

End 6521 

Method TBLASTX : Soybean 

End 6521 

Score 8 9 

.6035, 6129.. 6329, 6183.. 6302, 



Seq. ID OJ990308_07.9819.C31 
Strand 

End 6521 

Method TBLASTX : Maize 

End . 6518 . . 

Score.'-* 4 5 * ■ - 

.6290, 6174.. 6290, 6342.. 6518, 



Seq. No. 34375 

Gene No. 71163 

Start 5359 .. 

Name OJ990308_07 . 98 19 . C31 . o2 . tc 

Start 6114 

GI none 

Exons 6114.. 6290, 6357.. 6518, 6359. 



Seq. ID OJ990308_07.9819.C31 
Strand 

End 6521 

Method TBLASTX: Cress 

End 6518 

Score 116 
.6508 



seq. no. 
Gene No. 
Start 



34375 
71163 
5359 



Seq. ID OJ990308_07.9819.C31 
Strand 

End 6521 



34371 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990308_07 . 9819.. C31 . ol . tw Method TBLASTX : Wheat 
6159 End 6518 

none Score 117 

6159.. 6290, 6182.. 6289, 6348.. 6425, 6366.. 6518, 6377.. 6505 



34376 Seq. ID 

71164 Strand 

113 End 
OJ990308_07. 98 19 . C32 . ol . gs Method 

113 End 

none Score 
113. .539 



OJ990308_07. 9819.C32 
+ 

539 

GENSCAN 

539 

.47 



Seq. t No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34376 Seq. ID 

71165 Strand 

999 End 
OJ990308_07 . 9819 . C32 . o2 . tw Method 

975 End 

none Score 

975. .1100, 995. .1099, 1934. .2008, 1935. 



2392.. 2436, 2393. 
2568.. 2618 



OJ990308_07. 9819.C32 
+ 

4364 

TBLASTX: Wheat 

2618 

172 

.1994, 1939. .2007, 



.2434, 2396. .2443, 2543. .2614, 2568. .2618, 



Seq. No". 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene -No . 
Start 
Name 
Start 



34376- • • • - , - 

71165 
999 

OJ990308_07 . 9819 . C32 . ol . ts 
996 
none 

996.. 1097, 998.. 1108, 1851 



*- Seq. ' ID 
Strand 
End 

Method 
End 
Score 

1877, 1934. .2008, 2396. .2443, 
2568. .2675, 2571. .2672, 3274. .3363, 3284. .3379, 3707. .3793, 
3974. .4072, 3975. .4079, 4149. .4244, 4149. .4256, 4150. .4257 



OJ990308_07-; 9819 7C32- 
+ 

4364 

TBLASTX: Soybean 
4257 
125 



34376 Seq. ID 

71165 Strand 

999 End 

OJ990308_07. 9819 . C32 . ol . np Method 

999 End 

6562305 Score 



OJ990308__07. 9819.C32 
+ 

4364 
AAT/NAP 
4278 
585 



999. .1097, 1940. .2009, 2394. .2440, 2568. .2676, 2856. .2941, 
3269. .3359, 3705. .3790, 3978. .4064, 4150. .4278 
(AL133.421) putative protein [Arabidopsis thaliana] 



34376 ' 

71165 

999 

OJ990308_07 . 9819 . C32 . o2 . gs 

999 

none 

999. .1097, 1940. .2009, 2394., 
3269. .3359, 3705. .3862, 4150, 

34376 
71165 
999 

OJ990308_07. 981 9 . C32 . ol . gp 
1935 



Seq. ID OJ990308_07 . 9819.C32 

Strand + 

End 4364 

Method GENSCAN 

End 4263 

Score .85 
2440, 2568.. 2676, 2856.. 2941, 
.4263 

Seq. ID OJ990308_07.9819.C32 

Strand + 

End 4364 

Method AAT/GAP 

End 2130 



34372 



O JL 


LIB3433-009-Q6-K1-A4 




Score 


98 




1935.. 2009, 2090.. 2130 










'3150410 3.0e-10 (AC004165) unknown protein [Arabidopsis 




f hril ■! ■ana 1 ' 










34376 




Seq. ID 


OJ990308 07.9819.C32 




71165 




Strand 


+ 


Start 


999 




End 


4364 


Name 


OJ990308 07. 9819.C32.o3 


■ gp 


Method 


AAT/GAP 


Start 


2577 




End 


4364 


GI 


9270 1.R1084 




Score 


1144 


P 1 von q 


2577. .2676, 2856. .2941, 


3269. 


.3359, 3705.. 3790, 3978.. 4064, 




4150. .4364 










'3150410 9.0e-19 (AC004165) unknown protein [Arabidopsis 




f Kal i ana 1 1 

Enaxiana j 








O ™ ^ • 1.N • 


T A "3 ^ c 
o 4 o / 0 




Seq. ID 


OJ990308_07.9819.C32 


OCilC 1NU • 


/ 1 loo 




Strand 


+ 


Start 


QQQ 

y y y 




End 


4364 


Name 


ujyyuoUo u / . yy i y . coz . 01 . 


tw 


Method 


TBLASTX: Wheat 


Start 


3298 




End 


4271 




..._nqne_, . _ r ^__ 




, Score.,. . 


105 - 


; Hi Vj I 1 p., - ^ . -~ 


OOQQ "3"3£n OOQQ 'T57n 




...,3.3£Z / :32Q P 1....3.7.aa / -3ZQ3L. ^.17,9Z,_ 




* J / U o . . o / y b o 9 o 4- . 4 0 6 T, - 


3975. 


.-407-3, 3976/. 4071,- 3977 .". 4072/ 




414/. . 4zo / , 414 /. .4266, 


414 9. 


.4271, ■ 4149. .4268 


Seq. No. 


j 4 O / O 




Seq. ID 


OJ990308_07.9819.C32 


Gene No. 


/ 1 1 DO 




Strand 


+ 


Start 


y y y 




End 


4364 


Name 


PiTQQmno n*7 qqi q poo — i 

ujyyujuo u / . yo iy . Coz . oi . 


tm 


Method 


TBLASTX: Maize 


C-l- -a >-+- 
O Lai L 


4007 




End 


4252 


O JL 


none 




Score 


95 




4 UU / . .4U/Z, 4 U Uo . . 4U / J, 


A 1 A *? 

414/. 


.4251, 4148. .4252, 4149. .4247 


Seq. No. 


o4 o / / 




Seq. ID 


OJ990308_07.9819.C33 


Gene No. 


/ 1 loo 




Strand 




Start 


o o n 
ZzU 




End 


953 


Name 


OJ990308 07.9819.C33.ol. 


gs - 


Method 


GENSCAN 




220 * 




End 


619 


GI 


none 




Score 


.55 


Rvnn 

I_l AUJ 1 O 


220. .295, 373. .407, 521. 


.619 






O ~ ^ • Li W • 


3437? • 




Seq;. , ID 


0 J 9 9 0 3 '0-8 _0 7 . .9 8 1 9 3 3 . 




. 71166 ' 




Strand 




Start 


220 




End 


953 


Name 


OJ990308 07.9819.C33.ol. 


tm 


Method 


TBLASTX: Maize 




244 




End 


953 


(IT 


none 




Score 


60 


Exons 


244. .309, 252. .299, 312. 


.410, 


315. .410, 


491. .622, 522. .629, 




528. .629, 706. .810, 721. 


.810, 


722. .826, 


723. .860, 824. .886, 




830. .952, 831. .953 








Seq. No. 


34378 




Seq. ID 


OJ990308_07. 9819.C34 


Gene No. 


71167 




Strand 


■f 


Start 


1690 




End 


5764 


Name 


OJ990308 07.9819.C34.ol. 


gs 


Method 


GENSCAN 


Start 


1690 


End 


5501 



34373 



GI none Score . 76 

Exons 1690.. 1800, 2038.. 2477, 3477.. 3626, 3892.. 4102, 4511.. 4556, 

5055.. 5175, 5404.. 5501 

Seq. No. 34378 Seq. ID OJ990308_07 . 9819 . C34 

Gene No. 71167 Strand + 

Start 1690 End 5764 

Name OJ990308_07 . 981 9 . C34 . ol . np Method AAT/NAP 

Start 2418 End 5764 

GI 6939230 Score 994 

Exons 2418.. 2511, 3063.. 3178, 3284.. 3341, 3477.. 3626, 3892.. 4102, 

4511. .4556, 5055. .5175, 5292 .. 5364 , 5523 .. 57 64 

GI Descrip. (AC020579) putative mitochondrial carrier protein [Arabidopsis 
thaliana] 

Seq. No. 34378 Seq. ID OJ990308_07 . 98 19 . C34 

Gene No. 71167 ■ Strand . + 

Start 1690 End 5764 

Name OJ990308_07 . 98 19 . C34 . ol . gp Method AAT/GAP 

Start 3286 End 5092 

GI uOosflcyp024d09bl Score 918 

. Exons. .,..3286. .3341, 3477 . . v 3626,_38?2 , „4 102 ,_^5A1 f556, ,5.055.. .50.22 
JSX - De scrip-.--, . .! 24 9 IBB 9 /. sp . I, Q0 3 8.Z9J. -YM 3-9^ Y EAS.T 3„. r 0B -l9_, T RU TAT-I-ViL ^MLTOClioNDRI AL^. Zl 

--■ - CARRIER YMR166C- >gi_1078573_pir S54-524 hypothetical protein - 

: YMR166c - yeast (Saccharomyces cerevisiae) 

>gi_825571_emb_CAA89802_ (Z49705) unknown [Saccharomyces 
cerevisiae] 1 

Seq. No. 34378 Seq. ID OJ990308_07 . 9819 . C34 

Gene No. 71168 Strand 

Start 5732 End 6028 

Name OJ990308_07 .9819. C34 . ol . tm Method TBLASTX : Maize 

Start 3061 End 3506 

GI none Score 127 

Exons 3061. .3180, 3062. .3202, 3065. .3244, 3281. .3343, 3281. .3334, 

3283.-3342, 3474.. 3506 

Seq. No. 34378 Seq. ID OJ990308_07 . 9819 . C34 

Gene No. 71168 Strand 

Start 5732 End 6028 

Name OJ990308_07 . 9819 . C34 . o2 . ts Method TBLASTX : Soybean 

Start 3062 End 3202 

GI . -■ none" '■ ■ ' Score - 182 ' - - 

Exons 3062. .3202, 3064. .3171 " 

Seq. No. 34378 Seq. ID OJ990308JH . 9819 . C34 

Gene No. 71168 Strand 

Start 5732 End 6028 

Name OJ990308_07 . 98 1 9 . C34 . ol . t s Method TBLASTX : Soybean 

Start 3287 End 3646 

GI none Score 77 

Exons 3287. .3343, 3289. .3345, 3469. .3627, 3469. .3627, 3476. .3646 

Seq-. No. 34378 Seq. ID OJ990308 07.9819.C34 

Gene No. 71168 Strand 

Start 5732 End 6028 

Name OJ990308 07 . 98 19 . C34 . o2 . tm Method TBLASTX : Maize 



34374 




Start 


5581 






^ i "3 ^ 


GI 


none 






997 


Exons 


5581 5625 5586 5735 


5587 

«J -J O f . 


5733 




Seq. No. 


34378 




Seq. ID 


OJ990308_07.9819.C34 


Gene No. 


71168 




Strand 




Start 


5732 




End 


fifl9ft 


Name 


OJ990308 07 9819 C34 o2 


. gp 


L1C LI1UU 


7\ 7\ rp /p 7\ p 
MM i / oM.tr 


•Start 


5732 ~~ 




End 




GI 


none 




Score 


R 3S 


Exons 


5732 6028 








Seq. No. 


34379 




Seq. ID 


OJ990308_07. 9819.C35 


Gene No. 


71169 




Strand 


+ 


Start 


140 




End 


J. \J *i tJ 


Name 


OJ99030R 07 9819 P3S nl 






0I-1IN0L.M1N 


Start 


140 ~~ 




End 


504 


GI 


none 




Score 


Q9 


Exons 


140 .280. 367 504 








Seq. No. 


34 379 




Seq. ID 


OJ990308_07. 9819.C35 


,Gene No ., 


_ 7 1169 u - 




, St rand . 


+ : _ 


J.Start__^ir; 


, ,14 o ~ 




..End. ,..J~_~ 




Name 


OJ990308-07 9819 G3-5-ol- 


. tm - -- 


Method - - 


TBLASTX: Maize - - — 


Start 


213 _ 




End 


1046 


GI 


none 




Score 


58 


Exons 


213 281 214 282 356 


3Q1 


640. .720, 651. .722, 659. .721, 




670.. 723. 835 888 835 


879 


837. .947 


, 981. .1046, 983. .104 


Sea No 


34380 




Seq. ID 


OJ990308 07.9819.C36 


Gene No. 


71170 




Strand 


+ 


Start 


825 




End 


3580 


Name 


OJ990308 07.9819.C36.ol 


■ gs 


Method 


GENSCAN 


Start 


825 




End 


3580 


GI 


none 




Score 


.69 


Exons 


825. .907, 999. .1128, 1578. .1742, 2558. 


.2745, 3038. .3093, 




3412. .3580 






Seq. No. 


34380 




Seq. ID 


OJ990308_07. 9819.C36 


Gene No. 


71170 




Strand 


+ 


Start 


825 




End . 


3580 


Name 


OJ990308 07 . 9819.C3'6.ol 


tm 


Method 


TBLASTX: Maize 


Start ' • ■ - 


1-64 9 ; .-.>.. ■ . 




End '/ 


2607 • ■ 


Gf * ' 


none 




Score 


132 


Exons 


1649. . 1741, 1649. . 1741, 


1650. 


1742, 1650.. 1742, 2216. .2380, 




2217. .2369, 2227. .2373, 


2444 . 


2479, 2560.. 2607 ' 


Seq. No. 


34381' 




Seq. ID 


OJ990308._07. 9819.C37 


Gene No. 


71171 




Strand 




Start 


465 




End 


522 


Name 


OJ990308 07.9819.C37.ol. 


gp 


Method 


AAT/GAP 


Start 


465 




End 


522 


GI 


2799558 




Score 


98 


Exons 


465. .522 








Seq. No. 


34381 




Seq. ID 


OJ990308_07.9819.C37 


Gene No. 


71172 




Strand 





34375 



Start 
Name 
Start 
GI 

Exons 



468 End 5745 

OJ990308_07. 9819 . C37 . ol . gs Method GENSCAN 
468 End 5745 

none Score . 6 

468. .618, 1379. .1827, 2051. .2332, 2690. .2811, 3380. .3601, 
4176. .4239, 4506. .5745 





Sea. No 


34381 




Cprj T n 


UJ jUO 


_07, 


.9819 






Gene No. 


71172 




Strand 












Cf vf 
OLdlL 


A CO 
41 DO 




End 


5745 










Name 


OJ990308 07 9819 C37.o2 




Method 


AAT/GAP 










Start 


1491 _ 




End 


2135 










GI 


none 




Score 


1039 










F.xons 


1491 1951 2051 2135 
















Qprr NJn 

kJ C V-j . \w/ ■ 


34 38 1 




Seq. ID 


OJ990308 


_07, 


. 9819 






rpnp No 


71172 




Strand 












Start 


468 




End 


5745 










Name 


OJ990308 07.9819.C37.ol 


. tm 


Method 


TBLASTX: 


Maize 






Start 


3373 




End 


3611 










GI 


none 




Score 


173 










Exons. 


3373,. ...3594 ^ 337 9.. . 3603.,., 


.. 3386. 


.•J 60.1 , „ 33.9a-.. . .3 611 _ 










Seq. No. ■ 


• 34382 - ■ • - • - 




Seq. ID - 


OJ990308 


_07-. 


*9819 ; 


:-e38- 




Gene No. 


71173 




Strand 


+ 










Start 


2484 




End 


3509 








n\ 


Name 


OJ990308 07.9819.C38.ol 


.np 


Method 


AAT/NAP 








: s : 


Start 


2484 




End 


3509 








.: ; : 
; s s : 


GI 


5922623 




Score 


200 










Exons 


2484. .2564, 2942. .3098, 


3266. 


.3341, 3484. .3509 








s , 


GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 









gi|6016856|dbj IBAA85199.1I (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 34382 

Gene No. 71174 

Start 434 

Name OJ990308_07 . 9819.C38 .ol 

Start 434 

GI none 

Exons 434.. 520, 1715.. 1811, 1 
r 

'Seq. No. 34383' . 

Gene No.' 71175 

Start 1750 

Name OJ990308_07 . 9819.C39.ol 

Start 1750 

GI none 

Exons 1750.. 1892, 2384.. 2431, 
5988. .6273, 6510. .6575 



Seq. ID OJ990308_07.9819.C38 
Strand 

End 3011 

.gs Method GENSCAN 

End 3011 

Score . 5 
834. .1928, 2517. .2688, 2899. .3011 

*, Seq. ■ ID OJ990308_07 . 9819.C3? 

Strand + 

End 6575 

. gs Method GENSCAN 

End 6575 

Score .84 
5219. .54 66, 554 9. .5601, 5718. .588 6, 



Seq. No. 
Gene No. 
Start 

Start 
GI 



34383 
71176 
1587 

A TA A/ 

1587 
none 



?o±? . Ljy . oz . gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990308_07.9819.C39 

2960 
AAT/GAP 
2960 
1174 



34376 




Exons 1587.. 2141, 2903.. 2960 



Sea No 


34384 




Seq. ID 


O.TQQO^Oft 07 QftlQ 


P4 0 

• L4U 


f"2ono Mo 


71177 




O L X dl lu 






art 


14 4 




End 


fi?0 

DOU 




Name 


O.TQQO^Oft 07 QftlQ P40 o1 




Mo t" hnH 






Start 


144 _ 




End 






GI 


none 




Score 


ft ft 

■ o o 




Exons 


144. .150, 584. .630 












34385 




Seq. ID 


O.TQQO^Oft 07 QP.1 Q 


P4 1 

• L4 1 


fono Mo 


7117ft 

/ 11 / o 




O L X d I ILi 








41^ 
1 1 j 




HjI ILL 






In aiUG 


o.tqqo^or n 7 qriq r4i oi 


• y o 


Mo i~ h oH 

11C L i 1L>U 


rjFM^PAM 

OCjINOL^MIN 




Start 


413 ~~ 




End 


523 






1 1U11C 




OL-UI tr 


7 ^ 




Exons' 


413. .523 










Qpn No 


34386 




Qpn TD 


O.TQQO^OR 07 QftlQ 


P4 ? 


CpfiP Ma 
kJCllC LN L/ • 


7 1 1 7 Q 




OLI di 1U 






o Lai L 


1 fift 






717 




Mamo 


O.TQQO^Oft 07 QftlQ P4^ oi 


•.gs„_ , 


Mo t" h oH 
L_J t:^ L I 1 SiM ^ ^ 


PFMCIPAM 


— 




j ,i fin v ' 7 "~~ . _j j„i 




FnH 


.U-VJ 4I- -. — ^„ 


... - 


r;j . . - _ : - ' 
\j x 






'Score 






Exons 


168.. 578, 660.. 662 










c«n Ma 


"34 ^ft 

J1JO o 






OTQQD^OP 07 QftlQ 


P4 1. 


C2. ono Mo 


7 1 1 7 Q 

/ X X / _7 




utl ana 






o Lai L 


1 fift 
X DO 




HtllLl 


7 17 
/ x / 




Name 


O.TQQO^Oft 07 QftlQ P4^ oi 


. Llll 


Mo n oH 
l v it: LUUU 


TRT QQTY • M=» i 70 
1 DLriO 1 A . Hal Zc 




Of- = rf 

OLol L 


^57 — 




FnH 


7 17 
/ X / 




riT 

O X 


none 




Score 


1 61 

X O X 




Ili-A L>i 1 0 


TR7 S94 ^fiS ^47 


R R4 


c^o 719 


^4 0 717 




Seq. No. 


34387 




Seq. ID 


OJ990308JD7.9819 


.C44 


(lono Mo 


71180 




O LX CI i 1 Li 


+ 




o Ldl L 


1 

X 




FnH 

Hi I ILL 


^ R ^ 




Name 


OJQQO^OR 07 Qftl Q P44 oi 


. rip 


Mo \~ Vi oH 
l it; Li iL>U 


A AT /MA P 




9f art 

J LGJ. L 


1 ~ 

X 




FnH 

ILil 1LI 


c; C, T 




GI 


284 2424 




OLUIC 


1 1 4 

114 




FvAn o 
D AUI 1 iD 


1 110 217 "^fi 4 92 


jj j 










^■129^^4}^ RNA hpl i ppqp 


[Homo 


Sapiens j 






Seq. No. 


' 34367 




Seq. ID' 


OJ990308JD7. 9819 


.C44 


Cpnp Mn 


71180 

( X X O \J 




OLI allU. 


+ 




OLCll L, 


1 

X 




TTnH 


553 






O.TQQO^Oft 07 QR1Q P44 oi 


• Lin 


Mo +* Vi s~\ H 


TBLASTX: Maize 




9 fart - 


189 ~~ 

X O J 




FnH 


541 




Ljx 


none 




Score 


172 




Exons 


189. .335, 190. .336, 196 


. .336, 


417. .518, 


418. .537, 419. .541, 




422. .538 










Seq. No. 


34387 




Seq. ID 


OJ990308_07.9819 


.C44 


Gene No. 


71180 




Strand 


+ 




Start 


1 




End 


553 




Name 


OJ990308 07.9819.C44.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


211 




End 


538 





34377 




C T 
bl 


none 






Score 


1 A A 

14 4 




Exons 


Zll. , jjD, Zlj, . jjZ, 4o4 


. .5.38, 


4 4Z . . JJ / 






Seq. No. 


34388 






Seq. ID 


OJ990308 


_07.9819.C51 


Gene No. 


71181 






Strand 


+ 




Of arf 

b tar t 


519 






End 


lODO 




Name 


OJ990308 07.9819.C51.ol 


.gs 




Method 


u 1 m o 7\ m 
bbNbbAN 




bt art 


519 






End 


1 QCQ 
lb DO 




bl 


none 






Score 


•7 




^ t"\ ^ 

txons 


519. .685, 959. .1400, 1791. 


.1868 






beq. NO. 


34388 






Seq. ID 


OJ990308 


m Q01 Q /T1 


Gene No. 


71181 






Strand 


+ 




Start 


519 






End 


1868 




Name 


OJ990308 07.9819.C51.ol 


. tm 




Method 


TBLASTX: 


Mai ze 


btart 


1402 






End 


1821 




GI 


none 






Score 


172 




Exons 


1402. .1572, 1406. .1558, 


1477. 


. 1572, 1636. .1695, 


i /ron ICQ'S 

loo/. .loyj, 




1657. .1695, 1664. .1696, 


17 


B9. 


.1821, 1791.. 1820 




Seq. No. 


34389 






Seq. ID 


OJ990308 


_07.9819.C52 


p Gene. No , 


71182 






^Strand. 


+ _ 


; 


Of -,v>f 


1.037 






,.EnpL 






Name - 


OJ990308 07. 9819.C52.ol 


:gs 




Method- 


GENSCAN 




Of -ivf 

btart 


1037 






End 


2312 




bl 


none 






Score 


.96 




Exons 


1037. .1156, 1427. .1525, 


1630. 


.1784, 2001. .2066, 


ZzU4 . . ZoLZ 


beq. no. 


34389 






Seq. ID 


OJ990308 


m qqi q r^c;o 

u / . yo i y . ld^ 


Gene No. 


71183 






Strand 






Start 


1 






End 


390 




Name 


OJ990308 07. 9819.C52.ol 


np 




Method 


AAT/NAP 




Of « vf 

b tart. 


1 






End 


390 




C T 

bl 


5852093 






Score 


84 




Exons 


-1..81, 280. .390 












GI Descrip. 


(AL117264) zwhl6.1 [Oryza 


sativa] 






Seq. No. 


34389 






Seq. ID 


OJ990308 


_07. 9819.C52 


Gene fto. 


71184 






Strand 






Of -a v-f 

bt art 


3463 






End 


3564 




Name 


OJ990308 07. 9819.C52.ol 


gp 




Method 


AAT/GAP 




Oh — i -v-f 

btart 


3463 






End 


3564 




PT 
bl 


5004771 


» 




Score 


■157 ■ 




Exons 


3463. .3564' 












beq . no . 


34390 






Seq. ID 


OJ990308 


_07. 9819.C53 


bene no . 


71185 






Strand 


+ 




Start 


21 






End 


4470 




Name 


OJ990308 07. 9819.C53.ol. 


np 




Method 


AAT/N^P 




Start 


21 






End 


4095 




GI 


6513923 






Score 


1611 




Exons 


21. .683, 1193. .1357, 14E 


J2. 


.1619, 1689. 


.1840, 1946. .2054, 




2743. .2841, 2931. .2996, 


30? 


33. 


3190, 4012. .4095 





GI Descrip. (AC011664) putative mitochondrial processing peptidase 
[Arabidopsis thaliana] 

Seq. No. 34390 Seq. ID OJ990308_07 . 9819 . C53 



34378 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 
, t Start _ 
..Name, 

Start- - ■ 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



71185 Strand + 

21 End 4470 

OJ990308_07 . 98 1 9 . C53 . ol . gs Method GENSCAN 

165 End 4098 

none Score . 8 9 

165. .683, 1193. .1357, 1482. .1619, 1689. .1840, 1946. .2054, 

2743. .2841, 2931. .2996, 3083. .3190, 4012. .4098 



34390 
71185 
21 

OJ990308_07 . 98 19 . C53 . ol . gp 

437 

20118 2.R1084 



Seq. ID OJ990308_07. 9819.C53 

Strand + 

End 4470 

Method AAT/GAP 

End 4470 

Score 2866 



437. .683, 1193. .1357, 1482. .1619, 1689. .1840, 1946. .2054, 
2743. .2841, 2931. .2996, 3083. .3190, 4012. .4470 
'2258469 0.0"e+00 (AF009179) replication protein Al [Oryza 
sativa] 1 

34390 Seq. ID OJ990308_07 . 9819 . C53 

71186 . Strand + 

,.§6pi_„.._.__^ t _^^____ _ __End _ 12071^__ w , 

...pcraaaioi.^ 

9601 ■-- • • ■ • End " - 12071 " - " 

4760708 Score 85 

9601. .9639, 10994. .11188, 12000. .12071 
(AB012866) SAEl-S9-protein [Brassica rapa] 



34390 
71187 
6299 

OJ990308_07. 9819.C53.ol. 

153 

none 

153. .686, 245. .622, 529, 
1192. . 1359, 1192. . 1359, 
1482. .1622, 1668. .1841, 
1946. .2035, 1947. .2054,, 
2734. .2841; 2745. .2855, 
3049. .3186, 3079. .3201, 
4002. .4115, 4003. .4116, 
4147. .4197, 4214 . .4.321, 
-4368.- .4421 



tm 



. 687, 
1193. 
1677. 
1949. 
2928. 
3080. 
4003. 
4214. 



Seq. ID OJ990308 
Strand 

End 11944 
Method TBLASTX 
End 4421 
Score 801 
1191.. 1358, 1191. 
.1360, 1478. .1621, 
.1838, 1687. .1839, 
.2056, 2718. .2840, 
.3002, 2929.. 2994, 
.3202, 3086.. 3202, 
,4116, 4142 . .4195, 
,4321," 4234. .. 4323, 



07.9819.C53 



Maize 



,1358, 
1481. 
1688. 
2725. 
2930. 
4001. 
4146. 
4249. 



.1633, 
.1840, 
.2844, 
.3001, 
.4099, 
.4196, 
.4335, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



34390 
71187 
6299 

OJ990308_07 . 9819 . C53 . ol . 

156 

none 

156. .686, 165. .464, 251, 
1481. .1633, 1482. .1622, 
1946. .2035, 1947. .2054, 
2928. .3002, 2930. .3001, 

34390 
71187 



Seq. ID OJ990308_07. 9819.C53 
Strand 

End 11944 
tc Method TBLASTX : Cress 

End 3202 

Score 634 
.628, 1192. .1359, 1193. .1360, 
1668. .1841, 1677. .1838, 1688. .184 0, 
1959. .2054, 2725. .2844, 2745. .2843, 
3079. .3171, 3080. .3202 

Seq. ID OJ990308JD7. 9819. C53 
Strand 



34379 



C 4- -J y+- 


69 QQ 




Fnrt 

Hi I ILL 


1 1 Q A A 

i x y ft ft 




Name 




. us 


f\A s-\ +- V\ 
L v Jc LIlOQ 


i ojj/io i a . ooyoean 






-L 3 u 




FnH 


JOO 






none 




Score 






£iAUl ID 












Seq. No. 


34390 




Seq. ID 


OJ990308_07.9819. 


C53 


Gene No. 


71187 




Strand 






Start 


6299 




Fnrl 


1 1 Q4 4 




Name 






Mo "I - r\ H 
Luc L IlfJU. 






Cfarf 
O Lai L. 


9 4 S ~ 




FnH 


4 9 R 
fi Z 3 




GI 


none 






9 R Q 




F 1 von q 


94 S 494 94 6 49S 










Opn Kin 


^4 ^ Qn 




C orT T Pi 




LOO 


Gene No . 


71187 




Strand 






Start 


6299 




End 


11944 




Name 


OJ990308 07.9819.C53.o3 


. ts 


Method 


TBLASTX: Soybean 




Start 


422 




End 


1312 




GI 


none 




Score 


168 




Exons 


422. .598, 428. .628, 429 


. .686, 


528. ..698, 


1170. .1292, 1191 


. . 1304, 




U92.. r 13 1 1 1 93 . ..131 2„ . 











Seq. No; ■ ' • 34390 • • ■ • 

Gene No. '71187 
Start 6299 

Name OJ990308_07 . 9819 . C53 . ol . ts 

Start 1313 
GI none 
Exons 1313.. 1360, 

1674. .1841, 

1971. .2054, 

3079. .3201, 

4011. .4097 



1316. .1360, 1481. 
1677.. 1838, 1688, 



Seq.- ID 
Strand 
End 

Method 

End 

Score 
.1621, 
.1840, 



OJ990308 07.9819.C53 



2725. .2844, 2734. .2841, 

3079. .3201, 3080. .3202, 4003. .4068, 4009. .4098, 



11944 

TBLASTX : Soybean 
4098 
67 

1482. .1622, 1488. .1631, 
1946. .2035, 1947. .2054, 
2928. .3002, 2930. .3001, 



Seq. No. 


34390 








Seq. ID 


OJ990308 


07.9819.C53 


Gene No. 


71187 








Strand 








Start 


6299 








End 


11944 ■ 






Name 


OJ990308 07 


. 9819. 


C53.ol 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


1691 








End 


4109 






GI 


none 








Score 


256 






Exons 


1691. .1840, 


1692. 


.1841, 


1696.. 


.1860, 1946. .2035, 


1947. 


.2054, 




'1950. .2054, 


1952. 


..2056, 


2721. 


.2834, 27.25.. 2844, 


2734. 


.2841, 




2745.. 2843, 


2928. 


.3002, 


2930. 


".2992,' 3051. .3197,' 


3080. 


.3202, 




3085. .3201, 


4003. 


.4 068, 


4003. 


.4098, 4011. .4109 






Seq. No. 


34390 








Seq. ID 


OJ990308 


07. 9819.C53 


Gene No. 


71187 








Strand 








Start 


6299 








End 


11944 






Name 


OJ990308 07 


. 9819. 


C53.o2 


gp 


Method 


AAT/GAP 






Start 


5982 








End 


6283 






GI 


3769156 








Score 


565 






Exons 


5982. . 6283 
















Seq. No. 


34 390 








Seq. ID 


OJ990308 


07.9819.C53 


Gene No. 


71187 








Strand 








Start 


6299 








End 


11944 







34380 



Name 

Start 

GI 

Exons 



GI Descrip. 



OJ990308_07. 9819 . C53 . o2 . np 
5988 
833835 

5988. .6078, 6282. .6466, 6604. 
7966. .8081, 8189. .8444, 8912. 
9494. .9547, 10386. .10462 
(U26025) amygdalin hydrolase isoform AH I precursor [Prunus 
serotina] 



Method AAT/NAP 
End 10462 
Score 942 

.6713, 6822. .6943, 7395. .7626, 
.8999, 9083. .9154, 9288. .9363, 



Seq. No. 


34390 








Seq. ID 


OJ99030E 




Gene No. 


71187 








Strand 






Start 


6299 








End 


11944 




Name 


OJ990308 07 


9819 


.C53.o3 


. tm 


Method 


TBLASTX: 




Start 


6296 ~~ 








End 


6472 




GI 


none 








Score 


233 




Exons 


6296. . 6469, 


6301 


. .6468, 


6302. 


.6472, 6427. .6471 




Sea No 


34390 








Seq. ID 


OJ99030E 


i m QQ1 Q PCO 


Gene No. 


71187 








Strand 






Start 


6299 








End 


11944 




Name 


OJ990308 07 


9819 


.C53.o2 


.gs 


Method 


GENSCAN 




Start 


6299 ~~ 








...End«*-.^., 


JL194 4 


— 


,GX 










^Score.^... ^ 


v .ii„. 




Exons 


- 6299 64 70 


6605 


. . 6713/ 


6822".' 


.6924, -7026. ;7057-, 


/*JUj. . / DZO, 




7966 8081. 


8189 


. .8444, 


8912." 


.8999, 9083. .9154, 


y <co 0 ■ . .7.300, 




9494 


10394. .10460, 10952. .10998, 


11758. . 


1 1 CM A 
± 1 H *± 


Seq. No. 


34390 








Seq. ID 


OJ990308 


_07.9819.C53 


Gene No # 


71187 








Strand 






Start 


6299 








End 


11944 




Name 


OJ990308 07 


9819 


.C53.o5, 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6305 ~ 








End 


6469 


GI 


none 








Score 


85 




Exons 


6305 . . 6469, 


6402 


. .6467 










Seq. No. 


34390 








Seq. ID 


OJ990308 


_07.9819.C53 


Gene No. 


71187 








Strand 






Start 


6299 








End 


11944 ' 




Name 


OJ990308 07. 


9819 


.C53.o3. 


tc 


Method 


TBLASTX: 


Cress 


Start 


6308 — 








End 


6693 




GI 


none 








Score 


90 




Exons . 


6308. . 6472, \ 


6317 


. ..6472, 


6321. 


.64 73 e 6604 . . 6693 




Seq. No." 


34390 








Seq. : ID ' 


OJ990308 


_07'. 9819.C53 


Gene No. 


71187 








Strand 






Start 


6299 








End 


11944 




Name 


OJ990308 07. 


9819 


.C53.o3. 


gp 


Method 


AAT/GAP 




Start 


6416 






End 


7492 




GI 


5005372 








Score 


698 




Exons 


6416. .6470, 


6605 


. 6713, 


6822. . 


6924, 7026.. 7057, 


7403. .7492 


GI Descrip. 


1236961 3.0e 


-26 


(U50201) 


prunasin hydrolase precursor [Prunus 




serotina] 














Seq. No. 


34390 








Seq. ID 


OJ990308 


07.9819.C53 


Gene No. 


71187 








Strand 






Start 


6299 








End 


11944 




Name 


OJ990308 07. 


9819. 


C53.o4 . 


tm 


Method 


TBLASTX: 


Maize 



34381 



Start 
GI 

Exons 



6818 End 8013 

none Score 84 

6818. .6925, 6820. .6927, 6823. .6951, 7009. .7056, 7020. .7052, 

7404. .7544, 7405 .. 7632, 7405 .. 7452, 7503. .7631, 7960. .8013, 
7965. .8012 



Seq. No. 34390 

Gene No. 71187 

Start 6299 

Name OJ990308_07 . 9819 . C53 . o3 . tw 

Start 7503 

GI none 

Exons 7503.. 7631, 7549.. 7632, 7965. 

8912. .8992, 8917. .8997, 9090. 



Seq. ID OJ990308_07.9819.C53 
Strand 

End 11944 
Method TBLASTX : Wheat 
End 9369 
Score 63 

,8072, 8192. .8443, 8307. .8444, 
.9164, 9099. .9158, 9289. .9369 



Seq. No. 34390 

Gene No. 71187 

Start 6299 

Name OJ990308_07 . 9819 . C53 . o2 . ts 

Start 8016 

GI none 

.Exons 8016.. . 80?5 f /8184 . .J441, . 8189. 

; £ 9 32 ,3 0J3 2.,^,9.0.81..-.. 9.15,8 ,~ 90.8 2 , 

■-■ 9287. .9364, -94 8 6 . -. 9518 ,• 9494. 



Seq. ID OJ990308__07.9819.C53 
Strand 

End 11944 

Method TBLASTX : Soybean 

End 9520 

Score 205 

-8 4,4 Q,_892 3.^.90.00,^ 8929.^9000, . 
.;9l5i,_S2.72 .... 935£,„/9iiL„.ii69^-C 
.9520 - • ~- 



Seq. No. 34390 
Gene No. 71187 
Start 6299 

Name OJ990308_07 . 98 1 9 . C53 . o2 . tm 

Start 8028 
GI none 

Exons 8028.. 8084, 8028.. 8084, 8189. 

8906. .8962, 8917. .8961, 8935. 
9081. .9164, 9082.'. 9159, 9286. 
9486. . 
10393, 



Seq. ID OJ990308_07. 9819.C53 
Strand 

End 11944 
Method TBLASTX : Mai ze 
End 10464 
Score 71 

.8440, 8250. .8441, 8300. .8443, 
,8997, 8953. .9000, 8954. .9001, 
,9369, 9287. .9364, 9304. .9369, 
9554, 9494. .9553, 10361 .. 10459, 10392 .. 104 60, 
.10464, 10393. .10461 



Seq. No. 34390 

Gene No. 71187 

Start " 6299 

Name OJ990308__07 . 98 1 9 . C53 . o2 . tc 

Start 818 9 

'GI none " 

Exons 8i89. .8443, 8250..8441, 8300. 

9081. . 9158, " 9111. . 9158 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990308_07. 9819.C53 
11944 

TBLASTX: Cress 

9158 

184 



;8443; 8915. .9001, 8917. .9000, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34390 Seq. ID 

71187 Strand 

6299 End 

OJ990308_07 .9819.C53.o4 .gp Method 

8377 End 

572327 Score 



OJ990308_07. 9819.C53 

11944 
AAT/GAP 
9552 
638 



8377. .8444, 8912. .8999, 9083. .9154, 9288. .9363, 9494. .9552 
3820531/gb| AAC69619 . 1 | 2.0e-46 (AF072736) beta-glucosidase 
LPinus contort a] 



Seq. No. 



34390 



Seq. ID OJ990308_07. 9819.C53 



34382 




Gene No. 


71187 


Strand 




O Lai L 


69 QQ 


LjIIQ 


I 1 OA A 

I I y 4 ft 




o.TQQn^nfi m qriq pr^ o^ i-m 


ixie cnoa 


i dLAo i a : Ma i z e 


OL.Cli.l_ 


1 DQfift _ 

X U _7 O O 


Hjna 


1 1 -5 yo 


(IT 
\3 X 


I 1 Ul 1C 


Score 


Lot 


l?Ynn q 


lOQftfi 11994 11970 1 1 ^Q 1 ^ 






Cpn Mo 


?qi 






none No 


71188 


Strand 


+ 


Start 


13398 


End 


14563 


Name 


OJ990308 07.9819.C54.ol.gp 


Method 


AAT/GAP 


OLal L 


13398 


End 


14563 




33402 2.R1084 


Score 


406 


TT von c 


13398. .13530, 14466. .14563 






oX L/trot-I. X£J • 


'3337356 5.0e-62 (AC004481) 


putative protein transport protein 




SEC61 alpha subunit [Arabidopsis thaliana] 1 




34391 


Seq. ID 


OJ990308_07. 9819.C54 


UC11C • 


71189 


Strand 


+ 


Start 


14472 


End 


14621 


Name 


OJ990308 07.9819.C54.o2.np 


Method 






• 14472 




14621 , 




i337331:._, .„ 


.......S.CQ.r.e..^, 




Exons 


14472. -.14621 




■ - - --- - ■ 


O X UcoLI X£J • 


(AC004481)- putative protein 


transport 


protein SEC61 alpha 




subunit [Arabidopsis thaliana] 




Seq. No. 


34391 


Seq. ID 


OJ990308_07. 9819.C54 


Gene No. 


71190 


Strand 




O Lai L 


322 


End 


513 


Name 


OJ990308 07. 98 19 . C54 . ol . gs 


Method 


GENSCAN 




322 


End 


513 


(it 


none 


Score 


. 99 


Exons 


322. .513 






Cpn Mo 


34391 


Seq. ID 


OJ990308_07. 9819.C54 


Gene No., 


71191 


Strand 




Start 


7630 


End 


10241. 


iNalllc 


OJ990308 07 . 9819 . C54 . ol . np 


■ Method 


AAT/NAP ■ 


O Ccix L 


7630 


End 


10241 




4680186 


Score 


336 


IT VOT^I G 


7630.. 7812, 8230.. 8391, 1021 


8. ,10 f 241 






(AE111709) unknown' [Oryza sativa, subsp 


. indica] 


Seq; No; 


34392 


Seq. ID 


OJ990308_07. 9819.C55 


Gene No. 


71192 


Strand 




O Lai. L. 


432 " 


End 


996 


Name 


OJ990308 07.9819.C55.ol.gs 


Method 


GENSCAN 


oLdX L. 


432 


End 


982 




none 


Score 


.65 


Exons 


432. .446, 881. .982 






Seq. No. 


34392 


Seq. ID 


OJ990308_07.9819.C55 


Gene No. 


71192 


Strand 




Start 


432 


End 


996 


Name 


OJ990308 07.9819.C55.ol.ts 


Method 


TBLASTX: Soybean 


Start 


881 


End 


996 



34383 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



JLe&._No-_,.. 

r . jG e he. ..No ... ,._._ r 
Start- '•- 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 
881. .988, 891. .986, 892. .996 



105 



34393 
71193 
552 

OJ990308_07 . 9819 . C57 . ol . gp 

552 

none 

552. .925 



Seq. ID OJ990308_07.9819.C57 

Strand + 

End 925 

Method AAT/GAP 

End 925 

Score '704 



Seq. ID OJ990308_07.9819.C57 
Strand 

End 1087 

Method AAT/NAP 

End 1087 

Score 139 



34393 
71194 
893 

OJ990308_07.9819.C57.ol.np 
893 

6939230 
893. .1087 

(AC020579) putative mitochondrial carrier protein [Arabidopsis 
thaliana] 

. 343S3__.,,_ _ _ , .. r . ._Se.q._ID. ^ OJ990308_07,,9819 . C57 _ 

J.Il$A^^ mm ; ^ 

893; - ' • - -^ - - • - : • • End : 1087 - - ---- 

OJ990308_07.9819.C57.ol.tm Method TBLASTX: Maize 

922 End 1076 

none Score 184 

922. .1071, 924. .1076, 924. .1070 



34394 
71195 
1 

OJ990308_07. 9819. C59.ol. rip 

1 

2673917 
1..279, 374. .439, 629. .735 

(AC002561) putative ATP-dependent RNA helicase [Arabidopsis 
thaliana] 



Seq. ID OJ990308_07.9819.C59 

Strand 

End 735 

Method AAT/NAP 

End 735 

Score 8 9 



34394 
71195 

1 . . 

OJ990308_07.9819.C59.ol.gs 

180 

none 

180. .279, 374. .379 



Seq. ID OJ990308_07.9819.C59 
Strand 

End 735 

Method . GEN SCAN ■ r -'. 

End 379 " 

Score . 8 



34395 
71196 
1 

OJ990308_07.9819.C60.ol.np 
1 

6321710 
1..110, 348. .509, 576. .725 

Ygr271wp gi | 172377 6 |"sp I P53327 | YG50_YEAST PUTATIVE HELICASE 
YGR271W gi|2131712|pir| IS64604 hypothetical protein YGR271w 
yeast {Saccharomyces cerevisiae) gi | 13234 93 | emb | CAA97301 | 



Seq. ID OJ990308_07.9819.C60 
Strand 

End 725 

Method AAT/NAP 

End 725 

Score 297 



34384 



(Z73056) ORF YGR271w [Saccharomyces cerevisiae] 



Seq. No. 34395 

Gene No. 71196 

Start 1 

Name OJ990308_07 . 9819 . C60 . ol . gs 

Start 45 

GI none 

Exons 45. .110, 348. .509, 576.-679 



Seq. ID OJ990308_07.9819.C60 
Strand 

End 725 

Method GENSCAN 

End 67 9 

Score .89 



Seq. No. 34396 Seq. ID OJ990308_01 . 98 19 . CI 

Gene No. 71197 Strand 

Start 212 End 367 

Name OJ990308_01 . 9819. CI .ol . gp Method AAT/GAP 

Start 212 End 367 

GI jC-osleLIB3474037gllal Score 283 

Exons 212. .367 

GI Descrip. ' 5852182/emb | CAB55420 . 1 1 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 1 



Seq. No. 34397 Seq. ID 

,Gene, Nq^ . -.„_7 119.8 ....... Strand 

Name- • OJ990308_01-. 98 19 . C4 . : ol . tm ' -Method ■ 

Start 572 End 

GI none Score 

Exons 572.. 841 



OJ990308 01. 9819. C4 



• TBLASTX : Mai-ze- 
841 
193 



Seq. No. 


34397 








Seq. ID 


OJ990308_01.9819 


.C4 


Gene No. 


71199 








Strand 






Start 


2336 








End 


2635 




Name 


OJ990308 01 


9819. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2336 








End 


2635 




GI 


none 








Score 


115 




Exons 


2336. .2494, 


2362. 


.2493, 


2508 


..2630, 2516. .2635 




Seq. No". 


34398 








Seq. ID 


OJ990308_01.9819 


.C5 


Gene No. 


71200 








Strand 






Start 


27 








End 


658 




Name 


OJ990308 01. 


9819. 


C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


27 








End . 


359 




GI 


none 








Score 


360' 




Exons 


57.. 359, 86. 


'.346 












Seq. No. 


34398 








Seq. ID 


OJ990308_01. 9819 


.C5 


Gene No. 


71200 








Strand 






Start 


27 








End 


658 




Name 


OJ990308 01. 


9819. 


C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


33 








End 


658 




GI 


none 








Score 


434 




Exons 


33. .452, 86. 


.346, 


135. . 


350, 


599. . 658 







Seq. No. 34398 Seq. ID OJ990308JD1 . 9819 . C5 

Gene No. 71200 Strand 

Start 27 End 658 

Name OJ990308_01 . 98 19 . C5 . ol . ts Method TBLASTX : Soybean 

Start 78 End 461 



34385 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

78. .461, 128. .271, 144. 



Score 



274 



350 



34399 
71201 
24 

OJ990308_01. 9819.C7 .ol. tw 
24 

none 



Seq. ID OJ990308JD1. 9819.C7 
Strand 

End 810 

Method TBLASTX : Wheat 

End 477 

Score 121 



24. .245, 43. .477, 57. .359, 417. .476 



34399 
71201 
24 

OJ990308_01 . 9819. C7 .ol . tm 
31 

none 



Seq. ID OJ990308_01. 9819.C7 
Strand 

End 810 

Method TBLASTX : Maize 

End 615 

Score 215 



31. .183, 43. .192, 45. .185, 51. .194, 189. .362, 190. .615, 
310. .594, 417. .614 



Seq. No.. 
Gene .No 
4£art 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34399 

71201. - -j- • 

.2 4..,__. , 

OJ990308_01 .'98 19 . C7 . o2 . tw 

477 

none 

477. .758, 478. .810 



Seq. ID OJ990308_01. 9819.C7 

_ Strand-^ ; _ r ^ 

JlndZl SZ^XOjZZZ^l^ ' 

Method-' TBLASTX : Wheat • 

End 810 

Score 312 



34400 
71202 
1 

OJ990308JD1. 9819.C9.ol.gp 
1 

61605_3.R1084 
1. .201 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. ID OJ990308_01. 9819.C9 

Strand 

End 201 

Method AAT/GAP 

End 201 

Score 224 



Seq. No. 
Gene No. 
Start 
Name . 
Start • 
GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



34401 
71203 
3123 

OJ990308_01.9819.C13.ol.tm 

3123. ' . 

•» .i ■ 

none 



Seq. ID OJ990308_01.9819.C13 
Strand 

End 3539 

Method TBLASTX: Maize 

End 3506 

Score 117 ' 



3123. .3278, 3192. .3278, 3282. .3506, 3288. .3506 



34401 . 

71203 

3123 

OJ990308_01. 9819.C13.ol.ts 

3219 

5509260 



Seq. ID OJ990308_01. 9819.C13 
Strand 

End 3539 

Method TBLASTX : Soybean 

End 3539 

Score 62 



3219. .3269, 3221. .3271, 3297. .3428, 3333. .3440, 3423. .3539 



34402 
71204 



Seq. ID OJ990308_01.9819.C14 
Strand 



34386 




Start 


61 




EnH 


^9^ 

■D <i. O 




Name 


OJ990308 01.9819.C14.ol 


.tw 








Start 


61 




EnH 


^9 ^ 




GI 


none 






A P. 




Exons 

X-J Awl 1 <J 


61. .225, 76. .183, 84. .323 








Seq. No. 


34403 




Qorr T H 
ocy. J. Lf 


OTQQO^flft 01 Qfil Q 
UjyyUjUO U±.yo±y 


PI 7 


Gene No . 


71205 




Strand 






Start 


1147 




End 


1214 




Name 


OJ990308 01.9819.C17.ol 


.gp 


Method 


AAT/GAP 




Start 


1147 




End 


1214 




GI 


uC-osflM202048cl2bl 




Score 


106 




Ex on s 


1147. .1214 










ft T Dpqrr "i n 

VJ J- IS ^ O \— " -l_ _1_ kj' ■ 


'5257255/dbj IAP000364.1 


IAP000364 2.0e- 


-16 Oryza sativa genomic 




DNA, chromosome 8, clone : P002 6F07 1 






Seq. No. 


34404 




Seq. ID 


r\ TQQnino ni qqiq 


r"i Q 


Gene No. 


7 1 906 




C +- -r -a n H 






Start 


14 




End 


478 




Name 


OJ990308 01.9819.C19.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


14 




End 


"3*7 £ 
O / D 




GI 


_none ^ ; m . <jL ,.\_ /■ , - 




^Scpre_ r 







Ex-ons 


• '-■ - - ------ - 










Seq. No. 


34 4 04 . 




Seq. ID 


r\TQQfliriQ HT QQIQ 

ujyyujuo ui.yoiy 


. y 


Gene No. 


7 1 906 




oLrana 






Start 


14 




End 


478 




Name 


OJ990308 01.9819.C19.ol 


.tw 


Method 


TBLASTX .-Wheat 




o Lai l 


50 




End 


A £ Q 

fi o y 




GI 


none 




Score 


4 o y 




Exons 


50. .469, 103. .363, 152. 


367 








Seq. No. 


34404 




Seq. ID 


ujyyuoUo ui.ybiy, 


ciy 


Gene No. 


71 906 




Strand 






Start 


14 




End 


478 




Name 


OJ990308 01. 9819. CI 9. ol 


ts 


Method 


TBLASTX: Soybean 




Start 


95 




End 


478 




GI 


none 




Score 


274 




Exons 


95. .478, 145. .288, 161.. 


367 








Seq. No. 


34404 




Seq. ID 


,OJ990308_01. 9819. 


C19 


Gene No 


71207 




Strand 






Start 


554 




End 


■745 . . 


# 


Name 


OJ990308 0i;9819.Cl'9.o4 . 


tw 


Method 


" TBLASTX*: Wheat "' 




Start 


554 




End 


745 




GI 


none 




Score 


178 




Exon s 


554. .745, S56..744 










Seq. No. 


34404 




Seq. ID 


OJ990308JD1. 9819. 


C19-; 


Gene No. 


71208 




Strand 






Start 


746 




End 


1177 




Name 


OJ990308 01.9819.C19.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


746 




End 


1177 




GI 


none 




Score 


303 




Exons 


746. .1177, 886. .1098 ' 










Seq. No. 


34404 




Seq. ID 


OJ990308_01. 9819. 


C19 



34387 



Gene No. 71209 Strand 

Start 1376 End 1876 

Name OJ990308_01 . 9819 . C19 . o2 . tm " Method TBLASTX : Maize 

Start 1376 End 1837 

GI none Score 343 

Exons 1376. .1837, 1423. .1647, 1532. .1654, 1724. .1837 

Seq. No. 34404 Seq. ID OJ990308_01 . 98 19 . CI 9 

Gene No. 71209 Strand 

Start 1376 End 1876 

Name OJ990308JD1 . 9819 . C19 . o3 . tw Method TBLASTX: Wheat 

Start 1487 End 1876 

GI none Score 229 

Exons 1487.. 1876 

Seq. No. 34405 Seq. ID OJ990308_01 . 98 19 . C20 

Gene No. 71210 Strand 

Start 8694 End 8892 

Name OJ990308_01 . 9819 . C20 . 08 . tw Method TBLASTX : Wheat 

Start 8694 End 8892 

GI none Score 215 

..Exons. ..__8 6^^889L f _a695. ; ,.J^92.. _ , . • 



Seq. No.- -• 34405 " Seq. -ID- OJ990308_01 . 9819 .C20 - - 

Gene No. 71211 Strand 

Start 8947 End 9294 

Name OJ990308_01 . 9819 . C20 . 06 . tm Method TBLASTX: Maize 

Start 8947 End 9249 

GI none Score 24 5 

Exons 8947.. 9249, 8970.. 9050, 9023.. 9100 

Seq. No. 34405 Seq. ID OJ990308_01 . 9819 . C20 

Gene No. 71211 Strand 

Start 8947 End 9294 

Name OJ990308_01 . 98 19 . C20 . 06 . tw Method TBLASTX : Wheat 

Start 8947 End 9294 

GI none Score ' 308 

Exons 8947.. 9294 

Seq. No. 34405 Seq. ID OJ990308_01 . 98 19 . C20 

Gene No. 71212 . Strand 

Start 9628. . End 9981 

■•Name, "•■ ' OJ9'90308_01 . 98 19 . C20 . o7.. tw '..Method -TBLASTX: Wheat " ■ 

Start 9628 . . End 9981" 

GI none Score 261 

Exons 9628.. 9981 

Seq. No. 34405 Seq. ID OJ990308_01 . 98 19 . C20 

Gene No. . 71213 Strand 

Start 9985 End 10178 

Name OJ990308_01 . 98 19 . C20 . o7 . tm Method TBLASTX: Maize 

Start 9985 End 10178 

GI none Score 188 

Exons 9985.. 10176, 10023.. 10178 

Seq. No. 34405 Seq. ID OJ990308_01 . 9819 .C20 

Gene No. 71214 Strand 

34388 



# • 





10113 






FnH 






Name 


OJ990308 01.9819.C20 


04 . tw 




i dj_i/\o i a . in/near 




Of a r-t- 


10113 






FnH 








none 






Score 






F von c: 

III AU1 lO 


10113. 


.10553, 10114.. 


i ns Qfi 








Seq. No. 


34405 






Seq. ID 


OJ990308_01.9819 


.C20 


Gene No. 


71214 






Strand 






O Lai L 


10113 








i n^9 




Name 


OJ990308 01.9819.C20. 


04 . t S 


Mof Vi /^/H 


lDij/ioJ-A. ooyoean 




O Lai L 


10150 






FnH 


-L U fl D ft 






none 






Score 


i y j 




Hi AtJi lo 


10150. 


. 10464 










Seq. No. 


34405 






Seq. ID 


OJ990308_01.9819 


.C20 


Gene No. 


71214 






Strand 






OLal 1. 


10113 






End 


10626 




Name 


OJ990308 01.9819.C20. 


A f 

o 4 . tm 


L v Jtr Lf lOCJ. 


TBLASTX : Maize 




Cf a y-f 


10179 






FnH 


10626 






none 






Score 


373 




Hi A.W1 lo 


10179. 


.10421, 10183.. 


-L \J U o 

















..^S.eq-,;-ID„ 




Gene No.- 


71215 






- - Strand 






Start - 


10537 






End 


11013 




Name 


OJ990308 01.9819.C20. 


r\ 1 f e 


Method 


TBLASTX : Soybean 






10537 






End 


10932 




P T 


none 






Score 


57 




Exons 


10537. 


.10569, 10539.. 


IUjDO/ 


10573. .10626, 10575 1061 6, 






10681. 


.10932, 10689.. 


1 fl Q 9 9 








Seq. No. 


34405 






Seq. ID 


OJ990308_01.9819 


C20 


Gene No. 


71215 






Strand 






Of a rt" 
O Lai U 


10537 






End 


11013 




Name 


OJ990308 01.9819.C20. 


c: f 

o o . tm 


Method 


TBLASTX : Maize 




Of a v-f 


10681 






End 


11013 




rir 


none 






Score 


310 




DAUilO 


10681. 


.11013, 10734.. 


11019 
i j. u ± z 








Seq. No. 


34405 






Seq. ID 


OJ990308_01.9819 


C20 


Gene No. 


71215 






Strand 






Cf a rt- 


10537 






End 


11013 




Ncime 


■ OJ990308 01..9819.C20. 


Oj . tW 


Method 


TBLASTX: Wheat 




C.f a r-+- 


10683 






End 


10947 ■ 




r t 


none 






Score 


373 




LAUIlo 


10683. 


.10946-, 10684.. 


1 fl Q 4 7 








Seq. No. 


34405 






Seq. ID 


OJ9903'08_01. 9819. 


C20 


Gene No. 


71216 






Strand .. 






Of -a r f 


10948 






End 


11373 




Name 


OJ990308 01.9819.C20. 


O J . L.W 


Method 


TBLASTX: Wheat 




Start 


10948 






End 


11373 




GI 


none 






Score 


596 




Exons 


10948.' 


.11373, 10950.. 


11366, 


11023. .11373 




Seq. No. 


34405 






Seq. ID 


OJ990308_01.9819. 


C20 


Gene No. 


71216 






Strand 







34389 



Start 
Name 
Start 
GI 

Exons 



10948 End 

OJ990308_01 . 98 19 . C20 . o3 . ts Method 

10954 End 

none Score 
10954. .11202 



11373 

TBLASTX: Soybean 

11202 

207 



Seq. No. 


34405 




Seq. ID 


OJ990308 01 . 9819.C20 


Gene No . 


71216 




Strand 




Start 


10948 




End 


11373 


Name 


OJ990308 01.9819.C20 


.o2. tm 


Method 


TBLASTX: Maize 


Start 


11020 




End 


11373 


GI 


none 




Score 


461 


Exons 


11020 . . 11373, 11025 . 


.11366 






Seq. No. 


34405 




Seq. ID 


OJ990308 01.9819.C20 


fipnp No 


71217 




Strand 




Start 


11401 




End 


12807 • 


Name 


OJ990308 01.9819.C20 


,o2 .tw 


Method 


TBLASTX: Wheat 


Start 


11401 




End 


11940 


GI 


none 




Score 


634 


Exons 


1.1401. .11940, 11583. 


.11936 






.~Seq.._,ijo. 


3 .4.40 K Z.^Z^Z : ~^'~JZ 




Seq.. -ID.. 




Gene No. 


71217 




Strand 




Start 


11401 




End 


12807 


Name 


OJ990308 01.9819.C20 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


11638 




End 


11964 


GI 


none 




Score 


90 


Exons 


11638. .11820, 11821. 


.11964, 


11823. .11945 



Seq. No. 34405 

Gene No. 71217 

Start 11401 

Name OJ990308_01 . 9819 . C20 . o2 

Start 11728 

GI none 

Exons 11728. . 11988, 11739.. 11 

Seq. No. 34405 

Gene No. 71217 

Start 11401 

Name • OJ990308_01 . 9819 . C20 . o3 

Start ^ 11787 .' . 

GI none ' 

Exons 11787. .12074, 11787.. 12 



Seq. ID OJ990308_01.9819.C20 
Strand 

End 12807 

.ts Method TBLASTX: Soybean 

End 11988 

Score 301 
987, 11740. .11988 

Seq. ID OJ990308_01.9819.C20 
Strand 

End 12807 

.tm . Method TBLASTX: Maize 

End. . 12078 

Score 161 
074, 11788 .. 12078, 11920. .12075 



Seq. No. 34405 

Gene No. 71217 

Start 11401 

Name OJ990308_01 . 98 19 . C20 . ol . tw 

Start 11947 

GI none 

Exons 11947. .12573, 11956 12294 , 
12513. .12572 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990308_01.9819.C20 
12807 

TBLASTX: Wheat 

12573 

722 



12006. .124 52, 1231-9. .12531, 



Seq. No. 34405 Seq. ID OJ990308_01 . 98 19 . C20 

Gene No. 71217 Strand 

34390 




Start 


11401 


End 


12807 




\J<J^^s\JJ\JO U I • 1 J . Lt U t Ul . L Hi 


Method 


TBLASTX: Maize 


Of- y-4- 


1 OI oc ~" 
1Z1ZD 


End 


12687 


o X 


n on o 
nunc 


Score 


229 


Hi J\ Ul 1 o 


19196 199A1 19197 1 99QQ 


1214 7. . 12290, 12285. . 124 4 9, 




199R6 19687 1 9446 19M1 


12513. .12683 


Seq._ No. 


34405 


Seq. ID 


OJ990308_01.9819.C20 


Gene ' No . 


71217 


Strand 




O L a I L 


114 01 

X X 1 L* X 


End 


12807 




OiTQQmnfl 01 QP1Q C0C\ oQ f w 


Method 


TBLASTX: Wheat 


o Lai L 


1 9 R7 4 ~~ 

X Z, D 1 H 


End 


12807 


(IT 


n on o 


Score 


141 




19S74 196R7 19S77 


12669. . 12686, 12700. .12807 


Seq. No. 


34406 


Seq. ID 


OJ990308_01.9819.C22 


Gene No . 


71218 


Strand 






1338 


End 


1732 


Name 


OJ990308 01. 9819.C22.ol.tw 


Method 


TBLASTX: Wheat 


O Lai L 


1338 


End 


1723 


O J. 


none 


Score 


60 


F 1 von <5 


^,,1338^14 30^, 1138^ 1406^.^29. 14 30,. ^1 7 2 3,_14.3 Q...„1621 










Seq. No. - • 


• 34406 - - - 


- Seq-. ID-' 


0 J 9 9 0 3 0 8 _01 " 9 81 9.C 22 


Gene No. 


71218 


Strand 




Q-H -a V-+- 
O Lai L 


1338 


End 


1732 


Name 


OJ990308 01. 9819.C22.ol.ts 


Method 


TBLASTX: Soybean 


O Ldl L 


1430 


End 


1732 


O -L 


none 


Score 


199 


P 1 von <5 


1430. .1732 






Seq. No. 


34406 


Seq. ID 


OJ990308_01. 9819.C22 


Gene No. 


71219 


Strand 




Start 


1997 


End 


2428 


Name 


OJ990308 01. 9819.C22.o2. tw 


Method 


TBLASTX: Wheat 


O Lai L 


1997 


End 


2428 


(IT 

O I 


none 


Score 


123 


U 1 von q 


1997. .2113, 1998. .2117, 2144 


. .2428 




Qorr Mo 


34407 


Seq. ID 


OJ990308 01.9819.C23 


Gene No 


71220 


Strand 


+ 


Start ■ 


1359 


End 


1666 


Name 


OJ990308- 01,9819.C23.ol.gp . 


.Method 


AAT/GAP 


Start 


1359 


End 


1666 


(IT 
\J X 


61605 3.R1084 


Score 


445 


T* 1 von q 

Hi A. L* 1 1 O 


1359. .1666 






OJL UcaLilL 1 . 


, 1402920/emb|CAA66965| 2.0e- 


20 (X98321) 


peroxidase [Arabidops 




thaliana] 1 




Qcirr M/-\ 
OcCJ. LN O . 


34408 


Seq. ID 


OJ990308 01.9819.C27 


Gene No. 


71221 


Strand 


+ 


Start 


1230 


End 


1537 


Name 


OJ990308 01.9819.C27.ol.gp 


Method 


AAT/GAP 


Start 


1-230 


End 


1537 


GI 


61605 3.R1084 


Score 


446 


Exons 


1230. .1537 






GI Descrip. 


, 1402920/emb|CAA66965| 2 . Oe- 


20 (X98321) 


peroxidase [Arabidops: 



34391 



thaliana] ' 



Seq. No. 


34408 






Seq. ID 


OJ990308_01.9819 


• f 


Gene No. 


71222 






Strand 






Start 


4741 






End 


5274 




Name 


OJ990308 01.9819 


. C27 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4741 ~~ 






End 


5037 




GI 


none 






Score 


47 




Exons 


4741. .4809, 4741 


. .5037, 


4850 


..5014, 4858. .5034 




Seq. No. 


34408 






Seq. ID 


OJ990308JD1.9819 






71222 






Strand 






Start 


4741 






End 


5274 




Name 


OJ990308 01.9819 


.C27.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


4741 






End 


4918 




GI 


none 






Score 


98 




Exons 


4741. .4917, 4844 


.4918 










Seq. No. 


34408 






Seq. ID 


OJ990308_01. 9819 


.C27 


Gene No . 


71222 






Strand 






Start 


4741 






End 


5274 




Name 


OJ990308 01 9819 


C27 . ol 


tw 


_ Method^ 


TBLASTX: Wheat . ■ 




Start 










,i2Z4,2_;-,_ 'Z^Z 




GI 


none 






Score - 


78 - -- - 




SZj A. Ul 1 O 


4918. .5274, 4919. 


.5059,. 




..5068, 5101. .5238, 5174. .5266 


Seq. No. 


34409 






Seq. ID 


OJ990308_01.9819 


.C32 


Gene No. 


71223 






Strand 


+ 




Start 


5422 






End 


5807 




Name 


OJ990308 01.9819. 


C32.ol 


.gp 


Method 


AAT/GAP 




Start 


5422 






End 


5807 




GI 


uC-osflcyp033a04bl 




Score 


633 




Exons 


5422. .5807 












GI Descr ip . 


' 6016845/dbj IAP000570. 1 IAP000570 3.0e- 


59 Oryza sativa genomi 




DNA, chromosome 1, clone : P0711E10 f 






Seq. No. 


34409 






Seq. ID 


OJ990308_01.9819 


.C32 


Gene No. 


71224 






Strand 






Start 


7438 






End 


7636 




Name 


OJ990308 01.9819. 


C32.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


7438 






End 


7636 




GI 


none 






Score 


208 




Exons 


7438.. 7635, 7439. 


.7636 










Seq. No. 


34409 






Seq. ID 


OJ990308_01. 9819. 


C32 


Gene No 


71225 






Strand 






Start 


7685 






End . 


8032 




Name 


OJ990308 01.9819. 


C32.ol. 


tw 


Method 


TBLASTX :Wheat 




Start 


7 68 f 5 






End 


8032 




GI 


none 






Score 


316 




Exons 


7685.. 7933, 7688. 


.8032 










Seq. No. 


34409 






Seq. ID 


OJ990308_01.9819. 


C32 • 


Gene No. 


71225 






Strand 






Start 


7685 






End 


8032 




Name 


OJ990308 01.9819. 


C32.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7688 






End 


7993 





34392 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
_Start_ 
_Naine_._^ „ 

Start ■ - 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name , 
Start , 
GI 

Exons 



none 

7688. .7993, 7688. .7933 

34409 
71226 
8371 

OJ990308_0 1 . 98 1 9 . C32 . o3 . tw 

8371 

none 

8371. .8724, 8461. .8649 

34409 
71227 
8856 

OJ990308_01.9819.C32.o2.tw 
8856 
none 



Score 



248 



Seq. ID OJ990308_01.9819.C32 
Strand 

End 8724 

Method TBLASTX : Wheat 

End 8724 

Score 253 



Seq. ID OJ990308_01.9819.C32 
Strand 

End 9154 

Method TBLASTX : Wheat 

End 9154 

Score 225 
8856. .9089, 8857. .9090, 9077. .9154, 9085. .9147 

34409 Seq. ID OJ990308_01 . 98 19 . C32 
71227 Strand 
^.885.6. „ _End_ ^9154 , . _/ 

, Ja jagaaojL.ciL ^sai a .ci2..,oI. m^v.^etiiQd. ...tm^^z^ LI 

8866 ' • • - ' - - End 9154 

none Score 228 

8866. .9084, 8916. .9098, 9073. .9150, 9077. .9154 



34410 
71228 
1234 

OJ990308JD1. 9819.C33.ol.gp 
1234 

95437_1.R1084 
1234. .1688 

'4512226/dbj I AB014738 . 1 | AB014738 1.0e-134 Oryza sativa 
gypsy-type retrotransposon RIRE3 DNA, internal region, complete 
sequence 1 



Seq. ID OJ990308_01.9819.C33 

Strand + 

End 1688 

Method AAT/GAP 

End 1688 

Score 778 



34410 
71229 
2057 

OJ99030a_01. 9819.C33.o8.tw 
2057 ' . 

none 



Seq. ID OJ990308_01.9819.C33 
Strand 

End 2454 

Method TBLASTX: Wheat . 

End .2454 • * 

Score 58 



2057. .2107, 2120. .2146, 2230. .'2250, 2257 .. 2454 ,' 2283 .. 2453, 
2365. .2454 



Seq. No. 

Gene : No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



34410 
71230 
2483 

OJ990308_01.9819.C33.o6. tw 

2483 
none 



34410 
71230 



Seq. ID OJ990308_01.9819.C33 
Strand 

End 2841 

Method TBLASTX : Wheat 

End 2841 

Score 58 



24 83..26S9, 24 90. .2684, 24 91. .2841 



Seq. ID OJ990308_01.9819.C33 
Strand 



34393 



Start 
Name 
Start 
GI 

Exons 



2483 End 

OJ990308_01. 9819.C33.o6.tm Method 

24 91 End 

none Score 
2491.. 2796, 2505.. 2621 



2841 

TBLASTX: Maize 

2796 

232 



Seq. No. 34410 Seq. ID 

Gene No. 71231 Strand 

Start 3151 End 

Name OJ990308_01 . 98 19 . C33 . o7 . tm Method 

Start " 3151 End 

GI none Score 

Exons 3151. .3474 



OJ990308_Q1.9819.C33 
3579 

TBLASTX : Maize 

3474 

187 



Seq. No. 


34410 








Seq. ID 


OJ990308_01.9819.C33 


Gene No . 


71231 








Strand 




Start 


3151 








End 


3579 


Name 


OJ990308 01. 


9819 


C33.o7 


,tw 


Method 


TBLASTX: Wheat 


Start 


3157 








End 


3579 


GI 


none 








Score 


164 


Exons 


3157 3366. 


3213 


. 3365, 


3411 


..3524, 3412.. 3579. 


.;S,aq..-,N.cu 


ZZZIZZaaxq'Z ~:ZZZ 








^:Seq : .„.ID. 


_Q J9.9.Q3 OR, 0 1 . 9 8 1 9 . C 3 3 


Gene No . 


71232 








Strand - 




Start 


3694 








End 


4563 


Name 


OJ990308 01. 


9819 


C33.o3 


tw 


Method 


TBLASTX: Wheat 


Start 


3694 








End 


4176 


GI 


none 








Score 


52 


Exons 


3694. .3744, 


3798. 


.4133, 


3799 


. .4176 




Seq. No. 


34410 








Seq. ID 


OJ990308_01. 9819.C33 


Gene No. 


71232 








Strand 




Start 


3694 








End 


4563 


Name 


OJ990308 01. 


9819. 


C33.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


3706 








End 


3995 


GI 


none 








Score 


276 


Exons 


3706. .3993, 


3802. 


.3993, 


3804 


.3995 




Seq. No. 


34410 








Seq. ID 


OJ990308_01.9819.C33 


Gene No. 


71232 








Strand 




Start 


3694 








End 


4563 


Name 


- OJ990308 01. 


9819. 


C33.o2. 


tc 


Method 


TBLASTX: Cress - 


Start. 


'. 3823 . 








End 


4140 ■ • 


GI 


none 








Score 


' 180 


Exons 


3823.. 4140 













Seq. No. 


34410 








Seq. ID 


OJ990308_01.9819.C33 


Gene No. 


71232 








Strand 




Start 


3694 








End 


4563 


Name 


OJ990308 01. 


9819 


C33.o3 


tm 


Method 


TBLASTX : Maize 


Start 


4063 








End 


4563 


GI 


none 








Score 


167 


Exons 


4063. .4242, 


4071 


.4217, 


4249. 


.4563, 4314. .4442, 4411. .4521 


Seq. No. 


34410 








Seq. ID 


OJ990308_01. 9819.C33 


Gene No. 


71232 








Strand 




Start 


3694 








End 


4563 



34394 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

_Seq^ No. 
...Gene .-Ncu 

Start - 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

Seq. No. 

Gene No. 

Start 

Name 
.Start , 
.GI 

Exons 

Seq. , No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ990308_01, 
.4117 
none 

4117. .4149, 

34410 
71232 
3694 

OJ990308_01. 
4225 
none 

4225. .4527, 

34410 
71233 
4528 

OJ990308JD1. 
4528 
none 

4528. .4941, 

_34410_ _ 

452-8----- 

OJ990308_01. 
4534 
none 

4534. .4779, 

34410 
71233 
4528 

OJ990308_01. 
4599 
none 

4599. .4949, 

34410 
71234 
4942 

OJ990308_01. 
4942 
. none 
4942.".5520, 

34410 
71234 
4942 

OJ990308_01. 
5170 
none 

5170. .5484, 

34410 
71234 
4942 

OJ990308 01. 



9819.C33.ol.ts 
4119. .4148, 4153, 

9819.C33.o5.tw 
4226.. 4306, 4227. 

.9819.C33.o2.tw 
4560. .4940 

, 9819.C33.o3.ts • 
4551. .4679 

9819.C33.ol.tm 
4600... 4953, 4600. 

9819.C33.ol.tw 
4 953. .5516' 

9819.C33.o4 . tm 
5280. .5483 

9819.C33.ol.tc 



Method TBLASTX : Soybean 
End 4512 
Score 57 
.4512, 4155. .4193, 4221. .4511 



Seq. ID OJ990308_01.9819.C33 
Strand 

4563 

TBLASTX: Wheat 
4527 
379 



End 

Method 
End 
Score 
.4511 



Seq. ID OJ990308_01.9819.C33 
Strand 

End 4 962 

Method TBLASTX : Wheat 

End 4 941 

Score 585 



Seg.._ ID_ OJ990308_01. 981 9.C33 . 

S-trandLv...........^. _„ 

4962 - ' 



End 
Method 
End 
Score 



TBLASTX; Soybean 

4779 

207 



Seq. ID OJ990308_01.9819.C33 
Strand 

4962 

TBLASTX: Maize 
4962 
482 



End 

Method 
End 
Score 
.4962 



Seq. ID OJ990308_01.9819.C33 
Strand 

End 5568 

Method TBLASTX: Wheat 

End 5520 _ ; 

Score 653 . * .* 



Seq. ID OJ990308_01.9819.C33 
Strand 

End 5568 

Method TBLASTX : Mai ze 

End 5484 

Score 279 



Seq. ID OJ990308_01.9819.C33 
Strand 

End 5568 

Method TBLASTX : Cress 



34395 






COOT 
OzZ / 






tnu 


O 03 4 




P T 


none 






Score 


y u 




Exons 


coot c.a nn 


JlUl . . DDHH , 


*\A n^ 

04 UO . 


.0040 






Seq. No. 


34410 






Seq. ID 


OJ990308_01.9819 


.C33 


Gene No. 


71234 






Strand 






Of--, 








Hjna 


0 0 Do 




Name 


OTQQn^np m 

(JjyyUOUo Ul . 


QOI Q pOO 

yoiy . loo . oz 


f- 0 
. US 


Method 


i oJjAo 1 a : ooyoean 




C -f- a •*-+- 


OjUo 






tina 


00 Do 




p T 
(ol 


none 






Score 


9Q7 

z y / 




Exons 


JjUO . . J jDO/ 




jjIj . 


.000/ 






Seq. No. 


34410 






Seq. ID 


OJ990308_01.9819 


.C33 


Gene No. 


71235 






Strand 






Of a y +- 


J^O J 






Hjna 


0 y u 0 




Name 


uu yyu jUo ui . 


QQ1 Q PO^ _ O 


-Km 




1 bJjAo 1 a : Maize 




Of- v-f- 


S4 P. 0 














none 






Score 


j4 /I 9 
4 4 Z 




Exons 


q / p c con? 

J40J . . jOUl, 


0*1:70.. 0/4/, 


Q7 

O 4 -7 / ■ 


• J / 






Seq. No. 


34410 






Seq. ID 


OJ990308JU.9819 


C33 


Gene No. 


_ 7.1235 




~- ........ 










^ p.4.o 0_ 






t< no_„ -~ ...-^ 


„o.yui3 — ^ — . 




Name ' 


uj yyu jud ui. 


QQ1 Q POO ~ / 


. lW 


Method ' 


1 dIjAo 1 a : wneat: 




btart 


R CL O £ 






bna 


0 y uo 




P T 


none 






Score 


1 yz 




Exons 


OOZ O . . Oo / J , 




ooz / . 


. 0 0 0 y 






Seq. No. 


34411 






Seq. ID 


OJ990308_01.9819 


C34 


Gene No. 


71236 






Strand 






Cf a 

o tar t 


195 






bna 


Oo ft 




Name 


OJ990308 01. 


9819.C34.ol 




Method 


1 bLiAo 1 a : wnea l 




oiari 


195 








0 0 4 




p t 
UI 


none 






Score 


>fl /t cr 
41 4 0 




Exons 


195.. 584, 197.. 520 










Seq. No. 


34411 






Seq. ID 


OJ990308_01.9819 


C34 


Gene No. 


71236 






Strand 






Of a y~-»r 


195 






tnu 


0 O 4 




Name 


OJ990308 01. 


9819.C34.ol 


■f- 

. tin 


Method 


TOT 7\ C TV • -I r-,rt 

1 riij/\o 1 a : Ma 1 z e 




OLdit 


227 








A Q Q 
4 0 O 






none , 






Score 


£ 0, 0 . 




Exons^ 


. 227. .487, 22 


8 . . 4 88 ... : 










Seq. No. 


34412 






Seq. ID 


OJ990308_01. 9819 


C35 


Gene No. 


71237 






Strand 








2453 






n.nQ. 


z y 0 y 




Name 


OJ990308 01. 


9819.C35.ol 




Method 


1 DbAo 1 a : wneat 






2453 








OQ AO 

Zo4z 




p t 


none 






Score 


0 /I O 

z 4 0 




Exons 


2453. .2842 












Seq. No. 


34412 






Seq. ID 


OJ990308_01. 9819. 


C35 


Gene No. . 


71237 






Strand 






Start 


2453 






End 


2989 




Name 


OJ990308 01. 


9819.C35.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2611 






End 


2974 





34396 



GI none 

Exons 2611.. 2973, 2612.. 2974, 2852. 

Seq. No. 34412 

Gene No. 71237 

Start • 2453 

Name OJ990308_01 . 9819. C35 . ol . ts 

Start* 2615 

GI none 

Exons 2615.. 2758, 2765.. 2989 

Seq. No. 34413 

Gene No. 71238 

Start 404 

Name OJ990308_01 . 9819. C38 . o2 . tw 

Start 404 

GI none 

Exons 404.. 601, 405.. 602 

Seq. No. 34413 

Gene No. 71239 

Start.. 651 _ . , . _ 

.Name__;^^ 

Start - • ■- 651 - - • • 

GI none 

Exons 651.. 899, 654.. 953 

Seq. No. 34413 

Gene No. 71239 

Start 651 

Name OJ990308_01 . 98 19 . C38 . ol . tm 

Start 654 

GI none 

Exons 654.. 959, 654.. 899 



Score 
.2974 



349 



Seq. ID OJ990308_01.9819.C35 
Strand 

End 2989 

Method TBLASTX : Soybean 

End 2989 

Score 95 



Seq. ID OJ990308_01.9819.C38 
Strand 

End 602 

Method TBLASTX : Wheat 

End 602 

Score 208 



Seq. ID OJ990308_01.9819.C38 
Strand 

End. 959 . 



...Met hod.,. ..._TBLAS.TX.LWhe at. 



End • 
Score 



953 
288 



Seq. ID OJ990308_01.9819.C38 
Strand 

End 959 

Method TBLASTX : Mai ze 

End 959 

Score 248 



Seq. No. 34414 

Gene No. 71240 

Start 535 

Name OJ990308_01. 9819 . C39 . ol . tw 

Start 535 

GI none 

Exons. 535.. '939, 536.. 940 

Seq. No. 34414 

Gene No. 71240 

Start 535 

Name OJ990308_01 . 98 19 . C39 . ol . tm 

Start . 613 

GI none 

Exons 613.. 906, 613.. 969, 680.. 970 

Seq. No. 34414 

Gene No. 71241 

Start 940 

Name OJ990308_01 . 98 19 . C39 . o2 . tw 

Start 940 

GI none 



Seq. ID OJ990308_01.9819.C39 
Strand 

End 970 

Method TBLASTX: Wheat 

End 940 

Score 391 



Seq. ID OJ990308_01. 9819. C39. 
Strand 

End 970 

Method TBLASTX : Mai ze 

End 970 

Score 104 



Seq. ID OJ990308_01.9819.C39 
Strand 

End • 1317 

Method TBLASTX : Wheat 

End 1227 

Score 209 



34397 



Pyrin <3 


940. . 


1008, 


Q4 1 


1138, 1162.. 


1971 1 1 7^ 


• ■ Il^v) 






Seq. No. 


34414 










Seq. ID 


OJ990308 


01.9819.C39 


Gene No. 


71241 










Strand 








Start 


940 










End 


1317 






Name 


OJ990308 01 


9819 

. z? o j. z* 


.C39.o2 


.tm 


Method 


TBLASTX : 


Maize 






97 4 










End 


1317 






GI 


none 










Score 


139 






pvnn c 


974. . 


1177, 


97 6 

Z/ f \J • • 


999, 1013.. 1135, 1149. 


.1277, 1150. .1317 




34415 










Seq. ID 


OJ990308 


01.9819.C45 


Gene No. 


71242 










Strand 








Start 


3003 










End 


5382 






Name 


OJ990308 01 


.9819 


.C45.o2 


. tm 


Method 


TBLASTX: 


Maize 




Cfarf 


3003 










End 


5382 








none 










Score 


60 






r von q 


3003. 


.3173, 


5019 


. .5324, 


5025 


..5054, 5029.. 5328, 


5029. 


.5328, 




5100. 


.5333, 


5332 


. .5382, 


5333 


. .5359 








i_> ~ v-^ • nU • 


34415 










Seq. ID 


OJ990308 


01.9819.C45 




71242 










Strand - 








Start 


_3003^ 










^ End 


§382 






Name 


: 0 J,9 a0.3 0.8_0 1,^8X9 .£A 5,..ql . 


..tia^ ( 


Method.-^ 


.TBLAsf£:. 


Mai za... 




Start ■ 


3202 










- End ' 


4896 








none 










Score 


53 








3202. 


.3249, 


3264 


. .3344, 


3264 


. .3557, 3276. .3347, 


3285. 


.3569, 




3303. 


.3788, 


3306 


. .3791, 


3334 


..3570, 3475. .3570, 


3522. 


.4013, 




3524 . 


.3733, 


3534 


. .3863, 


3744 


..4235, 3745. .3852, 


3750. 


.3917, 




3922. 


.4014, 


3959 


. . 4048, 


3966 


..4235, 3978. .4283, 


4123. 


.4305, 




4126. 


.4296, 


4137 


. .4457, 


4188 


..4679, 4192. .4296, 


4336. 


.4479, 




4342. 


.4446, 


4353 


. .4499, 


4353 


. .4457, 4460. .4675, 


4558. 


.4719, 




4560. 


.4895, 


4560 


. .4889, 


4560 


..4679, 4564. .4680, 


4591. 


.4680, 




4634 . 


.4843, 


4641 


. .4895, 


4644 


. .4889, 4813. .4896 







Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



34416 . Seq. ID 

71243 Strand 

218 End 

OJ990218_01.9819.C4 .ol.gs Method 

218 End 

none Score 

218. .322, 327. .390, 530. .582 



OJ990218_01. 9819.C4 
582 

GEN SCAN 
582 
. 6 



34417 
71244 
72 

OJ990218_01 . 9819 . C5 . ol .gs 
72 

none 



Seq,. . ID 
Strand 
End 

Method 
End 
Score 

72. .77, 108. .202, 518. .597, 1015. .1308, 1819. .1980, 3576. .3687, 
4447. .4535, 4614. .4682, 4766. .4895, 5319. .5477, 5580. '.5940, 
6156. .6265, 6566. .6722, 8149. .8561, 8641. .8833, 9197. .9748 



■OJ990218-_.01.98l9.C5. 
+ 

9889 
GENSCAN 
9748 
.87 



34417 Seq. ID 

71244 Strand 

12 End 

OJ990218_01.9819.C5.ol.gp Method 

1157 End 



OJ990218_01. 9819.C5 
+ 

9889 

AAT/GAP 

3644 



34398 




GI 


none 




Score 








Rvon q 

DAUl 1 O ■ 


11^7 1 176^ loon 


■^7 










Sea No 


34417 




Seq. ID 


OJ990218 


_01 


.9819.C5 


fzpne Wn 


7124 4 




Strand 


+ 






Start 


72 




End 


9889 






Name - 


OJ990218 01. 9819.C5.ol. 


np 


-Method 


AAT/NAP 






Start 


1803 




End 


9889 






GI 


2341042 




Score 


928 






fix on c; 


1803. .1973, 3572. .3687, 


4447. 


.4559, 4614. .4682, 


4766. .4895, 




5580. .5956, 6541. .6722, 


8149. 


.8415, 9783. .9889 








(AC000104) F19P19.26 [Arabidopsis thaliana] 






O C ^ . INU • 


34417 




Seq. ID 


OJ990218 


_01 


. 9819. C5 


Gene No . 


71244 




Strand 


+ 






Start 


72 




End 


9889 






Name 


OJ990218 01. 9819.C5.o3. 


gp 


Method 


AAT/GAP 






Start 


5580 




End 


6221 






GI 


571673 




Score 


746 






Exons 


5580. .5940, 6156. . 6221 












GI Descrip. 


2341042/gb| AAB7044 6I 2. 


Oe-26 


(AC000104) 


F19P19. 


26 


[Arabidopsis 




^J: ha liana], _ , 













: OC<^ • INU • 


^4 A 1 7- 






Seq. ID 


OJ990218 


ux . y o i y . Lb 


: (~1 Q t\ o XI r\ 


71 9AA 

/ X 4L. H t 






Strand 


+ 




" • Qt- a r-h 
O Ldl U 


7 0 






End 


9889 








. OH. . 


gp 


Method 


AAT/GAP 




l" Start 


8442 ~ 






End 


8833 




=; gi 


none 






Score 


541 




U Exons 


8442. .8561, 8641. 


.8833 










[j Seq. No. 


34417 






Seq. ID 


OJ990218 


_01.9819.C5 


Gene No. 


71244 






Strand 


+ 




Start 


72 






End 


9889 




s ; Name 


OJ990218 01.9819. 


C5.o5. 


gp 


Method 


AAT/GAP 




-■\ Start 


8470 






End 


8833 




GI 


none 






Score 


487 




= j Exons 


8470. .8561, 8641. 


.8833 










I"; Seq. No. 


34417 






Seq. ID 


OJ990218 


_01. 9819.C5 


= ; Gene No. 


71244 






Strand 


.+ 




Start. 


72 






End ; . 


98.8 9 




Name 


OJ990218 .01. 9819. 


.C5_. 0-6. 


gp ■ . 


Method 


.AAT/GAP 




.Start 


9737- ' ■ * 






End 


9803 




GI 


32537 1.R1084 






Score 


104 




Exons 


9737. .9803 












GI Descrip. 


, 2341042/gb|AAB70 


4461 1 


.0e-ll 


(AC000104) F19P19 


.26 [Arabidopsis 




thaliana] ' 










Seq. No. 


34417 






Seq. ID 


OJ990218 


_01. 9819.C5 


Gene No. 


71245 






Strand 






Start 


3705 






End 


4815 




Name 


OJ990218 01.9819. 


C5.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3574 






End 


4797 . 




GI 


none 






Score 


122 




Exons 


3574. .3714, 3575. 


.3745, 


4445. . 


4534, 4446. .4535, 


4448. .4537, 




4450.. 4539, 4607. 


.4681, 


4759. . 


4797 







34399 



Seq. No. 34417 

Gene No. 71245 

Start ' 3705 

Name OJ990218_01 . 9819.C5.o2 . gp 

Start 3705 

GI 39086_1.R1084 

Exons 3705.. 4225 

GI Descrip. ' 2341042/gb | AAB70446 | 2.0e-26 
thaliana] 1 



Seq. ID OJ990218_01.9819.C5 
Strand 

End 4815 

Method AAT/GAP 

End 4225 

Score 1034 

(AC000104) F19P19.26 [Arabidops 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 

Name - 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34417 
71245 
3705 

OJ990218JD1 .9819.C5.o2.tm 

4444 

none 

4444. .4512, 4445. .4504, 4511, 
4759. .4815, 4764. .4814 

34417 
. 71245. , 
3iA5_.™-.- ^ 



OJ990-21-8_01.9819.C5-.o2.ts - 

4472 

none 

4472. .4537, 4473.-4535, 4474. 
4755. .4805, 4759. .4809, 4780. 

34417 ' 

71246 

4810 

OJ990218J)1. 9819.C5.ol.ts 

4810 

none 

4810. .4851, 4858. .4896, 5305. 
5577.. 5729, 5578.. 5733 



Seq. ID OJ990218_01.9819.C5 
Strand 

End 4815 

Method TBLASTX : Mai ze 

End 4815 

Score 81 

.4537, 4597. .4680, 4607. .4681, 



Seq. ID OJ990218_01.9819.C5 - 

.Strand,. . - ..... • _ w ■^. JSMf 

: End. ."„. Z 4.8.15". Z,r^-™ ~ ~ 

Method - TBLASTX : Soybean- - 

End 4809 

Score 117 

.4536, 4607. .4681, 4612. .4701, 
.4809 

Seq. ID OJ990218__01.9819.C5 
Strand 

End 6625 

Method TBLASTX : Soybean 

End 5733 

Score 60 

.5472, 5314. .5481, 5561. .5725, 



Seq. No. 34417 

Gene No. 71246 

Start 4810 

Name , OJ9902 18__01 . 98.19 . C5 . ol . tc 

Start 55*7 8 ' ., 

GI. none 

Exons 5578.. 5772, 5584.. 5775, 5586. 
6554. .6625 



Seq. ID OJ990218_01.9819.C5 
Strand 

End 6625 

Method TBLASTX: Cress . 

End . 6^25 ' * ..... 

Score ' 234 

.5795, 5776.-5889, 5895. .5951, 



Seq. No. 34417 

Gene No. 71246 

Start 4810 

Name OJ9902 18_01 . 9819 . C5 . ol . tm 

Start 5601 

GI. none 

Exons 5601.. 5657, 5602.. 5655, 5652.. 

5659.. 5775, 5751.. b852, 5776. 



Seq. ID OJ990218__01.9819.C5 
■Strand 
End 6625 
Method TBLASTX : Mai ze 
End 5857 
Score 75 

.5774, 5656.-5766, 5658. .5810, 
.5853, 5777.-5854, 5783.-5857 



Seq. No. 



34418 



Seq. ID OJ990218 01. 9819. C6 



34400 



Gene No. 71247 Strand + 

Start" 1 End 962 , 

Name OJ990218_01 . 9819 . C6 . ol . gp Method AAT/GAP 

Start 1 End 722 

GI 32537_1.R1084 Score 1424 

Exons 1 . . 722 

GI Descrip. 1 234 1042/gb | AAB70446 | 1.0e-ll (AC000104) F19P19.26 [Arabidopsis 
thaliana] 1 



Seq. No. 34418 Seq. ID 

Gene No. 71247 Strand 

Start 1 End 

Name OJ990218JD1 . 9819 . C6 . ol . gs Method 

Start 67 End 

GI none Score 

Exons 67.. 123, 489.. 962 



OJ990218_01.9819.C6 

+ 

962 

GENSCAN 

962 

.72 



Seq. No. 
Gene No. 
Start 
Name 

jStart.™. .... 
..GL- fl 
Exons 



34418 Seq. ID 

71248 Strand 
8 98 End 
OJ990218_01.9819.C6.ol.tm . Method 

1^ . , . M . ,.,._ End _ 

.aone.^,. _ ; .™__ lvwv .,„ r ,,..„. ( , ^.Score._ 

1. .165,- 1. .162, 2. .181, -3. .1-82, 168 
609. .680, 610. .681, 611. .682, 611. .682, 645. .872, 648. .872, 
695.-877, 697. .876, 935. .970, 936. .962, 973. .1014 



OJ990218__01.9819.C6 

1155 
. TBLASTX: Maize 
- .1014 _ --. ' 

608>- 170; .628V '170: .610, 



Seq. No. 34418 Seq. ID 

Gene No. 71248 Strand 

Start 898 End 

Name OJ9902 18JD1 . 9819 . C6 . o2 . gp Method 

Start 898 End 

GI none Score 

Exons 898.. 1155 



OJ990218_01.9819.C6 

1155 
AAT/GAP 
1155 
470 



Seq. No. 34419 Seq. ID 

Gene No. 71249 Strand 

Start ' 2199 - End 

Name OJ990218_01 . 9819 . C7 . ol . gs Method 

Start 2199 End 

GI none Score 
Exons 



OJ990218_01.9819.C7 
+ 

7867 
GENSCAN 
7814 
.57 



2199.. 2289, 2.938.. 3161, 3269.. 3330, 4055.. 4276, 4 57 6 . ..4 705 , - 
5209. .5534, 5-704: ."5887, 6005.. 6246, 6769.. 6919, 7062.. 7143, 
7486. .7814 



Seq. No. 34419 

Gene No. 71249 

Start 2199 

Name OJ990218_01 . 9819 . C7 . ol . np 

Start 2199 

GI 2341043 

Exons 2199.. 2289, 2938.. 3161, 3269 
5209. .5534, 5746. .5888, 6005 

GI Descrip, 



Seq. ID OJ990218_01. 9819.C7 
Strand + 
End 7867 
Method AAT/NAP 
End 6234 
Score 1241 

.3330, 4055. .4276, 4576.. 4705, 
.6234 

(AC000104) Strong similarity to Arabidopsis REV3C (gb 1X624 61) 
[Arabidopsis thaliana] 



Seq. No. 



34419 



Seq. ID OJ990218 01. 9819. C7 



34401 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



71249 Strand + 

2199 End 7867 

0 J990218_01 . 9819 . C7 . ol . gp Method AAT/GAP 

4147 End 5309 

LIB3474-003-P1-K1-E1 Score 635 

4147. .4276, 4576. .4705, 5209. .5309 

, 99733/pir||S19701 1.0e-34 hypothetical protein Hlflk - 
Arabidopsis thaliana (fragment) >gi_164 82_emb_CAA4 4 318_ 
Hlflk [Arabidopsis thaliana] ' 



(X62461) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34419 Seq. ID 

71249 Strand 

2199 End 

OJ990218 J)l . 9819 . C7 . o3 . gp Method 

7463 End 

none Score 
7463.. 7867 



OJ990218_01.9819.C7 
+ 

7867 
AAT/GAP 
7867 
690 



Seq. No. 34419 Seq. ID 

Gene No.. 71250 Strand 

Start . .. 8590 End . 

JQame_ ^. t OJ990218J31 ,98 19 . C7 . o2 . gs .... ..-Method. 

J3±ar±_____,^ ; 

GI - - none-* - ....... . Score - 

Exons 8590.. 8696, 9057.. 9082, 10657.. 10817 



OJ990218_01.9819.C7 
+ 

10817 
■GENSCAN. , 

.46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34419 Seq. ID 

71251 Strand 
17956 End 
OJ990218_01 . 98 19 . C7 . o3 . np Method 
17956 End 
6691716 Score 

17956. . 18840, 19037 .. 19206, 19289 

19725. .19912, 19986 2008 9, 20240 



OJ990218_01.9819.C7 
+ 

20874 
AAT/NAP 
20874 
2641 

19391, 19468. .19647, 
20352, 20426.. 20874 



(AP000492) hypothetical protein [Oryza sativa) 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34419 Seq. ID 

71251 Strand 
17956 End 

OJ990218_01-. 9819.C7.o4 . gs . . . Method 
17 956 ' ■ ' •. End 
none Score 



OJ990218_01. 9819.C7 
+ 

.20874 
GENSCAN 
20859 
.*83 



17956. .18840, 18986 .. 19206, 1928 9 . . 1 964 7 , 19933 .. 20175, 
20233. .20352, 20426.. 20859 



Seq. No. 34419 Seq. ID 

Gene No. 71252 .. Strand 

Start 28110 ' End 

Name OJ990218_01 . 9819 . C7 . o7 . gp Method 

Start 28069 End 

GI 24005_1.R1084 Score 

Exons 28069. .28211, 28320 .'. 2837 6, 28491 

29593. .29670, 29747 29852 , 29986 

GI Descrip. 



OJ990218_01.9819.C7 
+ 

31406 
AAT/GAP 
30251 
1144 

28556, 28953. .29069, 
30032, 30222. .30251 



, 3892051/gb|AAC78260.1 IAAC78260 1.0e-73 (AC002330) predicted 
NADH dehydrogenase 24 kD subunit [Arabidopsis thaliana] 1 



34402 



Seq. No. 34419 
Gene No. 71252 
Start 28110 

Name OJ990218_01 . 98 19 . C7 . o7 . gs 

Start 28110 
GI none 
Exons 28110, 

29747. 

30861. 



.28376, 28491. .28556, 
.29852, 29986. '.30032, 
.31001, 31335. .31406 



Seq. ID 
Strand 
End 

Method 
End 
Score 

28953 

30222 



OJ990218 
+ 

31406 
GENS CAN 
31406 
.78 

29069, 29593 
30299, 30734 



01. 9819. C7 



,29670, 
,30799, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



34419 Seq. ID OJ990218_01 . 98 19 . C7 

71252 Strand 
28110 End 
OJ990218_01. 9819.C7 .o5.np Method 
28119 End 
6647650 Score 

28119. .28184, 28488 .. 28556, 28953 29069, 2 9593 29670 , 
29747. .29852, 29986 .. 30032 , 30222 .. 30299, 30734 307 99, 
30938. .31042 

NADH-UBIQUINONE OXIDOREDUCTASE 24 KD SUBUNIT PRECURSOR 
^ J3■i^A^20M^^^.^51M§Q . 11 AAC 7 826 0 ... (AC 0 0 23 3 0^ . pmdict.ejdJ^H eA 
,, dehydro.gena.s.e,..^ 



OJ990218_ 
+ 

31406 
AAT/NAP 
31042 
780 

29069, 29593. 
30299, 30734. 



Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



34419 Seq. ID 

71252 Strand 
28110 End 
OJ990218_01 . 9819.C7 . 08 . gp Method 
30707 End 
80578_1.R1084 Score 
30707. .30799, 30938.. 31318 

1 3892051/gb | AAC78260 . 1 | AAC78260 2.0e-15 (AC002330) predicted 
NADH dehydrogenase 24 kD subunit [Arabidopsis thaliana] 1 



OJ990218_01.9819.C7 
+ 

31406 
AAT/GAP 
31318 
823 



34419 " Seq. ID 

71253 Strand 
322 62 End 
OJ990218_01. 9819.C7.o6.np Method 
32151 End 
5932552 Score 
32151. .324 35, 32528. .32728, 
33304.. .33376, 334 95 .. 33551 , 
34514. .34601," 34 855 . .34992 
35769. .35932, 36015. .36082, 
36990. .37379 



OJ990218__01.9819.C7 
+ 

37612 
AAT/NAP 
37379 
1257 

32819. .32 97 6, . 33016. .33072, 
34055. . 34134, 34222 34284 , 
35132. .35205, 35526 355 90 , ' 
36173. .36233, 36798. .36877, 



GI Descrip. (AC009465) unknown protein [Arabidopsis thaliana] 



OJ990218_01. 9819.C7 
+ 



Seq. No. 34419 Seq. ID 

Gene No.. 71253 Strand 

Start 32262 End 37612 

Name OJ990218_01 . 9819 . C7 . 08 . gs Method GENSCAN 

Start 32262 End 37612 

GI none Score .77 

Exons 32262. ;32432, 32528 .. 3278 9, 33466. . 33551, 34055 34 134 , 

34222. .34284, 34 514 .. 34 601, 34 891 .. 34 992 , 35132 .. 35156, 

35769. .35932, 36565 .. 36602 , 36809 .. 36877 , 36990 .. 37 165 , 

37259. .37311, 37583.. 37612 



34403 



Sprr No 


34419 


Seq. ID 


OJ990218_01.9819.C7 


Gene No . 


71253 


Strand 


+ 


Start 


32262 


End 


37612 


Name 


OJ990218 01.9819.C7.o9.gp 


Method 


AAT/GAP 


Start 


35822 


End 


37107 


GI 


uC-osflM20204 6a07bl 


Score 


793 


Ex on *=? 


35822. .35932, 36015 .. 36082, 


36173. .36233, 36565 .. 36602 , 




36809. .36877, 36990.. 37107 






GI Dpqrr i r> 


. '5932552/gb|AAD57007.1|AC009465_21 4. 


Oe-30 (AC009465) unknown 




protein [Arabidopsis thaliana] 1 




Sea No 


34419 


Seq. ID 


OJ990218_01.9819.C7 


Gene No. 


71254 


Strand 




Start 


2117 


End 


28415 


Name 


OJ990218 01. 9819.C7.o2.np 


Method 


AAT/NAP 


Start 


2117 


End 


23152 


GI 


2429362 


Score 


135 


Exons 


2117.. 2234, 6011.. 6253, 7572 


..7715, 14731. .15080, 18423 .. 18528 , 




23113. .23152 






GT Dpsrri n 

\J J. 1— ' ^ O J_ J_ kj* 


. . (AF020261) proline rich protein [Santalum album] 


S;eq,._.No,.,„_„ 


;^3!44ia;,^:;^_.jj:..-.;^:„ . 


Se ; q rV/ .XD 


ilQa99n2ia„.o.I^i£L9rj27 . „ 


Gene No . 


71254 ■ 


• Strand- 






2117 


End 


28415 


Name 


OJ990218 01.9819.C7.o5.ts 


Method 


TBLASTX: Soybean 


Start 


2226 


End 


3164 


GI 


none 


Score 


73 


P, von s 


2226.. 2297, 2931.. 3071, 3051 


..3164 




Seq. No. 


34419 


Seq. ID 


OJ990218_01.9819.C7 


Gene No. 


71254 


Strand 




Start 


2117 


End 


28415 


Name 


OJ990218 01.9819.C7.o8.tm 


Method 


TBLASTX: Maize 


Start 


2961 


End 


4142 


GI 


none 


Score 


273 


Exons 


2961. .3164, 2964. .3161, 2969 


..3175, 3035. .3163, 3289. .3333, 




3290. .3331, 3290. .3334, 3291 


..3338, 4052. .4141, 4053. .4142 


Sea No 


34419 


Seq. ID 


OJ990218__01.9819.C7 


Gene No. 


71254 


Strand 




Start . 


2117 


End - 


28415 .. 


Name 


QJ990218 01. 981.9. C7; 0 l.ts 


Method 


„ TBLASTX rSoybean 


Start 


4577 w 


End . 


6124 


GI 


none 


Score 


148 


Ex on s 


4577. .4720, 4579. .4707, 5196 


..5408, 5208.. 5366, 5209.. 5409, 




5398. .5454, 5449. .5541, 5466 


..5540, 5741. .5878, 5741. .5863, 




5743. .5877, 5987. .6124 






Seq. No. 


34419 


Seq. ID 


OJ990218_01.9819.C7 


Gene No. 


71254 


Strand 




Start 


2117 


End 


28415 


Name 


OJ990218 01.9819.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


4649 


End 


6046 


GI 


none 


Score 


89 


Exons 


4649. .4720, 4654. .4707, 5196 


..5429, 5196. .5414, 5209. .5451, 




5209. .5430, 5425. .5541, 5457 


..5540, 5741. .5890, 5741. .5872, 



34404 



5749. .5892, 5761. .5892, 6002. .6046 



34419 Seq. ID 

71254 Strand 

2117 End 

OJ990218_01. 9819.C7.o2.gp Method 

6190 End 

none Score 
6190. .6592 



OJ990218_01.9819.C7 

28415 
AAT/GAP 
6592 
770 



34419 Seq. ID 

71254 Strand 

2117 End 

OJ990218_01 . 9819 . C7 . o4 . gp Method 

7767 End 

none Score 
7767. .8180 



OJ990218_01.9819.C7 

28415 
AAT/GAP 
8180 
721 



34419 
71254 
2117 

. pJ??02 : 18_gi^ 98 19 . C7„- o3 % gs v 

none ■■ - ....... 

14172. . 14 305, 14 4 79. .14713, 

15914. .16180, 16395. .164 06 



Seq. ID OJ990218_01.9819.C7 
Strand 

End . . . 28415 
^ Method GEN SCAN . . 

- Score .47 ■ ~ - * 

14819. .14834, 14 8 60 .. 15032 , 



34419 Seq. ID OJ9902 18_01 . 981 9 . C7 

71254 Strand 

2117 End 28415 

OJ990218_01 . 98 1 9 . C7 . 06 . gp Method AAT/GAP 

14679 End 15076 

LIB3475-006-P1-K1-D9 Score 563 

14679. .15076 

' 5 92 3 66 9 /gb | AAD56320 . 1 | AC009326_7 2 . Oe-09 (AC00932 6) 
hypothetical protein [Arabidopsis thaliana] ■ 

34419 ' Seq.- ID OJ990218_01 . 9819 . C7 

71254 Strand 

2117 End 28415 

OJ990218_01.9819.C7.o5.gp . Method AAT/GAP 

14691 ' . End , 15076 

LI.B3475-006-P1-K1-D9 .Score "562. ■ 

14691. . 1507*6 

'5923669/gb|AAD56320. 1 |AC009326_7 2. Oe-09 (AC009326) 
hypothetical protein [Arabidopsis thaliana] ' 



34419 Seq. ID* 

71254 Strand 

2117 End 

OJ990218_01. 9819.C7 .08. tw Method 

18076 End 

none Score 
18076. .18366 



OJ990218_01. 9819.C7 
28415 

TBLASTX: Wheat 

18366 

204 



34419 
71254 



Seq. ID 
Strand 



OJ990218 01. 9819. C7 



34405 




Start 


2117 




FnH 


9 ft A 1 ^ 




INcULlC 




. O j • gs 








Qf- a rt 
O l_ CI X L. 


c. X £. \J *J i 






9 1 £/1 










Score 








91 9ns ?i sfi4 




- 






Seq. No. 


34419 




Seq. ID 


OJ990218_01.9819 


C7 


Gene No. 


71254 " 




Strand 






Start 


2117 




End 


28415 




Name 




. U ;? . L W 


Method 


TBLASTX: Wheat 




Cf a rt 


91917 ~ 

C. ± £ ± 1 




End 


21685 




\3 X 


nunc 




Score 


58 




pyrin c 


91917 91^Rd 91^40 


9 1 R ^ ^ 


21578. .21685, 21609.. 21677 




Seq. No. 


34419 




Seq. ID 


OJ990218_01.9819 


C7 


Gene No. 


71254 




Strand 






Start 


2117 




End 


28415 




Name 


OJ990218 01. 9819. C7 


o4 . np 


Method 


AAT/NAP 




Start 


21241 




End 


27175 




GI 


5922631 




Score 


6285 




Exons 


21241. .23633, 24240 


.25166, 


25293.-25452, 254 95 26064 , 





2 61 10^.,2..63 12„_ 2 654 9^. r 26X?4,_27.051 v . 27175 ^ _ . _ . _ 

_ J3r, Des crip,,.. (AP P OQA32 X^j^^JilMklX^XX^X-. ^ATJO:^ 

ill region-of the predicted gene . ; similar to prpol; Zea mays "■ * 

■..'! retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

' gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 
C26347 (C121'45),AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 





Cinful-1. (AF049110) 


[Oryza 


sativ 






;i Seq. No. 


34419 




Seq. ID 


OJ990218_01.9819 


.C7 


[j Gene No. 


71254 




Strand 






' ; Start 


2117 




End 


28415 




Name 


OJ990218 01. 9819. £7. 


olO. tm 


Method 


TBLASTX: Maize 




\ l - Start 


21256 




End 


21510 




-,\ GI 


none 




Score 


97 




Exons 


. 21256... 21357, 21257. 


.21358,. 


21337. .21510, 21338.. 21397 




:[ Seq. No. 


34419 




Seq. ID 


OJ990218_01.9819 


.C7 


Gene No. 


71254 




Strand 






?■ _ Start 


2117 




End 


28415 




. Name 


OJ990218" 01. 9819. C7. 


o3 . tw 


Method 


.TBLASTX: Wheat 




Start.. 


21813" - 




End 


•28415. 




GI 


none 




Score 


54 




Exons 


• 21813. .22199, 21814. 


.21858, 


21889. .22200, 28323.. 28415 




'Seq. No. 


34419 




Seq. ID 


OJ990218_01.9819 


C7 


Gene No. 


71254 




Strand 






Start 


2117 




End 


28415 




Name 


OJ990218 01. 9819. CI. 


o2.tm 


Method 


TBLASTX: Maize 




. Start 


21843* 




End 


22199 




GI 


none 




Score 


223 




Exons 


21843. .21890, 21880. 


.22185, 


21882. .22199 




Seq. No. 


34419 




Seq. ID 


OJ990218_01.9819. 


C7 


Gene No. 


71254 




Strand 






Start 


2117 




End 


28415 





34406 




Name 


o,,tqqo9 i ft n i qpiq n 


. o4 . tw 


Method. 


i dlao i a : wneat 






99M 7 _ 




£jnci 


zz yjy 




GI 


none 




Score 


919 
Z x Z 






99S17 99Q^Q 99SQ^ 


99Q^7 

. • Z Z _7 O 1 








Seq. No. 


34419 




Seq. ID 


OJ990218_01. 9819 


.C7 


Gene No. 


71254 




Strand 






Start 


2117 




End 


28415 




Name 


O.T9Q091ft 01 QR1 Q P7 


A 

. 04 . t S 


Method 


TBLASTX: Soybean 




Start 


99Sfi0 — 




End 


22948 




GI 


n on o 
nunc 




Score 


101 




F vnn "3 

J_i A \-s 1 1 O 


99S60 99A0R 99S69 


9 9R04 

* • Z Z O U *i , 


22844. .22948, 22845.. 22940 




Seq. No. 


34419 




Seq. ID 


OJ990218JD1. 9819 


.C7 


Gene No. 


71254 




Strand 






Start 


• 2117 




End 


28415 




Name 


\ju ~ f j \j ±. \j \j ±. • is kj j- y • \^ / 


O 7 t W 


Method 


TBLASTX: Wheat 




u Lai L 


9^oos — 




End 


23226 




\J X 


1 IU1 1C 




Score 


127 




R vnn c: 


9^00S 9^996 9^097 


9^994 








c f^rr Kin 


d 1 Q 




™JSeq.._ I.L>. 


_ OJ 9 9 02J.8_01^9 8 1 9„ 




^Gene..Np..,.^ 


.'^^zi.25A.ij"'_^z^. .n^i 




^.JS.txa.nd.- r .. 






-Start - 


- • 2117 *.--■■■ 




End - 


-28415 




Name 


OJQQ0?1fi 01. QP1 Q P7 


n R f m 


Method 


TBLASTX: Maize 




Of a rt 






End 


23506 




yj x 


none 




Score 


77 






9^069 9^0ftft 9^0ftfi 


9 ?99 Q 
■ Z O Z Z y f 


23099. .23230, 23245 .. 234 63, 






9^9S1 9^S0S 9^9S9 


9 ^ SO 








Seq. No. 


34419 




Seq. ID 


OJ990218_01. 9819 


CI 


Gene No. 


71254 




Strand 






Qfarf 
O Lai L. 


9117 

X X / 




End 


28415 




Ln CHUG 


O.TQQ091 ft 01 Qftl Q CI 


n9 -he 

oz . r.s 


Method 


TBLASTX : Soybean 






9^17^ ~~ 




End 


23604 




GI 


n nn o 




Score 


55 




TT v n n s 


9^171 9^604 9^907 


9^77 


23260. -.23541, 23399.. 23557 




Seq. No. 


34419 




Seq. ID 


OJ990218_01. 9819. 


CI 


Gene No. 


71254 




Strand 






Start 


2117 




End 


28415 




Wain ca 


O,TQQ091ft 01 QftlQ P7 


n 9 -i- t.i 
OZ . L.W 


Method . 


.TBLASTX: Wheat 




Start * 


9 ^ 9 9 ft' _ 
m 




End 


-.23652 . 




GI 


n nn o 




Score 


258 




P von q 

ill jTi. \J 1 i O 


9"399ft 9^fi0ft 9^9^^ 


. Z O D D Z 








Seq. No. 


34419 




Seq. ID 


OJ990218_01.9819. 


CI 


Gene No. 


71254 




Strand 






Start 


9117 

£. X X / 




End 


28415 




Name 




o3 . tm 


Method 


TBLASTX: Maize 




Cf- a r -|- 
o u a x l. 


9^*7^7 _ 




End 


24094 




GI 


none 




Score 


211 




Exons 


23737. .24093, 23747. 


.24094 








Seq. No. 


34419 




Seq. ID 


OJ990218_01.9819. 


CI 


Gene No. 


71254 




Strand 






Start 


2117 




End 


28415 





34407 



# • 



Name 


PiTQQn91Q m QQ1Q 


Ol . tw 


ixiernoci 


TBLASTX : Wheat 




Cf a r f 

D Ldl U 


9^767 ~ 

Z O / D / 










yj ± 


I HJI It; 




Score 


z / / 




DAUilO 




9/99-3 








Seq. No. 


34419 




Seq. ID 


OJ990218_01.9819 


.C7 


Gene No. 


71254 




Strand 






Start 


2117 • 






OO/} 1 C 






D,TQQn91ft 01 QP1 Q ri 


OO . t S 


Method 


1 dLiAo 1 a : boyoean 




O Ldl U 


9 1 P ~ 






9 A 1 Q *3 




fir 






Score 


1 "5 1 






9^P1P, 9?QS9 9^QRQ 


9 4 1 fi 7 
. Z fl 1 0 0 








o c ^ * • 


34419 

j 1 1 J. z> 




C^pr T pi 
OcCJ • X JJ 


vju u z j. 0 ui . yoiy 


n 


Gene No. 


71254 




Strand 






Start 


2117 




End 


28415 




Name 


OJ990218 01. 9819. C7 . 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


24466 




End 


24867 




GI 


none 




Score 


168 




Exons 


24466. .24867, 24482. 


.24724 









3eg.._Nq. ^ _ „ 34 419^..^... ■ _ r __. _ , „ jSeg . I D jO J9 9 02^18^0 1^ 9 B19^Cl 

..Gene , No.. 7,12.54^-1-^^^ ~.. ... u „ St rand ^ - S" ~ " 



Start 


• 2117- 








■ End. ■ 


28415 • 


Name 


' OJ990218 01. 9819. C7 


. oo . tw 


' Method 


TBLASTX: Wheat 


btart 


■ 25480 








End 


25882 




none 








Score 


149 


Exons 


25480. 


.25881, 


25574 


25882 






Seq. No. 


34419 








Seq. ID 


OJ990218J)1.9819 


Gene No. 


71255 








Strand 




Start 


28344 








End 


31163 


Name 


OJ990218 01. 9819. C7 


.o9. tm 


Method 


TBLASTX: Maize 


Start 


28344 








End 


31163 


GI 


none 








Score 


48 


Exons 


28344. 


.28391, 


28347 


. .28376, 


28491. .28559, 28 4 93 .. 28558 , 




28950. 


.29075, 


28950 


. .29069, 


29574. .29672, 29593 .. 29697 , 




29593. 


.29703, 


29746 


• .29850, 


29747. .'29851, 29985 .. 30032, 




29985. 


.30032, 


29986 


. .30033, 


29986. .30033, 29987 .. 30034 , 




30170. 


.30301, 


30222 


. .30299, 


30728. .307 99, 30730. .307 98, 




30937. 


.31053, ■ 


30938 


. .31054, 


30938. .31054, 30 94 5 .. 310 61 , 




.31101. 


.31163, 


31129 


. .31161 






Seq. No. 


34419 




* 




- Seq. " ID 


OJ990218_01.9819 


Gene No. 


71255 








Strand 




Start 


28344 








End 


31163 


Name 


OJ9902 


18J31.98 


19. C7 


.ol. tc 


Method 


TBLASTX: Cress 


Start 


28347 








End 


29820 


GI 


none 








Score 


39 


Exons 


28347. 


.28391, 


28491 


. .28577, 


28493. .285 


58, 28950. .29075, 




28950. 


.29066, 


28952 


. .29071, 


29593. .296 


97, 29595. .29672, 




29743. 


.29820, 


29747 


. .29815 






Seq. No. 


34419 








Seq. ID 


OJ990218_01.9819 


Gene No. 


71255 








Strand 




Start 


28344 








End 


31163 


Name 


OJ9902 


18_01.98 


19. C7 


.o3. ts 


Method 


TBLASTX: Soybean 



34408 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28347 

none 

28347. 

28950. 

29746. 

29999. 

30733. 



End 
Score 



31045 
48 



.28391, 28491. .28559, 28493. 

.29075, 28952. .29071, 29593. 

.29847, 29747. .29851, 29984. 

.30034, 30206. .30295, 30222. 

.30798, 30734. .30799, 30940. 



34419 
71256 
32264 

OJ990218._01.9819.C7.o7. tm 
32264 
none 
32264 
32581 



.28558, 28943. .29068, 

.29697, 29595. .29672, 

.30031, 29985. .30032, 

,30308, 30222. .30308, 

,31041, 30941. .31045 



OJ990218 01. 9819. C7 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

32392, 32265. .32423, 324 87 .. 32642 , 32531 .. 32 64 7 , 
32649 



32914 

TBLASTX: Maize 

32649 

187 



Seq. No. 
Gene No, 
Start 
Name 
■ Start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34419 
71256 
32264 

OJ990218_01 . 9819.C7 . o2 . tc 
32277 



Seq. ID OJ990218_01.9819.C7 
Strand 

End 32914 

Method . TBLASTX: Cress 

End . 32 695 , . .- . 



: .jion.e_,,,. 



^^.Spore.^.,_J^l. 



32277. .32441, 32285. . 32431, 32531. . 32695 



34419 
71256 
32264 

OJ990218_01.9819.C7.o7. ts 

32285 

none 



Seq. ID OJ990218_01.9819.C7 
Strand 

End 32914 

Method TBLASTX : Soybean 

End 32914 

Score 83 



32285. .32350, 3228 6 .. 3234 8 , 32376 .. 32432 , 3257 9 .. 32725, 
32822. .32914 



Seq. No. 34419 
Gene No. 71257 
Start 34216 

Name OJ990218 J)l . 9819 . C7 . o4 . tm 

Start 34216 
GI none 
Exons 34216. 

34679. 

' • • 34888. 

* 35105. 
35527. 
35770. 



.34284, 34220. .34285, 
.34798, 34693.-34797, 
,34995,- 34888. .34-983, 
,35209, 35132. .35209, 
,35592, 35767. .35907, 
,35913 



Seq. ID 
Strand 
End 

Method 
End 
Score 

34508 

34694 

34893 

35523 

35768 



OJ990218 01. 9819. C7 



35915 

TBLASTX: Maize 
35915 
92 

34600, 34512. .34601, 
34798, 34695. .34811, 
34994, 34896. .35003, 
35591, 35526. .35591, 
35908, 35769. .35915, 



Seq. No. 34419 
Gene No. 71258 
Start 36804 

Name OJ990218_01 . 981 9 . C7 . 06 . tm 

Start 36804 
GI none 
Exons 36804. 

36989. 

37186. 



.36893, 36806. 
.37072, 36990. 
.37308, 37188. 



,36916, 
,37076, 
, 3731"3 



Seq. ID 
Strand 
End 

Method 
End 
Score 

36979 

36991 



OJ990218 01. 9819. C7 



37332 

TBLASTX: Maize 
37332 
124 

37071, 36980. .37072, 
37083, 37186. .37332, 



34409 



oeq. in o . 


0/1/190 
J H H. Z U 


oeq. id 


A TQQH91 Q HI QQ1 Q r""Q 


Gene No. 


71259 


Strand 


+ 


Start 


1 


End 


741 


Name 


Pi.TQQn?1 R fll Qfll Q Pfl a! nr^i 


Method 


AAT/NAP 




i 
± 


End 


741 


pt 

VJ I 


c. on o /i 4 c 


Score 


604 


LAU11 O 


1 7 4 1 






OX L/C O L- X X£J . 


\nuu juzo J j trLvij precursor 


[Oryza sativa] 


Seq. No. 


34420 


Seq. ID 


nTQQf!91 fi HI QQ1 Q CQ 


Gene No. 


71259 


Strand 


+ 


C f y-f 


1 


End 


741 


Name 


OJ990218 01. 9819.C8.ol.ts 


Method 


TBLASTX: Soybean 


Of a v+- 


55 


End 


440 


P T 


none 


Score 


100 


Exons 


55. .147, 56. .145, 144. .440, 236. .406 




Seq. No. 


LA a on 
J ft H z u 


oeq. id 


ujyyuzio ui.yoiy.Lo 


Gene No. 


71259 


Strand 


+ - 


O Lai L 


1 


End 


741 


Name 


OJ990218 01..9819.C8.ol.tm. . 


Method 


TBLASTX: Maize 


Of ar f 


_ 14 9„: 


...End; 


-4,85/ i r.„ wc -... _ w — • . 


P T 


....no.ne^.^.,.. -...-^ - r -.^- 


I._S.car,e_- . 


223........ JL ll^JllSZ- - 




149.. 361, 150..362-, 150:-. 368, 


'383. .466, 


384 /-. 4 85-- - ^ - 


Seq. No. 


34420 


Seq. ID 


(jjyyuzio ui.yoiy.Lo 


Gene No. 


71259 


Strand 


+ 


Of a yf 


1 


End 


741 


Name 


OJ990218 01.9819.C8.ol.tw 


Method 


TBLASTX: Wheat 


Q+--, v~f 


206 


End 


488 


PT 


none 


Score 


277 


IT 1 V o 

Ht A (J I 13 


206. .484, 210. .488 






Seq. No. 


34421 


Seq. ID 


OJ990218_01. 9819.C15 


Gene No. 


71260 


Strand 




Of a r f 


1512 


End 


1583 


Name 


OJ990218 01.9819.C15.ol.gs 


Method 


GENSCAN 


Of 2 rf 


1512 


End 


1583 


P»T 


none 


Score 


.89 




1512. . 1583 






o e q . ln o . 


34422 - , 


Seq. ID 


OJ990218JD1. 9819. C17 - 


ppnp No 


71261 • 


Strand 


+ ■ - ■ . - *■ • . 


Start 


86.. ' * • 


End 


461 


Name 


OJ990218 01.9819.C17.ol.gp 


Method 


AAT/GAP 


Start 


86 


End 


461 


pt 


2428449 


Score 


692 


TP v /\ r~\ c 


86. .461 






ui uescrip. 


4 388818/gb|AAD19773| 3.0e-4 0 


(AC006528) 


putative pol polyprotei 




with a Zn-finger CCHC type domain (prosite : QDOC50158 ) and a DDE 




integrase signature motif [Arabidopsis 


thaliana] 


Seq. No. 


34422 


Seq. ID 


OJ990218_01. 9819.C17 


Gene No. 


71262 


Strand 




Start 


110 


End 


444 


Name 


OJ990218 01. 9819.C17.ol.gs 


Method 


GENSCAN 


Start 


110 


End 


444 



34410 






none 


Score 


7 9 
. / Z 


IT 1 v An o 


J.-LU. .ZOO/ Z OZ . . ft f* fl 






Seq. No. 


34423 


Seq. ID 


OJ990218_01.9819.C18 


Gene No. 


71263 


Strand 




OLdl t 


D _? D 




p. ft n 


Name 


niQQn9i fi ni qriq pip ai ut 


Ma +- Vi a /-J 

Ktennoa 


i dLiAo i a i wnea c. 




O y O 


TTin a 1 


ft ft n 
0 o u 




none 


Score 


9cn 
z o u 


Exons 


cqs Ran 7rm ftco 

Djj . . OOU, /Uj , . O 0 y 






oeq . ino . 


"3 A A 0 A 
.3 4 4 Z 4 


a t n 
oeq . i u 


n TQQDOI Q H1 QQ1Q POO 

uuyyu^io ui. ytsiy. Uzz 


OCilC LN . 


71264 


Strand 


+ ~ 


Start 


1 


End 


3658 


Name 


OJ990218 01.9819.C22.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3658 






Score 


2421 




i. . .400/ 40/ . .0000 








/ flPnn7 ^ HTrrhlw cimi 1 ar -Ha 


Tal-3 polyprotein [Arabidopsis 




f K a 1 -! anal 








_34424-._,__ _ ^. 


.--.Seq ; ..ID.. - 


.P J9 90 12 18_0 1 ,9 8 L9_£22_ . 


. JGene„Np 


Jii£6i.___J_J** J- J IJl/J **.; 








1 * ' " " 


End- 




Name 


riTQQfl91P HI QD1 Q POO A 1 ~ 0 

ujyyuzio u ± . y o ± y . l.zz . o ± . gs 


Method 


GENSCAN 


Q+- o >-■(- 

o car l 


1 7 £ 
1/0 


End 


3386 




none 


Score 


.56 


Exons 


1 7 C Q 9 C 1179 1/IQQ 1 CI 7 

i / o . . ii/z..i4yy, ibi / . . 


3386 




oeq . no . 


^ A A 0 A 
O 4 4 Z 4 


Seq. ID 


OJ990218_01 . 9819. C22 


Gene No. 


71264 


Strand 


+ 


Start 


1 


End 


3658 


Name 


OJ990218 01. 9819.C22.ol.gp 


Method 


AAT/GAP 


Start 


967 


End 


1402 


GI 


2428449 


Score 


.813 


Exons 


967. .1402 






GI Descrip. 


4388818/gb|AAD19773| 3.0e-40 


(AC006528 


putative pol polyprotein 



with a Zn-finger CCHC type domain (prosite : QDOC50158 ) and a DDE 
integrase signature motif [Arabidopsis thaliana] 



Seq. No. 


34424 








Seq. ID 


OJ990218_01. 9819 


.C22 


Gene No. 


, 71264 








Strand 


+ • 




Start . 


• 1 








End ' 


3658 - . 




Name 


OJ990218 01 


.9819 


C22.o3 


tw 


Method 


TBLASTX: Wheat 




Start 


1177 








End 


1726 




GI 


none 








Score 


289 




Exons 


1177. .1539, 


1181 


. 1579, 


1579. 


.1659, 1676. .1726 




Seq. No. 


34424 








Seq. ID 


OJ990218_01. 9819 


C22 


Gene No. 


71264 








Strand 


+ 




Start 


1 








End 


3658 




Name 


OJ990218 01 


.9819. 


C22.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


1334 








End 


1738 




GI 


none 








Score 


288 




Exons 


1334. .1657, 


1336. 


.1653, 


1673. 


.1738 






Seq. No. 


34424 








Seq. ID 


OJ990218_01.9819 


C22 



34411 



is i : 



Gene No. 


71264 








Strand 


+ 




Start 


1 








End 


3658 




Name 


OJ990218 01 


.9819 


. C22.o2 


. ts 


Method 


TBLASTX : 


JUjUCCi 1 i 


Start 


1349 ~~ 








End 


1801 


GI 


none 








Score 


275 




Exons 


1349. . 1678, 


1358 


. . 1603, 


1378 . 


.1608, 1664. .1801 




Seq. No. 


34424 








Seq. ID 


OJ990218 


_01. 9819.C22 


Gene No. 


71264 








Strand 


+ 




Start 


1 








End 


3658 




Name 


OJ990218 01 


. 9819 


. C22 .ol 


. tc 


Method 


TBLASTX: 


Cr e s s 


Start 


1367 ~~ 








End 


1834 




GI 


none 








Score 


160 




Exons 


1367 . . 1660, 


1676 


. . 1834 










Seq. No. 


34424 








Seq. ID 


OJ990218 


_01. 9819.C22 


Gene No. 


71264 








Strand 


+ 




Start 


1 








End 


3658 




Name 


OJ990218 01 


.9819 


C22 . ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


2014 _ 








End 


2451 




GI 


none 








Score 


615 




P.xon <=; . . - 

i-J 4\ V-/ I 1 O 


2014 2394 


2015 


.24 4 9, 


2015 . 


, 24 4.9 , ..20 2 430 


2311 24 51: 


Sea No ■ - 


34424 








Seq.- ID- 


0J9 90218 


01 9819 G2 2 


Gene No. 


71264 








Strand 


+ 




Start 


1 








End 


3658 




Name 


OJ990218 01 


9819 


C22 . ol 


. ts 


Method 


TBLASTX: 




Start 


2141 _ 








End 


2608 




GI 


5509260 








Score 


102 




F.xnn s 
\«/ 1 1 o 


2141 2263 


2290 


.2367 , 


2291 . 


.2608, 2446. .2586 




GI Descri p . 
















Seq. No. 


34424 








Seq. ID 


OJ990218 


_01.9819.C22 


Gene No. 


71264 








Strand 


+ 




Start 


1 








End 


3658 




Name 


OJ990218 01 


9819 . 


C22 . o2 


. tm 


Method 


TBLASTX: 


Ma i 2 e 


Start 


2288 ~~ 








End 


2719 




GI 


none 








Score 


333 




E von s 


2288 2389. 


2291 . 


.2719, 


2446 . 


.2586 






Seq. No. 


34424 








Seq. ID 


OJ990218 


_01. 9819.C22 


Gene No. 


71264' 








Strand 


+ 




Start 


1 ■ 








.End 


3658. 




Name 


OJ990218 01 


9819. 


C22 . o2 


tc 


Method 


TBLASTX: 


v_- J_ o o 


Start 


2291 _ 








End 


2497 




GI 


none 








Score 


204 




F.xon <=* 


2291 2497 


2294 . 


. 24 97 










Sea No 


34424 








Seq. ID 


OJ990218 


01 Q ft 1 Q COO 


Gene No. 


71264 








Strand 


+ 




Start 


1 








End 


3658 




Name 


OJ990218 01. 


9819. 


C22.o2 


gp 


Method 


AAT/GAP 




Start 


2450 








End 


2692 




GI 


1621494 








Score 


430 




Exons 


24bU. .2692 














GI Descrip. 


1621495/dbj |BAA12903| 4 


Oe-35 


{D85877} 


reverse 


transcriptase 



[Oryza sativa] 



34412 



Seq. No. 34424 

Gene No. 71264 

Start 1 

Name OJ990218_01 . 9819 . C22 . o2 . 

Start 2453 

GI none 

Exons 2453.. 2602, 2639.. 3073, 



tw 



Seq. ID OJ990218_01.9819.C22 

Strand + 

End 3658 

Method TBLASTX : Wheat 

End 3073 

Score 154 



2695. .2829, 2890. .3042 



Seq. No. 34424 

Gene No. ' 71264 
Start 1 

Name OJ990218_01 . 9819 . C22 . ol , 

Start 2722 
GI none 

Exons 2722.. 2814, 2723.. 2884, 

2858. .3163, 2917. .3165, 



tm 



2744 . 
3203. 



Seq. ID OJ990218_01.9819.C22 

Strand + 

End 3658 

Method TBLASTX : Mai ze 

End 3265 

Score 128 

.2833, 2850. .2936, 2857. .3168, 
.3265, 3205.. 3264 



Seq. No. 34424 

Gene No. 71264 

Start . 1 

. Name„ ^ 0 J 9,9 02 18_pl^98 19 ,£22^o 4k tw.. 

itart., _ s „„ wr 3i.jil.™,^ ^~ 

G-I- ■- none .>.-■_.--...-. - — - . 

Exons- 3187.. 3378, 3200.. 3403, 3421, 



Seq. ID OJ990218_01.9819.C22 
Strand + 
End 3658 

JiethogL^ - 
.,.End,..,.,:^.^.. r . r ,3,5Q.8 ^^ : i:. r ;^+l.::^ -f„ 

Score 170-- "• 

.3498, 3422. .3508 



Seq. No. 34424 

Gene No. 71264 

Start 1 

Name OJ990218_01 . 9819 . C22 . o3 . 

Start 3248 

GI none 

Exons 3248.. 3508, 3250.. 3507 



ts 



Seq. ID OJ990218_01.9819.C22 

Strand + 

End 3658 

Method TBLASTX : Soybean 

End 3508 

Score 267 



Seq. No. 34424 

Gene No. 71264 

Start 1 

Name OJ990218_01 . 98 19 . C22 . o3 . 

Start 3265 

GI none 

Exons 3265.. 3501, 3266.. 3508 



tm 



Seq. ID OJ990218_01.9819.C22 

Strand + 

End 3658 

Method TBLASTX: Maize 

End 3508 

Score 306 



.Seq. No. 34425- V*,-. • Seq. ID 

Gene No. 71265 Strand. 

Start 679 End 

Name OJ990218 J)l .9819. C23 . ol . gs Method 

Start 679 ' End 

GI none Score 

Exons -,679.. 839, 2338.. 2444 

Seq. No. 34426 Seq. ID 

Gene No. 71266 Strand 

Start 1 End 

Name OJ990218_01 . 9819 . C24 . ol . np Method 

Start 1 End 

GI 6539588 Score 

Exons 1..50, 723.. 1008, 1724.. .1750 



0 J9 9 0 21 8 J) 1 . 9 8 : 1 9- . C2 3 

2444 
GENSCAN 
2444 
.4 



OJ990218_01.9819.C24 

3355 
AAT/NAP 
1750 
226 



34413 



GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 

Seq. No. 34426 Seq. ID OJ990218_01 . 9819 . C24 

Gene No, 71266 Strand 

Start 1 End 3355 

Name OJ990218_01 . 9819 . C24 . ol . gs Method GEN SCAN 

Start 719 End 3355 

GI none Score .73 

Exons 719.. 1008, 2171.. 2206, 2501.. 2587, 2856.-2877, 3197.. 3355 

Seq. No. 34426 Seq. ID OJ990218_01 . 9819 . C24 

Gene No. 71267 Strand 

Start 6485 End 7251 

Name OJ990218_01 . 9819 . C24 . o2 . gs Method GENSCAN 

Start 6485 End 7251 

GI none Score .91 

Exons 6485. .6651, 7188. .7251 

Seq. No. 34427 Seq. ID OJ990218JD1 . 9819 . C2 6 

Gene No. 71268 Strand + 

Start 1 End 1811 

w Name_ : _. , pJ9 90.2.18^01,. 9 8 1,9. C2 6. ol . np_ Method, _-AAT/,NAE ,„ r , 

^Jstar£_. r ,...,A™ :._ v .^;.;lCl-.iEni;iv .;,;;..l£ i±^lJ^^:^„2^^JZ 

GI - 2160175 • - • - - Score' 592 - 

Exons 1..143, 1110. .1344, 1432. .1572, 1654. .1811 

GI Descrip. (AC000132) Strong similarity to Dianthus cysteine proteinase 
(gb|U17135). [Arabidopsis thaliana] 

Seq.. No. 34427 Seq. ID OJ990218_01 . 9819 . C26 

Gene No. 71268 Strand + 

Start' 1 End 1811 

Name OJ990218_01 . 9819 .C26 . ol . tc Method TBLASTX : Cress 

Start 1111 End 1809 

GI none Score 339 

Exons 1111. .1362, 1113. .1178, 1117. .1341, 1263. .1361, 1441. .1569, 
1443. .1529, 1453. .1566, 1675. .1809 

Seq. No. 34427 Seq. ID OJ990218J)1 . 9819 . C26 

Gene No. 71268 Strand + 

Start 1 End 1811 

Name OJ990218_01 . 9819 . C26 . ol . tm Method TBLASTX : Maize 

Start 1111 . End , 1809 

GI none- - /.'",■.-•■ Score . 320 

Exons 1111.. 1362, 1143.. 1367, 12&3-.' . 1361 , 1441. .1569, 1443.. 1562, 
1453. .1566, 1454. .1573, 1674. .1775, 1675. .1809, 1675. .1809 

Seq. No. 34427 Seq. ID OJ990218JD1 . 9819 . C2 6 

Gene No. 71268 ' Strand + 

Stuart 1 End 1811 

Name OJ990218_01 . 9819 .C26 . ol . tw Method TBLASTX : Wheat 

Start 1111 End 1305 

GI none Score 262 

Exons 1111.. 1305 

Seq. No. 34427 Seq. ID OJ990218_01 . 9819 . C26 

Gene No. 71268 Strand + 

Start 1 End 1811 



34414 



INC11UC 


O.TQQO? 1 ft 01 


y o J. v * 


O . p J. 


. C. S 


Method 


TBLASTX: 


OLdl L 


1111 — 
1111 








End 


1809 


rir 
yj -L 


none 








Score 


315 


Hi ID 


1111 1 ^R0 
1111* . 1 jOU, 


111^ 
ill j , 


1 1 7ft 
. 1 ± /Of 


1117 
X X X 1 . 


.1392, 1441. .1566, 




1 fifiQ 1 ftOQ 


1 674 


177^ 
• X f f D 








Seq. No. 


34427 








oeq. iu 


C\ TQ Qfl 1 1 Q 


Gene No. 


71268 








O LidnU 


T 


J L.Q1 L 


1 








HjUU 


loll 


IN CLiUC 


O.TQQH91 ft 01 

vu ? jUt lO U J. . 


Qft1 Q 
y o x y • 


CO £ r\ 1 


qs 


ixie Liioa 


r* TP KT C P 1 7\ M 


O Lai. L 


114 1 ~~ 

X XH X 








End 


1744 


riT 


none 








Score 


.96 


Exons 


1141 1 "3 4 4 


1 4 "39 


1 CIO 

. 1 0 / Z , 


ID / D . 


.1744 




Seq. No. 


34428 








Seq. ID 


OJ990218 


Gene No. 


71269 








Strand 


+ 


Start 


1 








End 


2134 


Name 


OJ990218 01. 


9819. 


C27.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


348 


GI 


2160175 








Score 


364 



Exons 

„ GX.J3.es crip . 



1..348 

.JAC0O013J0~^ cy^steine_p.rptej r ,n 



' * ~ * 

Seq. No. 


34428 








Seq. ID 


OJ990218 


Gene No. 


71269 








Strand 


+ 


Start 


1 








End 


2134 


Name 


OJ990218 01 


.9819 


C27.ol 




Method 


GENSCAN 


Start 


146 








End 


2134 


GI 


none 








Score 


.72 


Exons 


146. .342, 754. .917, 2016. .2134 




Seq. No. 


34428 








Seq. ID 


OJ990218 


Gene No. 


71269 








Strand 


+ 


Start 


1 








End 


2134 


Name 


OJ990218 01 


.9819. 


C27.ol 


gp 


Method 


AAT/GAP 


Start 


297 








End 


1164 


GI 


none 








Score 


1036 


Exons 


297. .342, 570. .699, 784, 


.1164 






Seq. No. 


34428 








Seq. ID 


OJ990218 


Gene No. 


71270 








Strand 


+ 


Start • 


• 2405' • 








End 


6571 


Name 


OJ990218 01 


. 9819. 


C27.o2. 


gs 


Method 


GENSCAN 


Start 


2405 








End 


6571 " 


GI 


none 








Score 


.73 


Exons 


2405. .2596, 


3974. 


.4192, 


4682. 


.4875, 5080. .5416, 




5920. .6135, 


6275. 


.6571 








Seq. No. 


34428 








Seq. ID 


OJ990218 


Gene No. 


71270 








Strand 


+ 


Start 


2405 








End 


6571 


Name 


OJ990218 01 


. 9819. 


C27.o2. 


np 


Method 


AAT/NAP 


Start 


3970 








End 


57*71 


GI 


5903093 








Score 


328 


Exons 


3970. .4189, 


4682. 


.4946, 


5734. 


.5771 





GI Descrip. (AC008017) Similar to jacalin [Arabidopsis thaliana] 



34415 



Seq. No. 


34428 




Seq. ID 


OJ990218_01.9819 


,C27 


Gene No. 


71270 




Strand 


+ 




Start 


2405 




End 


6571 




Ma mo 


OJ990218 01. 9819.C27.o3 


.np 


Method 


AAT/NAP 






5195 




End 


5809 




\J X 


5903093 




Score 


298 




DAUllO 


5195. .5397, 5485. .5809 










(~1 T DpQpri n 


(AC008017) Similar to jacalin 


[Arabidopsis thaliana] 




O C ^ . IN W . 


34428 




Seq. ID 


OJ990218_01.9819, 




Gene No. 


71271 




Strand 


+ 




Start 


7ft 




End 


9821 




Name 


OJ990218 01. 9819.C27.o2 


■ gp 


Method 


AAT/GAP 




^t- 3 rt- 


7760 




End 


9821 




yj x 


20409 1.R1084 




Score 


1621 




Ej aui lo 


7760.. 7999, 9107.. 9229, 


9340. 


.9821 






uX L/coOxXLJ. 


, 2995380/emb|CAA05081 | 


3.0e-47 (AJ001903) thioredoxin H 






[Triticum durum] ' 










Seq. No. 


A 7 ft 

J H *a O 




Seq. ID 


OJ990218_01.9819, 


.'C27 


.Gene_Np_.__ _ 


^ 71271.. _ .V, . 




_Strand_ 


■ + - . . 


^- — 


J?±art 


_i&92. -. V; U-CJ; ~-' 




v End.„._^ 


; 9.a2i ; , , ,.: 




Name 


-OJ990218- 6l\ 9819.C27.o4- 




- Method 


• AAT-/NAF -•• - ---- 






7865 




End 


9471 




r* t 


2995380 




Score 


426 




DAUIiO 


786S..7999, 9107. .9229, 


9340. 


.9471 






uX Ucbtlip. 


(AJ001903) thioredoxin 


H [Triticum durum] 




Seq. No. 


34428 




Seq. ID 


OJ990218_01.9819. 


,C27 


UCilC LHKJ . 


71271 




Strand 


+ 




O L Ct X L. 


7892 




End 


9821 




Mama 
cUll.tr: 


OJ990218 01.9819.C27.o4 


.gs 


Method 


GENSCAN 




O L O.X L. 


7892 




End 


9474 






none 




Score 


.98 






7892.. 7999, 9107.. 9229, 


9340. 


. 9474 






Seq. No. 


34428 




Seq. ID 


OJ990218_01. 9819, 


,C27 




71272 




Strand 


+ 




Of a r 4- 


10444 




End 


10743 




Name 


OJ990218 01. 9819.C27.o5 


.gs 


Method . 


GENSCAN 




O L a x U 


10444 ■ 




End 


10743 






none 




. Score 


.91 . 




r. ' * 

k v o n c 


10444 .'.10743' ' 










Seq. No. 


34428 




Seq. ID 


OJ990218_01. 9819. 


C27 


rjpnp No 


71273 




Strand 






OLaiL 


7196 




End 


7465 




Name 


OJ990218 01.9819.C27.o3 


. tc 


Method 


TBLASTX: Cress 




Start 


157 




End 


360 




GI 


none 




Score 


197 




Exons 


157. .360, 229. .321 










Seq. No. 


34428 




Seq. ID 


OJ990218J31. 9819. 


C27 


Gene No. 


7127 3 




Strand 






Start 


7196 




End 


7465 




Name 


OJ990218_01. 9819.C27.o2 


. ts 


Method 


TBLASTX: Soybean 





34416 



Start 


178 




End 


O £. 1. 


GI 


none 




Score 




Exons 


178 . . 321 








Seq. No. 


34428 




Seq. ID 


OJ990218_01. 9819.C27 


Gene No. 


71273 




Strand 




Start 


.7196 




End 


74 65 


Name 


OJ990218 01.9819.C27.o3 


. tw 






Start 


181 ~ 




End 




GI 


none 




Score 


178 


Exons 


181 . . 348, 196. .318 








Seq. No. 


34428 








Gene No. 


71273 




Strand 




Start 


7196 




End 


7465 


Name 


OJ990218 01. 9819.C27.o2 


. tin 


Method 


TBLASTX * Mai ze 


Start 


200 




End 


684 


GI 


none 




Score 


267 


Exons 


200.. 319, 202.. 342, 206 


. .343, 


211 . .342, 


^7S 67^ ^76 fiftn 




580. . 684 








Seq^„.No.,,, 


34 4 28 L . ^ ^ j .-s.-jj.j^ • 




jSeg. ^ .IJ),v, 


.0 J 9 9 021 8 _ 01. .9 81SL _Q2 7 


Geixe.-NQ"-^. 






^atxancL^™. 




Sta-rt 


. -71.QC 1. * .- ■ . . 

/ -L .7 U 




End ' " - - 


7 4-65 — - 


Name . 


OJ990218 01.9819.C27.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


3988 




End 


6442 


GI 


none 




Score 


139 


Exons 


3988. .4173, 3992. .4174, 


4679. 


.4738, 4727. .4831, 5225. .5419, 




5233. .5415, 5482. .5676, 


5483. 


.5674, 5503.. 5676, 6007.. 6126, 




6272. . 6442 









Seq. No. 34428 Seq. ID 

Gene No. 71273 Strand 

Start 7196 End 

Name OJ990218_01 . 9819 . C27 . ol . ts Method 

Start 3994 End 

GI none Score 

Exons 3994. .4155, 4009. .4173, 4010.. -4174/ 

5228. .5425, 5239. .5421, 5501. .5659, 

6272. .6430 



OJ990218_01. 9819.C27 
7465 

TBLASTX: Soybean 
6430 
101 

4679. .4738, 4751. .4846, 
6007.. 6120, 6012.. 6119, 



Seq. No. 
Gene No . 
'Start '[ 
Name 
Start 
GI 

Exons 



34428 
-.71273 ' 
.7196 ' '"' 
OJ990218_01. 
3997 
none 

3997. .4152, 
6009. . 6101 



9819.C27.o2. tc 



Seq." ID 

Strand 

End "" 

Method 

End 

Score 



OJ990218_01.9819.C27 

7465 . ; ' ; ' ".' 

TBLASTX: Cress 

6105 

213 



4001.. 4228, 5239.. 5370, 5240.. 5383, 6007.. 6105, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34428 Seq. ID 

71273 Strand 
7196 End 

OJ990218_01. 9819.C27.ol. tw - Method 
4763 End 
none Score 



OJ990218_01.9819.C27 
7465 

TBLASTX: Wheat 

6511 

150 



4763. .4927, 5546. .5752, 5578. .5763, 6317. .6511, 6358. .6504 



34417 




Seq. No. 


34428 








Seq. ID 


OJ990218_01. 9819.C27 


Gene JsJq b 


71273 








o Li cl i LkJ. 




Start 


7196 










"7 A £ 


Name 


OJ990218 01 


.9819 


. C27 . o3 


• y fa 






Start 


7196 ~~ 








FnH 


/ 4 DO 


GI 


none 










. JO 


Exons 


7196 746S 












Seq. No. 


34428 








Seq. ID 


OJ990218_01.9819.C27 


Gene No. 


71274 








Strand 




Start 


7924 








End 


9511 


Name 


D.TQQ091 ft 01 


QQi q 
• zf o x y 




. Llll 


Method 


TBLASTX: Maize 


Start 


7 924 _ 








End 


9473 


GI 


none 








Score 


124 


Exons 


7924. .8001, 


7925 


. .8005, 


9101 


..9229, 9107. .9193, 9111. .9230, 




9322. .9468, 


9342 


. .9473, 




. .9473 




Seq. No. 


34428 








Seq. ID 


OJ990218_01. 9819.C27 


Gene No. 


71274 








Strand 




Start 


7924 








End 


9511 


Name * 






.-.Methqd^.. 


..TBLASTX: Wheat 


l-..^... Start., 










^End*LriL 


.3.5.11 , LZZZ_ 




• " none - : * 








- Score - 


103 • - - • ' 




7925-; .8005, 


7941 


. .8000, 


Q1 01 

Z7 X \J ± 


..9229, 9106.'. 9228, 9315. .9428, 




9322. .9510, 


9337 


. .9510, 


Zf O *i H 


.9511 




Seq. No. 


34428 








Seq. ID 


OJ990218_01. 9819.C27 




71274 








Strand 




j Start 


7924 








End 


9511 


i Name 


OJ990218 01. 


9819 


.C27.ol 




Method 


TBLASTX: Cress 


; Start 


9106 








End 


9468 


GI 


none 








Score 


133 


Ex on s 


9106. .9204, 


9107 


. 9193, 


you f . 


.9468, 9366..9467 


\ Seq. No. 


34429 








Seq. ID 


OJ990218_01. 9819.C28 


Gene ^ 


'71275 








Strand 


+ 


Start 


578 








End 


2822 


Name 


OJ990218 01. 


9819. 


C28.ol. 


gs 


Method 


GENSCAN 


Start 


578 








End 


2822 


* GI 


none 








Score 


.55 


■ Pynns 


• 578.. 1592, 1629.. 


1793, 2693.. 


2822 




Seq. No. 


** "• 34429 








" Seq. ' ID ' 


OJ990218'bl. 9819.C28 


Gene No 


71275 








Strand 


+ 


Start 


578 








End 


2822 


Name 


OJ990218 01. 


9819. 


C28.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1320 








End 


1751 




none 








Score 


85 


R von "3 


1320. .1436, 


1539. 


. 1751 








Seq. No. 


34429 








Seq. ID 


OJ990218_01. 9819.C28 


Gene No. 


71275 








Strand 


+ 


Start 


578 








End ■ 


2822 


Name 


OJ990218 01. 


9819. 


C28.ol. 


np 


Method 


AAT/NAP 


Start 


1597 








End 


1818 


GI 


4680339 








Score 


82 



34418 




Exons 1597.. 1818 

GI Descrip. (AF128457) hypothetical protein [bryza sativa subsp. indica] 



Qpft Ma 


^4 aio 


oeq . x u 


Ci TQ QO 9 1 ft 


ni 

u X 


Qft 1 Q 


. y 




7127 6 




_1_ 

I 








Start 


426 




A Q1 
4 y X 








Name 






oXjiNO^rilM 








Start 


426 ~~ 




A Q1 








(IT 


n on o 


Score 


'ft ft 








Exons 


426. .491 












Sea No 


34431 


Seq. ID 


O.TQQD91 ft 


n 1 


Qftl Q 




CilC LNU • 


71277 


Strand 










Start 


1 


End 


917 








Name 


OJ990218 01. 9819.C30.ol.np 


Method 










O LOJ. L 


1 


End 


Z X I 








\J -L 


5902448 


Score 


917 
Z X / 








XT' v /-^n q 


1. .217 












GI Descrip. 


(AB030283) orf3 [Oryza sativa] 










O v> ^ . LN \J ■ 


34432 


Seq. ID 


O.TQQ09 1 ft 


n i 

U X 


Qft 1 Q 
. y 0 X y 






_ J 127,8. 


Strand_ 











Of a r > 






0 . » 










OJ990218 01.9819.G31.o2.np" 


Method 


7\ 7\ T / NT Zi D • 








O L- Cl-L L. 


1 


End 


Q7 R 
y / O 










3192687 


Score 


1 Q£ 

x y o 








Exons 


1..153, 793. .975 












GI Descrip. 


(AF064539) gp4 [Bacteriophage N15] 










UCLJ. LN . 


34433 


Seq. ID 


Pi TQ QH 9 1 Q 


n i 
U X 


Q Q 1 Q 

. y o x y 


poo 


UCI 1C LN VJ . 


71279 


Strand 


_i_ 
T 








Start 


351 


End 


s ^n 








Name 


OJ990218 01-9819. C32.ol.gp 


Method 


7\7\rTi /p,7\p 
/*lrt.l / one 








O LQI L 


351 


. End 










GI 


none 


Score 


284 








Exons 


351. .530 














34433 


Seq. ID 


n tq on 9 1 ci 


n i 
ux 


Qft 1 Q 

y o x y , 




Cpnp Mo 


71280 


Strand 










Start 


470 


End 










Name 


OJ990218 01.9819.C32.ol.gs 


Method 


OijLNO^rtLN 










470 


End 


DjU 










npne • * ' - v 


Score 


♦ JO 








Exons 


4 7 5.'. 630'. ' '' ' " ' ' " 












Sea Mo 


34434 


Seq. ID 


OJ990218 


_01. 


Qft 1 Q 

y o x y . 




uCllC LN^J. 


71281 


Strand 


+ 










1 


End 


546 








Name 


OJ990218 01.9819.C34.ol.np 


Method 


AAT/NAP 


■j 






Start 


1 


End 


537 






GI 


6630732 


Score 


123 








Exons 


1..56, 385. .537 












GI Descrip. 


(AL132958) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


34434 


Seq. ID 


OJ990218_ 


01. 


9819. 


C34 


Gene No. 


71281 


Strand 


+ 








Start 


1 


End 


546 









34419 



Name 

Start 

GI 

Exons 



OJ990218_01 . 9819 . C34 . ol . tm Method TBLASTX : Maize 

382 End 546 

none Score 70 

382. .438, 382. .462, 383. .490, 436. .546, 438. .545 



Seq. No. 34435 Seq. ID OJ990218_01 . 98 19 . C36 

Gene No. 71282 Strand 

Start 1286 End ■ 1709 

Name OJ990218_01 . 9819 . C36 . ol . gp Method AAT/GAP 

Start 1286 End 1709 

GI LIB3477-003-P1-K1-E9 Score 100 

Exons 1286.. 1354, 1677.. 1709 

GI Descrip. 1 24 9858 6/sp | Q40638 I MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 34436 

Gene No. 71283 

Start 337 

Name OJ990218_01 . 9819 . C37 . ol . gs 

Start 337 

GI„_ _ pone , 

.Exons. ^^^.^33J. .^55.617 ^J-. 



Seq. ID 

Strand 

End 

Method 

End 

Score. 



OJ990218_01.9819.C37 
550 

GENSCAN 
550 

..46 ...... . . 



Seq. No. . 34437 Seq. ID 

Gene No. 71284 Strand 

Start 1 End 

Name OJ990218_01 . 98 19 . C38 . ol . np Method 

Start 1 End 

GI 4415913 Score 

Exons 1..52, 524.. 751 

GI Descrip. (AC006282) unknown protein [Arabidopsis thaliana] 



O'J9'90218_01.9819.C38 
+ 

751 

AAT/NAP 
751 
104 



Seq. No. 


34437 










' Seq. ID 


OJ990218 


_01< 


. 9819 


.C38 


Gene No. 


71284 










Strand 


+ 








Start 


1 










End 


751 








Name 


OJ990218 01. 


9819, 


.C38 


.ol, 


.gs 


Method 


GENSCAN 








Start 


524 










End 


611 








GI 


none 










Score 


.96 








Exons 


524. .611 




















Seq.. No. 


34438 ; 










Seq. ID- 


OJ990218 


_0.1. 


.9819 


; C41 


Gene "No . 


.71285 ., • 










Strand ■: 










Start 


" 277 ' " \ ' 










End' " 


' '367" " 








Name 


■ OJ990218 01. 


9819, 


.C41 


.ol, 


.gs' 


Method 


GENSCAN 








Start 


277 










End 


367 








GI 


none 










Score 


.67 








Exons 


' 277. .367 




















Seq. No. 


34439 










Seq. ID 


'OJ990218 


_01. 


, 9819 


.C42 


Gene No. 


71286 










Strand 










Start 


1095 










End 


1223 








Name 


OJ990218 01. 


9819. 


,C42 


.ol. 


.gs 


Method 


GENSCAN 








Start 


1095 








End 


1223 








GI 


none 










Score 


.96 








Exons 


1095. .1223 





















34420 



Seq. No. 34440 Seq. ID 

Gene No. 71287 Strand 

Start 839 End 

Name OJ990218_01 . 9819 . C44 . ol . gs Method 

Start 839 End 

GI none Score 

Exons 839.. 967 



OJ990218_01.9819.C44 
967 

GENSCAN 

967 

.45 



Seq. No. 34441 Seq. ID 

Gene No. 71288 Strand 

Start 1042 End 

Name OJ990218_01 . 9819 .C4 6 . ol . gs Method 

Start 1042 End 

GI none Score 

Exons 1042.. 1222 



OJ990218_01.9819.C46 
+ 

1222 
GENSCAN 
1222 
.81 



Seq. No. 34441 

Gene No. 71289 ■ 

Start 656 

Name OJ990218_01. 9819.C4 6.ol .gp 

Start 656 

.GI-.,., _ _ 2p4 09_l ...R1P84_,_. : i; _ _ 

..Expns^ rt _,.,.._,^£5.6„....7^1™ .^.^1] ... f . ^^^-^ ~ 

GI Descrip. ' 2 995380/emb | CAA0508 1 | 3;0e-4 7 (AJ001903) thioredoxin-H 



Seq. ID OJ990218_01.9819.C46 
Strand 

747 

AAT/GAP 
747 

. 14 4 .. 



End 

Method 

End 

Score 





I 1 L -L l_ ± ouni uuiriimj 


















oeq . no . 


Q A A A O 
J H 4 H Z 








beq. ID 


ojy yuz lo 


01 . 


A01 ft 

9819 


. C4 8 


Gene No. 


71290 








Strand 










Start 


580 








End 


760 








Name 


OJ990218 01.9819 


.C48 


.ol 


.gs 


Method 


GENSCAN 








Start 


580 








End 


760 








GI 


none 








Score 


.83 








Exons 


580. .760 


















Seq. No. 


34443 








Seq. ID 


OJ990218 


_01. 


9819 


.C49 


Gene No. 


71291 








Strand 










Start 


.140 








End 


300 








Name 


OJ990218 01.9819 


.C49 


.ol 


.gs 


Method 


GENSCAN 








Start 


140 








End 


300 








GI 


none 








Score 


. 61 








Exons 


140. .300 


















Seq': No. 


34444 








Seq-, ID 


OJ9902ia 


-I 01 - 


9819 


C'50' 


Gene No. 


'71292 ~ " 








*' Strand 










Start 


458 








End 


662 








Name 


OJ990218 01.9819 


.C50 


ol 


gs 


Method 


GENSCAN 








Start 


458 








End 


662 








GI 


none 








Score 


.97 








Exons 


458. . 662 


















Seq. No. 


34445 








Seq. ID 


OJ990218_ 


_01. 


9819. 


C51 


Gene No. 


71293 








Strand 










Start 


1 








End 


646 








Name 


OJ990218_01. 9819 


.C51. 


ol. 


np 


Method 


AAT/NAP 








Start 


I 








End 


618 








GI 


5902445 








Score 


483 








Exons 


1. .618 



















34421 



GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



Seq. No. 34445 

Gene No. 71293 

Start 1 

Name O J9 902 1 8_0 1 . 9 8 1 9 . C5 1 . o 1 . tm 

Start 343 

GI none 

Exons 343.. 543, 344.. 544 



Seq. ID OJ990218_01.9819.C51 
Strand 

End 64 6 

Method TBLASTX : Mai ze 

End 54 4 

Score 128 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
, Name_ _ 

-GI 

Exons 



34445 






Seq. ID 


OJ990218_01. 9819 


.C51 


71293 






Strand 






1 






End 


646 




OJ990218 


01.9819.C51.ol 


. tw 


Method 


TBLASTX: Wheat 




347 






End 


646 




none 






Score 


139 




347. .505, 


349. .645, 349 


. . 645, 


350. . 646 






34445 






Seq. ID 


OJ990218_01. 9819 


C51 


71293 






Strand 






1 






End 


646 




..OJ99021.8 


01. 98.19. C 51,. ol 




Method _ . 


..GENS CAN . 




_.iaa . 






^En4,^J-L-.. 


;6.oi;.: ^ 




- none ' • - 






Score - 


.53 ■ " - 





398. .601 



Seq. No. 


34446 


Seq. ID 


OJ990218 


_01.9819. 


C54 


Gene No. 


71294 


Strand 


+ 






Start 


134 


End 


415 






Name 


OJ990218 01.9819.C54.ol.gs 


Method 


GEN SCAN 






Start 


134 


End 


415 






GI 


none 


Score 


.83 






Exons 


134. .415 










Seq. No. ■ 


34446 


Seq. ID 


OJ990218 


JD1.9819. 


C54 


Gene No. 


71295 


Strand 








Start 


1 


End 


252 






Name 


OJ990218 01. 9819.C54 .ol.np 


Method 


AAT/NAP 






Start 


1 


End 


252 






GI 


4680183 


Score 


143 






Exons 


1. .252 










GI . Descrip . . 


(AF1H709) gag-pol protein 


[Oryza sativa .subsp. 


; indica] 




Seq'. No. 


' 34447' ; * ' 


Seq. ID 


OJ990218_ 


JD1.9819: 


C56 


Gene No. 


71296 


Strand 


+ 






Start 


1 


End 


1362 






Name 


OJ990218 01. 9819. C56. ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1362 






GI 


130582 


Score 


548 






Exons 


1..30, 448. .1362 










GI Descrip. 


RETROVIRUS -RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1 


-94 



[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 | pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacuml 



Seq. No. 34447 Seq. ID OJ990218_01 . 98 19 . C56 

Gene No. 71296 Strand + 

34422 



Start 
Name 
Start 
GI 

Exons 

Seq. .No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start >' 
Name 
Start 
GI 

Exons 

Gene No.-' - 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name ■ 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 
OJ990218_01. 9819.C56.ol.tc Method 
877 End 
none " Score 

877. .981, 982. .1128, 1144. .1353 



1362 

TBLASTX: Cress 

1353 

78 



34447 
71296 
1 

OJ990218_01. 9819.C56.ol.tw 

894 

none 



Seq. ID OJ990218_01.9819.C56 

Strand + 

End 1362 

Method TBLASTX : Wheat 

End 1329 

Score 170 



894. .1085, 907. .1110, 1128. .1313, 1129. .1329 



34447 
71296 
1 

OJ990218_01. 9819.C56.ol.tm 

931 

none 



Seq. ID OJ990218_01.9819.C56 

Strand + 

End ■ 1362 

Method TBLASTX : Maize 

End 1357 

Score 559 



931. .1353, 933. .1355, 1259. .1357 

71296-' - : strand - + : ...... — ^ 

1 End 1362 

OJ990218_01 . 9819 . C56 . ol . ts Method TBLASTX : Soybean 

955 End 1353 

none Score 309 

955.. 1230, 957.. 1238, 1240.. 1353, 1254.. 1352 



34448 
71297 
1 

OJ990218_01.9819.C57 .ol.np 
1 

5902444 

1..47, 633. .1645, 1871. .1942 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990218_01.9819.C57 

Strand + 

End 1942 

Method AAT/NAP 

End 1942 

Score 615 



34448 
71297 
1 

OJ990218_01.9819.C57-.oi;tw 
1172 

none 

1172. .1486, 1228. .1470 

34448 
7129.7 
1 

OJ990218_01.9819.C57.ol.gs 

1289 

none 

1289. . 1645 



Seq. ID OJ990218_01. 9819.C57 

Strand + • 

End 1942 

Method . TBLASTX: Wheat. 



End 

Score 



14*8 6 
279 



Seq. ID OJ990218_01.9819.C57 

Strand + 

End 1942 

Method GENSCAN 

End 164 5 

Score .98 



Seq. No. 
Gene No. 



34448 
71297 



Seq. ID OJ990218_01.9819.C57 
Strand + 



34423 



C H 1 -v +- 

btart 


i 


End 


1942 


Name 


OJ990218 01 . 9819 . C57 . ol . tm _ 


Method 


TBLASTX: Maize 


o tart 


UoO 


End 


1537 


bl 


none 


Score 


187 


Exons 


ITCH 1 /I QC 1 OCi 1 c-jn i o^l 


. 14 92 




Seq. No. 


34449 


Seq. ID 


OJ990218_01. 9819.C58 


Gene No. 


71298 


Strand 


+ 


oldlL 




End 


O A 1 

841 


Name 


ojyyuzio oi . 9«19 . Coo . oi . gs 


Method 


GENSCAN 


Start 


.392 


End 


841 


bl 


none 


Score 


. 99 


Exons 


■5QO Q A 1 

jy2 . . o4 l 






Seq. No. 


34450 


Seq. ID 


OJ990218_01. 9819.C60 


Gene No. 


71299 


Strand 




b t art 




Lna 


68 4 


Name 


ojyyo2i8 oi . 98 l 9 . Coo . oi . gs 


Method 


GENSCAN 


bt art 


104 


End 


f~ O A 

684 


H T 
bl 


none 


Score 


A *3 

.43 


Exons 


104. .282,. 672. .684 






_S.eq. .~ J&o. 




:,Se_q,._,.IAV 


, OjJ 9 9 02 18„ J11...J3l8±3zJC£1 


bene ino . 


. ni inn 

/ IjUU ' .... 


Strand 




Start 


1 


End 


457 


Name 


OJ990218 01.9819.C61.ol.np 


Method 


AAT/NAP 


btart 


1 


End 


4 57 




1707018 


Score 


207 


Exons 


1..211, 379. .457 






GI Descrip. 


(U78721) putative related to 


microbial 


divalent cation tolerance 




proteins [Arabidopsis thaliana] 




Seq. No. 


34451 


Seq. ID 


OJ990218 01.9819.C61 


Gene No. 


71300 


Strand 




b t art 


1 


End 


A CI 

45 / 


Name 


OJ990218 01. 9819.C61.ol.gs 


Method 


GENSCAN 


btart 


117 


End 


215 : 


C T 


none 


Score 


. 68 


Exons 


117. .215 






beq. no. 


34452 


Seq. ID 


OJ990218 0l.98l9.C62 


Gene No . 


71301 


Strand 


4- . 


Start 


.1. \ 


End 


457 


Name 


" OJ990218 01.9819.C62.ol.np 


. Method 


AAT/NAP ; 


Start 


1 


End 


310 


bl 


2160166 


Score 


208 


Exons 


1. .310 






GI Descrip. 


(AC000132) No definition line 


found [Arabidopsis thaliana] 


Seq. No. 


34452 


Seq. ID 


OJ9902l8_0l.98l9.C62 


Gene No. 


71301 


Strand 


+ 


Start 


1 


End 


457 


Name 


OJ990218 01. 9819.C62.ol.gs 


Method 


GENSCAN 


Start 


86 


End 


457 ■ 


GI 


none 


Score 


. 95 


Exons 


86. .457 







34424 




Seq. No. 


34452 






Seq. ID 


OJ990218 


J31.9819 


.C62 


Gene No. 


71301 






Strand 


+ 






OLdi L 


i 
x 






End 


A ^1 






Name 


n TQQD9 1 ft 


_01.9819. 


C62.ol.tc 


Method 


TOT 7\ C TV • 


Cress 




Of a y-+- 


ft £ 






End 


JU / 








none 






Score 


1 ^A 
X J 4 








ft 1 Qfi 


121. .195, 196. .306, 197. .307 








Seq. No. 


34452 






Seq. ID 


OJ990218 


JD1.9819 


C62 


Gene No. 


71301 








+ 






OLdl L 


i 
x 






. End 


A R7 
41 D / 






Name 


O TQQ09 1 ft 


_01.9819. 


C62.ol.tm 


Method 


rppT Zi CTY . 

1 oLtAo 1 A . 


Mai ze 






ft £ 






End 


OJ5 / 








none 






Score 


1 £A 
X D4 






Exons 


ft £ 1 Qf; 


86. .190, 


94. .195, 


196. .327, 


1 / . . J J / 






Seq. No. 


34452 






Seq. ID 


OJ990218 


_01.9819 


C62 


Gene No. 


71301 






Strand 


+ 






C-l- a y+- 
O Ldi L 


i 

X 






End 


4 0/ 






Name 


O TQ QD9 1 ft 


_01.9819. 


C62.ol.ts 


Method 


mDT 7\ CTY • 


Soybean 




o Lai L 


O D 






End 


JlU 






n.onB, rfi 






^ .Score 


x.-dX * .... 




™ — « 


Ex oris. ....„.--^_. i „ — , 


ft £ 1 QC 


^3^091, 


^4^35^ 


l96^J09,^~ 


i Tin 


— . — 




C £i /T 

oeq. in o . 


^ /I A R O 
.J 4 4 D Z 






Seq. ID 


uj y y u<£ ± o 


u i . y o i y . 






f J- *J \J J- 






Strand 


+ 






Start 


1 






End 


457 






Name 


OJ990218 


_01.9819. 


C62.ol.gp 


Method 


AAT/GAP 






Start 


240 






End 


318 






GI 


29634 1. 


R1084 




Score 


117 






Exons 


240. .318 














GI Descrip. 


'2160166 


4.0e-35 


(AC000132) 


No definition line 


found 





[Arabidopsis thaliana] 1 



Seq. No. 


34453 






Seq. ID 


OJ990218 


_01. 


9819. C64 


Gene No. 


71302 






Strand 


+ 






Start 


194 






End 


309 






Name 


OJ990218 01.9819.C64. 


ol 


■ gs 


Method 


GENSCAN 






Start 


194 






End 


309 






GI 


none 






Score 


.4 






Exons 


194. .235, 241. .309 














Seq. No. ■ 


34453 ■ ' ■ 






Seq. ID 


OJ990218 


_01. 


9819. C64 


Gene No. 


'71303 






Strand 


+ 






Start 


461 






End 


690 






Name 


OJ990218 01.9819.C64. 


ol 


■ gp 


Method 


AAT/GAP 






Start 


461 






End 


690 






GI 


32537 1.R1084 






Score 


423 






Exons 


461. .690 














GI Descrip. 


! 2341042/gb| AAB70446I 


1 


0e-ll 


(AC000104) F19P19 


.26 


[Arabidopsis 




thaliana] 1 














Seq. No. 


34453 






Seq. ID 


OJ990218_ 


_01. 


9819. C64 


Gene No. 


71304 






Strand 








Start 


1 






End 


746 






Name 


OJ990218 01.9819.C64. 


ol 


np 


Method 


AAT/NAP 






Start 


1 






End 


746 







34425 




GI 5922631 Score 195 

Exons 1..232, 278.. 370, 686. .746 

GI Descrip. (AP000492) ESTs C26347 (C12145 ) , AU078074 (C1214 5 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 |dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) - [Oryza sativ 



Seq. No. 34453 Seq. ID OJ990218JD1 . 9819 . C64 

Gene No. 71304 Strand 

Start 1 End 74 6 

Name OJ990218_01 . 9819 . C64 . ol . tm Method TBLASTX : Maize 

Start 317 End 690 

GI none Score 167 

Exons 317. .490, 326. .538, 342. .500, 501. .572, 501. .572, 502. .573, 

503. .574, 578. .688, 578. .688, 583. .690, 583. .690 

. Seq. No. 34454 Seq. ID OJ990218_01 . 9819 . C65 

Gene No. 71305 Strand - - 

.-.-Siart^,. ^140,^ , . r ^^u^.^,. „ ^ End... .. ^599 ^..^ ^ _ 

Start "••87- - • " - ----- -. End -•' 491 - • .-" 

GI none Score * 690 

Exons 87.. 491 



Seq. No. 34454 Seq. ID 

Gene No. 71305 Strand 

Start 140 End 

Name OJ990218_01 . 981 9 . C65 . ol . gs Method 

Start 140 End 

GI none Score 

Exons 140.. 599 



OJ990218_01. 9819.C65 
599 

GENS CAN 
599 
. 93 



OJ990218 01.9819.C65 



Seq. No. 34454 Seq. ID 

Gene No. 71305 Strand - ~ 

Start 140 ' End' 599 

Name OJ990218_01 . 9819 . C65 . ol . np Method AAT/NAP 

Start 143 End 565 

GI 1946362 Score 215 

Exons 143. . 565 . 

GI Descrip. (U932 15 ) . photosystem II- reaction center 6 . 1KD protein. 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



34455 Seq. ID 

71306 Strand 

1 ' End 
OJ990218JD1. 9819.C67.ol.np Method 

1 End 

2995380 Score 
1..66, 452. .582 

(AJ001903) thioredoxin H [Triticum durum] 



OJ990218_01.9819.C67 
582 

AAT/NAP 
582 
139 



34455 
71306 
1 



Seq. ID 

Strand 

End 



OJ990218 01.9819.C67 



582 



34426 



Name 
. Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990218_01 . 9819 . C67 . ol . gp Method AAT/GAP 
452 End 582 

20409_1.R1084 Score 203 

452.. 582 

•2995380/emb|CAA05081| 3.0e-47 (AJ001903) thioredoxin H 
[Triticum durum] 1 



34455 
71306 
1 

OJ990218_01.9819.C67.ol.gs 

460 

none 

460. .582 



Seq. ID OJ990218_01. 9819.C67 

Strand 

End 582 

Method GENSCAN 

End 582 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

„-.Exons__ 

D e. sc. r i p.., 

Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34456 
71307 
1 

OJ990218_01.9819.C68.ol.np 
1 

2341042 

^V^^BO^^A^ASlj^SJ^,. 599/^,U22.. ..123Z__ t ^ , 
,-4ACQ05^ 



Seq. ID OJ990218_01. 9819.C68 
Strand 

1232 
AAT/NAP 
1232 
268 



End 

Method 

End 

Score 



34456 
71307 
1 

OJ990218_01.9819.C68.ol.gp 
147 

uC-osroM202041b06bl 
147. .280, 364 . .432, 511. . 641 

, 2341042/gb|AAB70446| 1.0e-42 (AC000104) F19P19.26 [Arabidopsis 
thaliana] 1 



Seq. ID OJ990218_01.9819.C68 
Strand 

End 1232 

Method AAT/GAP 

End 641 

Score 481 



34456 
71307 
1 

OJ990218_01.9819.C68.ol.gs 

151 

none 

151. .280, 364. .469 
-344 56 • 

71307 . ' . ' 
1 

OJ990218 __01. 9819.C68.ol.ts 

172 

none 



Seq. ID OJ990218_01.9819.C68 
Strand 

End 1232 

Method GENSCAN 

End 4 69 

Score .9 



Seq. ID; Qj990218_01.9819.C68 
Strand 

End 1232 

Method TBLASTX : Soybean 

End 574 

Score 114" 



172. .291, 195. .287, 345. .434, 365. .439, 509. .574, 510. .572, 
511. .573 



Seq. No. 34456 

Gene No. 71307 

Start 1 

Name OJ990218_01 . 9819 . C68 . ol . tm 

Start 231 

GI none 



Seq. ID OJ990218_01 . 9819.C68 
Strand 

End 1232 

Method TBLASTX : Mai ze 

End 601 

Score 87 



34427 



Exons 



231. .287, 232. .282, 365.-439, 366. .449, 509. .535, 542. .601 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34456 
71307 
1 

OJ990218_01.9819.C68.ol. tc 

247 

none 



Seq. ID OJ990218_01.9819.C68 
Strand 

End 1232 

Method TBLASTX : Cress 

End 622 

Score 55 



247. .282, 249. .287, 365. .439, 507. .596, 509. .598, 511. .600, 
512. .622 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene. No., 

Name-- 
Start 
GI 

Exons 

GI Descrip. 



34457 
71308 
1 

OJ990218JD1. 9819.C69.ol.np 
1 

5902444 
1..616, 947. .1003 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990218_01.9819.C69 



Strand 
End 

Method 

End 

Score 



+ 

1003 
AAT/NAP 
1003 
515 



34458 

OJ990218_01< 
1 ■ 

6647650 
1..75, 458.. 



98 19 -.C-7 0- 



656 



Seq. ID 

_J3trand_ 

r -^End T ..„^ 

, ol ,-np - : Method ■ 
End 
Score 



OJ990218 01.9819.C70- 



,-6.5£_._ 



AAT/NAP- 

656 

118 



NADH-UBIQUINONE OXIDOREDUCTASE 24 KD SUBUNIT PRECURSOR 
gi|3892051|gb|AAC78260. 1 IAAC78260 (AC002330)- predicted NADH 
dehydrogenase 24 kD subunit [Arabidopsis thaliana] 



Seq. No. 


34458 




Seq. ID 


OJ990218_01.9819.C70 


Gene No. 


71309 




Strand 




Start 


1 




End 


656 


Name 


OJ990218 01.9819.C70. 


ol . gs 


Method 


GENSCAN 


Start 


200 




End 


645 


GI 


none 




Score 


.66 


Exons 


.-200. .302, 529.-645 








Seq. No. 


34458 




Seq. ID 


OJ990218_01. 9819.C70 


Gene No. 


71309 




Strand 




Start 


1 




End , 


656 


Name 


• OJ.990218 01. 9819.C70. 


ol.gp ■ 


Method 


AAT/GAP • ; 


Start 


218 ' 




End" 


'647 . ' ^ . '*■ ; ^ " 


GI 


24005 1.R1084 




Score 


193 


Exons 


218. .260, 529. .647 








GI Descrip. 


, 3892051/gb|AAC78260. 


1IAAC78260 1.0e-72 


t (AC002330) predicted 




NADH dehydrogenase 24 


kD subunit [Arabidopsis thaliana] 1 


Seq. No. 


34458 




Seq. ID 


OJ990218_01. 9819.C70 


Gene No. 


71309 




Strand 




Start 


1 




End 


656 


Name 


OJ990218 01.9819.C70. 


ol . tc 


Method 


TBLASTX: Cress 


Start 


523 




End 


648 


GI 


none 




Score 


126 



Exons 523.. 648, 527.. 646, 532.. 648 



34428 




Seq. No. 


34458 


Seq. ID 


OJ990218_01. 9819 


.C70 


Gene No. 


71309 


Strand 










ijiia 


ODD 




Name 


O.TQQ0918 m QftlQ P70 nl fm 


lYle LflOQ 


i dLiAo ia : iviai ze 




Start 


523 _ 




Ofl O 




GI 


none 


Score 


1 P 9 




Ex on *=? 


523 648 52Q 64R 








Seq. No. 


34458 


Seq. ID 


OJ990218_01.9819 


.C70 


Gene No. 


71309 


Strand 






Start 


1 


EnH 


fi5 fi 
DO D 




IN dine 


n.TQQn9ift ni Qfli q mn ^1 f c 

vu33U^10 Ul. "Oli/.L/U.Ol.LS 


Method 


IdLAoIa: boyoean 




Qfarf 


»j ^. j 


tLfTlCi 


DjZ 




GI 


none 


Score 






E von <=; 


523 648 527 646 530 652 








Seq. No. 


34459 


Seq. ID 


OJ990218 01.9819 


.C71 


Gene No. 


71310 


Strand 


+ 




Start 


142 


EnH 


OQp 




Morn o 


f),7QQn91ft D1 QftlQ P71 ni ore 




UlljNbLA.N 




Qfarf 
O L. d. J. L. 


14 9 ~ 

X *i 


Lino 


O Q D 

z y o 




GI. 




S^core^^. v 


A 1 

. 7 . % ■ ^-i- ■ - ■ - 


^^■^ 


ivynn o " " * ' ■" 


.;„;,l£2L*~.j2.9iL ■ 




■■ x.. "t; 




Seq. No. 


34459 


Seq. ID 


OJ990218_01. 9819, 


.C71 


Gene No. 


71311 


Strand 






Start 


118 

X X 0 




jo / 






n.TQQ091R 01 QftlQ P7 1 a1 rrr^ 

wu33uzxo ui . ?oiy . l / i . 01 . gp 


Method 








1 1 ft 

X x o 


tjna 


JO / 




GI 


none 


Score 


4 n £ 




DAUllO 


lift ?67 

XXO. .OD/ 










^44 fin 

O fl f± D U 


beq. id 


ojyyuizo ui.y8i9, 


. C3 


Gene No. 


71312 


Strand 


+ 




Start 


1 


End 


820 




Name 


Ol799012R D1 QR1 Q P? ol nn 


l v Jcr Lfioa. 


n 7\ t / XT TS. D 
AA1 / IN Air 




Start ■ 


1 " 




ts z u 




GI 


5ft 591 ft 1 

. ~> O .J ^. X O X 


Score 


11/1 
1 1 41 




E von s 


1 24 3QQ 55ft 7ftD fi90 








V-J J. UCOUl r-' 


(AT.1 1 79651 7hhDD1 1 1 rriru7a 


. _ 

sativa j 






Seq. No. 


34 4 60 ■ 


Seq. ID 


OJ990128 01.9819. 


C3 


Gene No,. 


.-71312 ■ 


Strand 


+ 




Start 


^ .......... r . . , 




o z u 






n.TQQHI 9R HI Qftl Q P? n1 


Method 


UhNbLAN 




Start 


125 


Hina 


/ / D 






none 


Score 


Q O 
.00 




Ex on 


125 127 215 977 4ftft 77R 








0 e q . in 0 . 


J 4 41 Ol 


Seq. ID 


OJ990128 01.9819. 


C4 


Gene No. 


71313 


Strand 


+ 




Start 


787 


End 


1131 




Name 


OJ990128 01.9819.C4.ol.gp 


Method 


AAT/GAP 




Start 


787 


End 


1131 




GI 


none 


Score 


665 




Exons 


787. . 1131 









34429 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34461 
71314 
2067 

OJ990128_01. 9819.C4 .ol.np 

2067 

6815109 



Seq. ID OJ990128_01. 9819.C4 

Strand + 

End 4440 

Method AAT/NAP 

End 4440 

Score 63 



2067. .2144, 3813. .3900, 3990. .4076, 4372. .4440 
(AP001081) hypothetical prote.in [Oryza sativa] 



34461 
71315 
667 

OJ990128_01. 9819.C4 .ol.gs 

667 

none 



Seq. ID OJ990128_01. 9819.C4 



Strand 
End 

Method 

End 

Score 



3225 
GENSCAN 
3225 
.6 



667. .1156, 1944. .2401, 2728. .2831, 3138. .3225 



Seq. No. 
Gene No. 
Start 
Name 

.Starts, 

Exons • 

GI Descrip. 



34461 



Seq. ID OJ990128 01. 9819. C4 



71315 Strand 

667 End 

OJ990128_01 . 98 19 . C4 . o2 . gp Method 
JJ.31„... ^ . ^ 4 . : , . . _End__ 

„£lB3i7ji-d^ 

1131..122^> 1510;. 1528 " • - 

1 4836883/gb| AAD30586.1 |AC007260_17 2.0e-14 (AC007260) 
lcl_prt_seq No definition line found [Arabidopsis thaliana] ' 



3225 
AAT/GAP 
1528 . .. 
-14,5 



Seq. No. 34462 

Gene No. 71316 

Start 1 

Name OJ990128_01 . 9819 . C5 . ol . np 

Start 1 

GI 6721562 

Exons 1..22, 373.. 760, 1910 

GI Descrip. (AP001073) Similar to 
hypothetical protein. 



gi | 6815087 | 
alpha zein 
sativa] 



Seq. ID OJ990128_01. 9819.C5 
Strand + 
End 1950 
Method AAT/NAP 
End 1950 
Score 249 

. 1950 

Zea mays 22-kDa alpha zein gene cluster; 
(AF031569) [Oryza sativa] 



dbj | BAA90373 . 1 | (AP001081) Similar to Zea mays 22-kDa 
gene cluster; hypothetical protein. (AF031569) [Oryza 



Seq. No. 


34463 


Seq. ID 


OJ990128_01. 9819.C6 


Gene No. 


71317 


Strand 




Start 


3084 - . 


End , ., 


3320 


Name 


OJ990128 01. 9819.C6.o2/gs 


Method 


"GENSCAN 


Start 


3084 


End 


3320 


GI 


none 


Score 


.48 


Exons 


3084. .3204, 3271. .3320 






Seq. No. 


34464 


Seq. ID 


OJ99gi28_01. 9819.C7 


Gene No. 


71318 


Strand 


+ 


Start 


1 


End 


2999 


Name 


OJ990128 01.9819.C7.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


256 


GI 


LIB3474-011-P1-K1-D5 


Score 


488 


Exons 


1. .256 






GI Descrip. 


'4836883/gb|AAD30586.1|AC007260 17 2. 


Oe-14 (AC007260) 




lcl_prt__seq No definition 


line found 


[Arabidopsis thaliana 



34*430 



Seq. No. 


34464 




Seq. ID 


OJ990128_01.9819. 


(~* /-\ r~\ M r\ 


7 1 "31 ft 




C 4- ranr ) 
OLI CiL 


T 


OLdi L 


± 




FnH 

Jul 1U 


9QQQ 

Z .7 J -7 


Name 


OTQQD19R 01 QR1Q CI n1 1- n 














FnH 


^9 




none 




OLUi C 


1 ftft 

lOO 


P v An c 
ljAUI 1 o 


1 ^^9 








Seq. No. 


34464 




Seq. ID 


OJ990128JD1.9819. 




7 1 ?1 R 










i 
i 




FnH 


9QQQ 


Name 


UJyyUlZO Ul. / ,01, LIU 




+- V"» n 


1 DJjrio 1 A . LYld ± Z c 


O LaX L. 






FnH 

HjIIU. 


1 Q7 




n on ^ 






91 6 

<i- X vJ 




^ 1 Q7 Q 1 flfl 








Seq. No. 


34464 




Seq. ID 


OJ990128_01.9819. 




71318 




c f- 7- -a n H 

O Li a. 1 1U 






1. 








Name 


OJ990128 01.9819.C7.ol.gs 










.24 




FnH 


9 R 7 7 


GI 






,.S.c.p re. „ ._- 


R S 


ijXons * * ~ * ~ 


- 24. -.228/ 243;. 323/' 416; .612, • 


ace. . i oi n. 
. . ± Z ± U , 


IjDj. . 1011; Z0:?U 


oeq . lno . 


34464 




Seq. ID 


OJ990128_01.9819. 


Gene No. 


71318 




Strand 


+ 


Start 


1 




End 


2999 


Name 


OJ990128 01.9819.C7.o2.gp 




Method 


AAT/GAP 




533 




End 


1501 


P T 


LIB3474-003-P1-K1-H2 




Score 


809 


HjXOilo 


533. .612, 956. .1210, 1387.. 


1501 




bl UcbLIip. 


f 2244889/emb|CAB10310. 1 | 4. 


Oe 


-22 (Z97338) cytochrome P45 




protein [Arabidopsis thaliana] ' 




Qnn Mo 
OcCj. IN U . 


34464 




Seq. ID 


OJ990128_01.9819. 


Gene No. 


71318 




Strand 


+ 


Start 


1 




End 


2999 


Name 


OJ990128 01.9819.C7.ol.np 




Method 


AAT/NAP 




1031 




End 


2780 




6635860 




Score 


517 


Exons 


1031. .1210, 1387. .1475", 1563. 


.1641, 1779. .1903, 2329, .24 




•2690. .2780 . . 








bl UuSCiip . 


. (AF216313) cytochrome P4'50 


[Heliarithus 


anhuus] V 


Seq. No. 


34464 




Seq. ID 


OJ990128_01. 9819. 


Gene No. 


71318 




Strand 


+ 


O Lai u 


1 




End 


2999 


Name 


OJ990128 01.9819.C7.o2.tm' 




Method 


TBLASTX: Maize 




1031 




End 


1651 


GI 


none 




Score 


206 


Exons 


1031. .1207, 1031. .1204, 1075. 


.1212, 1381. .1479, 1386. .14 




1557. .1637, 1562. .1651, 1563. 


.1634 




Seq. No. 


34464 




Seq. ID 


OJ990128_01.9819.( 


Gene No. 


71318 




Strand 


+ 


Start 


1 




End 


2999 



34431 



Name 

Start 

GI 

Exons 



OJ990128_01 . 98 19 . C7 . o3 . gp Method AAT/GAP 

2382 End 2999 

none Score 647 
2382. .2438, 2690. .2999 



Seq. No. 34465 Seq. ID 

Gene No. 71319 Strand 

Start 120 End 

Name OJ990128_01 . 98 19 . C8 . ol . gs Method 

Start 120 End 

GI none Score 

Exons 120.. 152, 756.-782, 1059.. 1199 



OJ990128_01.9819.C8 
+ 

1199 ' 
GEN SCAN 
1199 
.6 



Seq. No. 34466 Seq. ID 

Gene No. 71320 Strand 

Start 692 End 

Name OJ990128_01 . 9819 . C9 . ol . gs Method 

Start 692 End 

GI none Score 

Exons 692.. 1044 



OJ990128_01.9819.C9 
+ 

1044 
GENS CAN 
1044 
.52 



„Seg., -.No., , 34 4 67 _ _ . ,", 

_Gene„NG „ J13.2jl^ . r . .J 

Start 691 - 

Name OJ990128_01 . 98 19 . C10 . ol . gs 

Start 691 

GI none 

Exons 691.. 789 



_Seq^,JD_ r ,pJ^ 
..StrancL...,,^.^ 

■ End 789 ■• - - 

Method GENSCAN 
End 789 
Score .85 



Seq. No. 34468 

Gene No. 71322 

Start 366 

Name OJ990128JD1 . 981 9 . Cll . ol . gs 

Start 366 

GI none 

Exons 366..S27 



Seq. ID OJ990128_01. 9819. Cll 

Strand + 

End 527 

Method GENSCAN 

End 527 

Score .87 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34469 
71323 
1 

OJ990128_01.9819.C15.ol.np 

1 •• • • • ' . -\ • 

-1708311 

'1. .'63, 567 . V823, " 1280 : ; 1301. • ' ' ■ " - ' ' ' ' 

CHLOROPLAST STROMA 70 KD HEAT SHOCK-RELATED PROTEIN gi j 170094 
(M99565) 80 kDa heat shock protein [Spinacia oleracea] 



Seq. ID OJ990128_01.9819.C15 

Strand + 

End 1301 

Method AAT/NAP 

End - - 1301 - 

Score 366^ - 



34469 Seq. ID 

71323 Strand 

1 End 
OJ990128_01. 9819. CIS. ol.tm Method 

562 End 

none Score 

•562. .612, 563. .7.81, 563. .817, 564. .81E 



OJ990128_01.9819.C15 
+ 

1301 

TBLASTX: Maize 

818 

192 



Seq. No. 
Gene No. 



34469 
71323 



Seq. ID OJ990128_01.9819.C15 
Strand + 



34432 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

„Se.q....,~No. _ 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 
1 






■p _ _J 

Lnd 


1301 


AlQQni OQ 


m QOI ft T C _ 1 

uj.. yoiy.cio.oi 


. tc 


Method 


TBLASTX : Cress 


JDJ 






hna 


818 


none 






Score 


199 


C f. -3 Oil 

jD J . .01// 


0 04. . o ±o , 0D4 


Q1 C 


ODD. . a 1 / 




34469. 






Seq. ID 


OJ990128_01.981 


71323 






Strand : 


+ 


i 
J. 






tp j 
bna 


1 oU 1 


r\ tq q n t o q 


HI QQ1 Q pi C — 1 


. tw 


KJI j*^ 4- W ^ 

Method 


TBLASTX ; Wheat 


c; c £ — 






hna 


818 


none 






Score 


O 1 A 


ODD. .'/ Dj, 


R £"7 "7 £ /I "7 7 1 
jo / . . /0*l/ //I 


. o Jo, 


TOO Qi n 




34469 






Seq. ID 


OJ990128_01.981 


71323 






Strand 


+ 


1 






bna 


1301 




HI QOIQ PTC 


ts 


Method 


TBLASTX : Soybean 


3 0/ 






End 


818 


none 






Score 


o o o 

228 


0 D / . . / / O , 


00 4 . . 0 (JZ , oz 9 . 


. / /8 , 


756 . .818, 


776 . .814 








,.Seq. ¥ .ID..,. 


0 J.93 0 12* £j) XJ$8. 1 


71323 






Strand •■ 




1 






End 


1301 


OJ990128 


01. 9819.C15.ol. 


gp 


Method 


AAT/GAP 


650 






End 


819 


24893 1.R1084 




Score 


321 



1.0e-152 CHLOROPLAST 
PRECURSOR >gi 421881 



650. .819 

'399942/sp|Q02028 |HS7S_PEA 
HEAT SHOCK-RELATED PROTEIN 

shock protein, 70K, chloroplast - garden pea >gi 
70 kDa heat shock protein [Pisum sativum] 
>gi_871515__emb_CAA4 914 7_ (X69213) Psst70 (stress 70 protein) 
[Pisum sativum] ' 



STROMA 70 KD 

pir S32818 heat 

169023 (L03299) 



; Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descr'ip.. 



34 470 
71324 
1 

OJ990128_01. 9819.C16.ol.np 
1 

399942 



Seq.- ID 
Strand 
End 

Method 
End 

* ' ' Score 
1. .181/; 100.0. .114-2,- 1-232. /. 1330, - 1436-. 

CHLOROPLAST STROMA 70 KD*' HEAT SHOCK- RELATED PROTEIN PRECURSOR 
gi I 421881 Ipir | IS32818 heat shock protein, 70K, chloroplast - 
garden pea gi 1169023 (L03299) 70 kDa heat shock protein [Pisum 
sativum] gi | 871515 | emb | CAA49147 | (X69213) Psst70 (stress 70. 
protein) [Pisum sativum] 



OJ990128JD1. 9819.C16 
+ 

2276 
AAT/NAP 
2269 
.1232 • 
,1625, 1871. .2269 



Seq. No. 34470 Seq. ID 

Gene No. 71324 Strand 

Start 1 End 

Name OJ990128_01 . 98 19 . CI 6 . ol . gs Method 

Start 8 6 End 

GI none Score 
Exons 



OJ990128_01. 9819.C16 
+ 

2276 
GENSCAN 
2269 
.92 



86. .181, 1000. .1142, 1232. .1330, 1436. .1625, 1871. .2269 



34433 



Seq. No. 34470 

Gene No. 71324 

Start 1 

Name OJ990128_01 . 9819 . C16 . ol . gp 

Start 96 

GI 24893_1.R1084 

Exons 96.. 181, 1000.. 1142, 1232.. 

GI Descrip. ' 399942/sp | Q02028 | HS7S_PEA 
HEAT SHOCK- RELATED PROTEIN 



Seq. ID OJ990128_01.9819.C16 
Strand + 
End 2276 
Method AAT/GAP 
End 2191 
Score 1471 
,1330, 1436. .1625, 1871. .2191 
1.0e-152 CHLOROPLAST STROMA 70 KD 

PRECURSOR >gi_421881_pir S32818 heat 

shock protein, 70K, chloroplast - garden pea >gi_169023 (L03299) 
70 kDa heat shock protein [Pisum sativum] 

>gi_871515_emb_CAA4 914 7_ (X69213) Psst70 (stress 70 protein) 
[Pisum sativum] 1 



Seq. No. 34470 

Gene No. 71324 

Start 1 

Name OJ990128_01 . 9819 . C16 . ol . 

Start 98 

GI none 

Exons 98.. 181, 102.. 182, 102.. 

... _ , . 1223.^.13.39, . 1425.,. 1.667, 

w „ _ iglL. ,,22.7.1.. . 

Seq. No. 34470 

Gene No. 71324 

Start 1 

Name OJ990128_01 . 9819 . C16 . ol . 

Start 98 

GI none 

Exons 98.. 178, 120.. 176, 139.. 

1563. .1646, 1873. .2250, 



Seq. ID OJ990128_01.9819.C16 

Strand + 

End 2276 
tm Method TBLASTX : Maize 

End 2272 

Score 142 
179, 1000. .1140, 1010. .1135, 1212. .1331, 
14.35. .1626, 1868. .2272,.. 1868. ..226.9, 



Seq. ID OJ990128_01.9819.C16 

Strand + 

End 2276 
tw Method TBLASTX: Wheat 

End 2250 

Score 98 
180, 1288. .1320, 1415. .1528, 1416. .1553, 
1892. .2242, 2083. .2247 



Seq. No. 


34470 




Seq. ID 


OJ990128_01. 9819.C16 


Gene No. 


71324 




Strand 


+ 


Start 


1 




End 


2276 


Name 


OJ990128 


01.9819.C16.o2.ts 


Method 


TBLASTX : Soybean 


Start 


98 




End 


1331 


GI 


none 




Score 


99 


Exons 


98. .178, 


117. .152, 139. .180, 


1003. .1140, 1229.. 1330, 1230. .1331 


Seq. No. 


34470.. 




Seq. ID 


OJ990128_01.9819.C16 . 


Gene No. « 


\ 71324 




Strand ■. 


+ . --■ •'.• 


Start ' 


1 ' ' 




"End 


' 227 6 . 


Name 


OJ990128 


01.9819.C16.o2.tc 


Method 


TBLASTX: Cress 


Start 


98 




End 


1331 


GI 


none 




Score 


98 


Exons 


98. .178, 


1003. .1140, 1229. .1330, -1230. 


, .1331 


Seq. No. 


34470 




Seq. ID 


OJ990128_01. 9819.C16 


Gene No. 


71324 




Strand 


4- 


Start 


1 




End 


2276 


Name 


OJ990128 


01. 9819.C16.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1424 




End 


2276 


GI 


none 




Score 


182 


Exons 


1424. .161 


8, 1425. .1649, 1868. 


,.2272, 16 


i70..2238, 2085. .2276 



34434 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



. Seq. _ No 
Gene^.No. ...... .... 

Start- - 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34470 
71324 
1 

OJ990128_01.9819.C16.ol.tc 

1425 

none 



Seq. ID OJ990128 01.9819.C16 



Strand 
End 

Method 

End 

Score 



+ 

2276 

TBLASTX: Cress 

2272 

264 



1425.. 1667, 1431.. 1667, 1868.. 2272, 1869.. 2006, 1873.. 2271 

34471 Seq. ID OJ990128JH . 9819 . C17 

71325 Strand + 

1 End 685 

OJ990128_01 . 9819 . C17 . ol . np Method AAT/NAP 

1 End 372 

399942 Score 382 

1. .372 

CHLOROPLAST STROMA 70 KD HEAT SHOCK- RELATED PROTEIN PRECURSOR 
gi|421881|pir||S32818 heat shock protein, 70K, chloroplast - 
garden pea gi 1169023 (L03299) 70 kDa heat shock protein [Pisum 
sativum] gi | 871515 | emb | CAA4 9147 | (X69213) Psst70 (stress 70 
protein) [Pisum sativum] 



34471 t .. . . 

. 2.L32.5,_ _ , ,i. 

-1 

OJ990128_01. 9819.C17.ol.gp 
63 

13614_1.R1084 
63. .685 

, 1143427/emb|CAA52149| 7.0e-80 (X73961) heat shock protein 70 
[Cucumis sativus] 1 



_ Seq.. t% ID.,.. .OJ990128_QI., 98 1 9.j:jLJ7_,._ 

End • " 685 - - • • " • 

Method AAT/GAP 
End 685 
Score 1206 



34471 Seq. ID 

71325 Strand 

1 End 
OJ990128_01. 9819.C17.ol.gs Method 

76 End 

none ^ Score 
76. .375 



OJ990128_01.9819.C17 
+ 

685 

GENSCAN 
■ 375 
. 99 



Seq. No. 34471 

Gene No. 71326 

Start... • 1981 

Name ,.OJ990128_01 . 9819 . C17 . o'2 ..tm 

Start 63 ' 

GI none 

Exons 63. .98, 63. .254, 64. .255, 65. .256, 121. .255, 264. .37 
330. .374 



Seq. ID OJ990128_01. 9819.C17 . . 
Strand 

■ . 2393 

TBLASTX: Maize ■ 

'- '375 • ' ' " ' 

•62 

307. .375 



End 

'Method 
.".End 
Score 



jSeq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



34471 
71326 
1981 

OJ990128_01. 9819.C17.ol.tw 

90 

none 



Seq. ID OJ990128_01.9819.C17 
Strand 

End 2393 

Method TBLASTX : Wheat 

End 375 

Score 101 



90. .230, 90. .236, 91. .258, 127. .258, 322. .375, 336. .374 
34471 Seq. ID OJ990128 01.9819.C17 



34 4 35 




Gene No. 


71326 






Strand 




Start 


1981 






End 


^ J" J 


Name 


O.T9901 ?ft 

\JU y ^ \J J- £. O 


01 Qfil Q CM n9 


L o 




l Dij/\o i a . boyoean 


Start 


106 ~ 

-L \J \J 








i ^ 


GI 


none 








^ u / 


Rvon 

J-j i\. \t/ lij 


106 255 


107 2 53 11? 


• £. *J +J f 




1 ^71 ^7 ^ 


Seq. No. 


' 3.4 4 71 






Seq. ID 


OJ990128 01 9819 C17 


Gene No. 


71326 






Strand 




Start 


1981 






End 


2393 


Name 


OJ990128 


01.9819.C17.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


118 






End 


380 


GI 


none 






Score 


141 


Exons 


118. .255, 


143.. 256, 165. 


.254, 


307. .375, 


324. .380 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

..G,L ; ,...Des.crip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34471 Seq. ID 

71326 Strand 

1981 End 
OJ990128JD1 . 9819 . C17 . o2 . gp Method 

1838 End 

40727_1.R1084 Score 

183,8. 2393 _ . t 

protein- [Arabidopsis -.thaliana] ■ --*- - 
>gi_6091718_gb_AAF03430.1_AC010797_6 
[Arabidopsis thaliana] f 



OJ990128_01.9819.C17 

2393 
AAT/GAP 
2393 
1047 

(AC010797) unknown protein 



34471 
71326 
1981 

OJ990128_01 . 9819 . C17 . ol . tm 

1933 

none 



Seq. ID OJ990128_01.9819.C17 
Strand 
End 

Method 
End 
Score 



2393 

TBLASTX : Maize 

2255 

205 



1933. .2238, 1964. .2200, 1971. .2255, 1975. .2250 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



34471 
71326 
1981 

OJ990128_01.9819.C17.ol.ts 

1962 

none 



Seq. ID OJ990128_01.9819.C17 
Strand 

End 2393 

Method TBLASTX : Soybean 

End 2250 

Score 179 



1962. .2183, 1963:. 2229, 197 9 .. 2197 , 198 1 ... 22.50 



34471 ' 

71326 

1981 

OJ990128_01. 9819.C17 .o2.gs 

1981 

none 

1981. .2373 



Seq. ID OJ990128J31. 9819..C17 
Strand 

End 2393 

Method GENSCAN 

End 2373 

Score . 64 



Seq. No. 34471 Seq. ID OJ990128_01 . 9819 . C17 

Gene No. 71326 Strand 

Start . 1981 End 2393 

Name OJ990128_01 . 98 19 . C17 . o2 . np Method AAT/NAP 

Start 1984 End 2352 

GI 6016731 Score 370 



34436 



Exons 1984. .2352 

GI Descrip. (AC009325) unknown protein [Arabidopsis thaliana] 

gi I 6091718 |gb|AAF03430.1|AC010797_6 (AC010797) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 34472 Seq. ID 

Gene No. 71327 Strand 

Start 800 „ End 

Name OJ990128_01 . 9819 . C18 . ol . gp Method 

Start 800 End 

GI none Score 

Exons 800 . .887 



OJ990128_01.9819.Clf 
+ 

887 

AAT/GAP 

887 

121 



Seq. No. 34472 Seq. ID 

Gene No. 71328 Strand 

Start 836 End 

Name OJ990128_01 . 9819 . C18 . ol . gs Method 

Start 836 # . End 

GI none Score 

Exons 836.. 1030 



OJ990128_01. 9819. CI* 
+ 

1030 
GENSCAN 
1030 
.76 



JSejl.--. No .^3-4473. _ ^- ....^.-^..^../.^^Seq,.. ID_ 

.-Gene, No % ,...__ . 7:1329. 0,.- .SlJ^S^JZ^^ZiS'S^ ^X^trancL^ 

Start ' 950 - - ■ ■ - -End ■ - 

.Name OJ990128_01 . 98 19 . CI 9 . ol . gs Method 

Start 950 End 

GI none Score 

Exons 950.. 1039 



O J 9 9 0 1 2 8_.0 U .9 811£ 19., 

^„._.....„_^.. r r „.,. _, J 

1039 - 1 V - " ■ 

GENSCAN 

1039 



Seq. No. 34473 Seq. ID 

Gene No. 71330 Strand 

Start 1730 End 

Name O J9 90 1 28_0 1 . 98 1 9 . CI 9 . o2 . gs Method 

Start 1730 End 

GI none Score 

Exons 1730.. 1858 



OJ990128_01.9819.C19 

1858 
GENSCAN 
1858 
.7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



34474 
71331 
1 

OJ990128_01 . 9819 . C20 . ol . np 
1 

-2213629 



Seq. ID OJ990128_01.9819.C20 
Strand + 



End 

Method 

End 

Score 



1..445, 1323. .1414', 1541. .1624, 1748. 



1845 
AAT/NAP 
1834 
850" 
,1834 



(AC000103) F21J9.21 [Arabidopsis thaliana] 



Seq. No. 34474 Seq. ID 

Gene No. 71331 Strand 

Start 1 End 

Name OJ990128_01 . 98 19 . C20 . ol . gs Method 

Start 54 End 

GI none Score 

Exons 54.. 445, 1541. .1609, 1739. .1845 



OJ990128_01. 9819.C20 
+ 

1845 
GENSCAN 
1845 
.71 



Seq. No. 
Gene No. 
Start 



34474 
71332 
2332 



Seq. ID OJ990128_01. 98T9.C20 
Strand + 
End 2754 



34437 



Name 

Start 

GI 

Exons 



OJ990128_01.9819.C20.ol.gp 

2332 - 



none 
2332. 



.2754 



Method AAT/GAP 
End 2754 
Score 797 



Seq. No. 34474 

Gene No. 71333 

Start 2652 

Name OJ990128_01 . 9819.C20.ol . tm 

Start 1 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 



Seq. ID OJ990128_01.9819.C20 

Strand . - 

End 7077 

Method TBLASTX : Mai ze 

End 1837 

Score 579 



1..444, 15. .443, 1541. .1624, 1547. .1621, 1724. .1837 



34474 
71333 
2652 

OJ990128_01. 9819.C20.ol . tc 
40 

none 



Seq. ID OJ990128_01.9819.C20 
Strand 

End 7077 

Method TBLASTX: Cress • 

End 1843 

Score 556 



40. .444, 42, .443, 1331. .1414, 1541. .1612, 1742. .1843 



, Seq,._.No . 
,.^„Gerie. rv No ; . 

Start 

Name 

Start 

GI 

Exons 



_ „ .34474^ „. Seq ^ .ID. 0 J9 9 0 1 2 8_0 1 ■ 9 8 1 9 ., C2. 0 ,. 

^ w ;:U3i3,^U^ . Ull 

-- -2652 End - • • 707-7- - ; • - - - — - 

OJ990128_01 . 98 19 . C20 . ol . ts Method TBLASTX : Soybean 

133 End 1846 

none Score 405 

133. .444, 138. .443, 1541. .1624, 1543. .1620, 1741. .1842, 

1742. .1846 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 



34474 
71333 
2652 

OJ990128_01. 9819.C20.o2.tm 

2650 
none 

2650. .2679, 2651. .2674, 2742. 
2950. .3102, 2958. .3056, 4939. 

34474 
71333 

•2 652 - 

OJ990128_01. 981-9. C20.o2.gs . 

2652 

none 

2652. .2865, 
6916. .7077 



Seq. ID OJ990128_01.9819.C20 
Strand 

End 7077 

Method TBLASTX : Mai ze 

End 5025 

Score 39 

.2861, 2752. .2859, 2949. .3089, 
.5019, 4969. .5025 



Seq. ID 

Strand 

End - 

Method 

End 

Score 



OJ990128_01. 9819.C20 
7Q77 . , . 

GENSCAN . 

7077 

.46 



2950. .3086, 4969. .5018, 5862. .5932, 6319. .6404, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34474 
71333 
2652 

OJ990128_01. 9819.C20.o2.np 

2676 

4220484 



Seq. ID OJ990128_01.9819.C20 
Strand 

End 7077 

Method AAT/NAP 

End 594 0 

Score 217 



2676. .2865, 2950. .3086, 4969. .5018, 5862. .5940 
(AC006069) hypothetical protein [Arabidopsis thaliana] 



34438 



Seq. No. 
Gene No. 
Start ■' 
Name 
Start . 
GI 

Exons 

GI Descrip. 



34474 
71333 
2652' 

OJ990128_01.9819.C20.o2.gp 
2778 

75977_1.R1084 

2778. .2865,.. 2950. .3086, 4969. 



OJ990128_01.9819.C20 

7077 
AAT/GAP 
6271 
795 



Seq. ID 
Strand 
End " 
Method 
End 
Score 

.5018, 5862. .5987, 6178. .6271 



'5852170/emb|AL117265. 1 IOST17804 3.0e-94 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



Seq. No. 


34475 


Seq. ID 


OJ990128_01.9819.C21 


Gene No . 


71334 


Strand 


+ 


b tart 


586 


End 


672 


Name 


OJ990128 01.9819.C21.ol.gs 


Method 


GENSCAN 


Start 


586 


End 


672 


\jX 


none 


Score 


.53 


Exons 


586. .672 






Seq. No. 


34475 


Seq. ID 


OJ990128_01. 9819.C21 


Gene No . 


71335 


Strand 


+ 


Start . 


1418 


End 


2324 


.Name _ . : . _ ^ 


OJ99pl28.Jl..SB19.C21.,ol.np . 


_ Method^ ^ 


. AAT/NAP ... 


S.fca rvt ■„ ,.. ~ . . 






2 324.." 


-GI- 


■ 504 24 63 ■■■ • - - • - 


- Score- 


139 - - - 


Exons 


1418.. 1613, 2029,. .2324 






GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 




34475 


Seq. ID 


OJ990128_01. 9819.C21 


Gene No. 


71336 


Strand 




Start 


1659 


End 


.2230 


Name 


OJ990128 01. 9819.C21.o2.gs 


Method 


GENSCAN 


Start 


1659 


End 


2230 


GI 


none 


Score 


.42 


Exons 


1659. .1829, 2186. .2230 






Seq. No. 


34476 


Seq. ID 


OJ990128_01. 9819.C22 


Gene No. 


71337 


Strand 




Start 


1418 


End 


1528 


Name 


OJ990128 01.9819.C22.ol.gp 


Method 


AAT/GAP 


Start 


1418 


End 


1528 


GI 


5867 1.R1084 


Score 


139 


Exons , 


,1418.. 1528 






GI- Descrip., 


. ' 464986/sp | P35132 I.UBC9- ARATH 


5 . 0e-58- UBIQUITIN-CQNJUGATING^ 




ENZYME E2-17 KD. 9 (UBIQUiTIN- 


PROTEIN LIGASE .9) (UBIQUITIN 



CARRIER PROTEIN 9) (UBCAT4B) >gi_4 2 1 8 57_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme* [Arabidopsis 1 .. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34476 Seq. ID 

71338 Strand 

3406 End 
OJ990128_01. 9819.C22.o2.gs Method 

3406 End 

none Score 
3406. .4086 



OJ990128_01. 9819.C22 

9171 
GENSCAN 
4086 
.43 



34439 




Seq. No. 


34476 




Seq. ID 


OJ990128__01.9819 


.C22 


Gene No. 


71338 




Strand 






C -j- -J y~ -4- 


J H v o 






y 1 / 1 




Name 




QQ1 Q COO n1 t~> r\ 


Method 






jlail 






IT v, ,-1 


^ "3 C yl 




P T 


A 1 1 A Q £*A 




Score 


zlo / 




HiXOilo 




/ jUZ , . / JDH 








o± uescnp. 


(nt U 0 Z ± J ft J 


pol polyprotein 


[Zea mays] 






Seq. No. 


34476 




Seq. ID 


OJ990128JD1.9819 


.C22 


Gene No. 


71338 




Strand 






Start 


3406 




End 


9171 




Name 


OJ990128 01 


.9819.C22.o2.tw 


Method 


TBLASTX: Wheat 




Start 


3460 




End 


3859 




GI 


none 




Score 


110 




Exons 


3460. .3855, 


3626. .3859 









Seq. No. 34476 Seq. ID OJ990128_01 . 9819 . C22 

Gene No. 71338 Strand 

Start 3406 End 9171 

„ Name ^ ^ . O.J?90128^ai_, 9 _ TBLASTX : Soybean^ 

, vv S±a;rt_ 7 _„_^ .,^..,ind". ... . 4 0??' ~"" r 

GI - ■ : -' - •• - none ' " - - - - Score " 128 ■- - ■ ------ ----- 

Exons 3463.-3654, 3643 .. 3834 , 3847 4 029 



Seq. No. 34476 Seq. ID 

Gene No. 71338 Strand 

Start 3406 End 

Name OJ990128_01 . 9819 . C22 . o2 . tm Method 

Start 3919 End 

GI none Score 

Exons 3919.. 4215, 3920.. 4075, 4189.. 4332 



OJ990128_01.9819.C22 
9171 

TBLASTX: Maize 

4332 

124 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



34476 
71338 
3406 

OJ990128_01 . 9819.C22.ol .tw 

4015 

none 

4015. .4326, 4019. .4375, 4178, 
4465. .4818, 4472 . . 4819, 4474, 

"34476 , 

71338 

3406 

OJ990128_01 . 9819.C22.ol. ts 

4510 

5509260 

4510. .4947, 4589. .4858 



34476 
71338 
3406 

OJ990128 
4609 



Seq. ID OJ990128_01.9819.C22 
Strand 

End 9171 

Method TBLASTX : Wheat 

End 4819 

Score 113 

.4330, 4352. .4489, 4402. .4488, 
.4818 

Seq .ID 6 J 9 90 1 2 8_0 1 . 9 8 1 9 . C2 2 
Strand 

End 9171 

Method TBLASTX : Soybean 

End .. 4 94 7 

Score 140 



01. 9819.C22.ol. tc 



Seq. ID 

Strand 

End 

Method 
End 



OJ990128_01. 9819.C22 
9171 

TBLASTX: Cress 
4860 



34440 



GI 

Exons 



none 

4609. .4860, 4622. .4858 



Score 



114 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34476 Seq. .ID 

71338 Strand 

3406 End 
OJ990128J31. 9819.C22.o3.tm Method 

4639 End 

none Score • 

4639. .4947, 4640. .4897 

34476 Seq. ID 

71338 Strand 

3406 End 
OJ990128JD1. 9819.C22.o3.gs Method 

4 663 End 

none Score 



OJ990128JU. 9819.C22 
9171 

TBLASTX: Maize 

4947 

116 



OJ990128_01.9819.C22 

9171 
GENSCAN 
9171 
.4 



4663. .5132, 5509. .5676, 5738.-6359, 7230. .7448, 7472. .7813, 
8382. .8625, 9035. .9171 



Seq. No. 
Gene,Np..^. wJ 
_Star.t„ 
■Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34476 
71338 



OJ990128_01. 9819.C22.o2.np- 
5462 
4234846 
5462. .6143, 6177. .6353 

(AF082130) gag-pol polyprotein [Zea mays] 



Seq. ID 
.Strand . 
linaUl-... 
Method 
End 
Score 



OJ990128 01.9819.C22 



5tlZl__ r __. 
AAT/NAP- - 
6353 
350 



34476 Seq. ID 

71338 Strand 

3406 End 
OJ990128_01. 9819.C22.ol . tm Method 

57 09 End 

none Score 

5709.. 5936, 5712.. 6257, 5713.. 6255 



OJ990128_01. 9819.C22 
9171 

TBLASTX: Maize 

6257 

136 



Seq. No. 34477 Seq. ID 

Gene No. 71339 Strand 

Start • 2113 End 

Name OJ990128_01 . 9819 . C23 . ol . gs Method 

Start, 2113 . End 

GI ^ : * ■ none - Score 

Exons 2113. . 2206,' 3045. .3139 



OJ990128_01. 9819.C23 

3139 

GENSCAN 

3139 

.72 .-. ■ ■ .: ' •-• .. ' 



Seq. No. 34478 Seq. ID OJ990128_01 . 9819 . C25 

Gene No. 71340 Strand 

Start 1 End 679 

Name OJ990128_01 . 9819 . C25 . ol . np Method, AAT/NAP 

Start 1 End 679 

GI 5922634 Score 71 

Exons 1. .73, 553. . 679 

GI Descrip. (AP000492) hypothetical, protein [Oryza sativa] 

gi I 6016867 | dbi IBAA85210.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 



34478 



Seq. ID OJ990128 01.9819.C25 



34441 



Gene No. 


71341 


Strand 






btart 


£T 1 

bl 1 




b / y 




Name 


ujyyuizo ui . yy i y . uzo . 01 . gs 


Method 


r~* T~< xt nr , 7\M 

bLNbLAN 




Start 


bl 1 


bna 


cn a 

b / y 




C T 


none 


Score 






Exons 


oil. . b / y 








'■•V.'S.eq.- ..;Nq. 


' J .'34 47 9 ■ -i ; .. : ' . " 


... - Seq. ;ID 


fc -".OJ990128JDl*. 9819 


C26 


Gene "No-. 


: 71342- ' . - 


Strand 






b t art 


1 Q7 

i y / 


ttna 


01/ 




Narne 


ujyyuizo ui . yo i y . Lz b . 01 . gs 


Method 


bbNbCAN 




Pi- . y.4- 

btart 


i y / 




r i "7 




C T 


none 


Score 


. b b 




Exons 


iy/..o4i, j 4 / . . o i / 








beq . JNO . 


J4 4 O U 


beq. iiJ 


^ TQQH1 OQ m QQ1 Q 

ujyyuizo ui.yoiy. 


/ 


Gene No. 


71343 


Strand 


+ ~~ 




Start 


1 


End 


825 




Name 


OJ990128 01.9819.C27.ol.np 


Method 


7\ A T> /MAD 




btart 


1 


End 


oZZ 




H T 


4680179. 


Score 


1UOZ , . 




m>1 _. _ Exops^ _ _ , . . _ 


,1,^822 








..^.,G I~.Ile s.c nip..^. 


_4AE,1,1 1..70.9J- p.ol^pxD±ein„-iOx.yza..Jsatixa. 


s.ub.sp...... : 4 ndiqa },.... .. J _ = - 5= ^ 




Seq. No. 


34480 


Seq. ID 


OJ990128_01.9819. 


C27 


Gene No. 


71343 


Strand 


+ 




c+- -, v- +- 

; btart 


1 


End 






; 8 !] Name 


OJ990128 01.9819.C27.ol.tw 


Method 


TBLASTX : Wheat 




btart 


64 


End 


/ a a 
4 4 4 






none 


Score 


4 U4 




:/ 1 Exons 


64. .444, 66. .332, 190. .441 








Seq. No. 


34480 


Seq. ID 


OJ990128_01.9819. 


C27 


" a< Gene No. 


71343 


Strand 


+ 




btart 


1 


End 


ozo 




m Name 


OJ990128 01.9819.C27.ol.tm 


Method 


TBLASTX : Maize 




i«e: btart 


66 


End 


by / 






none 


Score 


Iz b 




;S= : Exons 


66. .149, 67. .159, 157. .597, 


159. .581 






j » j Seq. No. 


34480 


Seq. ID 


OJ990128 01.9819. 


C27 


Gene^ No, 


71343 


Strand 






b t a r u 


1 ■ ;-. ■■• ■ 


.End - 


Q O C 

OZJ ■ v 




Name 


OJ99'012'8' 01.9819. C'27 . 61'. gs 


. Method 


GENSCAN 




b t art 


73 


End 


o o c 

ozb 




C T 


none 


Score 


o o 




Exons 


73.-285, 331. .825 








Seq. No. 


34480 


Seq. ID 


OJ990128_01. 9819. 


C27 


Gene No. 


71343 


Strand 


+ 




u Lai L 


1 


End 






Name 


OJ990128 01. 9819.C27.o2.tw 


Method 


TBLASTX: Wheat 




Start 


444 


End 


777 




GI 


none 


Score 


315 




Exons 


444 . .'713, 445. .777 








Seq. No. 


34481 


Seq. ID 


OJ990128_01. 9819. 


C29 



34442 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI- Descrip.. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



71344 Strand + 

1 End 744 

0 J990128 JD1. 9819. C2 9. ol.np Method AAT/NAP 

1 End 744 

4680204 Score 202 
1. .122, 214. .744 

(AF114171) hypothetical protein [Sorghum bicolor] 



34481 
71345 
259 

OJ990128_01.9819.C2 9.ol.gs 

259 

none 

259. .366, 484. .611 



Seq. ID OJ990128_01.9819.C29 

Strand 

End 611 

Method GENSCAN 

End 611 

Score .71 



Seq. No. 34482 
Gene No. 71346 
Start 1 

Name OJ990128JH . 9819 . C30 . ol . np 

Start .1 

GL..;...,.^. ,6907087 ^ 

_Exons _ - 3 9 ...,.,.„ . _ /„., .... ^ . .... , v . ^^^.^^^^ 

GI - Descrip. (AP001129) - ESTs- CI 2111 (E221S) •, AU08231-3 (E2215) correspond to- 

region of the predicted gene.; hypothetical protein [Oryza 

sativa] 



Seq. ID OJ990128_01.9819.C30 
Strand + 

248 

AAT/NAP 
239 

117 . ^ . . . 



End 

Method 
End 

Score J 



Seq. No. 


34482 




Seq. ID 


OJ990128_ 


Gene No. 


71346 




Strand 


+ 


Start 


1 




End 


248 


Name 


OJ990128 01.9819.C30.ol 


.gs 


Method 


GENSCAN 


Start 


138 




End 


248 


GI 


none 




Score 


.88 


Exons 


138. .248 








Seq. No. 


34483 




Seq. ID 


OJ990128__ 


Gene No. 


71347 




Strand 


+ 


Start 


1 




End 


1285 


Name 


OJ990128 01.9819.C31.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1285 


GI 


5091513 




Score 


440 


Exons 


1. . 618, 1126. . 1285 








GI Descrip.- 


(AB023482) Hypothetical protein [Oryza 


■sativa] ■« 


Seq. No. 


34483 




Seq. ID 


OJ990128_ 


Gene No. 


71347 




Strand 


+ 


Start 


1 




End 


1285 


Name 


OJ990128 01.9819.C31.ol 


gs 


Method 


GENSCAN 


Start 


356 




End 


676 


GI 


none 




Score 


.78 


Exons 


356. . 676 








Seq. No. 


34484 




Seq. ID 


OJ990128J 


Gene No. 


71348 




Strand 


+ 


Start 


1 




End 


1150 


Name 


OJ990128 01.9819.C32.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


1150 



34443 




GI 


jU y loio 




Score 


730 




Exons 


i..yzy, yoo.-iiou 










GI Descrip. 


(AdUzj4oz) Hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


34484 




Seq. ID 


OJ990128_01. 


9819. C32 


Gene No. 


71349 




Strand . 


+ 






1 Q "7 *7 

l y / / 




End 


2132 




Name.'* 


a tQ Q n 1 OQ m QQ1 Q poo, 


.gs • 


Method 


r~> T-i li p /~i tv vi 

GENSCAN 




cm — ; >~ +- 

b tare 


1 Q "7 T 

iy / / 


End 


2132 




bl 


none 




Score 






Exons 


iy / / . . zioz 










Seq. No. 


' "34484 




Seq. ID 


OJ990128_01. 


9819. C32 


Gene No. 


71350 




Strand 


+ 




b tare 


ZD// 




End 


5060 




Name 


ojyyuizo ui . yyiy . cjz . oo 


.gs 


Method 


GENSCAN 




b car u 


ZD// 




End 


5060 




bl 


none 




Score 


.72 




Exons 


ZO//..Z/OD, OZ1U..JZOX, 


3730. 


.4329, 44? 


33. .4508, 4587. .5060 


Seq. No. 


34485 




Seq. ID 


OJ990128_01. 


9819. C33 


. Gene JiQ 


_ 7 .1351.,.. _ 




„ Strand^,-.. 






.o-taxi.^ 


. ^.iLD.4 _,„^_. ,, v „._„ ^^,. v ^ r „._, , ,, 










Name* -* 


- OJyy(J12o- 01 . yoiy . C 33 . ol . 


. gs * ■ 


Method- 


GENSCAN - 




Start 


A C A 

4 o4 




End 


554 




GI 


none 




Score 


.47 




Exons 


A (Z A CCA 

4 o4 . . 334 










Seq. No. 


"3 A A Q C 

o4 4 85 




Seq. ID 


OJ990128_01. 


9819. C33 


Gene No . 


/ loo z 




Strand 






Start 


1 




End 


366 




Name 


OJ990128 01.9819.C33.ol. 


■ gp 


Method 


AAT/GAP 




otart 


1 




End 


366 




GI 


LIB3434-038-P1-K1-F1 




Score 


652 




Exons 


1. .366 










GI Descrip. 


'5257255/dbj |AP000364.1| 


IAP000364 0.0e+00 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 ' 






Seq. No. 


34486 




Seq. ID 


OJ990128_01. 


9819. C35 


Gene No. 


71353 




Strand 


+ 




bcarc 


109 




End 


419 




Name 


OJ990128 01.9819.C35.ol. 


.'gs 


Method 


GENSCAN 




btart 


.109 . • • • 




.End.''. " 


■ 4"lf ; ■ 




bl 


none' : 




Score " 


.45 




Exons 


' 109. .419 










Corf Mn 

beq . no . 


34486 




Seq. ID 


OJ990128_01. 


9819. C35 


Gene No. 


71354 




Strand * 






Start 


84,8 




End 


1170 




Name 


OJ990128 01.9819.C35.o2. 


gs 


Method 


GENSCAN 




Start 


848 




End 


1170 




GI 


none 




Score 


.93 




Exons 


848. .1105, 1110. .1170 











Seq. No. 34487 Seq. ID OJ990128_01 . 98 19 . C36 

Gene No. 71355 Strand + 

Start 197 End 724 



34444 



Name 


OJ9901zo 01.9819.C3d 


. ol 


.gs 


Method 


GENSCAN 


otart 


i y / 




End 


695 


bl 


none 






Score 


. 64 


Exons 


19/. . o9o 










beq. no. 


*3 A A Q "7 
o4 4 O / 






Seq. ID 


OJ990128_01 .9819 


Gene No. 


-71355 






Strand 


+ 


Start 


197.. 






;;End 


724 


Name 


PiTQQfl19Q fll QQ1 Q rO£ 


.01 


.np 


Metnoa 


AAT / NAP 


C H s v- 4- 

otar l 


O "7 /I 

Z /4 






End 


724 


bl 


4 boUZU J 






Score 


OCT 

257 


Exons 


Z / 4 . . / Z 4 










GI Descrip. 


{ Ar 1141 / 1 ) 1 NrZ-llKe 


protein 


[ Sorghum 


bicolor] 


Seq. No. 


34487 






Seq. ID 


OJ990128_01.9819 


Gene No. 


71355 






Strand 


+ 




i on 
19/ 






-r->__) 
hna 


*7 O A 
/Z4 


Name 


OJ99U lzo 01. 9o 19 . Coo 


. ol 


. ts 


Method 


TBLASTX: Soybean 


otart 


A HQ 

4 Uo 






End 


719 




none 






Score 


43 


Exons 


/I HQ A "in A A 1 T1 Q 

4 Uo . . 4 J / , 441. . / 1 9 , 


464 


. .661 






Seq^ ...Np.^'..,.^ 








'vSeq_.. :J J,D. 




Gene 1 No; 


71355 • 







Strand 






1 Q7 
19/ 






End 


/z4 


Name 


OJ9901zo 01. 9819. Coo 


. ol 


tw 


Method 


TBLASTX: Wheat 


Start 


/ITT 
411 






End 


682 


bl 


none 






Score 


211 


Exons 


/iii an A A A Q coo 
411. .0/4/ 44y..DoZ 










Seq. No. 


34488 . 






Seq. ID 


OJ990128_01.9819 


Gene No. 


71356 






Strand 


+ 


Olail 


/ 0 1 






bna 


0 1 / 


Name 


ujyyuizb ui.9oi9.bo/ 


. ol. 


gs • 


Method 


GENSCAN 


otart 


/ 01 






End 


817 


bl 


none 






Score 


. 5 


Exons 


TCI Q1 "J 

/ o 1 . .01 / 










Seq. No. 


34489 






Seq. ID 


OJ990128_01. 9819 


Gene No. 


71357 






Strand 




OLdlt 


0 ~i 1 
z / o 






End 


4 63 


Name 


UJ99U1ZO U1.9ol9.boo 


ol. 


gs 


Method 


GENSCAN 


o car u ' 


. Z . / 0 






End 


4 63 


bl 


none 






Score 


.'59'; 


Exons 


nn r> Ad 
Z / J . . 4 0 J 










Seq. No. 


34490 






Seq. ID 


OJ990128 01.9819 


Gene No. 


71358 






Strand 


+ 


o car c, 








End 


0 1 /~ 
336 


Name 


OJ99U1ZO 01.9ol9.C39. 


ol. 


gs 


Method 


GENSCAN 


btart 


Zol 




End 


336 


GI 


none 






Score 


. 97 


Exons 


231. .336 










Seq. No. 


34491 






Seq. ID 


OJ990128 01.9819 


Gene No. 


71359 






Strand 


+ 


Start 


1 






End 


2601 



34445 



Name 


OJ990128 01.9819.C40.ol 


.np 


Method 


AAT/NAP 




otart 


1 




End 


2601 




GI 


6630685 




Score 


1308 




Exons 


1..469, 500. .1665, 2130, 


. .2601 








GI Descrip. 


(AP000969) Similar to copia-type pol polyprotein. (AF105716) 




[Oryza sativa] 










.Seq. No. 


J4 4 91 




Seq.. ID-': 


.OJ990128_01,9819 


. C4 0 


Gene No. 


71359 




Strand 


+ 




otarc 


1 




End 


2601 




Name 


OJ990128 01 . 981 9 . C40 . ol , 


.gs 


Method 


GENSCAN 




Start 


liz 




End 


1599 




n t 


none 




Score 


.85 




Exons 


132. .237, 395. .475, 563, 


. .742, 


1235. .1279, 1514. .1599 




Seq. No. 


344 91 




Seq. ID 


OJ990128JJ1. 9819. 


. C40 


Gene No . 


71360 




Strand - 


+ 




Start 


3700 




End 


4113 




Name 


OJ990128 01 . 9819 . C40 . ol , 


, ts 


Method 


TBLASTX: Soybean 




o tar c 


532 




End 


1109 




GI 


5509260 




Score 


39 




, Exons _ ^ _ 


.532,,.A7.6,. .598^^74 7,^ 6.10 . 


. .741, 


,109... ,801, 


W J3.L. .^832 ,,^ 738. A 


333/ 


op.-.-. 


,_iS2.6.;.. 9.6JX,: ; ;£$ I"!;.. 9t6:0,,>:<jl2.. 










GI Descrip. 












Seq. No. 


344 91 




Seq. ID 


OJ990128_01. 9819. 


.C40 


Gene No. 


71360 




Strand 


+ 




Start 


3700 




End 


4113 




Name 


OJ990128 01 . 9819 . C40 . ol . 


, tw 


Method 


TBLASTX: Wheat 




Start 


655 




End 


1095 




GI 


none 




Score 


83 




Exons 


655. .762, 673. .750, 750. 


. .833, 


758. .832, 


827. .853, 828..* 


366, 




920. .958, 924. .956, 937. 


, . 1095, 


966. .1085 




Seq. No. 


34 4 91 




Seq. ID 


OJ990128_01. 9819. 


. C40 


Gene No. 


71360 




Strand 


+ 




otar t 


3700 




End 


4113 




Name 


OJ990128 01.9819.C40.o2. 


tm 


Method 


TBLASTX: Maize 




o tart 


910 




End- 


1313 






none 




Score 


84 




Exons 


910..966, 9H..967, 937. 


. 1299, 


945. .1145, 1182. .1313 




■Seq. .No. ■ 


* 344 91. • - 




Seq-. ID • 


0J9 90 128^01.;. 9819. 


.C4 0 . 


Gene No. 


71360 




Strand 


+ .' ""* . 




bt art 


3700 




End 


4113 




Name 


ojyyui^o ui . yyiy . C40 . oz . 


t s 


Method 


TBLASTX : Soybean 




O 4- -v-4- 

btart 


1246 




End 


1655 




GI 


none 




Score 


43 




Exons 


1246. .1317, 1299. .1655 










oeq . no . 


34491 




Seq. ID 


OJ990128_01.9819. 


C40 


Gene No . 


71360 




Strand 


+ 




Start 


3700 




End 


4113 




Name 


OJ990128 01. 9819.C40.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1461 




End 


2569 




GI 


none 




Score 


178 




Exons 


1461. .1670, 2102. .2563, 


2137. . 


2439, 2369.. 2569 





34446 



Seq. No. 


34491 








Seq. ID 


OJ990128_01. 9819 


.C40 


Gene No . 


/ 1 JoU 








btrand 


+ 




Start 


J / uu 








End 


A 1 1 *3 

4113 




Name 


ojyyuizo ui 


. yy iy 


. C4 0 . OZ 


4- T T 

. tw 


Method 


TBLASTX : Wheat 




Start 


z 1 








End 


2536 






none 








Score 


O 0 




Exons 


zloo. . Z J U Z , 


z3oU 




Z J b 4 • 


. z4 d 7 






Seq. No. 


34491 








Seq. ID 


OJ990128_01. 9819 


.C40 


Gene No . 


/ looU 








Strand 


+ 




Start 


O *7 O A 
3 /UU 








End 


A 1 1 O 

4113 




Name 


ojyyuizo ui 


. ysiy 


C40 . oj 


. ts 


Method 


TBLASTX : Soybean 




Start 


Z 1 JO 










O C *D /T 




GI 


none 








Score 


TOO 

132 




Exons 


iljj . . ZZo I , 




. zo jb 










Con KT i-v 

o c q • in o . 


qi 








Seq. ID 




. v^fl U 


Gene No. 


71360 








Strand 






Start 


3700 








End 


4113 




Name 


OJ990128 01 


.9819 


C40.O2 


. np 


Method 


AAT/NAP 




Start .. , „ • 


3700 








. End.,,. 


.41.13 _ 




-Gi.;.. ' 


...j&S 3.9 58i .. 








..Score 


JjL2.8._ 




Exons - 


- 3700. .4113 














GI Descrip. 


(AP000837) 


hypothetical 


protein '[Oryza 


sativa] 





Seq. No. 34492 

Gene No. 71361 

Start 53 

Name OJ990128 

Start 53 

GI none 

Exons 53.. 169, 469.. 503, 1282.. 1782 



01.9819.C41.ol.gs 



Seq. ID OJ990128_01.9819.C41 

Strand + 

End 3071 

Method GENSCAN 

End 1782 

Score .74 



Seq. No. 


34492 


Seq. ID 


OJ990128 


Gene No. 


71361 


Strand 


+ 


Start 


53 


End 


3071 


Name 


OJ990128 01.9819.C41.ol.np 


Method 


AAT/NAP 


Start 


483 


End 


3071 


GI 


5852179 


Score 


289 


Exons 


483. .503, 1327. .1532, 1606.. 


1832, 3041 


. .3071 


GI Descirip., 


(AL117265) .zhb0009,l [Oryza 


sativa] 




Seq. No. 


34492 


Seq'. ID 


OJ990128 


Gene No. 


71362 


Strand 




Start 


2427 


End 


3071 


Name 


■OJ990128 01.9819.C41.o2.gs 


Method 


GENSCAN 


Start 


2427 


End 


3061 


GI 


none 


Score 


. 66 


Exons 


2427. .2435, 2489. .2710, 2843 


. .3061 





Seq. No. 34492 Seq. ID OJ990128J31 . 98 19 . C4 1 

Gene No. 71362 Strand 

Start 2427 End 3071 

Name OJ990128_01 . 9819 . C4 1 . o2 . np Method AAT/NAP 

Start 2496 End 3071 

GI 4680179 Score 751 



34447 




Exons 


Z 4 y b . . JU / 1 










GI Descrip. 


(At ill / uy) poiyprotem 


r /-\ 

[Oryza 


sativa subsp. indica] 




Seq. No. 


34492 




Seq. ID 


OJ990128_01.9819. 


C41 


Gene No. 


71362 




Strand 








o a on 
Z 4 z / 




End 


3071 




Name 


ojyyuizy ui.yyiy.C4i.oi 


. tw 


Method 


TBLASTX: Wheat 




btart 


ZDbO 




End 


2962 




r* t 
bl 


none 




Score 


60 




Exons 


occi: OiZOn OQCO 

^juj. , zbz / , zoyi . . zybz , 


z b4 y . 


.2927, 2756.. 2941 




Seq. No. 


34492 




Seq. ID 


OJ990128_01.9819. 


C41 


Gene No. 


71362 




Strand 






0 4- -n v~4- 


Z4 Z / 




End 


3071 




Name 


ujyyuizo ui.yyiy.L4i.oi 


. tin 


Method 


TBLASTX: Maize 




Start 


Z / JD 




End 


3071 




bl 


none 




Score 


104 




Exons 


OITC OT3C oqtj 

Z / J 0 . . JU b4 , z / j b . . z y j j , 


2756. 


.2998, 3000. .3071 




Seq. No. 


34493 




Seq. ID 


OJ990128_01. 9819. 


C42 


Gene No. 


71363 . 




Strand 






CM 1 >-+- 

ptart _ 


i 

1 . ' 




End:. ... 


..1£4 0___ 




Naiue. . wsf ^ T< » 




...t-w„' : „ '^^e± hod. J„ 


„TBI^S.TX.:.'.wii e a£. „ 




otart - - 


1 

1 y . ' - 




End 


216 ■ *- '-• 




bl 


none 




Score 


48 




Exons 


1../0, Z . . / O, J..//, 41 


. . 208, 


67. .216, 


77. .211, 105. .143 


C ^ « XT _ 

beq. No. 


J4 4 y J 




Seq. ID 


OJ990128__01. 9819. 


C42 


Gene No. 


71363 




Strand 






Start 


1 




End 


1240 




Naine 


ujyyuizo ui . yy iy . b4z . oi 


.np 


Method 


AAT/NAP 




otart 


1 




End 


1240 




bl 


4 by ui / y 




Score 


1773 




Exons 


1 . . 1Z 4 U 










GI Descrip. 


(/\riii/uyj poiyprotem 


[Oryza 


sativa subsp. indica] 




Seq. No. 


34493 




Seq. ID 


OJ990128_01. 9819. 


C42 


Gene No. 


■71363 




Strand - . 






o uarti 


1 




End 


1240 




Name 


ujyyuizy ui.yyiy.L4z.oi 


.gs 


Method 


GEN SCAN 




otart 


/ O 




End 


1086 




bl 


none 




Score . 


. 94 




Exons 


/ J . . luo b 




4 






Seq. No. 


34493 




Seq. ID 


OJ990128_01. 9819. 


C42 


Gene No. 


71363 




Strand 






Of -j 


1 




End 


1240 




Name 


ojyyoizo oi . yyiy . C4z . oz 


. tm 


Method 


TBLASTX: Maize 




Start 


o c 




End 


376 






none 




Score 


305 




Exons 


QC -DTC QQ QIC 

OD..O/0, yy..o/b 










Seq. No. 


34493 




Seq. ID. 


OJ990128__01. 9819. 


C42 


Gene No. 


71363 




Strand 






Start 


1 




End 


1240 




Name 


OJ990128 01.9819.C42.ol 


ts 


Method 


TBLASTX : Soybean 




Start 


175 




End 


.4 35 





34448 




GI 


none 


Score 


175 






Exons 


175 . . 435, 176 . .424 










Seq. No. 


34493 


Seq. ID 


OJ990126 


_01.9819 


.C42 


Gene No. 


71363 


Strand 








Start 


1 


End 


1240 






Name 


OJ990128 01 . 9819 . C42 . ol . tc 


Method 


TBLASTX : 


Cress 




Start 


199 


End 


525 






GI 


none • 


Score 


80 






Exons 


199. .342, 200. .340, 343. .525 










Seq. No. 


34493 


Seq. ID 


OJ990128 


_01.9819 


.C42 


Gene No. 


71363 


Strand 








Start 


1 


End 


1240 






Name 


OJ990128_01 .9819.C42.ol.tw 


Method 


TBLASTX : 


Wheat 




Start 


222 


End 


765 






GI 


none 


Score 


153 






Exons 


222. .476, 223.-765, 245. .580 










Seq. No. 


34493 


Seq. ID 


OJ990128 


_01.9819 


.C42 


Gene No. 


. 71363 


Strand 








„Sta.rt, . _ 




to ,End 


.124 0 ... _ 




^ a*.. 


.Name ^..^, r ~ 


1^6^901^ 


...Method,^. 


..TBLAS.TX,:.Ma±ze 




Start ■■ • 


- 787 ' - - ■--*■■ : - 


End- •■ 


114 0 - - 






GI 


none 


Score 


43 






Exons 


787. .1140, 794. .826, 872. .1135 








Seq. No. 


34493 


Seq. ID 


OJ990128 


_01 . 9819 


.C42 


Gene No. 


71363 


Strand 








Start 


1 


End 


1240 






Name 


OJ990128 01.9819.C42.o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


787 


End 


1210 






GI 


none 


Score 


222 






Exons 


787. .1137, 787. .1209, 794. .1210 








Seq. No. 


34493 


Seq. ID 


OJ990128 


_01. 9819 


.C42 


Gene No. 


71363 


Strand 








Start 


1 


End 


1240 






Name 


OJ990128 01. 9819.C42.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


958 


End 


1140 






GI 


none . 


Score • 


61 






Exons 


958. .1140, 961. .1134 










Seq. 'No. 


~ 34494* ' ' 


Seq. ID' 


OJ990128 


_01. 9819 


.C4 4 


Gene No. 


71364 


Strand 


+ ■ 






Start 


367 


End 


549 






Name 


OJ990128 01. 9819.C44.ol.gs 


Method 


GENSCAN 






Start 


367 


End 


549 






GI 


none 


Score 


.55 






Exons 


367. .549 










Seq. No. 


34495 


Seq. ID 


OJ990128 


_01. 9819 


.C45 


Gene No. 


71365 


Strand 


+ 






Start 


• 285 


End 


721 






Name 


OJ990128 01. 9819.C45.ol.np 


Method 


AAT/NAP 






Start 


285 


End 


721 






GI 


6063557 


Score 


45 







34449 



Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
* Name 
Start 
GI 

Exons 



285. .413, 702. .721 

(AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



34495 
71366 
299 

OJ990128_01:9819.C45.ol.gs 

299 

none 

299. .384 



Seq. ID OJ990128_01.9819.C45 
Strand 

End 384 
Method GENSCAN 
End . '.38 4 
Score .71 



Seq. ID OJ990128_01.9819.C46 

Strand 

End 724 

Method AAT/NAP 

End 724 

Score 526 



Seq. No. 34496 
Gene No. 71367 
Start 1 

Name OJ990128_01 . 9819 .C46. ol . np 

Start 1 
GI 399942 
Exons 1..724 

GI Descrip. CHLOROPLAST STROMA 70 KD HEAT SHOCK-RELATED PROTEIN PRECURSOR 
gi I 421881 Ipir | IS32818 heat shock protein, 70K, chloroplast - 
garden pea gi | 169023 (L03299) 70 kDa heat shock protein [Pisum 
...;_.sativuml_gi |_87 15 15 J emb | CAA4 91AJJ X 6 9 21 3.), , P s s t^0_ J s tr esa .J7CL . 
^ ^ ~ - -pr.o t.e. .inj,^.[. P-i,s ua .sa t iy.um.]. ^ - - • ■ - ~ 1—^-,™^ 



Seq. No. 


34496. 






Seq. ID 


OJ99012E 


_01.9819 


.C46 


Gene No. 


71367 






Strand 










i 

X 






tjTlCX 


1 O A 
f Z. H 






Name 


OJ990128 


01.9819.C46.ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


175 






End 


532 






GI 


none 






Score 


354 






Exons 


175. .531, 


179. .532 












Seq. No. 


34496 






Seq. ID 


OJ990128 


_01. 9819 


.C46 


Gene No. 


71367 






Strand 








Start 


1 






End 


724 






Name 


OJ990128 


01. 9819.C46.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


175 






End 


598 






GI 


none 






Score 


460 






Exons 


175. .597, 


179. .598 












Seq. No. 


34496 






Seq. ID 


OJ990128 


_01.9819 


.C46 


Gene No. 


71367 






Strand 








Start . ■ 


..1 






End 


724 • 






Name 


• OJ990128 


01. 9819.C46.ol 


ts 


Method . 


TBLASTX: 


Soybean" 




Start 


286 






End 


526 






GI 


none 






Score 


190 






Exons 


286. .525, 


314. .526 












Seq. No. 


34496 






Seq. ID 


OJ990128 


_01. 9,819 


.C46 


Gene No. 


71367 






Strand 








Start 


1 






End 


724 






Name 


OJ990128 


01. 9819.C46.ol 


tw 


Method 


TBLASTX: 


Wheat 




Start 


290 






End 


526 






GI 


none 






Score 


79 






Exons 


290. .400, 


298. .399, 400. 


.525, 


401. .526 








Seq. No. 


34496 






Seq. ID 


OJ990128 


_01. 9819 


.C46 



34450 




Gene No. 


7 1367 




Strand 










Start 


1 




End 


724 








Name 


OJ990128_01.9819.C4 6.ol 


.gp 


Method 


AAT/GAP 








Start 


316 




End 


724 








GI 


5004759 




Score 


627 








Exons 


316 . . 724 














GI Descrip. 


5051770/emb | CAB4 5063 . 1 1 


9. 


Oe-12 (AL078637) hsp 


70- 


like 


prote 




• [Arabidopsis thaliana] . 














Seq. No. 


34 4 97 




Seq. ID 


OJ990128 


_01 


. 9819 


. C47 


Gene No. 


71368 




Strand 










Start 


1792 




End 


2489 








Name 


OJ990128 01.9819.C47.ol 


. np 


Method 


AAT/NAP 








Start 


1704 




End 


2489 








GI 


5042463 




Score 


173 








Exons 


1704. .1799, 1856. .2023, 


2350. .2489 










GI Descrip. 


(AC00778 9) unknown protein 


[Oryza sativa] 








Seq. No. 


34497 




Seq. ID 


OJ990128 


_01 


. 9819 


.C47 


Gene No. 


71368 




Strand 










Start 


,1792 




End 


2489 








Name 


OJ990128. 01.9819.C4 7.ol 




^MethqcL^ 


J3ENSCAN - 




- ~- 




St a.r.t. . 


..,,119.2 _ ,.' 




_,_,_,EncL^.~-~. 


^2.034^.^ 








GI' • •- - 


none 




: - - Score ; 


- --.94- • • 








Exons 


1792. .2034 














Seq. No. 


34498 




Seq. ID 


OJ990128 


_01 


. 9819 


.C48 


Gene No. 


'71369 




Strand 


+ 








Start 


280 




End 


692 








Name 


OJ990128 01.9819.C48.ol 


. gs 


Method 


GENSCAN 








Start 


280 




End 


692 








GI 


none 




Score 


.45 








Exons 


280. .342, 585. .692 














Seq. No. 


34498 




Seq. ID 


OJ990128 


_01 


.9819 


.C48 


Gene No. 


71370 




Strand 


+ 








Start 


2072 




End 


3150 








Name 


OJ990128 01.9819.C48.o2 


. gs 


Method 


GENSCAN 








Start 


2072 




End 


3150 








GI 


none 




Score 


.41 








Exons 


2072. .2178, 2968. .3150 














Seq. No. • 


34*4 98- ■ 




...Seq. ID 


.PJ990128 


_01 


.9819 


.C4 8 


Gene' No. 


'71371' " " 




Strand' 










Start 


1 




End 


692 








Name 


OJ990128 01. 9819.C48.ol 


. np 


Method 


AAT/NAP 








Start 


1 




End 


692 








GI 


5042463 




Score 


213 








Exons 


1..72, 294. .692 














GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 








Seq. No. 


34499 




Seq. ID 


OJ990128_ 


_01 


.9819 


.C49 


Gene No. 


71372 




Strand 










Start - 


169 




End 


2677 








Name 


OJ990128 01. 9819.C49.ol 


.gs 


Method 


GENSCAN 








Start 


169 




End 


2677 








GI 


none 




Score 


.72 









34451 



Exons 



169. .486, 1467. .1661, 2637. .2677 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
.Gene.. No.; _ 
-S.tari'.l_.."." „\. 
-Name ■'■ 

Start 

GI 

Exons 



34500 
71373 
1 

OJ990128_01. 9819.C51.ol.no 
1 

5852172 
1. .253 

(AL117265) zhb0002.1 [Oryza sativa] 



Seq. ID OJ990128_01. 9819. 
Strand + 

253 

AAT/NAP 
253 
124 



C51 



End 

Method 
End ■,■ 
Score 



34500 
71374 
6005 

OJ990128_01. 9819.C51.o3.np 
6005 
4680179 
6005. .6947 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990128_01. 9819. 

Strand + 

End 6947 

Method AAT/NAP 

End 6947 

Score 711 



C51 



34500 .Seq. ID OJ990128_01 . 98 1 9 . 

.7.137-4 ^., ; _,_ J _._ ..... .. \,„..j5trancL + ' „ .... _ 

„6Q : Q5.„._„^„..__ 

OJ9901*28_01; 9819.C51.o2.tw- -' Method TBLASTX: Wheat- 

6209 End . 6453 

none Score 205 

6209. .6235, 6254. .6451, 6256. .6453 



C51 



Seq. No. 34500 

Gene No. 71374 

Start 6005 

Name OJ990128_01 . 98 19 . C51 . ol . tw 

Start 6487 

GI none 

Exons 6487.. 6681, 6488.. 6838 



Seq. ID OJ990128_01. 9819. 

Strand + 

End 6947 

Method TBLASTX : Wheat 

End 6838 

Score 294 



C51 



Seq. No. 34500 

Gene No. 71374 

Start 6005 

Name OJ990128_01 . 9819 . C51 . ol . tm 

Start 6488 

GI none 

Exons ' ' . 6488.. 6793, 6502.. 6618 



Seq. ID OJ990128_01. 9819. 

Strand + 

End 6947 

Method TBLASTX : Mai ze 

End - 6793 

Score 233 



C51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



34501 
71375 
1 

OJ990128_01.9819.C52.ol.np 
1 

4680179 
1. .1167 

(AF111709)- polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990128_01.9819. 

Strand + 

End 1167 

Method AAT/NAP 

,End 1167 

Score 1204 



C52 



34501 
71375 
1 

OJ990128 01.9819.C52.o2.tw 



Seq. ID OJ990128_01. 9819. 

Strand + 

End 1167 

Method TBLASTX : Wheat 



C52 



34452 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12 End 

none Score 

12. .221, 68. .220, 253.-348, 266. .379, 

34501 Seq. ID 

71375 Strand 

1 End 
OJ990128_01.9819.C52.ol.gs Method 

437 End 

none Score 
437. .914 



380 
161 
267. .380 

OJ990128_01.9819.C52 
+ 

1167 
GEN SCAN 
914 
.74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
„ Gene, ,No_. 
l.atar±l_ ; 

Name - 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34501 Seq. ID 

71375 Strand 
1 End 
OJ990128_01. 9819.C52.ol.tw Method 
54 5 End 
none Score 
545. .988, 549. .593, 654. .1031 

34501 Seq. ID 
..71375. _ _ . _ . _ Strand_. 

OJ990128_01. 9819.C52;ol. tm »- : Method 

654 End 

none Score 
654. .1073, 884. .1078 ■ 

34502 Seq. ID 

71376 Strand 
359 End 
OJ990128_01 . 9819 . C53 . ol . gs Method 
359 End 
none Score 
359. .537 



OJ990128_01.9819.C52 
+ 

1167 

TBLASTX: Wheat 

1031 

49 



OJ990128_01.9819.C52 

+ ■ • ■ 

[ iisil ZZ~Z° ZZZ.ZZZ 

TBLASTX: Maize- 

1078 
328 



OJ990128_01.9819.C53 
537 

GENSCAN 

537 

.48 



Seq. No. 34503 
Gene No. : '' 71377 

Start 361 

Name OJ990128J31 . 9819 . C54 . ol . gs ■ 

Start 361 

GI none 

Exons "361.. t 369, 458. .481, 519. .631 

Seq. No. 34504 

Gene No. 71378 

Start 473 

Name OJ990128_01 . 9819 . C56 . ol . gs' • 

Start 473 

GI none 

Exons 473. . 586 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990128_01.9819.C54 
+ 

631 

GENSCAN 

631 

.59 



OJ990128_01.9819.C56 
+ 

586 

GENSCAN 
586 
. 67 



Seq. No. 34505 Seq. ID 

Gene No. 71379 Strand. 

Start 125 . End 

Name OJ990128_01 . 9819 . C59 . ol . gs Method 

Start 125 End 



OJ990128_01. 9819.C59 
+ 

335 

GENSCAN 
335 



34453 




bl 


none 






Score 


. 4 6 






Exons 


LZO . . J JO 














Seq. No. 


34505 






Seq. ID 


OJ990128_01 


9819 


,C59 


Gene No. 


71380 






Strand 










ceo 






hna 


oyo 






Name 




. yy i y . boy 


. oz . gs 


Method 


/""■ T""> XI O TV XT 

GEN SCAN 






Start 


c <z o 
0 02 






End 


695 






C T 


none 






Score 


. by 






Exons 


obz . . oyo 














Seq. No. 


J4 oU o 






Seq. ID 


OJ990128 01, 


9819 


. C60 


Gene No. 


71381 






Strand 


+ 






Start 


1 






End 


897 






Name 


r\ TQon i oq n i 


QQi q nczn 

. y o i y . bou 


. ol . np 


Metnoa 


AA.1 / NAr 






btart 


l 






End 


8 97 






bl 








Score 


/y 






Exons 


1 . . oZ , boo . 


. o y / 












GI Descrip. 


( ALi 11 /ZOO; 


znouu u i u . 


i Lbryza 


sat iva ] 








Seq. No. 


34507 






Seq. ID 


OJ990128_01. 


9819 


C63 


Gene ( Np_. , ^ 


, _71382„ s ; 




^ ™ 


Strand^., 


„+ , ^ i 






,Ol aXX-i-—** r- 












...... — 




Name 


ojyyuizo ui- 


. yo l y . Co J 


. ol.gs — 


Method ■ 


GENSCAN 






Start 


^ A O 






End 


514 






(-1 T 

bl 


none 






Score 


. 73 






Exons 


44b . .514 














Seq. No. 


34 508 






Seq. ID 


OJ990128_01 . 


9819. 


C64 


flea n £a KIo 


71 ^R^ 








+ 






Start 


201 






End 


576 






Name 


OJ990128 01 


.9819.C64 


.ol.gp 


Method 


AAT/GAP 






Start 


201 






End 


576 






GI 


■ 2427387 






Score 


731 






Exons 


201. .576 














GI Descrip. 


5852170/emb 


IAL117265 


. 1IOST178 


04 3.0e-94 


Oryza sativa 





indica(GLA4) genomic DNA, chromosome 4, BAC clone:tl7804 



Seq. No. 


34508 




Seq. ID 


OJ990128 


_01 


9819 


.C64 


Gene No. 


71384 




Strand 










Start 


548 




End 


629 








Name 


OJ990128 01.9819.C64 


. ol . gs- 


Method 


GENSCAN 








Start" 


-548 ■ ' 




End 


■ 629 








GI 


none 




Score 


".83 








Exons 


548. .629 ■ 














Seq. No. 


34509 




Seq. ID 


OJ990128 


_01. 


9819 


.C65 


Gene No. 


71385 




Strand 










Start 


1 




End 


1282 








Name 


OJ990128 01.9819.C65 


ol . np 


Method 


AAT/NAP 








Start 


1 




End 


1282 








GI 


4680203 




Score 


807 








Exons 


1. .1282 














GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicol or] 








Seq. No. 


34509 




Seq. ID 


OJ990128_ 


_01. 


9819 


C65 


Gene No. 


71385 




Strand 











34454 



Start 
Name 
Start' 
GI 

Exons 



OJ990128_01. 9819.C65.o2.ts 
76 

none 

76. .273, 106. .246, 119. .274 



End 1282 

Method TBLASTX : Soybean 

End 274 

Score 59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No-. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34509 
71385 
1 

OJ990128_ 

109 

none 

109. .300, 

34509 
71385 
1 

OJ990128_ 

143 

none 

143. .250, 

J 5 8^5 6.5,.. 

34509 
71385 
1 

OJ990128_ 

279 

none 

279. .380, 



Seq. ID OJ990128_01.9819.C65 
Strand 

End 1282 

01.9819. C65 . ol . tm Method TBLASTX : Maize 

End 553 

Score 91 
110. .301, 310. .552, 311. .553 

Seq. ID OJ990128_01.9819.C65 
Strand 

End 1282 

01 . 9819 . C65 . ol . tw Method TBLASTX : Wheat 

End 609 

Score 67 

148. .303, 148. .300, 347. .442, 349. .444, 451. .555, 

..545,v^601 c ^553. ,.609_ - r ■■■.:._■,„■ .... ■,:„,., .,„, ,. 



• Seq . ID- O J 9 90 1 2-8_0 1 . 981 9-. 065- 
Strand 

End 1282 



01. 9819.C65.ol.gs Method GENSCAN 

End 1121 

Score .45 
516. .867, 1026. .1121 - 



Seq. No. 34509 Seq. ID 

Gene No. 71385 Strand 

Start 1 End 

Name OJ990128_01 . 9819 . C65 . ol . tc Method 

Start 397 End 

GI none Score 

Exons 397.. 738, 398.. 550, 590.. 742 



OJ990128_01.9819.C65 
1282 

TBLASTX: Cress 

742 

95 



Seq. No. 34509 Seq. ID 

Gene No.. 71385 Strand 

Start .1 End 

Name • / * OJ9'90128_01 . 9819 . C65 . ol . ts . Method 

Start 478 End 

GI none Score 

Exons 478.. 738, 479.. 733 



OJ990128_01.9819.C65 
1282 

TBLASTX : Soybean ■ * . 

738" " " : " 

132 



Seq. No. 


34510 


Seq. ID 


OJ990128 


_01 


9819 


C67 


Gene No.., 


71386 


Strand 


+ 








Start 


339 


End 


443 








Name 


OJ990128 01. 9819.C67.ol.gs 


Method 


GENSCAN 








Start 


339 


End 


443 








GI 


none 


Score 


.59 








Exons 


339. .443 












Seq. No. 


34511 


Seq. ID 


OJ990128 


_01 


9819 


C68 


Gene No. 


71387 


Strand 


+ 









34455 



Start 
Name 
Start 
GI 

Exons 



324 . End 435 

OJ990128_01 . 9819 .C68 . ol . gs Method GENSCAN 

324 End 435 

none Score . 6 
324 . .435 



Seq. No. 34 512 - • Seq. ID 

Gene No.. 71388 Strand 

Start 457 End 

Name OJ990128_01 . 9819 . C69 . ol . gs Method 

Start 457 End 

GI none Score 

Exons 457.. 1086 



OJ990128__01.9819.C69 

1086 
GENSCAN 
1086 
.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
_GI ..Descrip. 

Seq-. No.- ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Gi Descrip. 



34513 Seq. ID 

71389 Strand 

1 End 

OJ990128_01. 9819.C70.ol.np Method 

1 End 

4680186 Score 
1..87, 1327.. 155.7 
.„ J AFJAU 09 ) un knp wn, J Or y z a : s_a t iva_ ^s ub s p._, jjid i c aj 



OJ990128_01.9819.C70 
+ 

2054 
AAT/NAP 
1557 
244 



34 513 - - • - ■ - - - 

71389. 

i 

OJ990128_01. 9819.C70.ol.gs 

304 

none 



Seq. ID- - OJ990128_01. 9819.C70— 

Strand + 

End 2054 

Method GENSCAN 

End 2054 

Score . 4 



304. .405, 1202. .1255, 1352. .1581, 1948. .2054 



34513 
71390 
1104 

OJ990128_01.9819.C70.ol.gp 
1104 

uC-osf Icyp033a04bl 
1104. .1485 

1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990128_01.9819.C70 
Strand 

End 1485 

Method AAT/GAP 

End 1485 

Score 659 



Seq. No. 34513 

Gene No. . 71391 * ' " 

"Start 1947 

Name OJ990128__01 . 9819 . C70 . o2 . np 

Start 1947 

GI 6907087 

Exons 1947.. 2048, 2591.. 3255, 3463. 
GI Descrip. 



Seq. ID OJ990128_01. 9819.C70 
Strand - 



End . 384.7 ... " * ' 

Method AAT/NAP 
End 38 4 7 

Score 969 
.3847 

(AP001129) ESTs C7277 1 (E2215 ) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 34513 Seq. ID 

Gene No. 71392 Strand 

Start 6089 End 

Name OJ990128_01 . 9819 . C70 . o3 . gs Method 

Start 6089 End 



OJ990128_01. 9819.C7 0 

6370 

GENSCAN 

6370 



34456 



GI 

Exons 



none 

6089. . 6370 



Score 



.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

Gl' 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Gene* No-. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34514 Seq. ID OJ990128_01 . 9819 . C7 1 

71393 Strand 

1 End 64 6 

OJ990128_01.9819.C71.ol.np Method AAT/NAP 

1 End 64 6 

6907087 Score 273 

1..162, 205. .646 

(AP001129) ESTs C7277 1 (E2215 ) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



34514 Seq. ID 

71393 Strand 

1 End 
OJ990128_01. 9819.C71.ol.gs Method 

50 End 

none Score 
50. .184,. 227. .409 



OJ990128_01.9819.C71 
646 

GENSCAN 

409 

.46 



34.515.. 



,-_Sj=q.. .„m_^ 



7-1394 - ■ - - - - - - - Strand - 

1014 End 
OJ990128_01. 9819.C73.ol.gs ' Method 

1014 End 

none Score 

1014. .1148, 1671. .1810, 2340. .2454 

34515 Seq. ID 

71395 Strand 

5333 End 
OJ990128_01 . 981 9 . C73 . o3 . gs Method 

5333 End 

none Score 
5333.,. 6431 



-+ 

2454 
GENSCAN 
2454 
.53 



OJ990128J31. 9819.C73 
+ 

6431 
GENSCAN 
6431 
.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34515 Seq. ID 

71396 Strand 

.3709 End 
OJ990128_01.9819.C73.o2.gs Method 

3709 ; ■ ■* ' End ■ 

none " • Score 
3709. .3827, ■ 4232. .4352 



OJ990128_01. 9819.C73 

4352 

GENSCAN 

4352 

.72 . " • . 



34516 Seq. ID 

71397 Strand 

1 End 

OJ990128_01.9819.C74 .ol.np Method 

1 End 

6587849 Score 
1..131, 181. .726 

(AC006551) Very similar to retrotransposon reverse transcripta 
[Arabidopsis thaliana] 



OJ990128_01. 9819.C74 
+ 

726 

AAT/NAP 

726 

217 



Seq. No, 



34516 



Seq. ID OJ990128 01.9819.C74 



34457 



Gene No. 


71397 






Strand 


-f- 




1 






End 




Name 


OJ990128 01 


9819.C74.ol 


.gs 


Method 


GEN SCAN 


C +- -i -w~ +- 

otart 


271 






r-i _ _i 

End 


714 




none 






Score 


. 54 


Exons 


271. .372, 568. .714 








Seq. No. 


34516 






Seq. ID 


OJ990128 


Gene No. 


71398 






Strand 


+ 




2688 








A Q A O 

4 o4 Z 


Name 


OJ990128 01. 


9819.C74.o2 


gs 


Method 


GEN SCAN 


Start 


2688 




End 


3920 




none 






Score 


. 73 


Exons 


2688. .3502, 


3638. .3715, 


3791 


. . 3920 




O C \^ • IN U • 


34516 










Gene No. 


71398 






Strand 


+ 


Start 


2688 






End 


4542 


Name 


OJ990128 01. 


9819.C74.o3, 


np 


Method 


AAT/NAP 


Start 


3117 






End 


4 542 


GI 


5852084 ■ 






Score 


90 


Exons _ . . 


,. JA 311 .7, ,.3 152,^ 


i£59,.._A54 2 ; _ 









,_^;EuPescr±p,.,„_^ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



OJ990128 01.9819.C74 



34516 Seq. ID 

71399 Strand 
928 End 1552 

OJ990128_01. 9819.C74 .ol.gp Method AAT/GAP 
928 End 1552 

3761363 Score 1142 

928. .1552 

5852170/emb|AL117265.1|OST17804 1.0e-151 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone :t 17804 



34516 Seq. ID 

71400 Strand 
1511 End 
OJ990128_01. 9819.C74 . o2 . np Method 
1511 End 
6063554 Score 
1511. .1684, 3101... 3359, 3473. .3647 

(AP.Q00615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a. region of the predicted gene .;. hypothetical * 
protein [Oryza sativa] . . _ _ * 



OJ990128JD1. 9819. C74 

3647 
AAT/NAP 
3647 
204 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990128 01.9819.C74 



34516 
71400 
1511 

OJ990128_01.9819.C74 .o2.gp 
1751 
2427387 
1751.. 2126 

5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :tl 7804 



3647 
AAT/GAP 
2126 
731 



34516 
71401 



Seq. ID OJ990128_01. 9819.C74 
Strand 



34458 



O 4- —i -v- 4- 

otart 


004Z 




End 


504 0 


Name 


OJyy0128 01 . 9819 . C74 . ol 


. tw 


Method 


TBLASTX:! 


Start 


jib 




End 


642 


bl 


none 




Score 


288 


Exons 


OOO..D41, J4U..o4z 








beq. wo. 






Seq. ID 


OJ990128 


Gene No. 


71401 




Strand 




Start 


3642 




End 


5040 


Name 


OJ990128 01.9819.C74.o4 


.np 


Method 


7\ TV ITI / X 1 Ti T*i 

AAT/NAP 


Start 


3642 




End 


5040 


bl 


226661 




Score 


55 


Exons 


3642. .3665, 4792. .4863, 


4936. 


.5040 




bl Descrip. 


trnA intron ORF 109 [Oryza sativa] 




beq. No. 


34516 




Seq. ID 


OJ990128_ 


bene wo. 


71401 




Strand 




Start 


3642 




End 


5040 


Name 


OJ990128 01.9819.C74 .o3 


• gp 


Method 


AAT/GAP 


b tar l 


4793 




End 


4852 


bl 


688 1.R1084 




Score 


■76 


^ ^ E xjans _ , _ . 


..4793. ...4852 _ . . . 








"..JSX^D.es.cir.i.p,. 


..J. .22 6.6,6.1 /pxf,U,1.6 033 5 6,CM„4.. Q r eT^4 f x.xji^intron...DRF_; 




-sativa]- 1 -' - - - - ■ - : - 








Seq. No. 


34517 




Seq. ID 


OJ990128_ 


Gene No. 


71402 




Strand 




Start 


117 




End 


3393 


Name 


OJ990128 01.9819.C75.ol 


. gs 


Method 


GENSCAN 


Start 


117 




End 


3393 


bl 


none 




Score 


.75 


Exons 


117. .191, 568. .850, 931 


. .1101 


, 1179. .2023, 2271, 




2692. .2911, 3167. .3393 








Seq. No. 


34518 




Seq. ID 


OJ990128_ 


Gene No. 


71403 




Strand 




C -|- a v-4- 


1104 




End 


1628 


Name 


OJ990128 01.9819.C76.ol 


.gs 


Method 


GENSCAN 


Start 


1104 




End 


1628 


bl 


none 




Score 


.43 


Exons 


1104. .1312, 1388. .1513, 


1515. 


.1628 




.Seq. No. <■ . 


^54. 519. 




Seq. ID 


/.t)J990128_ 


Gene No. 


71404 . - 




Strand 




Of -i vf 

b tar l 


322 




End 


615 


Name 


OJ990128 01.9819.C77.ol 


. gs 


Method 


GENSCAN 


Start 


322 




End 


615 


bl 


none 




Score 


.67 


Exons 


322. .615 








Seq. No. 


34520 




Seq. ID 


OJ990128_ 


Gene No. 


71405 




Strand 


+ 


Start 


1 




End 


869 


Name 


OJ990128 01.9819.C79.ol, 


.np 


Method 


AAT/NAP 


Start 


1 




End 


869 


GI 


6742729 




Score 


1063 


Exons 


1. .869 









34459 




GI Descrip. (AF121139) RIM2 protein [Oryza sativa] 



Can M r~\ 

b e q . in o . 


•DA con 


beq. ID 


OJyy012o 01.9819, 


. C79 


Gene No . 


/ 14U0 


Strand 


+ 




bt art 


1 


End 


869 




Name 


ujyyui^b ui. yoiy.t /y.oi.tm 


Method 


TBLASTX : Maize 






/ u 




coo 




pt 


none 


Score 


219 




Exons 




334. .528 






Seq. No. 


34520 


Seq. ID 


OJ990128_01. 9819. 


■ C79 


bene lno . 


/ 1 3 uo 


Strand 


+ 




b Ual t 


1 
1 


End 


869 




Name 


ujyyuizo u i . yy i y . l / y . oi . tw 


Method 


TBLASTX: Wheat 




OLdXL 


/ o 


End 


494 






none 


Score 


158 




Exons 


to i tq -7Q i q *3 7Q o a i 

/o..i/y, /y..ioj, /y. .^ui, 


187. .300, 192. .284, 265. .492, 






285. .494, 291. .494 








C a/-t XT ^ 

b e q . in o . 


OH DZ U 


Seq. ID 


OJ990128_01. 9819. 


C79 


Gene No . 


T1 yl AC 


Strand 


+ 




Cf art- 


' 1 










, -^oj y.y jj JlZ p, r ui ,..y,o _L-i- w -3 ■ -Q- 1 -t s^ 


.,-^.,Met.h Qd 


..-TBLASTX^o^hean 






OOCS' — ■ - - - 


■ End" - ■- 


600- " L " - ••■ — - - 






none 


Score 


206 




Exons 


358. .600 








beq . ino . 


34520 


Seq. ID 


OJ990128 01.9819. 


C7 9 


Gene No . 


71405 


Strand 


+ 




bt art 


1 


End 


869 




Name 


OJ990128 01.9819.C79.o2.tw 


Method 


TBLASTX: Wheat 




btart 


589 


End 


780 






none 


Score 


107 




Exons 


589. .711, 591. .734, 708.. 779, 709. .780 






Seq. No. 


34521 


Seq. ID 


OJ990128_01. 9819. 


C80 


Gene No . 


71406 


Strand 


+ 




b tar t 


1 


End 


1237 




Name 


OJ990128 01.9819.C80.ol.np 


Method 


AAT/NAP 




o tar t 


1 


End 


1237 




P T 


6742729 .. 


Score 


965 




£xons 


1. . 1237 








GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 


+ ■ 




Q /-r NT ^ 

beq . no . 


34521 


Seq. ID 


OJ990128 01.9819. 


C80 


Gene No . 


71406 


Strand 


+ 




ot art 


1 


End 


1237 




Name 


OJ990128 01. 9819.C80.ol.gs 


Method 


GENSCAN 




btart 


9 


End 


974 




GI 


none 


Score 


.59 


Exons 


9. .72, 160. .297, 319. .408, 


503. .575, 791. .974 




Seq. No. 


34521 


Seq. ID 


OJ990128 01.9819. 


C80 


Gene No. 


71406 


Strand 


+ 




Start 


1 


End 


1237 




Name 


OJ990128 01.9819.C80.o2.tm 


Method 


TBLASTX: Maize 




Start 


78 


End 


269 





34460 




GI 


none 






Score 


217 




Exons 


78 . . 269/ 


80 . .268 










Seq. No. 


34521 






Seq. ID 


OJ990l28_0l . 98 19 . 


C80 


Gene No. 


71406 






Strand 


+ 




Start 


1 






End 


1237 




Name 


OJ990128 


_01.9819.C80.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


405 






End 


1234 




GI 


none 






Score 


512 




Exons 


405. .947, 


449. .949, 954 


. . 1154 , 


1007. . 


1144, 1152.. 1232, 






1161. .1232, 1162. .1233, 


1163 . . 


1234, 1166.. 1234 




Seq. No. 


34521 






Seq. ID 


OJ990128__01.9819. 


C80 


Gene No. 


71406 






Strand 


+ 




Start 


1 






End 


1237 




Name 


OJ990128 


01.9819.C80.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


446 






End 


761 




GI 


none 






Score 


291 




Exons 


44 6. .742, 


447. .761 










Seq. No. 


34521 






Seq. ID 


OJ990128J31. 9819. 


C80 


'.Gene _Np - 


■-^71-4 06; i_ 






Strand^ 






_at.art_- 








-End^,,. 






Name -" 


OJ990128 


01. 9819.C80.61 


. tc" 


Method 


- TBLASTX : Cress' : ----- 




Start 


696 






End 


1118 




GI 


none 






Score 


231 




Exons 


696 . . 947, 


704. .949, 954 


. . 1118, 


1007. . 


1114 




Seq. No. 


34522 






Seq. ID 


OJ990128_01.9819. 


C81 


Gene No. 


71407 






Strand 


- 




Start 


1 






End 


629 




Name 


OJ990128 


01.9819.C81.ol 


np 


Method 


AAT/NAP 




Start 


1 






End 


629 




GI 


- 1345502 






Score 


407 




Exons 


1 . .629 












GI Descrip 


(X57297) 


TNP2 [Antirrhinum majus] 






Seq. No. 


34522 






Seq. ID 


OJ990128 01.9819. 


C81 


Gene No. 


71407 






Strand 


- 




Start 


1 






End 


629 




Name 


OJ990128 


01. 9819.C81.ol 


tw 


Method 


TBLASTX: Wheat 




Start. 


78. 






End 


263 . 




GI 


none 






Score 


113 




Exons 


* 78. \ 263, 


79. .219' 










Seq. No. 


34522 






Seq. ID 


OJ990128_01. 9819. 


C81 


Gene No. 


71407 






Strand 






Start 


1 






End 


629 




Name 


OJ990128 


01.9819.C81.ol 


tm 


Method 


TBLASTX: Maize 




Start 


399 






End 


560 




pT 
ul 


none 






Score 


69 




Exons 


399. .560, 


400. .519 










Se'q. No. 


34523 






Seq. ID 


OJ990128_01. 9819. 


C82 


Gene No. 


71408 






Strand 






Start 


1 






End 


873 




Name 


OJ990128 


01. 9819.C82.ol. 


np 


Method 


AAT/NAP 





34461 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



,Seq,_No,. 
^Gene.JbJ.o.. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



4680179 
1. .873 

(AF111709) polyprotein [Oryza 

34523 
71408 
1 

OJ990128_01. 9819.C82.ol. tw 

107 

none 

107. .610, 185. .547, 189. .578 

34523 
71408 
1 

OJ990128_01 . 9819.C82.ol. tm 

176 

none 

176. .538, 185. .538, 189. .539 

,34 523, . _ .„ ^ _ ;i _ _ ( -., _ , 
1 

OJ990128_01. 9819.C82.o2.ts 

359 

none 

359. .604, 459. .587 

34523 
71408 
1 

OJ990128_01 .9819. C82 . o2 . tm 

545 

none 

545. .811, 546.-758 

34523 
71408 
1 

OJ990128_01. 9819.C82.o2. tw 
.611 
none 

611. .811,' 617.. 826, 627.. 833, 

34523 
71408 
1 

OJ990128_01. 9819.C82.ol.ts 

626 

none 

626. .811, 627. .818 

34524 ' 

71409 

131 

OJ990128_01. 9819.C83.ol.gs 



End 
Score 



873 
1138 



sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990128_01. 9819.C82 
873 

TBLASTX: Wheat 

610 

248 



OJ990128_01. 9819.C82 
873 

TBLASTX: Maize 

539 

170 



S.eq_.. I D 0 J9 ?Q1 2 8^0JL ..,98 1JL_2JL2L 
s£ranoL~. ... ..._^_._.^,-_^^_,„. 

• - 873 



End - - 
Method 
End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End ■ 
Score . 
832; ..855. 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



TBLASTX : Soybean 

604 

66 



OJ990128_01.9819.C82 
873 

TBLASTX: Maize 

811 

134 



OJ990128_01. 9819.C82 
873 

TBLASTX: Wheat 
855 . 
.123 



OJ990128_01. 9819.C82 
873 

TBLASTX: Soybean 

818 

108 



OJ99012R_01. QR1 q.r.83 
+ 

1036 
GEN SCAN 



34462 



Start 
GI 

Exons 



131 
none 

131. .349, 455. 



1036 



End 
Score 



Seq. No. 34525 Seq. ID 

Gene No. 71410 Strand 

Start 443 End 

Name OJ990128_01 . 9819 . C84 . ol . gs Method 

Start 443 End 

GI none Score 

Exons 443.. 681 



1036 
.51 



OJ990128_01.9819.C84 
681 

GENSCAN 

681 

.82 



Seq. No. 34526 Seq. ID 

Gene No. 71411 Strand 

Start 745 End 

Name OJ990128_01 . 9819 . C87 . ol . gs Method 

Start 745 End 

GI none Score 

Exons 745. .791, 1111. .1442, 1498. .1700 

Seq. No. 34526 Seq. ID 

.GeneJJo. , 7.141 1 .., Strand 

, S.tart_„. _ -~ Juh-,^^^ , ~, _,EncL ZSL 

Name OJ990128_01 . 98 19 . C87 . ol . gp -Method 

Start 890 End 

GI . 701140 Score 

Exons 890.. 1196 



OJ990128_01.9819.C87 
+ 

1700 
GENSCAN 
1700 
.55 ; 



OJ990128_01.9819.C87 

+ ■ . ^ ; . __ 

■ AAT/GAP ■ 
1196 
583 



Seq. No. 34527 Seq. ID 

Gene No. 71412 Strand 

Start 68 End 

Name OJ990128_01 . 9819.C8 9.ol .gs Method 

Start 68 End 

GI none Score 

Exons 68.. 154, 233.. 381 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Des'crip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990128_01.9819.C89 
381 

GENSCAN 

381 

.59 



OJ990128 01.9819.C90 



34528 ■ Seq. ID 

71413 Strand 

1 End 851 
OJ990128_01. 9819.C90.ol.np Method AAT/NAP 

1 End 851 

4680179 Score -787 

1.-.705,' ;733. .!851 ' '. ■ ' " 

(AF111709) polyproteln [Oryza sativa subsp." indica] 



34528 Seq. ID 

71413 Strand 

1 End 
OJ990128_01. 9819. : C90.ol. tm Method 

73 ' End 

none Score 
73. .270, 122. .232 



Seq. No. '34528 Seq. ID 

Gene No. 71413 Strand 

Start 1 End 

Name OJ990128 01 . 98 19 . C90 . ol . tw Method 



OJ990128_01.9819.C90 
851 

TBLASTX: Maize 

270 

104 



OJ99012fi_01 a 9819 ,C90 
851 

TBLASTX: Wheat 



34463 




Start 94 End 450 

GI none Score 88 

Exons 94.. 231, 122.. 223, 238.. 450, 323.. 391 



Seq. No. 34528 Seq. ID 

Gene No. 71413 Strand 

Start 1 End 

Name " OJ990128_01 . 9819 . C90 . o2 . tm Method 

Start 361 End 

GI none Score 

Exons 361.. 681, 545.. 637 



OJ990128_01.9819.C90 
851 

TBLASTX: Maize 

681 

69 



Seq. No. 34528 Seq. ID 

Gene No. 71413 Strand 

Start 1 End 

Name OJ990128_01 . 9819 . C90 . o2 . tw Method 

Start 478 End 

GI none 'Score 

Exons 478. .675, 488. .643, 748. .795 



OJ990128_01. 9819.C90 
851 

TBLASTX: Wheat 

795 

86 



Seq. No. 34529 

.Gene. No... . 71414,, . .. 

.At.ar.t*.-Z--.,.,1-- ~3 193 YJ T 1- Y:^Z^Y-~.. Y7-Y.,i- ZZ 

Name- ■* OJ990128_01 . 9819-; C91-. o2 . np - ' 

Start 2'212 

GI 5852179 

Exons 2212.. 2232, 3056.. 3139, 3171. 
GI Descrip. 



Seq. ID 
Strand 

Method- AAT/NAP 
End 3593 
Score 236 
.3293, 3367.. 3593 



OJ990128_01. 9819.C91 

+ . _ 



(AL117265) zhb0009.1 [Oryza sativa] 



Seq. No. 34529 Seq. ID 

Gene No. 71414 Strand 

Start 3193 End 

Name OJ990128_01 . 981 9 . C91 . o2 . gs Method 

Start 3193 End 

GI none Score 

Exons 3193.. 3561 



OJ990128_01.9819.C91 
+ 

3593 
GENSCAN 
3561 
.56 



Seq. No. 


34529 ' 


Seq. ID 


OJ990128 


_01 


.9819 


.C91 


Gene No. 


71415 


Strand 










Start 


180 


End 


976 








Name 


OJ990128 01. 9819.C91.ol. 


np Method 


AAT/NAP 








Start 


.180 . v . 


• . End • 


976 








GI ' '/ ^ . 


■ 4.512231 ■ 


. Score 


1228 








Exons 


180. . 976 












GI Descrip. 


(AB014741) ORFO protein 


[Oryza sativa] 










Seq. No. 


34529 


Seq. ID 


OJ990128 


_01 


9819 


C91 


Gene No. 


71415 


Strand 










Start 


180 


End 


976 








Name 


OJ990128 01.9819.C91.ol. 


gs Method 


GENSCAN 








Start 


182 


End 


790 








GI 


none 


Score 


.87 








Exons 


182. .790 












Seq. No. 


34530 


Seq. ID 


OJ990128 




9819. 


C92 


Gene No. 


71416 


Strand 


+ 








Start 


580 


End 


2054 









34464 




Name 


OJ990128 01 . 9819 . C92 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


532 




End 


737 


GI 


none 




Score 


128 


Exons 


COO /"TO COI f A A COO 

532. .618, 537. .644, 538 


. .645, 


645 . . 737 j 


648. .728, 650. .736 


Seq. No. 


34530 




Seq. ID 


OJ990128_01.9819.C92 


Gene No. 


71416 




Strand 


+ 


Start 


580 




End 


- 2054 


Name 


OJ990128 01.9819.C92.ol 


. gs 


Method 


GENSCAN 


Start 


580 




End 


1492 


GI 


none 




Score 


. 51 


Exons 


580. .649, 685. .863, 1235. .1492 




Seq. No. 


34530 




Seq. ID 


OJ990128 01 . 9819. C92 


Gene No. 


71416 




Strand 


+ 


Start 


580 




End 


2054 


Name 


OJ990128 01.9819.C92.o2 


.np 


Method 


AAT/NAP 


Start 


1313 




End 


2054 


GI 


6635860' 




Score 


174 


Exons 


1313. .1492, 1724. .2054 








GI Descrip. 


(AF216313) cytochrome P450 [Helianthus 


annuus] 


..Se.q*- No. ..^ 


_ 3,453,1 _ ^ - 






..QJ$9~a^ 


Gene No . - 


- 71417 < • • • • • 




.-Strand -' 




Start 


1015 




End 


2370 


Name 


OJ990128 01.9819.C94.ol 


.gs 


Method 


GENSCAN 


Start 


1015 




End 


2256 


GI 


none 




Score 


.43 


Exons 


1015. .2256 








Seq. No. 


34531 




Seq. ID 


OJ990128_01. 9819.C94 


Gene No. 


71417 




Strand 




Start 


1015 




End 


2370 


Name 


OJ990128 01.9819.C94 .ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1090 




End 


2308 


GI 


none 




Score 


53 


Exons 


1090. .1182, 1091. .1156, 


1107. 


.1178, 1171. .1239, 1187. .1246, 




1199. .1252, 1256. .1336, 


1258. 


.1374, 1265. .1405, 1282. .1404, 




1352. .1447, 1384. .1443, 


1449. 


.'1496, 1450. .1494, 1454 . .1495, 




1519. .2301, 1520. .2302, 


1715. 


.2308 




Seq.. No.. 


• 34531 . ■„ • 




.Seq; ID 


OJ9.90128_01. 9819-C94 


♦ Gene' No. 


71417 




' Strand 




Start 


1015 ' 




End 


2370 


Name 


OJ990128 01. 9819.C94 .ol 


.np 


Method 


AAT/NAP 


Start 


1574 




End 


2370 


GI 


6742729 




Score 


1070 


Exons 


1574. .2370 








GI Descrip. 


- (AF121139) RIM2 protein 


[Oryza sativa] 




o e q . in o * 


34531 




Seq. ID 


OJ990128_01. 9819.C94 


Gene No. 


71417 




Strand 




Start 


1015 




End 


2370 


Name 


OJ990128 01. 9819.C94 .ol. 


tc 


Method 


TRT.ASTX: Cress 


Start 


1672 




End 


2119 


GI 


none 




Score 


106 


Exons 


1672-. . 1821, 1672. .2115, 


1676. 


.2119, 1682. .2119 



34465 




Seq. No. 


34531 






Seq. ID 


OJ990128 


_01.9819. 


C94 


• Gene No . 


"7 1 /l 1 "7 
/ 1 4 1 / 






Strand 








b tart 


1U Id 






End 


z 5 /U 






Name 


ujyyui^o ui 


QQ1 Q 

. y o i y . 


cy4 . oi . tm 


Method 


TBLASTX : 


Mai ze 




otart 


^ UOU 






T-l _ _] 


o o a o 






C T 


none 






Score 


110 






Exons 


z u o u . . zzyo , 


o n i q 


. ZZ I o 










Seq. No. 


34532 






Seq. ID 


OJ990128 


_01.9819. 


C96 


Gene No . 


"7 1 /I 1 Q 
/ 1 4 1 0 






Strand 


+ 






OH !■*-+- 

b tar l 


1 / D 








J J 9 






Name 


uj yyuizo ui. 


Q Q 1 Q 

. y o i y . 


uy d . oi . gs 


Metnoa 


pfMP ^ 7\ Tv7 

bhjNbOAJN 






btart 


1 TC 

1/0 






bna 


TOO 

oo9 






C T 


none 






Score 


Q Q 

. yo 






U 1 v /*\ y^k c 

Lxons 


1 / 0 . • jj3 














Seq. No. 


34532 






Seq. ID 


OJ990128 


_01.9819. 


C96 


Gene No . 


/ 1 ft i y 






otrana 








btart 


lo / 4 






End 


3000 






Name 


. ojy yuizo ui , 


a o i a 


C9o.o2.gs ... 


Method 


GENSCAN 






C 4- -i -v- 4- 

bt: a rt f 


1 Q 1 A 






_^ End ^ w 


3000 ■ 






■ ^ j ■ 


, „ npB e ^ v '^*.,^ ... , _ 






., ,.-S.c<pre^,..^ 




— — - 


■ : - J •■■ Exons 


1 O *7 /I * O A O vl 

lq / 4 . . 2Uo 4 , 


2912 . 


O A A A 

. J 0 U 0 • 










k.i 

Oi Seq. No. 


34533 






Seq. ID 


OJ990128 


_01.9819. 


C97 


j-j: bene no. 


/ 1 4 Z(J 






Strand 


+ 






I-.':. Start 


lol 






End 


272 






. Name 


ojyyuizo ui. 


. 9o 1 9 . 


C9 / . ol . gs 


Method 


GENSCAN 






Start 


TCI 

lo 1 






End 


272 








none 






Score 


.86 






f[j Exons 


TCI OlO 

lo l . * z f z 






















Seq. ID 


OJ990128 


_01.9819. 


PQft 


''•'] Gene No. 


71421 






Strand 


+ 






% i Start 


1 






End 


902 






h : Name 


OJ990128 01. 


,9819'. 


C98.ol.np 


Method 


AAT/NAP 






i. 5 i Start 


1 " 






End 


899 








2126090 






Score 


1452 






Exons 


1. .899 














GI Descrip. 


transposase 


(insertion sequence IS10) 


- Escherichia coli 





g.i |.4 55 67 6J bbs I 14 037 9 *{S67119) transposase [Escherichia coli, 
LBB84, plasmid pXT107, IS10L/R-I,. Peptide 

PlasmidTransposonlnsertionMutant , 4*02 aa] [Escherichia coli]. 
gi | 6634720 | gb | AAF1 9728 . 1 |AC0124 63_2 (AC0124 63) T2E6.2 
[Arabidopsis thaliana] 



Seq. No. 


34534 


Seq. ID 


OJ990128_01. 


.9819, 


.C98 


Gene No. 


71421 


Strand 


+ 






Start 


1 


End 


902 






Name 


OJ990128 01.9819.C98.ol.gs 


Method 


GENSCAN 






Start 


88 


End 


902 






GI 


none 


Score 


.55 






Exons 


88. . 902 










Seq. No. 


34535 


Seq. ID 


OJ990128_01, 


.9819, 


,C103 


Gene No. 


71422 


Strand 









34466 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



1 End 593 

OJ990128_01. 9819.C103.ol .np Method AAT/NAP 
1 End 593 



Score 



97 



6907087 
1. .593 

(AP001129) ESTs C7277 1 (E22 15 ) , AU082313 (E2215 ) correspond to a 



region of the predicted gene, 
sativa] 



hypothetical protein [Oryza 



Seq. No. 


34535 




Seq. ID 


OJ990128_01 


.9819 


C103 


Gene No. 


71422 




Strand 








o car l 


i 




End 


593 






Name 


A oq ft. i Q01 o fi n o ~ 1 

ujyyuizo ui . yd i y . liuo . ol . 


gs 


Method 


GENSCAN 






Start 


1 "7 A 
1/4 




End 


508 






bl 


none 




Score 


.82 






Exons 


i"7/i ion /i i c cfto 
1/4. . oZU, 41o..OUo 












Seq. No. 


34536 




Seq. ID 


OJ990128_01 


.9819. 


C104 


Gene No. 


71423 




Strand 








Start 


1 




End 


223 






Name 


OJyyuizo ui . 9o l y . C104 . ol . 


np 


Method 


AAT/NAP 






.Start _ 


T 

... Jr. •. 




_End t , 


223 .... _- , , 






G I 


, ^1 I.-?-P y ^.D. . . „^ .- . _ -V— 












Exons - - 


1 O O "3 ' - •* 

i . . zzo - ■ - - - . 












GI Descrip. 


/Tft"100ft\ . 1. _ j_ _ J 

(JUloz9) unknown protein 


[Transposon TnlO] 






Seq. No. 


34536 




Seq. ID 


OJ990128_01 


. 9819. 


C104 


Gene No. 


71424 




Strand 








btart 


loo 




End 


341 






Name 


/"VTftftftlOO AT ftOlft /"■« T A /t _ -1 

OjyyUlzo Ul . 9o 1 9 . C104 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


1 O *3 

loo 




End 


341 






C T 

bl 


none 




Score 


201 






Exons 


lOO U/11 TOO u n o IOC 

loo..o41, loo..o(Jz, lob.. 


340 










Seq. No. 


043 0 / 




Seq. ID 


OJ990128_01 


. 9819. 


C106 


Gene No. 


71425 




Strand 


+ 






Start 


183 




End 


3211 






Name 


A TQQC11 OQ m QOI ft 1 A C — 1 

ujyyuizo u i . y o i y . Li u o . oi . 


gs 


Method 


GENSCAN • 






Start 


1 o o 

loo 




End 


3211 






01 


none 




Score 


.52 






Exons 


lOO £ O 1 OCft 1 1 y( o T/"0/^ 

ioo..ool, boy. .1140, lozo 


..1651, 1878. 


2150, 2188. 


.2276, 






Z4up. . z4ob, zo 34... ozll • 












Seq. No. 


34537 




Seq. ID 


OJ990128_01 


; 9819. 


CI 06 


Gene No. 


71426 




Strand 


+ 






Start 


6105 




End 


9439 






Name 


OJ990128 01. 9819.C106.o3. 


np 


Method 


AAT/NAP 






Start 


6105 




End 


8054 






GI 


4680186 




Score 


241 






Exons 


6105. .6124, 7849. .8054 












GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp. 


indica] 






Seq. No. 


34537 




Seq. ID 


OJ990128_01 


9819. 


C106 


Gene No. 


71426 




Strand 


+ 






Start 


6105 




End 


94 39 






Name 


OJ990128 01.9819.C106.o4. 


gs 


Method 


GENSCAN 






Start 


7942 




End 


9439 







34467 



GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 
7942. .8002, 8448. .8534, 8829. .9439 



.92 



34537 
71427 
3569 

OJ990128_01.9819.C106.ol.ts 

3558 

none 



Seq. ID OJ990128_01.9819.C106 
Strand 

Enci 9721 

Method TBLASTX : Soybean 

End 3808 

Score 52 



3558.-3599, 3563. .3808, 3636. .3806, 3641. .3808 



Seq. ID OJ990128_01.9819.C106 
Strand 

End 9721 

Method AAT/NAP 

End 9721 

Score 393 



34537 
71427 
3569 

OJ990128_01. 9819.C106.ol.np 

3569 
4544372 
3569. .447.6, 9663. .9721 

(AC006920) putative retroelement pol polyprotein [Arabidopsi 
thaliana] 



..Seq,. . No, 
:r ,G.ene,-...NQ.^ . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 

• GI -. 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



. .34537 _ ■ _ , , 

: 3569 ----- - - - • 

OJ990128JD1. 9819.C106.ol.tw 

3584 

none 

3584. .3991, 3618. .3983 

34537 
71427 
3569 

OJ990128_01.9819.C106.o2.ts 

4151 

none 

4151. .4483, 4329. .4484 

34537 
71427 
3569 

OJ990128_01 . 9819.C106.o2.np 
■5118 - 
6063554 ' 



... w.,- Seq I.D ^ O J ?■ 90 1.2 8 _ 0.1... 9 8 L9 .£10 6 
„ Tr ,. .Stxand.,^. r „zi:S v . ^.^..^.^^^ t ^^.^^^ 
■ 9721 



-End 
Method 
End 
Score 



TBLASTX: Wheat 

3991 

121 



Seq. ID OJ990128_01.9819.C106 
Strand 

End 9721 

Method TBLASTX : Soybean 

End 4484 

Score 82 



Seq. ID .OJ990128_01.9819.C106 
Strand 

9721 
AAT/NAP 

9273 ■ . 

191 ' ■ - 



End 

Method 
End 
Score 

5118. .5298, 5940. .5970,' 6575. .6864', 9135.. 9273 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

34537 Seq. ID OJ990128_01 . 98 1 9 . C106 

71427 Strand 

3569 End 9721 

OJ990128_01 . 9819.C106.o3.gs Method GENSCAN 

6431 End 7804 

none Score . 67 

6431. .6542, 6562. .6824, 7733. .7804 



Seq. No. 



34537 



Seq. ID OJ990128_01.9819.C106 



34468 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



71427 Strand 

3569 End 9721 

OJ990128_01. 9819.C106.o2.gp Method AAT/GAP 

7601 End 7982 

uC-osflcyp033a04bl Score 675 

7601. .7982 

' 6016845/dbj | AP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 34537 
Gene No. 71427 . 

Start 3569 

Name OJ990128JD1 . 9819 . C106 . o4 . np 

Start 8447 
GI 6907087 

Exons 8447.. 8548, 9087. .9721 

GI Descrip. (AP001129) ESTs C7277 1 (E2215 ) 

region of the predicted gene. 

sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990128_01. 9819.C106 

9721 
AAT/NAP 
9721 
520 



, AU082313 (E2215) correspond to a 
; hypothetical protein [Oryza 



Seq. No. . 34538 

.,Gene No,;,-. _.ZM28 ^ ^ ^ 

:.-stjart/_. .,;7^a£ v ;^ 

Name - OJ9901-28_01 . 9819 . C107 .-61 . gs 

Start '188 
GI none 
.Exons 188.. 372, 787.. 1090 



OJ990128 01.9819.C107 



Seq. ID 

jSJtrand,., , . - ; v 

ind r .._.7Z ^io^al 

Method " GENSCAN -■ . -- 
End 1090 
Score .48 



Seq. No. 34539 

Gene No. 71429 

Start 753 

Name OJ990128_01 . 9819 . C108 . ol . gs 

Start 753 

GI none 

Exons 753.-858 



Seq. ID OJ990128_01. 9819.C108 

Strand + 

End 858 

Method GENSCAN 

End 858 

Score .94 



Seq. No. 34539 Seq. ID 

Gene No. 71430 Strand 

Start 3902 * v End 

Name OJ990128_01 . 9819 . C108 . o2 . gs Method 

Start 3902 End 

GI . none , Score 

Exons * 3902. .4033, ;..4 681 .". 4860, 5417.. 5560'. 



OJ990128_01. 9819.C108 
+ 

5560 
GENSCAN 
5560 
.47. 



Seq. No. 34540 Seq. ID 

Gene No. 71431 Strand 

Start 804 End 

Name OJ990128_01 . 9819 . C109 . ol . gs Method 

Start 804 End 

GI none Score 

Exons 804.. 1229 



OJ990128JD1. 9819.C109 
+ 

1229 
GENSCAN 
1229 
.98 



Seq. No. 34541 Seq. ID 

Gene No. 71432 Strand 

Start 554 End 

Name OJ990128_01 . 9819 . C110 . ol . gp Method 

Start 554 End 



OJ990128_01. 9819. C110 

1753 

AAT/GAP 

1017 



34469 



GI 

Exons 



1632621 
554. .1017 



Score 



867 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.. 
..Gene .No. ; „,_ 

Name-- -• -■ 

Start 

GI 

Exons 



34541 Seq. ID 

71432 Strand 

554 End 
OJ990128JD1 . 9819 . C110 . ol . np Method 

628 End 

5042333 Score 
628. .871, 1679. .1753 

(AJ133531) BETL4 protein [Zea mays] 



34541 
71432 
554 

OJ990128JD1. 9819. C110. ol. tm 

653 

none 

653. .865, 701. .898 

. 34541 

.71432 : . . , 
- .554: ... _ _ 

OJ990128_01.9819.C110.ol.gs 

663 

none 

663. .786, 822. .1027 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

t JStrand.- 
'.vEnd__^ 
Method- 
End 
Score 



OJ990128_01. 9819. C110 

1753 
AAT/NAP 
1753 
143 



OJ990128_01. 98 19. C110 
1753 

TBLASTX: Maize 

898 

69 



OJ990128 01.9819.C110 



.,17 5.3., ™. 
• GENSCAN 

1027 

.58 



Seq. No. 34542 Seq. ID 

Gene No. 71433 Strand 

Start 657 End 

Name O J9 9 0 1 2 8_0 1.9819.Clll.ol.gs Me t hod 

Start 657 End 

GI none Score 

Exons 657.. 1319, 1592.. 1801 



OJ990128_01. 9819.C111 

1899 
GENSCAN 
1801 
. 67 



Seq. No. 
Gene No. 
Start 
Name 
•Start 
GI 

Exons^ 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



34542 Seq. ID 

71433 - Strand 

657 End 1899 

OJ990128JD1 .9819.Clll.ol.np Method AAT/NAP 

1592 End 1899 

6539.588. . Score 88 

1592. . L8-99 - . ' . 

(AP000837) hypothetical protein"'[Oryza 'sativa] 



OJ990128 01. 9819. Clll 



34543 Seq. ID 

71434 Strand 

1 End 

OJ990128_01. 98 19. CI 14 .ol.np Method 

1 End 

4680203 Score 
1..195, 678. .1325, 2069. .2110 

(AF114171) TNP2-like protein [Sorghum bicolor] 



OJ990128_01. 9819.C114 
+ 

2110 
AAT/NAP 
2110 
403 



34543 
71434 
1 



Seq. ID OJ990128_01.9819.C114 
Strand + 
End 2110 



34470 



Name 

Start 

GI 

Exons 



OJ990128_01 . 9819.C114 .ol . tw Method TBLASTX : Wheat 
743 End 1169 

none Score 112 

743. .865, 744. .872, 768. .914, 873. .956, 881. .955, 947. .1012, 
954. .1001, 1019. .1102, 1020. .1169 



Seq. No. 34543 

Gene No. 7i434 

Start 1 

Name OJ990128_01 . 9819 . C114 . ol . tm 

Start 765 

GI none 
Exons 



Seq. ID OJ990128_01.9819.C114 

Strand + 

End 2110 

Method TBLASTX : Mai ze 

End 1211 

Score 14 9 



765. .884, 771. .1001, 1020. .1211 



Seq. No. 34543 

Gene No. 71434 

Start 1 

Name OJ990128JD1 . 98 19 . CI 14 . ol . gs 

Start 1029 

GI none 

Exons 1029. . 1316 



Seq. ID OJ990128_01.9819.C114 

Strand + 

End 2110 

Method GENSCAN 

End 1316 

Score .56 



..Seq No,,, .345.43 ______ _ rw „. 

Gene No. * - ■ 71434- " • ■ ' 

Start 1 

Name OJ990128_01 . 9819 . C114 . ol . ts 

Start 1044 

GI none 

Exons 1044.. 1283 



..S.eq.,._ID ww QJL9..9.0 L2,8_0X, 9.8.19*x.C11.4. 
Strand- +..-..:...--._•. 

End 2110 

Method TBLASTX : Soybean 

End 1283 

Score 196 



Seq. No. 34544 

Gene No. 71435 

Start 227 

Name OJ990128_02 . 9819 . CI . ol . np 

Start 227 

GI 6815053 

Exons 227.. 323, 482.. 711, 757.. 994 

GI Descrip. (AP001080) hypothetical protein [Oryza sativa] 



Seq. ID" OJ990128JD2. 9819. CI 

Strand + 

End 994 

Method AAT/NAP 

End 994 

Score 320 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34545 Seq. ID OJ990128_02 . 9819 . C3 

71436 Strand 

1 „ .... End 696 . . . 

OJ990l'28JD2. 9819 . C3 . ol . np \ : Method . AAT/NAP ' - / 

1 . End ' 696 '• 

4680180 Score 93 
1..162, 678. .696 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



34546 
71437 
136 

OJ990128_02. 9819.C4 .ol.gs 

136 

none 

136. .243 



Seq. ID OJ990128_02. 9819.C4 
Strand 

End 243 

Method GENSCAN 

End 243 

Score .58 



Seq. No. 



34547 



Seq. ID OJ990128 02. 9819. C6 



34471 



Gene No. 71438 Strand 

Start 1 End 

Name OJ990128_02 . 9819 . C6 . ol . np Method 

Start 1 End 

GI 5902446 Score 

Exons 1..4 28 

GI Descrip. (AB030283) orf5 [Oryza sativa] 

Seq. No. 34547 Seq. ID 

Gene No. 71438 Strand 

Start 1 End 

Name OJ990128_02 . 9819. C6. ol . gs Method 

Start 110 End 

GI none Score 

Exons 110.. 185 



428 

AAT/NAP 

428 

375 



OJ990128_02.9819.C6 
428 

GENSCAN 

185 

.4 



Seq. No. 34548 ^ Seq. ID 

Gene No. 71439 Strand 

Start 11765 End 

Name OJ990128_02 . 98 1 9 . C7 . o3 . gs Method 

Start 11765 End ■ 

,GI_ „.^_ ; none ^ ;.. . Score..., . 

...Exona r -,-._, 



OJ990128_02. 9819.C7 
+ 

15730" 

GENSCAN 

15730 



.,117.6.5 11 .8.0 4,,._12 03.9 123.0.7, ^J.2'51.8 ...,12604._1269,4 _ 132.35. 

-■134 65-. .13745, 13826 14 042 , 14233 .. 14 655, -14888- . . 14 971, 
15050. .15730 



Seq. No. 34548 Seq. ID OJ990128 

Gene No. 71440 Strand + 

Start 24181 End 27895 

Name OJ990128_02 . 9819 . C7 . 06 . gs Method GENSCAN 

Start 24181 End 27895 

GI none Score .88 
Exons 



24181. .24391, 25029. 
25960. .26161, 26290, 



02. 9819. C7 



.25143, 25263. .25410, 25444, 
.26372, 26377. .26402, 27836. 



,25867, 
,27895 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. . 

GI Descrip. 



34548 Seq. ID 

71440 Strand 
24181 End 
OJ990128JD2 . 981 9 . C7 . o5 . np Method 
25398 ' End 
82091 Score 
25398. .256J2, 25691. .25739 

hYdroxyproline-rich glycoprotein - tomato" (fragment) 
(M11759) cell wall hydroxyproline-ricri glycoprotein 
[Lycopersicon esculentum] gi | 224 726 | prf | | 1111324 A 
glycoprotein, Hyp rich [Lycopersicon esculentum] 



OJ990128_02. 9819.C7 
+ 

27 8 95 
AAT/NAP 
25739 
138 



gi| 170454 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34548 
71440 
24181 

OJ990128_02. 9819.C7 .06. np 



Seq. ID OJ990128_02. 9819.C7 

Strand .+ 

End 27895 

Method AAT/NAP 

End 27389 

Score 90 



27263 
6721561 
27263. .27389 

(AP001073) EST AU082058 (C12976) corresponds to a region' of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 



34472 





corresponds to a region of 


the predicted gene.; 


hypothetical 




protein [Oryza sativa] 










Seq. No. 


34548 


Seq. ID 


OJ990128 


_02.9819 


.C7 


Gene No. 


71441 


Strand 


+ 






Start 


29488 


End 


30590 






Name 


OJ990128 02.9819.C7.o7.np 


Method 


AAT/NAP 






Start 


29488 


End 


30590 






GI 


6815053 


Score 


612 






Exons 


29488.-29634, 30132 30306, 


30352. .30590 






GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


34548 


Seq. ID 


OJ990128 


_02.9819 


.CI 


Gene No. 


71442 


Strand 


+ 






Start 


31600 


End 


32167 






Name 


OJ990128 02.9819.C7.o7.gs 


Method 


GENSCAN 






Start 


31600 


End 


32167 






GI 


none 


Score 


.5 






Exons 


31600. .31701, 31910.. 32167 










Seq. No. 


34548 


Seq. ID 


OJ990128 


_02 . 9819 


CI 


J3ene_ .No... , 


.-■V 71443.; „ _ „ ...... . 


.^JStxand 








,,StaJSt ... 


_,.4.aa 39 , 


7^End,J .. ... 


[A 67J 2* ZZ 






Name- 


OJ990128 02. 98-19. -C7.-o 1-3: np- 


-Method 


AAT/NAP- 






Start 


43839 


End 


46766 






GI 


6691716 


Score 


2313 






Exons 


43839.-44723, 44 903 45066, 


45137. .451 


85, 45309 


. .45555, 






45630. .45817, 45887 .. 45988 , 


46137. .46248, 46327 


. .46766 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 








gi| 6691717 | db j |BAA8 9397.1 | 


(AP000570) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


34548 


Seq. ID 


OJ990128 


_02.9819 


CI 


Gene No. 


71443 


Strand 


+ 






Start 


43839 


End 


46772 






Name 


OJ990128 02. 9819.C7.o9.gs 


Method 


GENSCAN 






Start 


43839 


End 


46772 






GI 


none 


Score 


.79 






Exons 


43839. .43968, 4 4 542 .. 4 4723, 


44858. .45066, 45137 


. .45555, 






45630. .45817, 45887 .. 4 607 6, 


46147. .46248, 46327 


. .46403, 






46434. .46772 










Seq.' No. 


.34548 ' * " \ 


' Seq'. ID. 


OJ990128 


_02. 9819, 


CI . . 


Gene No. 


71444 


Strand 


+ 






Start 


52234 


End 


53068 






Name 


OJ990128 02.9819.C7.oll.gs 


Method 


GENSCAN 






Start 


52234 


End 


53068 






GI 


none 


Score 


.82 






Exons 


52234 . .52244, 52564. .53068 










Seq. No. 


34548 


Seq. ID 


OJ990128 


_02.9819. 


C7 


Gene No. 


71445 


Strand 


+ 






Start 


55753 


End 


58900 






Name 


OJ990128 02.9819.C7.ol3.as 


Method : 


GENSCAN 






Start 


55753 


End 


58900 






GI 


none 


Score 


.49 






Exons 


55753. .56188, 56227. .57680, 


58031. .58208, 58314 


. .58900 





34473- 



. Seq. No. 


34548 




Seq. ID OJ99012E 


i_02. 


9819. 


C7 


Gene No. 


71446 . 




Strand + 








Start 


come 
bo 9 Id 




T-i i /" O A A /" 

End 62096 








Name 


OJ990128 02. 9819. C7 


. ol 6 . np 


Method AAT/NAP 








Start 


C O A ^7 C 

58 975 




End 62093 








GI 


C A A A >1 /I C 

59024 45 




Score 3103 








Exons 


5o 9 /5 . . oUo 1 / , d(Jo5/ 


f A A A O 

. . 62093 










GI Descrip. 


(ABUJU2oo) GAG- POL 


precursor 


[Oryza sativa] 








Seq. No. 


34548 




Seq. ID OJ99012E 


_02. 


9819. 


C7 


Gene No . 


/ 14 4 o 




Strand + 








Start 


58 975 




End 62096 








Name 


✓"\TAAATOO AO A O 1 A /■"» O 

OJ990128 02. 9819. C7 


. ol4 . gs 


Method GENSCAN 








C +" =3 V+- 


^ Q 1 

0 z) 1 041 












f T 

GI 


none 




Score . /o 








Exons 


59164 .. 60629, 60708 


. . 61385, 


61409 . . 62096 








O o n K"|/~» 
D 14 . LM (J • 


j4 Jig 




Seq. ID OJ99012S 


_02. 




u / 


Gene No. 


71447 




Strand + 








Start 


68095 




End 70936 








Name 


OJ99.0128:-02.-9819..C7 


^q^.npj^ 


^Method ^ AM^NAP^ 








ratart,irij"..i 


..,68.6.95^.:.:, m ~„~J:> 




Z^EndJ^ ^ ~; 7.Q 9.3^:^2 








GI 


5911167 - -; 




- ' Score - 1489 - : * " 








Exons 


68095. .68166, 68570 


. .70708, 


70807. .70936- 








GI Descrip. 


(AF136221) putative 


transposase protein [Zea mays] 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI.. ■• 

Exons 



34548 Seq. ID 

71448 Strand 

71190 End 

OJ990128_02 . 9819 . C7 . o21 . np Method 

71190 End 

5732031 Score 



OJ990128_02. 9819.C7 
+ 

73220 
AAT/NAP 
73220 
290 



71190. .71322, 71406. .71906, 73122.. 73220 

(AF147260) No definition line found [Arabidopsis thaliana] 



34548 Seq. ID 

71449 Strand 

75010 End 

OJ990128_02 . 9819 .C7 . o2 . gp Method 

75010 End 

354 894 7 . Score 



OJ990128J)2.9819.C7 
+ 

76942 
AAT/GAP 
76210 
1222 



75010. .75480, 75800. ,76064, 76170.. 76210 



Seq. No. 34548 Seq. ID 

Gene No. 71449 Strand 

Start 75010 End 

Name OJ990128_02. 9819 . C7 . ol7 . gs Method 

Start 75804 .. End 

GI none Score 
Exons 



OJ990128_02. 9819.C7 
+ 

76942 
GENSCAN 
76942 
.81 



75804 . .76065, 76172 .. 7 6278 , 76537 .. 76740, 76850. .76942 



Seq. No. 34548 Seq. ID 

Gene No. 71450 Strand 

Start 1243 End 

Name 0 J990 128_02 . 98 1 9 . C7 . o2 . np Method 

Start 1243 End 



OJ990128_02. 9819.C7 

53140 

AAT/NAP 

53061 



34474 




bl 


ooy i i y i 




Score 


936 






Exons 


T)yn i one i f AQ-j 


17421, 17752. . 19198, 46676.. 


46848, 


















GI Descrip. 


f 7i PAA "7 "3 /I ^ TTTITOO 1 K 

\ ALUU f Do** ) t / c . 1 j 


[Arabidopsis thaliana] 






Seq. No. 


34548 




Seq. ID 


OJ990128 


_02.9819 


.C7 


Gene No. 


71450 




Strand 










1243 




End 


53140 






Name 


OJ990128 02. 9819. C7 


. o2 . gs 


Method 


GEN SCAN 






btaru 


3962 




End 


10200 






P T 


none 




Score 


.7 






Exons 


3962. .4192, 5415. .5447, 5767. .5892, 6070. .6182, 


101 /o . . 


10200 


oeq. ino . 


34548 




Seq. ID 


OJ990128 


no 0. 0 i n 


. c / 


belle LNU . 


71450 




Strand 








Start 


1243 




End 


53140 






Name 


OJ990128 02. 9819. C7 


. o3 . np 


Method 


AAT/NAP 






o l air u 


16084 




End 


19196 






P T 


4544372 




Score 


1225 






Exons 


16084. .17660, 17770 


. . 18161, 


18222. .19196 






GI Descrip . 


(ALUuoyzUj putative 


ret.roelement pol polyprotein [Arabidopsis 




^ .jt h a 1 i a n a]_ „ ^ .. w i 












Seq. No. : - 


•• -34548"' - 




- • Seq. ID 


0 J 9V0V2 8 


02". 9819- 




Gene No. 


71450 




Strand 










1243 




End 


53140 






Name 


OJ990128 02. 9819. C7 


. o4 . gs 


Method 


GENSCAN 






O J. _ „ J- 

btart 


16357 




End 


17760 






P T 


none 




Score 


. 92 






Exons 


16357. .17760 












beq. no. 


34548 




Seq. ID 


OJ990128 


_02.9819 


.CI 


Gene No. 


71450 




Strand 








Start 


1243 




End 


53140 






Name 


OJ990128 02. 9819. C7 


. o5 . gs 


Method 


GENSCAN 






CM 1 V-+- 


18644 




End 


22854 






P T 


none 




Score 


.69 






Exons 


18644. .19185, '19282 


. .19382, 


19498. .21059, 21402 


. .21824, 






22057. .22151, 22275 


. .22502, 


22812. . 22£ 


354 






beq . no . 


34548 




Seq. ID 


OJ990128 


_02. 9819 


.C7 


Gene No . ■ 


71450 K . . . 




Strand 








Start * ' 


124-3 . * 




End 


53140 * 






Name 


' OJ990128 02. 9819. C7 


. 08 . gs 


Method 


GENSCAN 






b car l 


33057 




End 


41530 • 






P T 


none 




Score 


.52 






Exons 


33057. .34121, 34426 


. .34546, 


35407. .35479, 35484 


. .35577, 






35758. .36851, 36898 


. .38233, 


38917. .39780, 39831 


. .40390, 






41056. .41111, 41166 


. .41530 










Seq. No. 


34548 




Seq. ID 


OJ990128_ 


_02.9819 


.C7 


Gene No. 


71450 




Strand 








Start 


1243 




End 


53140 






Name 


OJ990128 02. 9819. C7 


08 . np 


Method 


AAT/NAP ■ 






Start 


35089 




End 


38161 






GI 


6630685 




Score 


4484 







Exons 35089. .37799, 38090.. 38161 



34475 




GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



beq. No. 


"3 A C A O 


Seq. ID 


OJ990128 


AO A A "1 A 

02 . 9819 


. C7 


Gene No . 


*7 1 A C A 
/ 14 DO 


Strand 








Start 


lz 4 3 


End 


53140 






Name 


ojyyuizo 02 . y o l y . c / . oil . np 


Method 


AAT/NAP 






Start 


O £ O A A 

6 do yu 


End 


40342 






GI 


4 4 1 ooUl 


Score 


505 






Exons 


*3 £T O A A O £T A O A Oor/i 1 O O O O O 

joo yu . . 3 by / y , 3oo41 . . 3o /37, 


38840. .39513, 39547 


. . 40342 




GI Descrip. 


(AF105716) gag protein [Zea 


mays] 








O C CJ • IN (J . 


ft 


Seq. ID 


OJ990128 


AO QOI Q 

uz . y o i y . 




Gene No . 


/ 14 OU 


Strand 








Start 




End 


53140 






Name 


^"\TAAA100 AO A O T A /~< 1 _ -i /^i 

ojyyuizo . yy 19 . C7 . oio . np 


Method 


AAT/NAP 






Start 


O O 1 AO 

ocf i y / 


End 


40363 






GI 


a a i com 
4 4 1 DoU 1 


Score 


510 






Exons 


O A 1 A "7 OAO^"A O A A O inr i ^ 

38197 38360, 38830 39513, 


39547. .40363 






GI Descrip. 


(AF105716) gag protein [Zea 


mays] 








C a ™ XT _ 

..5§_q,., .NQ. 


3454 8 ■ . • ...... 


.^Seq.._ID, 


^OJ9.9pj.2a 


-Q2„;,981j^. 


J5Z- 


-.Gene JSIa._„.. v 




Strand,. w 








Start - 


• 124 3- - • - - - 


--•End ~ 


■'53140- 






Name 


OJ990128 -02.9819.C7.ol2.np 


Method 


AAT/NAP 






Start 


39954 


End 


41594 






GI 


4185309 


Score 


225 






Exons 


39954. .40315, 41547. .41594 










GI Descrip. 


(AF090446) unknown [Zea mays] 








Seq. No. 


34548 


Seq. ID 


OJ990128 


_02 . 9819 . 


C7 


Gene No . 


71450 


Strand 








Start 


1243 


End 


53140 






Name 


OJ990128 02. 9819.C7.ol4 . np 


Method 


AAT/NAP 






Start 


47091 


End 


50138 






GI 


5902445 


Score 


4489 






Exons 


47091. .50138 










GI Descrip. 


* (AB030283) GAG-POL precursor 


[Oryza sativa] 






beq. jno . 


34548 


Seq. ID 


OJ990128_ 


_02 . 9819 . 


C7 


Gene No . 


71450 


Strand 








Start 


1243 


End • 


'53140 






Name 


OJ990128 02.9819;C7.ol5';'np' ' 


Method 


AAT/NAP 






Start . 


52241 ' 


. End 


53140 






GI 


5852178 


Score 


382 






Exons 


52241. .52341, 52704 .. 52803, 


52835. .53140 






GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 








Seq. No. 


34548 


Seq. ID 


OJ990128_ 


_02. 9819. 


C7 


Gene No. 


71451 


Strand 








Start 


53845 


End 


55330 






Name 


OJ990128 02. 9819.C7.ol2.gs 


Method 


GENSCAN 






Start 


53845 


End 


55330 






GI 


none 


Score 


.5 






Exons 


53845. .54 303, 54 337. .54 923, 


55150. .55256, 55299 


. .55330 




Seq. No. 


34548 


Seq. ID 


OJ990128_ 


_02.9819. 


C7 



34476 



# 



Gene No. 71452 

Start 62707 

Name OJ990128_02 . 98 19 . C7 . 08 . ts 

Start 16073 

GI none 

Exons 16073. . 16114, 16078 .. 16323, 
61959. .62033 



Strand 
End 

Method 

End 

Score 



69904 

TBLASTX : Soybean 

62033 

42 



16151. .16285, 61866. .61976, 



Seq. No. 34548 

Gene No. 71452 

Start 62707 

Name OJ990128_02 . 9819 . C7 . o5 . tw 

Start 16093 

GI none 

Exons 16093. 

47256. 



16233, 16414. 
47714, 47452. 
61655. . 61732, 61953. 



.16566, 
.47559, 
.62084, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16630 

47605 



OJ990128 02. 9819. C7 



69904 

TBLASTX: Wheat 
62084 
85 

16701, 47100. .47237, 
47679, 61557. .61928, 



61958. .62083 



Seq. No. 
Gene No. 
Start 
..Name : 

GI/- - - - - 
Exons 



34548 
71452 
62707 

,0 J 9 9012 8_0 2 . 9 8 .1 9 . Ql- o 1 5 ; t m 
;16.i35,,„- .. v .:.,.:.^^_,'V__,. : r 
-none - • - - - ---*■■ 



Seq. ID OJ990128_02.9819.C7 
Strand 

End 69904 
. Met .hod .TBLASTX : Mai ze_^_^. 

Score •- ■* 90 - '■ -'- *- : ---- ■- • 



16135. .16212, 47139. .47237, 47143 .. 47241, 4 7220 .. 4 7402 , 
61782. .61964, 61848 61964 , 61958 .. 62014 , 61965. .62048 



Seq. No. 34548 
Gene No. 71452 
Start 62707 

Name OJ990128_02 . 98 19 . C7 . o2 . tm 

Start 16630 

GI none 

Exons 16630. .16758, 36839 .. 36868 , 36908 

36936. .37394, 37349 37522, 37518 
4 7577. .4 7759, 614 25. .61583 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990128 02. 9819. C7 



69904 

TBLASTX: Maize 
61583 
37 

37519, 36914. .37288, 
37586, 37520. .37591, 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



34548 Seq. ID 

71452 Strand 

62707 End 

OJ990128_02. 9819.C7.o7 .ts Method 

16666 . End 

none Score 



OJ990128_02.9819.C7 
69904 

TBLASTX: Soybean 

61499 

87 ■ 



16666. .17064, 47685 47786, 47817 ;. 47879, • 4 7865 .. 48020 , 
61129. . 61272, 61279 .. 61389, 61386. .61499 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34548 
71452 
62707 

OJ990128_02. 9819.C7.o6.tw 
16834 



none 

16834, 

47830. 



Seq. ID OJ990128_02. 9819.C7 
Strand 

69904 

TBLASTX: Wheat 
61353 
49 



End 

_ Method 

End 
Score 

16890, 16921. .17028, 17062 .. 17199, 4 7829 .. 4 82 15, 
47874, 47841. .48014, 4 7905 .. 4 82 16. 60970 .. 61353, 



60978. .61352 



Seq. No. 



34548 



Seq. ID OJ990128_02.9819.C7 



34477 



Gene No. 71452 

Start 62707 

Name OJ990128_02 . 9819 . C7 . 08 ..tm 

Start 16897 

GI none 

Exons 16897. . 17211, 478 95 48221 , 
60987.. 61274 



Strand 
End 

Method 

End 

Score 



69904 

TBLASTX: Maize 

61275 

235 



4 7896. .4 8225, 60970. .61275, 



Seq. No. 34548 
Gene No. 71452 
Start 62707 

Name OJ990128_02 . 9819 . C7 . o5 . ts 

Start 17516 
GI none 
Exons 17516, 

17791. 

48871. 



,17629, 17518. 
,17928, 48579. 
,48957, 60184. 



.17769, 
.48821, 
.60309, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990128 02. 9819. C7 



69904 

TBLASTX: Soybean 
60558 
54 

17687. .17770, 17777. .17929, 
4 8739. .4 8822, 4 88 61. .48959, 
60319. . 60558 



Seq. No. 34548 
Gene No. 71452 
Start 62707 

.Name . . _ ..... 0 J 9 901 2 8-J) 2,. ,98 19 , C7-_. 08 ./tw _ ^ 

S.t.art__... v .. ..... i 161,0.., 

GI ' : ■ none " - - - ------ -*-- 

Exons 17614. .17754, 17800 .. 17997 , 

48858. .49067, 488 65 .. 4 9083, 
60295. .604 68, 60397. .604 68 



Seq. ID 

Strand 

End 

..Method v _ 
Score ■ - 



48675. .48821, 48852 
60060. . 60287, 60061 



OJ990128_02.9819.C7 
69904 

JJLAST^: 4 Wheat^^.^, ^ 

-99 • • ■ - • 

49082, 
60285, 



Seq. No. 34548 Seq. ID 

Gene No. 71452 Strand 

Start 62707 End 

Name OJ990128_02 . 9819 . C7 . o3 . ts Method 

Start 18079 End 

GI none Score 
Exons 



OJ990128_02. 9819.C7 
69904 

TBLASTX: Soybean 

59970 

93 



18079. . 18267, 18092 .. 18223, 18268 .. 18372 , 18350 .. 18550, 
18438. . 18512, 4 9191 .. 4 9610, 49264 .. 4 9395, 49450 .. 49575, 
59545. .59970, 59604.. 59729 



Seq. No. 34548 

Gene No. 71452 

Start 62707 

Name OJ990128_0.2, 9819 . C7 . ol4 . tm 

Start 18163 . '• 

GI none 

Exons 18163. .18228, 4 9116 .. 4 9283, 
49264 . .49380, 59818 .. 59913, 



Seq. ID 
Strand 
End 

Method 

. Score 
49117 
59845 



OJ990128 02. 9819. C7 



69904 

TBLASTX: Maize 
59985 - 
71' 

49248, 49260. .49379, 
59985 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34548 
71452 
62707 
OJ990128 
18235 
none 
18235 
49384 
59604 



02. 9819.C7.o4 .tm 



.18366, 
.49575, 
.59744 



18236. 
49386. 



.18367, 
.49610, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
18365. , 18697. 
49600. .49767, 



OJ990128 02. 9819. C7 



69904 

TBLASTX: Maize 
59817 
76 

1 8374 = , 18697,- 
59389. .59817) 



34478 



Seq. No. 34548 Seq. ID OJ990128_02 . 98 19 . C7 

Gene No. 71452 - Strand 

Start 62707 End 69904 

Name OJ990128JD2 . 9819 . C7 . o3 . tw Method TBLASTX : Wheat 

Start 18371 End . 59915 

GI none Score 59 

Exons 18371. .18592, 18438 .. 18548 , 4 924 6 .. 4 9602 , 4 9260 .. 49601, 

49600. '.49671, 594 91 59913, 59542 59895 , 59601.. 59915 

Seq. No. 34548 Seq. ID OJ990128_02 . 98 19 . C7 

Gene No. 71452 Strand 

Start 62707 End 69904 

Name OJ990128_02 . 9819 . C7 . oil . tm Method TBLASTX : Maize 

Start 18713 End 59385 

GI none Score ■ 103 

Exons 18713. .19039, 188 13 19028 , 4 97 68 .. 4 98 66, 4 9869 .. 50021, 

49876. .50022, 59050 .. 59385, 59092 .. 59370, ■ 59112 5938 4 

Seq. No. 34548 Seq. ID OJ990128_02 . 98 19 . C7 

Gene No. 71452 Strand 

Start 62707 End. 69904 
_Name e OJ990128._J32.;,98 1.9 . C7_. p 2 , twj.^ ^Method.- . _ TBLASTX : Wheat 

;.siajct ... -U _ia7:2:d ^ ~Z^Z 

GI none-- *- - - •-• Score • ■ * 1-42-' - '-" -- ---- 

Exons 18720. .19121, 18728 .. 1917 1, 4 9786.-4 9866, 4 9834 .. 50193, 

49872. .50192, 58921 .. 5937 6, 58921 59361 , 58929.. 59375 

Seq. No. 34548 Seq. ID OJ990128_02 . 9819 . C7 

Gene No. 71452 Strand 

Start 62707 End 69904 

Name OJ990128__02 . 9819 . C7 . o9 . ts Method TBLASTX : Soybean 

Start 18767 End 59325 

GI none Score 77 

Exons 18767. .18901, 18908 .. 19132, 18909 .. 19121, 4 9857 .. 49925, 

49929. .50036, 50067 50153, 58960 .. 59058 , 59083 .. 59184 , 

59191. .59325 

Seq. No. 34548 Seq. ID OJ990128_02 . 9819 . C7 

Gene No. 71452 Strand 

Start 62707 End 69904 

Name OJ990128_02 . 9819 . C7 . oil . ts Method TBLASTX : Soybean 

Start 19542 End . v 58729 

GI none . 1 • Score - 78 

Exons 19542. . 19880, 504 99 .'.'50591, 50688 .. 50774^.' 58358 '..'58456, 
58553. .58729 

Seq. No. 34548 Seq. ID OJ990128_02 . 9819 . C7 

Gene No. 71452 Strand 

Start 62707 End 69904 

Name OJ990128_02 . 9819 . C7 . oil . tw Method TBLASTX : Wheat 

Start 21210 End 57638 

GI none Score 81 

Exons 21210. .21260, 21279 .. 214 13, 54 515 .. 54 739, 54517 .. 54 738 , 

54730. .54819, 54 823 . .= 54870, 57240 .. 57290 , 57291 .. 57404 . 

57302. .57352, 57378 57638 , 57410.. 57637 

Seq. No. 34548 Seq. ID OJ990128_02 . 9819 . C7 



34479 



Gene No. 71452 Strand 

Start 62707 End 69904 

Name OJ990128_02 . 9819 . C7 . ol . tm Method TBLASTX : Maize 

Start 35060 End 35763 

GI none Score 192 

Exons 35060. .35755, 35068 .. 35763 , 35071 354 15, 35075. .35755 

Seq. No. 34548 Seq. ID OJ990128_02 . 98 19 . C7 

Gene No. 71452 Strand 

Start 62707 End 69904 

Name OJ990128JD2 . 98 19 . C7 . o2 . ts Method TBLASTX : Soybean 

Start 35104 End 35745 

GI none Score 38 

Exons 35104. .35337, 35252 .. 3534 4 , 35356 3574 5, 35357.. 35521 

Seq. No. 34548 Seq. ID OJ990128_02 . 98 19 . C7 

Gene No. 71452 Strand 

Start 62707 End 69904 

•Name OJ990128_02 . 9819 . C7 . ol6 . tw Method TBLASTX : Wheat 

Start 35140 End 35607 

GI none Score • 100 

. ^ Exons. v ,:_^__3514 0^- , 35J328, 35 34 7 ^35 6.0 rf 7, c ,_-v_ ^_^.^.^_,^^ J ^^.^, 

~ Seq.' No. " • 34548- • ■ Seq.* ID' OJ990128_02 .- 9819>G-7-^- 

Gene No. 71452 Strand 

Start 62707 End 69904 

Name OJ990 128^02 . 9819 . C7 . o3 . tm Method TBLASTX : Maize 

Start 35878 End 36314 

GI none Score " 4 70 

Exons 35878. .36312, 35882 .. 36313, 35907.. 36314 

Seq. No. 34548 Seq. ID OJ990128_02 . 9819 . C7 

Gene No. 71452 Strand 

Start 62707 End 69904 

Name OJ990128_02 . 9819 . C7 . ol . ts Method TBLASTX : Soybean 

Start 36118 End 36724 

GI 5509260 Score 93 

Exons 36118. .36315, 36118 .. 364 98 , 36125 .. 364 99, 36508 .. 36723 , - 
36509. .36724 

GI Descrip. 

Seq...,No. 34548 .Seq. ID QJ990128_02 . 9819 . C.7 

Gene No. "* . 71452 . Strand' 

Start 62707 End '. 6^904 

Name OJ990128_02 . 98 19 . C7 . o4 . tw Method TBLASTX : Wheat 

Start 36130 End 36582 

GI none Score 274 

Exons 36130. .36471, 3614 3 .. 364 75 , 36332 .. 36487, 36479 .. 36514 , 
36508.. 36582 

Seq. No. 34548 Seq. ID OJ990 128_02 . 98 1 9 . C7 

Gene No. 71452 Strand 

Start 62707 End 69904 

Name OJ990128_02 . 98 19 . C7 . o3 . tc ' Method TBLASTX : Cress 

Start 36235 End 36516 

GI none Score 202 

Exons 36235. .36516 



34480 




Seq. No. 


34548 




Seq. ID 


OJ990128_02. 9819 


.C7 


Gene No. 


714 52 




Strand 






Start 


62707. 




End ' 


69904 




Name 


OJ990128_02 . 9819.C7 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


36431 




End 


36754 






none 




Score 


351 




Exons 


36431 .. 36748, 36433, 


. . 36747, 


36629.. 36754 




Seq. No. 


34548 




Seq. ID 


OJ990128JD2. 9819 


.C7 


Gene No. 


714 52 




Strand 






Start 


62707 




End 


69904 




Name 


OJ990128_02 . 9819 . C7 , 


, o!4 . tw 


Method 


TBLASTX: Wheat 




Start 


36929 




End 


37168 




GI 


none 




Score 


89 




Exons 


36929. .37090, 36936, 


. .37079, 


3707 9. .37168, 37092. .37166 




Seq. No. 


34548 




Seq. ID 


OJ990128_02.9819 


.C7 


Gene No. 


71452 




Strand 






Start 


62707 




End 


69904 




Name . . 


OJ990128 02. 9819. C7. 


,o2.tc 


Method 


TBLASTX: Cress 




Start _ 


.^36959^ v _. t , . ^ . 




End _ 


.37375 . . . . 








Scpre^- 


...2.1 




-Exons ■ - 


" : 36959*. .37375 










Seq. No. 


34548 




Seq. ID 


OJ990128_02.9819 


.C7 


Gene No. 


71452 




Strand 






Start 


62707 




End 


69904 




Name 


OJ990128 02. 9819. C7 . 


, o4 . ts 


Method 


TBLASTX: Soybean 




Start 


36965 




End 


37411 




GI 


none 




Score 


39 




Exons 


36965. .37411, 36966. 


.37076, 


37101. .37391 




Seq. No. 


34548 




Seq. ID 


OJ990128_02.9819 


.C7 


Gene No. 


71452 




Strand 






Start 


62707 




End 


69904 




Name 


OJ990128 02. 9819. CI. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


37256 




End 


61556 




GI 


none 




Score 


100 




Exons 


37256. .37540, 37257. 


.37382, 


37259. .37528, 374 64 .. 3754 4 , 






37525. .37569, 37580. 


.37828,' 


. 37596. . 37£ 


S20, 61428. .61556 




Seq.- No.- 


34548 




Seq. 'ID- 


OJ990128_02. 9819, 


.C7 


Gene No. 


71452 




* 'Strand 






Start 


62707 




End 


69904 




Name 


OJ990128 02. 9819. CI. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


37592 




End 


37987 




GI 


none 




Score 


267 




Exons 


37592. .37864, 37593. 


.37868, 


37859. .37987, 37872. .37979 ... 




Seq. No. 


34548 




Seq. ID 


OJ990128_02.9819. 


.C7 


Gene No. 


71452 




Strand 






Start 


62707 




End 


69904 




Name 


OJ990128 02.9819.C7. 


olS.tw 


Method 


TRT.ASTX; Wheat 




Start 


37895 




End 


38209 




GI 


none 




Score 


75 




Exons 


37895. .38209, 37995. 


.38120, 


38168. .38209 





34481 



Seq. No. 


34548 






Gene No. 


71452 






Start 


62707 






Name 


OJ990128 02. 9819. C7 


. ol3 . tm 


Start 


37988 






C T 

bl 


none 






Exons 


37988. 


.38230, 37989 


"D O O 1 C 

. . J8225, 




38256. 


.38327 




Seq. No. 


34548 






Gene No . 


71452 






btart 


62707 






Name 


OJ990128 02. 9819. C7 


. ol2 . ts 


otar l 


38081 






C T 
bl 


none 






Exons 


38081. 


.38224, 38286 


. . 38333, 


Seq. No. 


34548 






Gene No . 


71452 






Start 


62707 






_ Name _ 


O.J990128 ,..02... 981 9 , C7 


ol3 . tw 


..S,t,ar,tv 









b_L 


- -• none 






Exons 


39885. 


.40277, -40180. 


. 40278, 


Seq. No. 


34548 






Gene No . 


71452 






Start 


62707 






Name 


OJ990128 02. 9819. C7. 


ol7 . tw 


Start 


43959 






GI 


none 






Exons 


43959. 


.44249 




Seq. No. 


34548 






bene jno. 


71452 






Start 


62707 






Name 


OJ990128 02. 9819. C7. 


ol2 . tw 


Start 


48384 






bl 


none 






Exons 


48384. 


.48674, 48403. 


. 4 8615, 


Seq. No .* 


^4548 






Gene No. 


71452 






Start 


62707 






Name 


OJ990128 02. 9819. C7 . 


o7 . tw 


Start 


50419 






bl 


none 






Exons 


50419. 


.50649, 50421. 


. 50651, 




58274 . 


.58456, 58282. 


. 58383, 


Seq. No. 


34548 






Gene No. 


71452 






Start 


62707 






Name 


OJ990128 02. 9819. C7. 


ol5 . gs 


Start 


62707 




GI 


none 







Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990128_02.9819.C7 
69904 

TBLASTX: Maize 

38328 

161 



38003. .38242, 38254 .. 38328, 



Seq. ID OJ990128_02.9819.C7 
Strand 
End 

Method 
End 
Score 



69904 

TBLASTX: Soybean 

40283 

73 



Seq. ID 

Strand 

End 

Method^. 
-End,".™'...*^ 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990128_02.9819.C7 
69904 

/TBLASTX,: Wheat . ^ _ 

. 40 2.8JCU - ~ - Zl \'Z Z— 



OJ990128_02.9819.C7 
69904 

TBLASTX: Wheat 

44249 

188 



OJ990128_02.9819.C7 

69904.'- 

TBLASTX: Wheat 

60765 

63 

65, 60513.. 60638 
OJ990128 02, 9819. G7 



69904 

TBLASTX: Wheat 
58729 
152 

50685. .50849, 50/761. .50850, 
584 93. .58729, 584 95. .58719 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990128_02. 9819.C7 

69904 
GENSCAN 
69584 
.55 



34482 




Exons 


/ U / . . DOlul/ DJZ:7D..Dj44U/ 


63558. .64 319, 64 324 .. 64 4 4 8 , 






(:>! con £/1{39G G.AQA1 


65058. .65257, 65401. .654 34, 






fiS^Q9 £^749 ££94Q ^coqq 


66580. . 666-89, 66746. 66885, 






£ £ Q 9 4 Cii £ 7 Q Pi zl CTQOl 
O O :?Z *i . . O / ± Z 0 , 0/0U4. . D / yj // 


69538. .69584 - 




Con M r\ 
oeq ■ LNO . 


J fi 3 fi O 


Seq. ID 


OJ990128_02. 9819 


. L / 


fZonp No 
O C i 1 CI; LN ^ . 


71452 


Strand 






Start 


62707 


End 


69904 






OJ990128 02.9819.C7.ol7.np 


Method 


AAT/NAP 




Start 


63557 


End 


64774 




GI 


6721561 


Score 


968 




Exons 


63557 .. 64315, 64386. . 64448, 


64520. . 64774 






(AP001073) EST AU082058 (C12 97 6) corresponds to a region 


Of 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gi| 68 15086 | db j | BAA90372.il 


(AP001081) 


EST AU082058 (C12976) 




corresponds to a region of 


the predicted gene.; hypothetica 




protein [Oryza sativa] 








oeq. in o . 


34548 


Seq. ID 


OJ990128 02.9819, 


C7 


Gene No. 


71452 


Strand 






Start 


62707 


End 


69904 




NajTie_ ^. 


■ OJ990.128 .02.9819.C7.ol9.np 


. Methp.d... _ 


. .AAT/NAP^ 




Qt- 3 v+- 


,.,64 T 9Q8_ 


~"-EncL ..." 


r r r a r\ 

.6.664 0 . 






6721512 - - 


- • Score - • 


.4 0 — 




Exons 


64 908. .65002, "66524 . .66640 








Cji uescrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




• oeq. IN o . 


34548 


Seq. ID 


OJ990128_02 . 9819 . 


C7 


Gene No. 


71452 


Strand 






\ Start 


62707 


End 


69904 




i Name 


OJ990128 02.9819.C7.ol8.np 


Method 


AAT/NAP 




Of 3 y-f 


64984 


End 


65723 






5803259 


Score 


272 




i HjXOHo 


64984. .65723 










(AP000399) hypothetical protein [Oryza 


sativa] 




' Seq. No. 


34548 


Seq. ID 


OJ990128_02. 9819. 


C7 


1 Gene No. 


71452 


Strand 






OLol L 


62707 


End 


69904 




• Name 


OJ990128 02.9819.C7.ol0.ts 


Method 


TBLASTX : Soybean 




C!-|- o r-Y 


68993 


End 


69229 






none 


Sc-ore 


197 . ... 






68993.. .69229 . 


■ * 






Seq. No. 


34548 


Seq. ID 


OJ990128_02. 9819. 


C7 


Gene No. 


71452 


Strand 








62707 


End 


69904 




Name 


OJ990128 02.9819.C7.o.l.tc 


Method 


TBLASTX: Cress 




Qfa y-+- 


69265 


End 


69616 




PT 


none 


Score 


94 




Exons 


69265. . 69339, 69284 . . 69373, 


69395. .69616, 69457. .69597 




Seq. No. 


34548 


Seq. ID 


OJ990128_02.9819. 


C7 


Gene No. 


71452 


Strand 






Start 


62707 


End 


69904 




Name 


OJ990128 02.9819.C7.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


69404 


End 


69691 





34483 




GI 


none 




Score 


299 




Exons 


by 4 U4 . . by c>y i / by4io 


f 0 c a o 

. . 69oy / , 


69419. .69598 




Seq. No. 


34548 




Seq. I'D 


OJ990128_02. 9819 


.C7 


Gene No. 


71452 




Strand 






otart 


con m 
OZ / U / 




End 


69904 




Name 


n loom oo no o o i n 

ojyyuizy uz.yoiy.c/ 


. olz . tm 


Method 


TBLASTX: Maize 




Start 


by 4 bl 




End 


69904 




bl 


none 




Score 


255 




Exons 


by4 bl . . byby4 , by4bl 


. . byblU, 


69707. .69904, 69709.. 69903 




Seq. No. 


34548 




Seq. ID 


OJ990128_02. 9819 


,C7 


Gene No. 


71453 




Strand 












End 


71761 




Name 


ojyyuizo uz.yoiy.c/ 


. o9 . tm 


Method 


TBLASTX: Maize 




btart 


/ UZ bo 




End 


70709 




b X 


none 




Score 


397 




Exons 


/UZbo. . /U/Uy, /UZbO 


. . /U /Uo 








Seq. No. 


34548 




Seq. ID 


OJ990128_02. 9819 


.C7 


Gene No . . . 


71453 




Strand 






b r arc, 


..v-v — / V 4 H tL . ■ ■ . - . ^ * « > 




..... End . _ 


. 71.7 61 ... . 




Name . .. ^. . 


..^ „ 0 J3 y.u.i Z a ,UZ- .9 o j. y ,..C / j 


. ,06 ._ts.... , 


. .Method. ; , 


JT.B LAS.TX, : S 0 y b e a£U w ^ 


Start 


/uzyb 




■ End . 


70697 ■ •■ - 




GI 


none 




Score 


140 




Exons 


Tf\OdC ta / /in *7 A O vl O 

/UZyb. . /U44o, /Uo4o, 


~i n A c 0 

. . /U4oo, 


70458. .70697, 70577.. 70696 




Seq. No. 


34548 




Seq. ID 


OJ990128__02.9819, 


. C7 


Gene No. 


71453 




Strand 






btart 


/ UZ bo 




End 


71761 




Name 


ojyyuizb Uz.yoiy.c/, 


. o9 . tw 


Method 


TBLASTX: Wheat 




Start 


i n 13 c n 

/ u Joy 




End 


71761 




GI 


none 




Score 


259 




Exons 


TAOCA Tmio TATQA 

/ujoy . . / u / iz , / u / yu , 


, . / uyz 1 , 


70804 . .70923, 71603, . 71761 




Seq. No. 


34548 




Seq. ID 


OJ990128JD2. 9819. 


.C7 


Gene No . 


71453 




Strand 






bcarc 


/ UZ bo 




End 


71761 




Name 


/^Tnnnnoo no a o t a oo 

ojyyuizo Uz.yoiy.c/, 


, olO . tm 


Method 


TBLASTX: Maize 




Start 


/ IZo b 




End 


71665 






none 




Score 


43 




Exons , 


ni OO^ ti 001. "7 1 O T O 

/IzoD ... / Ijzr, / 1 o / o . 


. /loop, 


.71381. .71665 




Seq. No. 


o4 o4 o 




Seq. "ID. 


OJ990128_02. 9819. 


,C7 


Gene No. 


71454 




Strand 






Start 


76191 




End 


76722 




Name 


ATQQA1 OO AO A01 A *7 

ujyyuizo uz.yoiy.L/. 


0 / . tm 


Method 


TBLASTX :Maize 




Start 


7 6191 




End 


76722 




GI 


none 




Score 


255 




Exons 


76191 .. 76379, 76192. 


. 76404 , 


76384. .76443, 76399. . 76446, 






76533 .. 7 6721 , 76535. 


. 76681, 


76537. .76722 




Seq. No. 


34549 




Seq. ID 


OJ990128_02. 9819. 


C8 


Gene No. 


71455 




Strand 


+ 




Start 


247 




End 


3705 




Name 


OJ990128 02. 9819. C8 . 


ol . gs 


Method 


GENSCAN 




Start 


247 




End 


3531 





34484 



GI 


none 


Score 


.88 






Exons 


247. .339, 433. .528, 612. .956, 


1047. .1115, 1208. 


.1291, 






2022.. 2087, 2331.. 2393, 2707. 


.2766, 2876.. 2908, 


3111. .3158 




3241 . . 3531 










Seq. No. 


34549 


Seq. ID 


OJ990128 


02 . 9819 


. C8 


Gene No. 


71455 


Strand 


+ 






Start 


247 


End 


3705 






Name 


OJ990128_02 . 9819 • C8 . ol . gp 


Method 


AAT/GAP 






Start 


3319 


End 


3705 






GI 


2799714 


Score 


391 






Exons 


3319.. 3478, 35 68.. 3705 










Seq. No. 


34549 


Seq. ID 


OJ990128 


_02.9819 


.C8 


Gene No . 


71456 


Strand 


+ 






Start 


9780 


End 


13397 






Name 


OJ990128 02. 9819.C8.o2.gp 


Method 


AAT/GAP 






Start 


9780 


End 


13397 • 






GI 


29810 1.R1084 


Score 


1496 






Exons 


9780. .10039, 11366. . 11483, 11931 12014 , 13020. 


.13397 




GI Descrip. 


? 4512018/gb|AAD21574 .1| 4 . Oe- 


43 (AF106660) mRNA binding 


pr< 


. ■•- - 


. ^precursor JLycQpersicgn esculent urn] * ... 








Seq. No.- 


34 54 9 ■• ■ - - - ■ - 


Seq. ID 


OJ990128 


_02. 98 i9' 


;"G-8 


Gene. No . 


71456 


Strand 


+ 






Start 


9780 


End 


13397 






Name 


OJ990128 02.9819.C8.o4.gs 


Method 


GENSCAN 






Start 


11294 


End 


13295 






GI 


none 


Score 


.87 






Exons 


11294. .11361, 11366. .11483, 11931 .. 12014 , 13020 


. . 13295 




Seq. No. 


34549 


Seq. ID 


OJ990128 


_02. 9819 


. C8 


Gene No. 


71457 


Strand 


+ 






Start 


28441 


End 


29427 






Name 


OJ990128 02.9819.C8.o8.gs 


Method 


GENSCAN 






Start 


28441 


End 


29427 






GI 


none 


Score 


.69 






Exons 


28441. .28460, 29045 .. 29159, 29170. .29427 






Seq. No. 


34549 


Seq. ID 


OJ990128 


_02. 9819, 


. C8 


Gene No. 


71458 


Strand 








Start 


691, rf ■ 


■End . 


4639 






Name 


OJ990128 02.9819.C8.ol.np- 


Method 


AAT/NAP 






Start 


'691 


£nd 


4639 






GI 


5902444 


Score 


368 






Exons 


691. .774, 4213. .4639 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


34549 


Seq. ID 


OJ990128_ 


_02. 9819. 


.C8 


Gene No. 


71459 


- Strand 








Start 


5804 


End 


10877 






Name 


OJ990128 02.9819.C8.o3.gs 


Method 


GENSCAN 






Start 


5804 


End 


10877 






GI 


none* 


Score 


.46 






Exons 


5804. .5893, 6442. .6577, 9447. 


.9554, 964 


8. .9682, 


9834 . . 1022!: 




10355. .104 44, 10856. .10877 











34485 



Seq. No. 34549 Seq. ID OJ990128_02 . 98 1 9 . C8 

Gene No. 71460 Strand 

Start 14344 End 18726 

Name OJ990128_02 . 98 19 . C8 . o2 . np Method AAT/NAP 

Start 14327 End 16794 

GI 4512018 Score 1164 

Exons 14327. .14508, 15038 .. 15315, 15729 15867 , 15975. . 16077, 

16161. .16285, 16358.. 16794 
GI Descrip. (AF106660) mRNA binding protein precursor [Lycopersicon 

esculentum] 

Seq. No. 34549 Seq. ID OJ990128_02 . 98 1 9 . C8 

Gene No. 71460 Strand 

Start 14344 End 18726 

Name OJ990128JD2 . 98 19 . C8 . o5 . gs Method GENSCAN 

Start 14344 End 18726 

GI none Score .55 

Exons 14344. .14508, 15038 .. 15315, 15729 .. 15867, 15975 .. 16077 , 

16161. .16353, 16358. .16537, 16565 .. 16774 , 17 192 . . 1737 1 , 

17515. .17688, 18666. .18726 

JSeq..,_Np A _ ^.3454 9, u ..._„ Seq . , . ID OJ9J0J28J^ 

_.„..Gene r .No. ^JL4 6.0 V , 7 ;. V „_;;. ... : .. ..,^t.^.,_^itran4..::..T , ^^; w .../^^J;i w l_ f V. 

i - Start •■ - - 1-4344 End - ^ 187-26--- - - 

i Name - OJ990128_02 . 98 19 . C8 . o3 . gp Method AAT/GAP 

Start 15038 % End 15323 

; GI 702014 Score 485 

Exons 15038.. 15323 

GI Descrip. 4512018/gb | AAD21574 . 1 | 4.0e-43 (AF106660) mRNA binding protein 
precursor [Lycopersicon esculentum] 

; Seq. No. 34549 Seq. ID OJ990128_02 . 9819 . C8 

Gene No. 71460 Strand 

Start 14344 End 18726 

1 Name OJ990128_02 . 9819 . C8 . o4 . gp Method AAT/GAP 

! Start 16001 End 16499 

GI LIB3431-015-P1-K1-C7 Score 616 

Exons 16001. .16077, 161 61 .. 1 6285, 16358.. 16499 

GI Descrip. '1532135 6.0e-32 (U49442) chloroplast mRNA-binding protein CSP41 
precursor [Spinacia oleracea] ' 

^ Seq. No. 34549 . Seq. ID OJ990128_02' ..98 1 9 . C8 

jSene Np. "■ 71461 • . .* Strand 

Start " 21218 . End 26528 

Name OJ990128_02 . 98 19 . C8 . 06 . tm Method TBLASTX : Mai ze 

Start 457 End 752 

GI none Score 77 

Exons 457. .537, 463. .531, 610. .741, 611. .712, 618. .752, 620. .751 

Seq. No. ' 34549 Seq. ID OJ990128_02 . 98 19 . C8 

Gene No. 71461 Strand 

Start 21218 End 26528 

Name OJ990128_02 . 9819 . C8 . o7 . tm Method TBLASTX: Maize 

Start 3238 End 3479 

GI none Score 206 

Exons 3238.. 3471, 3240.. 3479 



34486 



O /-> f~r NT /-\ 

beq. NO. 


34549 






Seq. ID 


OJ990128_02.9819 


.C8 


Gene No. 


71461 






Strand 






Start 


21218 






End 


26528 




Name 


OJ990128 02. 9819. C8 


: o2 . tm 


Method 


TBLASTX: Maize 




o tar u 


9969 






End 


13270 




bl 


none 






Score 


102 




Exons 


9969. 


.10040, 11358. 


. 1148 J, 


11366. .11479, 11368. .11484, 






11368, 


..11490, 11931 


. . IzU 14 , 


12994. .13125, 13004. .13270, 






13026. 


. .13265 










oeq. ino . 


34549 






Seq. ID 


OJ990128_02.9819 


. C8 


Gene No. 


71461 






Strand 






Start 


21218 






End 


26528 




Name 


OJ990128 02. 9819. C8 


. ol . tw 


Method 


TBLASTX: Wheat 




otart 


11367 






End 


13253 




P T 


none 






Score 


37 




Exons 


11367. 


. . 11387, 11382 


. . 114 o J, 


11423. .114 82, 11931. .12014, 






12994. 


,.13125, 13020 


. . loZ o 5 , 


13067. .13249, 13200. .13253 




oeq . NO . 


34549 






Seq. ID 


OJ990128_02. 9819, 


.C8 


Gene No. 


71461, 






Strand 






^Star.t 


21218 






End^__ 


^265.28,_,^_ 




Name™., . , 


,..0019 19.CU2 8„ ; G.2..,aai.9. ,C8 


. Ol . 1 5 - 


..^-..^e.thacL,.,. 


, tBI^STX:.So„yBea i ru^ 




otart - 


■ 1-4350 






- End 


■16005 ' - - ---- 




C T 
bl 


none 






Score 


133 




Exons 


14350. 


.14508, 14351, 


. . 14506, 


15042. .15323, 15044. .15322, 






15709. 


.15867, 15710. 


. . 158 68 , 


1597 3. .16005, 1597 5. .16004 




Seq. No. 


34549 






Seq. ID 


OJ990128_02. 9819, 


.C8 


Gene No. 


71461 






Strand 






o t art 


21218 






End 


26528 




Name 


OJ990128 02. 9819. C8 . 


. o2 . tc 


Method 


TBLASTX: Cress 




otart 


14350 






End 


15106 




bl 


none 






Score 


176 




Exons 


14350. 


.14508, 14351, 


. .14509, 


15038. .15106 




o e q . in o . 


34549 






Seq... ID, 


OJ990128_02.9819. 


,C8 


Gene No. 


71461 






Strand 






Start 


21218 






End 


26528 




Name 


OJ990128 02. 9819. C8. 


o3 . tm 


Method 


TBLASTX: Maize 




o tar l 


15784 






End 


16195 




b 1 


none 






. Score 


42 . 




Exons. 


• 15784. 


. ?5807, 15784. 


-.15801, 


15814 ,. 15867; 15815-. .1^868, 






15973. 


.16080, 15975. 


. 16085, 


15975. .16079, 16151. .16195 




Seq. No. 


34549 






Seq. ID 


OJ990128_02.9819. 


C8 


Gene No. 


71461 






Strand 






OLdlt 


21218 






End 


26528 




.Name 


OJ990128 02. 9819. C8 . 


o2 . ts 


Method 


TBLASTX: Soybean 




Cf -lv»f 

btart 


16335 






End 


16520 




GI 


none 






Score 


143 




Exons 


16335. 


.16520, 16358. 


.16519 








Seq. No. 


34549 






Seq. ID 


OJ990128_02. 9819. 


C8 


Gene No. 


71461 






Strand 






Start 


21218 






End 


26528 




Name 


OJ990128_02.9819.C8. 


ol.tc 


Method 


TBLASTX: Cress 





34487 



Start 


1634 1 






End 


16520 






GI 


none 






Score 


150 






Exons 


16341. . 


16520, 16358 


. . 16519 










Seq. No. 


34549 






Seq. ID 


OJ990128 02.9819 


.C8 


Gene No. 


71461 






Strand 








o tart 


21218 . 






End 


26528 






Name 


OJ990128 02. 9819. C8 


. o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


16376 






End 


16672 






bl 


none 






Score 


188 






Exons 


16376. . 


16519, 16379 


. . 16507 , 


16616. .16672 






Seq. No. 


34549 






Seq. ID 


OJ990128 


_02 .9819 


.C8 


Gene No. 


71461 






Strand 








Start 


21218 






End 


26528. 






Name 


OJ990128 02. 9819. C8 


. 06 . gs 


Method 


GENSCAN 






Start 


21218 






End 


22570 






GI 


none 






Score 


.73 






Exons 


21218. . 


21622, 21734 


i o c i n 










Seq. No. 


3454 9. . 






Seq. ID 


OJ990128 


_02.. 9819 


.C8 


^ Gene ..:No • _ 


■. 71461- _ 






■ ^?J:jrand,_ 










_21218_ 














Name- "- ■ 


OJ99012 


82o2v98 ? 19\c8 - 


. o4.tm" - 


-Method • " 


■ ' TBLASTX': 


Mai z e : ' 




Start 


21229 






End 


21422 






GI 


none 






Score 


74 






Exons 


21229. . 


21345, 21230 


. .21418, 


21231V.. 21.422 






Seq. No. 


34549 






Seq. ID 


OJ990128 


_02.9819 


. C8 


Gene No. 


71461 






Strand 








Start 


21218 






End 


26528 






Name 


OJ99012 


8_02.9819.C8 


. o3 . np 


Method 


AAT/NAP 






Start 


21380 






End 


25944 






GI 


6815097 






Score 


3733 






Exons 


21380. . 


22144, 22280 


.23974, 


24089. .24701, 25074 


. .25944 




GI Descrip. 


(AP001081) Similar to putative copia polyprotein (AC006248) 




[Oryza 


sativa] 












Seq. No. 


34549 






Seq. ID 


OJ990128 


_02. 9819 


.C8 


Gene No. 


71461 






Strand 








Start 


21218 






End 


26528 






Name 


OJ99012 


8 02. 9819. C8. 


oL.tm 


• .Method 


TBLASTX: 


Maize 




^Start 


21548.. 


— -» 




End 


21901 






bl 


none 






Score 


202 






Exons 


21548. . 


21871, 21549. 


.21860, 


21863. .21901 






Seq. No. 


34549 






Seq. ID 


OJ990128 


_02. 9819 


C8 


Gene No. 


71461 






Strand 








Start 


21218 






End 


26528 






Name 


OJ99012 


8_02. 9819.C8. 


o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


21758 






End 


22165 




GI 


none 






Score 


126 






Exons 


21758. . 


21889, 22010. 


.22165 










Seq. No. 


34549 






Seq. ID 


OJ990128 


_02. 9819. 


C8 


Gene No. 


71461 






Strand 








Start 


21218 






End 


26528 







34488 




Name 


OJ990128 02. 9819. Co 


. o2 . tw 


Method 


TBLASTX: 


Wheat 




Start 


O T O f A 

21860 




End 


22664 






GI 


none 




Score 


91 






Exons 


O 1 O ^ rt. O 1 ft /I A rt rt T rt /l 

218 60 .. 21940, 22304 


. . 22390, 


22422. .22664, 22436 


. . 22663 




C 1 A — — XT a 

beq. No. 


34 54 9 




Seq. ID 


OJ990128 


rt rt rt rt 1 rt 

02.9819 


. C8 


Gene No. 


71461 




Strand 


- 






Start 


21218 




End 


26528 






Name 


A 7QQA1 00 f\ 0 doi n 00 

ujyyuizo uz.yoiy.Co 


. o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


O O "3 1 O 

zz3 13 




End 


22663 




01 


oo0y2 60 




Score 


149 






Exons 


ZZ 616 . . ZZ39U, 2242 /, 


0 0 tz c 0 
. . 22 663 










GI Descr ip . 














beq. no. 


O /I C /I A 

O 4 D 4 y 




Seq. ID 


OJ990128 


rt 0 rt rt 1 rt 

02.9819 


. C8 


Gene No. 


71461 




Strand 








Start 


21218 




End 


26528 






Name 


ujyyuizo u^.yyiy.co, 


. o7 . gs 


Method 


GENSCAN 






Start 


22 90 / 




End 


26528 






GI 


none 




Score 


.64 






Exons 


oonm 0 0 ^ nr 0 "3 c 0 1 

. 2 290/.. 23495, 23521. 


O O f 0 o~ 

. . 23627 , 


23959. .24794, 25338 


. . 25432,. 


.._ 




O C C 1 O OCrti 0 or/ AA 

^ 2r>c> 1 /_._. Z 60 1 . 3, L „2 64 00_. 


0 r iz 0 0 

Ui 2Ji528 










Seq. No.- - 


■-''-34 549-*"" * :: 




" ■ Seq; ID 


OJ990128 


J)2. 9819: 


;C8~ 


Gene No. 


71461 




Strand 








b car l 


Z LZ ±0 




End 


26528 






Name 


OJ990128 02. 9819. C8 . 


, o3 . tc 


Method 


TBLASTX: 


Cress 




Start 


0 c c 0 0 

25588 




End 


25809 






GI 


none 




Score 


65 






Exons 


25588 .. 25809, 25624. 


, . 2577 9 










Seq. No. 


34550 




Seq. ID 


OJ990128 


rt rt A rt 1 rt 
_02 . 9819 , 


. C9 


Gene No. 


71462 




Strand 


+ 






Start 


1 




End 


4727 






Name 


OJ990128 02. 9819. C9. 


, ol.np 


Method 


AAT/NAP 






otart 


1 




End 


4727 






GI 


4938489 ' 




Score 


149 






Exons 


1..30, 1292. .1354, 1780. .2003, 2124. .2284, 4644 


. .4727 




GI Descrip. 


(AL078464) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


34550 




Seq. ID 


OJ990128 


_02. 9819. 


,C9 


Gene No.. 


714 62 




•-.Strand 


+ 






C4 1 v 4- 

otart 


1 




' End 


4727 ' 






Name 


OJ990128 02.9819.C9. 


ol . gs 


Method 


(3ENSCAN 






Start 


11 




End 


2913 






GI 


none 




Score 


. 92 






Exons 


11. .392, 1179. .1354, 


1780. .2003, 2124. 


.2913 






Seq. No. 


34550 




Seq. ID 


OJ990128 


_02. 9819. 


C9 


Gene No. 


71463 




Strand 


+ 






Q-f-a >-+- 
O L. O. i. L. 


5678 




End 


8453 






Name 


OJ990128 02. 9819. C9. 


o2 . gs 


Method 


GENSCAN 






Start 


5678 




End 


8424 






GI 


none 




Score 


.76 






Exons 


5678.. 5887, 6108.. 6194, 7562 


. .7638, 8319. .8424 






Seq. No. 


34550 




Seq. ID 


OJ990128_ 


_02. 9819. 


C9 



34489 




Gene No. 


71463 








Strand 


+ 






Start 


5678 








FnH 


ft A S ^ 






Name 


OJ9901P8 02 


,9819 


. C9 . o3 . 




Mpf h oH 


AAT /nap 






Start 


7544 _ 








End 


8 d S ^ 






GI 


none 










Jli 






R x o n s 


7544 7638 


8319 


. .8453 












Seq. No. 


34550 ' 








Seq. ID 


OJ99012£ 


i_02 . 9819. 


■ C9 


Gene No. 


71464 








Strand 








Start 


2820 








FnH 


^1 7 






Name 


OJ990128 02. 


,9819 


.C9.o2. 


ts 


Mo +■ Vi oH 


1 DJ_i.tt.O lAi 






Start 


350 








FnH 


1 Jul 




GI 


none 








^ oo r*o 


19 






F vnn <3 


350. .421, 1177..: 


L245, 1178.. 










O " • LSKJm 


34550 








Seq. ID 


OJ990128 


:_02. 9819. 


,C9 


UC11C INU . 


71464 








Strand 








Start 


2820 








End 


3176 






Name 


OJ990128 02. 


9819 


.C9.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


1776 








. End 


2901 






GI 


none 








Score 


220 








177.6. .1991, 


17.86, 


. .1995, 


1906 


L...2004, . 2104 . .2418.,. 


2125....2382, 


- t -.»-. ^ .«•••. v.-.-v 




-2369; 


Juki,, 


23 .aSL,,-2 9,01^.-2,3 .9 1 ..... 2A$ 5'., 






- 2751. .2846 


- " ■ 


-. 












Seq. No. 


34550 








Qarr T Pi 

oeq . .L U 


n tq on 1 9 p. 


no no 1 q 




Gene No. 


71464 








Strand 








Start 


2820 








End 


3176 






Name 


OJ990128 02. 


9819. 


X9.o3. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


1812 








End 


2009 




GI 


none 








Score 


231 






TP von q 


1812. .2009, 


1813, 


. .2004 












Seq. No. 


34550 








Seq. ID 


OJ990128 


_02. 9819. 


C9 


Gene No. 


71464 








Strand 








Start 


2820 








End 


3176 






Name 


OJ990128 02. 


9819. 


,.C9.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


2164 








End 


2400 






GI 


none 








■Score- 


253 






K v o n q 


2164 . .2400, 


2169. 


, .2399 












Seq. .No. 


34550 








Seq. ID 


OJ990128 


_02. 9819. 


C9 


Gene No. 


' 71464 . 








Strand 








Start 


' : 2820 








End 


3176 






Name 


OJ990128 02. 


9819. 


C9.ol. 


gp 


Method 


AAT /GAP 






Start 


2820 








End 


3176 






GI 


none 








Score 


706 






F von 


2820. .3176 
















Seq. No. 


34551 








Seq. ID 


OJ990128 


_02.9819. 


C1C 


Gene No. 


71465 








Strand 








Start 


81 








End 


228 






Name 


OJ990128 02. 


9819. 


ClO.ol 


.gs 


Method 


GENSCAN 






Start 


81 








End 


228 






GI 


none 








Score 


.72 







Exons 81.. 228 



34490 



OJ990128 02.9819.C12 



Seq. No. 34552 Seq. ID 

Gene No. 71466 Strand 

Start 61 End 

Name OJ990128_02 . 9819 . C12 . ol . np Method 

Start 61 End 

GI '2126090 Score 

Exons 61 . . 606 

"GI Descrip. transposase (insertion sequence IS10) 

gi I 455676|bbs | 140379 (S67119) transposase [Escherichia coli, 
LBB84, plasmid pXT107, IS10L/R-1, Peptide 

PlasmidTransposonlnsertionMutant, 402 aa] [Escherichia coli] 
gil 6634720|gb|AAF19728.1|AC012463_2 (AC012463) T2E6.2 
[Arabidopsis thaliana] 



606 

AAT/NAP 
606 
94 5 

- Escherichia coli 



Seq. No. 34553 Seq. ID 

Gene No. 71467 Strand 

Start 218 • End 

Name OJ990128_02 . 9819 . C14 . ol . tw Method 

Start 135 End 

GI none Score 

Exons 135. .332, . 223. .330 . . . 



OJ990128_02.9819.C14 
410 

TBLASTX: Wheat 

332 

54 



^Seq.^Na.. 
■Gene No. 



44 553-., ~-.,^ e — - 
71467 • -■■ 



-5eq.._.. LD-.JD JL9.9BJL Z8J^RBX2*£3J*- 
Strand - -* -"•*- - -'=-—■■- 



Start 


Ol Q 

Zlo 








H 1 _ _1 

hnd 


4 1U 




Name 


ojyyoizo 


uz . yyiy . ci4 


. ol 


.gs 


Method 


Z" 1 T~> 11 p TV M 

GENSCAN 




Start 


zlo 








End 


410 




GI 


none 








Score 


.85 




Exons 


218. .410 














Seq. No. 


34554 








Seq. ID 


OJ990128_02. 9819 


.C16 


Gene No. 


71468 








Strand 






Start 


367 








End 


555 




Name 


OJ990128 


_02.9819.C16 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


367 








End 


555 




GI 


none 








Score 


238 




Exons 


367 ...555, 


369. .554 












Seq. No. 


34555 








Seq. ID 


OJ990128_02.9819 


.C17 


Gene No. 


71469 








Strand 






Start 


77 








End 


703 




Name 


. OJ990128 


02.9819.C17 


.01 


gs 


Method 


GENSCAN 




Start 


' 11 ■ 








End ' 


703 .. 






none 








Score 


.6' . : 




Exons 


77. .152, 


639. .703 












Seq. No. 


34556 








Seq. ID 


OJ990128_02.9819 


C18 


Gene No. 


71470 








Strand 






Start 


459 








End 


461 




Name 


OJ990128 


02.9819.C18 


.ol 


gs 


Method 


GENSCAN 




Start 


459 








End 


461 




GI 


none 








Score 


.89 




Exons 


459. .461 














Seq. No. 


34557 








Seq. ID 


OJ990128_02.9819 


C19 


Gene No. 


71471 








Strand 


+ 




Start 


258 








End 


651 





34491 



Name 


OJ990128 02 . 9819 . C19 . ol . gs 


Method 


GENSCAN 




Start 


o c o 

258 


End 


651 




GI 


none 


Score ■ 


. 81 




Exons 


oco /ion co/t /Tci 

zoo. .420, 526. .651 








Seq. No. 


34558 


Seq. ID 


OJ990128_02.9819 


C21 


Gene No. 


71472 


Strand 


+ 




btart 


2yz 


Lnd 


CIO 

512 




Name 


a loom oo no n o i o. poi _t 

ojyyoizo 02 . y o l y . C2 l . ol . gs 


Method 


GENSCAN 




Start 


o o o 

292 


End 


512 




bl 


none 


Score 


o r 

. 96 




Exons 


o n o c *i o 

292 . . 512 








C « n XT x-v 

beq. No. 


J4559 


Seq. ID 


a oo oo ooi o 

OJ990128 02.9819. 


C22 


bene ino . 


71473 


Strand 






Start 


1 


End 


895 




Name 


OJ990128 02.9819.C22.ol,np 


Method 


AAT/NAP ■ 




Start 


1 


End 


895 




GI 


6815097 


Score 


399 




Exons 


1..419, 555. .895 








GI Descrip 


. . (AP001081) Similar .to putative copia polyprotein (AC00624.8). 




~„ ... I QXY ? s at i v a ] _ . M ^ 








Seq..- No 


_- : ,„^ r .__ *--..„".*-.- -r ~v 

34559 " 7 ' " L ' ... . -• 


Seq: ID 


OJ9901-28_02 ~. ■ 98191 


: C22 


Gene No. 


71473 


Strand 






Start 


1 


End 


895 




Name 


OJ990128 02 . 9819 . C22 . ol . gs 


Method 


GENSCAN 




Start 


332 


End 


623 




bl 


none 


Score 


.79 




Exons 


.J J ^1 . • VJ -J 








Seq. No. 


34560 


Seq. ID 


OJ990128_02. 9819. 


C28 


Gene No. 


71474 


Strand 






Start 


1 


End 


177 




Name 


OJ990128 02.9819.C28.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


177 




bl 


5902445 


Score 


76 




Exons 


1..177 








bl Descrip, 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


34561 


Seq. ID 


OJ990428_05. 9819. 


C2 


Gene No, 


71475 


Strand . 


+ 




Start 


' 7-8-5 ' 


End 


.1117 ■ 




Name 


OJ990428 05.9819. C2.ol.gp 


Method 


AAT/GAP 




Start 


785 


End 


1117 




r* x 
bl 


none 


Score 


604 




Exons 


785. .1117 








Seq. No. 


34561 


Seq. ID 


OJ990428_05. 9819. 


C2 


Gene No. 


71475 


Strand 


+ ' . 




Start 


785 


End 


1117 




Name 


■ OJ990428 05.9819.C2.ol.gs 


Method 


GENSCAN 




Start 


785 


End 


927 




GI 


none 


Score 


.63 




Exons 


785. .927 








Seq. No. 


34562 


Seq. ID 


OJ990428_05. 9819. 


C3 



34492 



Gene No. 71476 Strand 

Start 1103 End 1183 

Name OJ9904 28_05 . 98 19 . C3 . ol . gp Method AAT/GAP 

Start 1103 End 1183 

GI LIB3477-003-P1-K1-E9 Score 122 
Exons 1103. . 1183 

GI Descrip. 1 24 98586/sp | Q4 0638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 34563 

Gene No. 71477 

Start 1 

Name 0 J9 9 0 4 2 8_0 5.9819.C4.ol.gp 

Start 1 

GI 342_1.R1084 

Exons 1 . . 657 

GI Descrip. ■ 4574406/gb | AAD24042 . 1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ990428_05. 9819.C4 

Strand + 

End 657 

Method AAT/GAP 

End 657 

Score 1019 



.Seq. No. -.34564 

..Gene, No ..,;,, w 7M2iL .^--..^ , , _ 

..atart^-,J.l.,™i._ .Z~.~Z^ZZZ^Jl'ZS..ZZ^Z'Z 

Name - - OJ990428JD5 . 98 19 . C6vbl . np 

Start 1 

GI 4850398 

Exons 1..313, 426.. 748 
GI Descrip. 



. Seq. ID OJ990428_05. 9819.C6 
^ Strand__+ V _ 

ZZsn^Z-ZZ^Z&sSZZZZZ^Z^ "'ZZZZZ** 

:' Method " AAT/NAP^ - ■ -- 
End 748 
Score 200 



(AC007357) Strong similarity to gi 13313615 F21J9.9 from 
Arabidopsis thaliana and is a member of the PF 100067 Cytochrome 
P450 family. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34565 
71479 
1 

OJ990428_05. 9819 . C9 . ol . np 
1 

5042161 



Seq. ID OJ990428_05. 9819.C9 

Strand + 

End 847 

Method AAT/NAP 

End 847 

Score 455 



1..280, 367. .483, 580. .701, 780. .847 

(AL078620) hypothetical protein [Arabidopsis thaliana] 



Seq.. No. 34565 
Gene No. _ 71479 

Start 1 ■ * * 

Name ' ' OJ990428_05 . 98 19 . C9 . ol . tm" 

Start 91 

GI none 
Exons 



Seq. ID OJ990428_05. 9819.C9 

Strand + . . 

End ,847 

Method TBLASTX: Maize 

End 846 

Score 269 



91. .285, 95. .280, 99. .281, 100. .282, 156. .245, 361. .384, 
364. .468, 366. .461, 366. .479, 367. .480, 573. .701, 574. .690, 
578. .712, 580. .717, 781. .822, 784. .822, 817. .846 



Seq. No. 34565 

Gene No. 71479 

Start 1 

Name OJ990428_05 . 98 19 . C9 . ol . gs 

Start 120 

GI none 

Exons 120.. 280, 367.. 483 



Seq. ID OJ990428_05. 9819.C9 

Strand + 

End 847 

Method GENSCAN 

End 483 

Score . 63 



34493 



oeq. NO, 


OH D D 0 


Seq. ID 


OJ990428_05. 9819. C10 


Gene No. 


71480 


Strand 




Start 


1 


End 


6130 


Name 


OJ990428 05. 9819 . CIO . ol . np 


Method 


AAT/NAP 


oiart 


. 1 


End 


3832 


P T 


'3287679 


Score 


1422 


TT* vr /-\ r"\ 

Lxons 


1..79, 602. .818, 952. .1102, 


1180. .1413, 


2283.-2345, 2768. .3042, 




3202.. 3377, 3415.. 3477, 3570 


..3647, 3740. .3832 


Z^ 1 T* T*\ e*i ^» t v*\ 

ui Ucscrip . 


(AC003979) T22J18.6 [Arabidopsis thaliana] 




34566 


Seq. ID 


OJ990428_05. 98 19. C10 


Gene No. 


71480 


Strand 




Start 


1 


End 


6130 


Name 


OJ990428 05. 9819 . CIO . ol . gp 


Method 


AAT/GAP 


jLdl L 


587 


End 


2939 


P T 


963 1.R1084 


Score 


1566 


Exons 


587. .818, 952. .1102, 1180. .1420, 2287.. 


2345, 2768.. 2939 


iji uescrip. 


1 5912299/emb|CAB56058. 1 | 0.0e+00 (AJ133787) gigantea homologue 




[Oryza sativa] 1 






O ^ /->r VF /~\ 

^peq. „ n o . 




^.Seg..„.ID..^ 




- G.e nB- .No . « . . w 




Strand,^ . 




Start 


i - . ... ... 


-End 


6130 . ......r ■, ....t-,.,^-.: 


Name ' 


OJ990428 05. 9819. C10. ol. tin 


Method 


TBLASTX: Maize 


Q -I- -3 yf 

uLalL 


606 


End 


2973 




none 


Score 


234 


Exons 


606. .818, 610. .831, 623. .820 


, 949.. 1032 


!, 952. .1032, 954. .1034, 




1028.. 1102, 1029.. 1103, 1033 


..1113, 1033. .1110, 1049. .1114, 




1177. .1416, 1179. .1238, 1181 


..1420, US 


11. .1420, 1302. .1424, 




2283. .2345, 2288. .2344, 2292 


..2345, 2755. .2973, 2767. .2973 


oeq. jno . 


34566 


Seq. ID 


OJ990428_05. 9819. C10 


Gene No . 


71480 


Strand 




Start 


1 


End 


6130 


Name 


OJ990428 05.9819.C10.ol.ts 


Method 


TBLASTX: Soybean 


OtaJ.1 


606 ■ 


End 


3345 




none 


Score 


•83 


Exons 


606. .722, 606. .818, 673. .819 


, 922..111C 


t, 952. . 1104, 1177. .1413, 




1177. .1413, 1179. .1424, 1181 


..1420, 1520. .1546, 2765. .2857, 




2765. .2839, 2767. .2952, 2860 


..3048, 2878.. 3048, 3180.. 3341, 




3221... 3343, 3223. .3345 






Seq. No. 


34566"" ' 


Seq. It) 


OJ990428_05.98l3.C10 


Gene No. 


71480 


Strand 






1 


End 


6130 


Name 


OJ990428 05.9819.C10.ol.gs 


Method 


GENSCAN 


Of -i v- 4- 

btart 


609 


End 


6130 


C T 


none 


Score 


.49 


Exons 


609. .818, 952. .1102, 1180. .1420, 2904.. 


3042, 3202.. 3344, 




3423. .3477, 3570. .3709, 3740 


..3757, 5722. .6130 


Seq. No. 


34566 


Seq. ID 


OJ990428_05. 9819. C10 


Gene No. 


71480 


Strand 




Start 


1 


End 


6130 


Name 


OJ990428 05. 981 9 . C10 . ol . tc 


Method 


TBLASTX: Cress 


Start 


657 


End 


1370 



34494 




GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI . 

Exons . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none Score 155 

657. .818, 676. .819, 922. .1110, 952. .1104, 1177. .1368, 

1179. .1238, 1181. .1369, 1182. .1370, 1302. .1370 



34566 
71480 
1 

OJ9904 28J35. 9819. C10. o2 . gp 
3003 

28435_1.R1084 

3003.. 3042, 3202.. 3344, 3423 



OJ990428 05. 9819. C10 



Seq. ID 
Strand 

End 6130 
Method AAT/GAP 
End 3842 
Score 723 

3477, 3570.. 3647, 3740.. 3842 
, 5911782/emb|CAB56039.1| 1.0e-40 (AJ133786) gigantea protein 
[Arabidopsis thaliana] >gi_6002680_gb_AAF00092 . 1_AF105064__1 
(AF105064) GIGANTEA [Arabidopsis thaliana] 1 



.34566 Seq. ID 

71480 Strand 
1 End 
OJ990428_05. 98 19 . C10 . o2 . tm Method 
3236 End 

none . . Score 



OJ990428J35. 98 19. C10 
6130 

TBLASTX: Maize 

3924 

133 



J3236... 334,6,. J238. .,.3345, 3416.„. 3454 t -3439.. . 3.474-^ 3439. . 34 8ft,, . 

.~JAA6..,.3AJQ r .--35M„. ... 3.65 Q" r ., 35 6.8..^3.64 8.r ..3.5.70 .,. 365.Q^35ji 3652^1: 

3722. .3850, 3741. .3923, 3763. .3924, 3796. .3924 



34566 Seq. 'ID 

71480 Strand 
1 End 
OJ9904 28_05. 98 19 . C10 . o3 . gp Method 
3789 End 
none Score 
3789. .3844, 3922. .4151, 5689. .5789 

34567 Seq. ID 

71481 Strand 
1 End 
OJ990428_05 . 98 1 9 . Cll . ol . np Method 
1 End 
5042157 Score 
1..228, 752. .806 

(AL078 620) putative WRKY DNA- 
thaliana] 

34567 ' ^ ' * "* * " ' Seq. "lb 

71481 Strand 

1 End 

OJ9904 2 8__05 . 98 1 9 . CI 1 . ol . tm Method 

-.97 End 

none Score 
97. .150, 98. .205, 99. .206 

34567 Seq. ID 

71481 Strand 

1 End 

OJ990428JD5.9819.Cll.ol.tc Method 

98 End 

none Score 



OJ990428_05. 9819. C10 

6130 
AAT/GAP 
5789 
698 



OJ990428_05. 9819. Cll 
806 

AAT/NAP 

806 

184 



binding protein [Arabidopsis 



OJ990428JD5V9819.C11 
806 

TBLASTX: Maize 

206 

65 



OJ990428_05. 9819.C11 
806 

TBLASTX: Cress 

206 

124 



34495 




Exons 98.. 205, 99.. 206 



C 1 y-v KTrt 

beq. ino . 


"3 A c; a H 
OH DO / 


Seq. ID 


OJ9y04zo ob.yoiy.cii 


Gene No . 


"7 1 A O T 


Strand 




Start 


1 
1 


End 


O A /" 

806 


Name 


ATQQA/IOQ n^i QQ1 Q Oil ^1 

ujyyu4zo uo . y o i y . bi i . 01 . gs 


Method 


GENSCAN 


Of vf 

btart 


yy • v. 


hnd 


/ 14 


bl 


none 


Score 


. 59 


Exons 


yy. ,4ib, Diy. . / 14 






Seq. No. 


34568 


Seq. ID 


OJ990428_05.9819.C12 


Gene No. 


71482 


Strand 


+ 


otart 


D / D 


End 


1043 


Name 


ojyyU4zo_uo .yyiy.ci^.oi. gp 


Method 


AAT/GAP 


Start 


D / D 


End 


1043 


bl 


uC — osrocypO 1 3c 0 lbl 


Score 


688 


Exons 


an a 1 a /i *5 
b / b . . 1U4 d 






GI Descrip. 


\ r )(ZA r }AA1 O Art IT /"Ar^AAOOA"^ 

Zb4z44J z.ue-i/ (AbUU^jyi) 


putative cytochrome P450 




[Arabidopsis thaliana] T 






Seq. No. 


.34568 . . 


Seq. ID. 


OJ990428_05. 9819..C12 


,^Gene^No iV _ t 


.• 71482 • . . : . ~ -- . 


.^.Strand; . 


. + • "- 




... _ 


n .r*End".rJ; 




Name 


OJ990428 05,9819. C12.ol.np-- 


- Method • 


AAT/NAP '•■ - - 


Start 


753 


End • 


1043 


bl 


4417283 


Score 


164 


Exons 


753. . 1043 






GI Descrip. 


(AC007019) putative cytochrome P450 [Arabidopsis thaliana] 


beq. no. 


34568 


Seq. ID 


OJ990428_05. 9819.C12 


Gene No . 


71483 


Strand 




Start 


719 


End 


1031 


Name 


OJ990428 05. 9819 . C12 . ol . gs 


Method 


GENSCAN 


C 4 1 v- 4- 

b u art 


719 


End 


1021 


bl 


none 


Score 


.75 


Exons 


719. . 1021 






O "KT « 

beq . no . 


34568 


Seq. ID 


OJ990428_05. 9819.C12 


bene No . 


71483 


Strand 




Start 


719 


End 


1031 


Name 


OJ990428 05.9819.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


858 


End ■ 


1031 


GI 


none - ' ' • 


Score 


239 , 


Exons 


858.. 977, "860.. 1027,. 861 .\ 1031 




Seq. No. 


34569 


Seq. ID 


OJ990428__05.9819.C15 


Gene No . 


71484 


Strand 


+ 


Start 


153 • 


End 


1416 


Name 


OJ990428 05.9819.C15.ol.np 


Method 


AAT/NAP 


Start 


153 


End 


1416 


GI 


5042160 


Score 


334 


Exons 


153. .794, 1321. .1416 






GI Descrip. 


(AL078620) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


34569 


Seq. ID 


OJ990428_05. 9819.C15 


Gene No . 


71484 


Strand 


+ 


Start 


153 


End 


1416 



34496 



# # 



Name 


OJ990428 05 . 9819 . C15 . ol . 


gs 


Method 


GENSCAN 




Start 


180 




■ End 


794 




GI 


none 




Score 


. 86 




Exons 


180 . . 794 










Seq. No. 


34570 




Seq. ID 


OJ990428 05.9819. 


C18 


Gene No. 


71485 




Strand 






Start 


1 




End 


870 




Name 


ojyy<j42o uo . yy i y . cio . oi . 


np 


Method 


AAT/NAP 




Start 


l 




End 


870 




GI 


5042161 




Score 


68 




Exons 


1 . . 224 , 700 . . 870 










GI Descrip. 


(AL0/oo20) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


34571 




Seq. ID 


OJ990428_05.9819. 


C19 


Gene No. 


71486 




Strand 


+ 




btart 






End 


526 ■ 




Name 


OJ990428 05 . 9819 . C19 . ol . 


gs 


Method 


GENSCAN 




Start 


219 




End 


526 




GI 


none 




Score 


.84 




Exons . 


o t a *3 O A A /"l CO/" 

219. .330, 467. .526 










..S,e_q~_- JSI.p 






^^ieq, -..ID^ 






Gene No. - 


■71487 - • ■ ■» 




■ Strand 






Start 


151 




End 


218 • 




Name 


OJ990428 05 . 9819 . C20 . ol . 


gs 


Method 


GENSCAN 




Start 


151 




End 


218 




GI 


none 




Score 


.43 




Exons 


151 . .218 










Seq. No. 


34573 




Seq. ID 


OJ990428_05.9819. 


C21 


Gene No. 


71488 




Strand 


+ 




Start 


a o a 

282 




End 


1094 




Name 


OJ990428 05 . 9819 . C21 . ol . 


gs 


Method 


GENSCAN 




Start 


282 




End 


1094 




GI 


none 




Score 


.5 




Exons 


282 . .1094 










Seq. No. 


34574 




Seq. ID 


OJ990428_05. 9819. 


C22 


Gene No. 


71489 




Strand 






Start 


1 




End 


773 




Name 


OJ990428 05. 9819.C22.ol. 


np 


M.ethod 


AAT/NAP 




Start 


1 




. End 


773/ 




GI 


3287679 




Score 


244 




Exons 


1..57, 143.. 318, 356. .41 


8, 


511. .588, 681. .773 




GI Descrip. 


(AC003979) T22J18.6 [Arabidopsis thaliana] 




Seq. No. 


34574 




Seq. ID 


OJ990428_05.9819. 


C22 


Gene, No . 


71489 




Strand 






Start 


1 




End 


773 




Name 


OJ990428 05.9819.C22.ol. 


gp 


Method 


AAT/GAP 




Start 


143 




End 


727 




GI . 


28435 1.R1084 




Score 


517 




Exons 


143. .285, 364. .418, 511. 


,5£ 


8, 681. .727 






GI Descrip. 


' 5911782/emb|CAB56039. 1 | 


1. 


0e-40 (AJ133786) gigantea protein 



[Arabidopsis thaliana] >gi_6002680_gb_AAF00092 . 1_AF105064_1 
(AF105064) GIGANTEA [Arabidopsis thaliana] 1 



34497 




Seq. No. 


34574 






Seq. ID 


OJ990428_05.9819 


.C22 


Gene No. 


71489 






Strand 






Start 


1 






End 


773 




Name 


OJ990428_ 


05. 9819.C22.ol 


.gs 


Method 


GENSCAN 




Start 


143 






End 


650 




GI 


none 






Score 


. 89 




Exons 


143 . .285, 


364 . .418, 511 


. . 650 








Seq. No. 


34574 






Seq. ID 


OJ990428_05.9819 


.C22 


Gene No. 


71489 






Strand 






Start 


1 






End 


773 




Name 


OJ990428_ 


05 . 9819 . C22 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


177 






End 


728 




GI 


none 






Score 


133 




Exons 


*| "7 "7 O O "7 

1 / / . . Zo I , 


179. .286, 357 


. .395, 


380 . .415 


, 380 . . 421 , 505 . . 


591, 




509 . .589, 


511.. 591, 663 


. .728, 


682 . . 723 






Seq. No. 


34575 






Seq. ID 


OJ990428_05.9819 


.C23 


Gene No . 


71490 






Strand 






Start 


159 






End 


610 




t Name 4 . 


OJ990428 


05. 9819..C23..ol. tm w _ 


^Methgd^ s . 


TBLASjra :J^ai ; ze^ 


^.^^^ 


..S.tart^ . w , ... 


^.^15.6.^-,*, 






JEnd-,.^,-,^ 


.61A- ^ .'. 




■GI--- - - " - - 


.-'-none 






-Score- • 


121 - - 




Exons 


156 . .212, 


218 . .241, 485 


. . 610, 


487 . . 609 






Seq. No. 


34575 






Seq. ID 


OJ990428_05. 9819 


.C23 


Gene No. 


71490 






Strand 






Start 


159 






End 


610 




Name 


OJ990428_ 


05.9819.C23.ol 


.np 


Method 


AAT/NAP 




Start 


159 






End 


604 




GI 


6119544 






Score 


120 




Exons 


159 . .241, 


490. .604 










GI Descrip 


(AC011560 


) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


34575 






Seq. ID 


OJ990428_05. 9819 


.C23 


Gene No. 


71490 






Strand 






Start 


159 






End 


610 




Name 


OJ990428 


05.9819.C23.ol 


gs 


Method 


GENSCAN 




Start 


4 90 






End 


587 




GI 


none 






Score 


.85 




Exons 


490. .587 












Seq. No. 


' 34576 






Seq. ID 


OJ990428_05. 9819 


.C24 


Gene No. 


714 91 






Strand 






Start 


87 






End 


390 




Name 


OJ990428_ 


05.9819.C24.ol. 


gp 


Method 


AAT/GAP 




Start 


87 






End 


390 




GI 


none 






Score 


530 




Exons 


87 . . 390 












Seq. No. 


34577 






Seq. ID 


OJ990428_05. 9819 


.C26 


Gene No. 


71492 






Strand 






Start 


7323 






End 


7573 




Name 


OJ990428 


05. 9819.C26.o2. 


gs 


Method 


GENSCAN 




Start 


7323 






End 


7573 




GI 


none 






Score 


.61 





34498 



# 



Exons 



7323. .7383, 7406. .7573 



OJ990428 05.9819.C26 



Seq. No. 34577 Seq. ID _ 

Gene No. 71492 Strand 

Start 7323 End 7573 

Name OJ9904 28_05 . 9819 , C26 . ol . np Method AAT/NAP 

Start 7405 End 7573 

GI 5042157 Score 171 

Exons 7405. . 7573 

GI Descrip. (AL078620) putative WRKY DNA-binding protein [Arabidopsis 
thaliana] 



Seq. No. 34578 Seq. ID 

Gene No. 71493 Strand 

Start 579 End 

Name OJ990428_05 . 9819 . C30 . ol . gs Method 

Start 579 End 

GI none Score 

Exons 579. . 938 



OJ990428JD5. 9819.C30 
938 

GENSCAN 

938 

.73 



Seq. No. 
Gene_ No.. 
..Start 
Name 
Start 
GI 

Exons 



34579. 
, 714 9J . - 

- - OJ990428 
142 
none 

142. .545 



05. 9819.C3I.ol-.gs 



Seq. ID 
Strand _ 
..Erxd- 
Method 
End 
Score 



OJ990428_ 

±- ^ ^~ 

GENSCAN-' 

545 

. 99 



05.9819..C31. 



Seq. No. 34579 Seq. ID 

Gene No. 71495 Strand 

Start 1696 End 

Name OJ990428_05 . 9819 . C31 . o2 . gs Method 

Start 1696 End 

GI none Score 

Exons 1696.. 2816, 2929.. 3340 



OJ990428_05.9819.C31 
+ 

3340 
GENSCAN 
3340 
.84 



Seq. No. 


34579 




Seq. ID 


OJ990428_05.9819.C31 


Gene No. 


71495 




Strand 


+ 


Start 


1696 




End 


3340 


Name 


OJ990428 05 


. 9819.C31.ol.np 


Method 


AAT/NAP 


Start 


1711 




End 


3337 


GI 


5042164 




Score 


962 . 


Exons • • • 


■1711-. .2816, 


2929i .3337 . 






GI. Descrip. 


(AL078620) ' 


cytochrome P450-like protein' [Arabidopsis thaliana 


Seq. No. 


34579 




Seq. ID' 


OJ990428 05.9819.C31 


Gene No. 


71495 




Strand 


+ 


Start 


1696 




End 


3340 


Name 


OJ990428 05 


.9819.C31.o2.tc 


Method 


TBLASTX: Cress 


Start 


1765 




End 


2382 


GI 


none 




Score 


341 


Exons 


1765. .2382, 


1815.. 2087, 1930. 


.2091 





Seq. No. 34579 Seq. ID OJ990428_05. 9819.C31 

Gene No. 71495 Strand + 

Start 1696 End 3340 

Name OJ990428_05 . 98 19 . C31 . ol . gp Method AAT/GAP 



34499 



• # 



Start 1792 End 23-20 

GI 30173_1.R1084 Score 1027 

Exons 1792. .2320 

GI Descrip. ' 44 17283/gb | AAD20408 | 1.0e-39 (AC007019) putative cytochrome 
p450 [Arabidopsis thaliana] 1 



C „ XT _ 

Seq. No. 


*3 A c n o 

j4 j / y 








Seq. ID 


OJ990428 05.9819.C31 


Gene No. 


*7 1 A ci c 

/ 1 4 95 








Strand 


+ 




Start 


1696 








End 


3340 




Name 


OJ990428 05 


. 9819 . 


C31 . ol 


. tm 


Method 


TBLASTX: 


Maize 


start 


i o i n 
lo 10 








End 


3265 




GI 


none 








Score 


71 




Exons 


1810. .1905, 


1954. 


.2040, 


2215. 


.2514, 2581. .2733, 


2758. .2817, 




2927 . . 3112, 


2929 . 


. 3132, 


3131 . 


.3265 






Seq. No. 


34579 








Seq. ID 


OJ99042S 


_05. 9819.C31 


Gene No. 


714 95 








Strand 


+ 




Start 


1696 








End 


3340 




Name 


OJ990428 05 


.9819. 


C31 . ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


1810 








End 


3331 


GI. 


none 








Score 


85 




. Expns ^ 


. . 18 10 . .^1914 r . 


.1954 . 


. 204 0 ^ 


.,204^1 


-25.11, 4 25. 


30. .2711, 


258.1. .2733,. 




. 2 5,8-1. ..... 2 7-3 fL/*~ 


2.58,6,. 


...214.1,^ 


,27-JS-X>- 


.28 Li,,., 2.7. 


3,2 2822., ,^29.Z7...._3.1 1 




• ■- 3 0 3-2 > -.-31-12-,; 


'3113 . 


y3-331, 


.3133.-. 


.-3'330 -.' — 




------ •■ ■— : — -~ 


Seq. No. 


34579 








Seq. ID 


OJ990428 


_05.9819.C31 


Gene No . 


714 95 








Strand 


+ 




Start 


1696 








End 


3340 




Name 


OJ990428_05. 


9819. 


C31.o2 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


zU9 / 








End 


2505 




GI 


none 








Score 


206 




Exons 


2097 . .24 59, 


2098 . 


.2505 










Seq. No. 


34579 








Seq. ID 


OJ990428 


_05. 9819.C31 


Gene No . 


714 95 








Strand 


+ 




Start 


1696 








End 


3340 




Name 


OJ990428_05. 


9819. 


C31.ol 


tw 


Method 


TBLASTX: 


Wheat 


Start 


o n o i 

1 92 1 








End 


3250 




GI 


none 








Score 


196 




Exons 


2921 . . 3100, 


2972 . 


. 3097, 


3125. 


3250 






Seq. No. 


3.4 5 7 9 








Seq. ID 


OJ990428 


_05.. 9819. C31 


Gene No.- ■ 


71495/ 








Strand 


+ 




Start 


1696 








End 


3340 




Name 


OJ990428 05. 


9819. 


C31.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


2926 








End 


3339 




GI 


none 








Score 


406 




Exons 


2926. .3339, 


2927. 


.3328 










Seq. No. 


34580 








Seq. ID 


OJ990428 


_05. 9819.C32 


Gene No. 


71496 








Strand 


+ 




Start 


1 








End 


791 




Name 


OJ990428 05. 


9819. 


C32.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


541 




GI 


5042164 








Score 


280 




Exons 


1. .541 















GI Descrip. (AL078620) cytochrome P450-li'ke protein [Arabidopsis thaliana] 



34500 



Seq. No. 


34580 




Seq. ID 


OJ990428_05. 9819.C32 


Gene No . 


n 1 A Q c 

/ 13 y d 




O +- v~ -i -n ^-J 

btranct 


+ 


Start 


1 




End 


/ y l 


Name 


ujyyu4zo uo . yyxy . coz . ox 


. tc 


Method 


TBLASTX : Cress 


Start 


I<£ 4 




End 


C "D O 


bl 


none 




Score 


c c 
OO 


Exons 


lO/l 1*71 lOQ 1 T5 1 QA 

x^4..x/x, izo. .Liz, iyy 


O H C 

. . Z I b , 


o a o ^ i t 
zoo. .411, 


zby..412, 482. .532 


Seq. No. 


34580 




Seq. ID 


OJ990428_05. 9819.C32 


Gene No . 


/ 1 4 y o 




otrana 




otart 


i 




bna 


t n i 

/ y i 


Name 


ujyyufizo uo . yo i y . coz . oi 


. gs 


Method 


bhiNbCAN 


Start 


41 U / 




r? 

Lna 


/ y i 


GI 


none 




Score 


. 4 o 


Exons 


/in*7 ton tcq *7qi 
4 u / . . o^U/ / o y . . / y i 








Seq. No. 


34581 




Seq. ID 


OJ990428_05. 9819.C33 


Gene No. 


71497 




Strand 


+ 


Start 


X 




End 


O O /I 

o o4 


Name 


ujyyu4^o uo . yy x y . u o . ox 


.np 


Method 


AAT/NAP 


Start _ 


-i 




JSnd ^ 


ft T / 




k bJA4L4j~r^«w"-r 






/I A 

. 6.4.2 . — „ r , , . ^. ^ — ^. „ 


Exons 


. I . . o o 4 - - 








GI Descrip. 


(AtizXXoyj RlMz protein 


[Oryza sativa] 




Seq. No. 


34581 




Seq. ID 


OJ990428_05. 9819.C33 


Gene No . 


"7 1 A Q "7 

/ 1 4 y / 




Strand 


+ 


Start 


1 

1 




End 


oo4 


Name 


OJyy(J4zo uo . 98 ly . Coo . ol 


. tw 


Method 


TBLASTX : Wheat 


Start 


z / y 




End 


64 4 


GI 


none 




Score 


98 


Exons 


O "7 A J / A OTA ylyin A O A 

z/y..44y, z/y..44y, Zoo 


. .450, 


495. .626, 


A C\ f~ ^""1C ^"1C /~ A A 

496. .615, 615. .644 


beq. No. 


o4 Oo Z 




Seq. ID 


OJ990428_05. 9819.C34 


Gene No . 


7 1 A QQ 
/ 1 4 y O 




Strand 




Start 


299 




End 


374 


Name 


OJ990428_05.9819.C34 .ol 


,gp 


Method ■ 


AAT/GAP 


Start 


zy y 




End 


374 


GI 


LIBo4 / / -UUo-Pl-Kl-Ey 




Score 


91 


Exons 


o a a o *7 >i 

zyy . . o,/ 4 








GI. Descrip. 


•44 y 0 Do b/ sp f y4 U boo | !XlrUX_ 


ORYSA 


2.0e-24 MAJOR POLLEN ALLERGEN 


** • 


0 X FKhLUKojJK (UKl b x) 


>gi 117355-7 (U31771) Ory s 1 [Oryza 




sativa] 1 . ' ' 








Seq. No. 


34583 




Seq. ID 


OJ990428_05.9819.C35 


Gene No. 


71499 




Strand 




Start' 


H A /* 




End 


832 


Name 


OJ990428 05 . 98 19 . Coo . ol 


.gs 


Method 


GENSCAN 


Start 


706 




End 


832 


GI 


none 




Score 


.95 


Exons 


706. .832 








~j. * - • - - 






cio^ t n 


r».TQQn/i9p or qq i q no 


Gene No. 


71500 




Strand 




Start 


1 




End 


853 


Name 


OJ990428 05. 9819.C39.ol 


.np 


Method 


AAT/NAP 



34501 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



853 
373 



5042161 
1..181, 277. .622, 761. .853 

(AL078620) hypothetical protein [Arabidopsis thaliana] 



34584 
71500 
1 

OJ990428_05. 9819 . C39 . ol . tm 
34 

none 



Seq. ID OJ990428_05.9819.C39 

Strand 

End 853 

Method TBLASTX : Maize 

End 505 

Score 4 9 



34. .63, 36. .65, 57. .86, 87. .140, 91. .141, 108. .182, 129. .182, 
130. .183, 131. .184, 275. .346, 276. .443, 277. .501, 277. .504, 
278. .505 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI . 

Exons ^ 

Seq. NoV 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. , No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



34584 
71500 
1 

OJ990428_05. 98 19 . C39 . ol . gs 

277 

none 

.277... 531 ........ 



Seq. ID OJ990428_05.9819.C39 

Strand 

End 853 

Method GENSCAN 

End 531 

Score . .72 



34585 - ■ • -•- - • 

71501 . 
1 

OJ990428_05.9819.C4 0.ol.np 
1 

6119544 

1..125, 200. .338, 448. .537, 628. .696, 1742. .1784 
(AC011560) hypothetical protein [Arabidopsis thaliana] 



■'Seq. -ID OJ990428_05;9819vC40-" 
Strand 

End 3680 

Method AAT/NAP 

End 1784 

Score 192 



34585 
71501 
1 

OJ990428_05. 98 19 . C4 0 . ol . gs 

200 

none 



Seq. ID OJ990428_05.9819.C40 
Strand 

End 3680 
Method GENSCAN 
End 3680 
Score .71 

200. .338, 448. .537, 628. .753, 902. .1052, 1838. .1890, 1992. .2092, 
2237. .2284, 2391. .2508, 2726. .2921, 3021. .3142, 3270. .3680 



34585 . 
71501 

1 . 

OJ9904 28_05. 9819 . C4 0 . o2 . np 

1739 

1438881 



Seq. .ID OJ990428_05.9819.C40 

Strand ■ . - 

End * 3680 

Method AAT/NAP 

End 3644 

Score 879 



1739. .1890, 1992. .2092, 2237. .2284, 2391. .2508, 2726. .2921, 
3021. .3142, 3270. .3644 



GI Descrip. ■ (U43839) GmCK2p [Glycine max] 

Seq. No. - 34585 

Gene No. 71502 

Start 4 666 

Name OJ990428_05 . 9819 . C40 . o2 . tc 

Start 1786 

GI none 



Seq. ID OJ990428_05.9819.C40 
Strand 



Method 

End 

Score 



TBLASTX: Cress 

2508 

60 



34502 




Exons 


1 7 Q £ 1 QTO 
X / O O . . XO / Z , 


1 pi 4 

X 0 X 4 . 


1 ft 7 "\ 
. X O / O / 


1 ft 1 6 

X 0 X 0 . 


.1878, 1990.. 2088, 


1 QQ9 90R7 




OQC./ OA R ft 
6 JJ4 . . Z 4 O O , 


9^64 




9 ^74 


.2508, 2376.. 2501, 


2389 2508 


beq. no. 


OflOoD 








Seq. ID 


OJ990428 


n R Qft 1 Q P4 0 


bene no . 










Strand 






Start 


4666 








End 


14150 




Name 


OJ990428_05 


. 9819. 


C4 O.o2 


.ts. 


Method 


TBLASTX : 


Soybean 


b nar r 


1 7 ft Q 

X / O y 








End 


3596 






none 








Score 


49 




Exons 


1 TOO i 070 
X / O y . . IO / Z , 


1 R99 
X 0 z z . 


1 R7R 

. X O /Of 


1 QQ9 

X -7 .7 &~ . 


.2093, 1993. .2106, 


999 Q 99ft S 




9 "37 /I O^fiQ 

Z O / fl . . ZD UO , 


z j 0 y . 


9 S 1 4 

. Z O X 4 , 


z 0 y u . 


.2557, 2724.. 2927, 


97 9 & 9 Q9 




^otr ?or n 


^090 


^1 4 ft 


3270 . 


.3428, 3468.-3596 




beq. no. 


0 4 Do 0 








Seq. ID 


OJ990428 


n S QR 1 Q P4 D 

UO. 50i5 t LIU 


Gene No. 


71502 








Strand 






Start 


4666 








End 


14150 




Name 


O.TQQ049R OS 


. _7 O JL y • 


T4 D r>1 




Method 


TBLASTX: 


Wheat 


OA 1 vf 

b tzar u 


1 7QC 

X / yo 








End 


2442 • 




bl 


none 








Score 


62 




Exons 


1 7QC 1 07c 

1 / y 0 . • 1 0 / o / 


1 R 7 4 

X O X 4 . 


1 ft 7 Q 

. x 0 / y / 


1 ft 1 ft 

X 0 X 0 • 


.1874, 1819. .1878, 


x y y u . • c.\j y j. f 




1QQO 9 0 Q 6 
x .? y z . » 6U"Of 


999 Q 


9 9R9 


9 ^99 

Z, O 17 ^. . 


.2442 






^be-q .^No 


O £.0.0 OL.-r- T ~ r ^. r 










..O.J 9.9 0.42,8 


f|R QR 1 Q CA 0 


; Gene No*. ■ ■ 


/ 1 jUi 








Strand - 






; Start 


4 odd 








End 


14150 




! Name 


OJ990428 05 


. 9819. 


C40.o3 


. tm 


Method 


TBLASTX: 


Maize 


1 Start 


1986 








End 


3383 




bl 


none 








Score 


46 




Exons 


1 y 0 0 . . z u 4z , 


1 QR £ 

x y 0 d * 


9091 
. Z UZ X , 


9 099 
z u z z . 


.2096, 2023. .2094, 


99nn 9977 




9 9 9 q 097c 
z z z y . . z z / 0 , 


9 ^ Q1 

z 0 y x . 


9 S07 


9 ^ Q 1 
Z O _/ X . 


.2507, 2392. .2514, 


9^Q^ 9S1ft 




OC7C 071 /| 


9 7 9/1 
Z / Z 4 . 


. z y z 4 , 


979c 
z / z 0 . 


.2926, 2890.. 2925, 


ouzu. .oxox, 




jU^l . .OU.7Z, 


?09 ^ 
ouzo. 


. O X O -/ / 


79 6R 


.3291, 3270. .3383 




! Seq. No. 


34585 








Seq. ID 


OJ990428 


_05. 9819.C40 


i Gene No. 


71502 








Strand 






btarr 


4 D D D 








End 


14150 




Name 


ujyyu4zo u 0 


QR 1 Q 

. y 0 x y . 


p4 0 n i 




Method 


TBLASTX: 


ore s s 


btart 


0 z / u 








End 


'3599 




bl 


none 








Score 


92 






O Z / U • . 


0 0 -? 0 . 


^4 ^1. 

. O 4 O X / 


74 fift 

O 4 O O . 


.3599 






beq ._ .no . 


o4 Do 0 








Seq. ID. 


OJ9904.28 


OS QR 1 Q CA 0 

UO . p?0X-7.V^4U 


- . fc Gene No. 


71502 








Strand- 






Start' 


4666 . 






* 


End 


14150 




Name 


n tqqo ^ 9 p n s 
ujyyu4zo uo 


QR 1 Q 
. _? 0 x y . 


p4 n 


. LIU 


Method 


TBLASTX: 


i v j d. -L z. 


buart 


"3 ^ft 4 








End 


3755 




bl 


none 








Score 


62 




Exons 


-30Q/I "3 /I 9 Q 
Ooo 4 . . o4Z 0 , 


OJOJ. 


0/9Q 

. 04 z y / 


0 40 0 • 


.3611, 34 


68. .3629, 


"34£Q ^^97 
O40y. .ODZ/, 




"37 01 "37 ^0 


^7 0 s 


"37 S S 










o e q . in o . 


^4 Sft S 
O 4 O 0 O 








Seq. ID 


OJ990428 


OS Q R1 Q P40 


Gene No. 


71502 








Strand 






Start 


4666 








End 


14150 




Name 


OJ990428 05 


.9819. 


C40.O2 


. gs 


Method 


n F.N SCAN 




Start 


4666 ' 








End 


13737 




GI 


none 








Score 


.53 




Exons 


4666. .4872, 


6008. 


. 6265, 


6338. 


.6490, 8623. .8808, 


8904 . . 9158, 



34503 



9536. .10277, 10356 .. 10477 , 10574 10690, 10777 11244 , 
11482. .11759, 12639. .13029, 13540.. 13737 



Seq. No. 
Gene No. 
Start 
Name * ~ . 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 
Gene No. 
Start ■ 
Name 
.Start 
GI ••. 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



34585 
71502 
4666 

OJ990428_05.9819.C40.ol.tm 
5702 



OJ990428 05.9819.C40 



none 

5702. 

6224. 

8621. 

8904. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

6223, 5724. .6224, 5732. .6250, 6097. .6252, 6218. .6490, 
6490, 6282. .6491, 7320. .7697, 7339. .7707, 7340. .7669, 
8809, 8622. .8810, 8623. .8811, 8902. .8973, 8904. .9128, 
9131, 8905.. 9132 



14150 

TBLASTX: Maize 

9132 

678 



34585 
71502 
4666 

OJ990428_05. 98 19 . C40 ! ol . ts 

5718 

none 



Seq. ID OJ990428_05.9819.C40 
Strand 

End 14150 

Method TBLASTX : Soybean 

End 8960 

Score 110 



5718... 5786, 5728. .6006, 5738. .5866, 5739. .6233, 5741. .6400, 
5847.. 6005, 5915.. 63.88, 6103.. 6399, .6220 .... 64.17 , .J5374.... 6.4 .90,.„ . 

loas.^iii^^ 

7431.-. 7697, 7432. .7671/ 7435 . .7707, -7602 7694, -8614 .-.-8799> : 
8621.. 8809, 8623.. 8811, 8624.. 8827, 8904.. 8960 



34585 
71502 
4666 

OJ990428_05.9819.C4 0.o3.np 

5741 

5042161 



Seq. ID OJ990428_05.9819.C40 
Strand 

End 14150 

Method AAT/NAP 

End 14150 

Score 3840 



5741. .6490, 7330. .7668, 8626. .8808, 8904. .9166, 9532. .10277, 
10356. .10477, 10574 .. 10690, 10777 11244 , 11380 .. 11803, 
11914. .12230, 12469. .13029, 13540 13761 , 14095.. 14150 
(AL078620) hypothetical protein [Arabidopsis thaliana] 



34585 Seq. ID 

71502 Strand 

4666 End 

OJ990428_05. 9819 . C4 0 . o2 . gp Method 

6095 ' , ... ... .End. 

LIB3474-0JD3-P1-K1-D3" Score' 
6095.'. 6402 

! 5042161/emb|CAB44680. 1| 2, 
[Arabidopsis thaliana] ' 

34585 

71502 ..Strand 

4666 End 

OJ990428_05. 9819.C40.o4 .tm Method 

9563 End 

none Score 
9563. . 98 62. 9564 , = 9863- 9565. .9909 



OJ990428_05.9819.C40 

14150 
AAT/GAP 
6402 
608' 



0e-30 (AL078620) hypothetical protein 



Seq. ID OJ990428_05.9819.C40 



14150 

TBLASTX: Maize 

9909 

333 



Seq. No. 
Gene No, 



34585 
71502 



Seq. ID 
Strand 



OJ990428 05.9819.C40 



34504 




b tar l 


A 6 6 6 


bna 


i a 1 c n 
1 4 loU 




Name 


OTQQH/19P nc; QQ1Q p/ n ^.Q «w 

ujyyufi^o uo . y o i y . L4 u . oo . gp 


Method 


AAT / GAP 




btart. 




End 


10120 




P T 


none 


Score 


590 




Exons 










oeq. no. 


34585 . . 


Seq. ID 


OJ99U428 05.9819. 


C4 0 


Gene No . 


71502 


Strand 








4666 


End 


14150 




Name 


OJ990428 05.9819.C40.o2.tm 


Method 


TBLASTX: Maize 




Start 


9911 


End 


11143 




GI 


none 


Score 


44 




tjXons 


9911. .9976, 9945. .10019, 9953. .10024, 


10040. .10276, 






10041. .102 95, 1034 0. .104 77, 


10345. . 10479, 10356 .. 104 8 4 , 






10367. .10483, 10577. .10690, 


10578. . 10691, 10589. .10693, 






10609. .10692, 10.673. .10696, 


10772. . 11137, 10776. .11126, 






10777. .11136, 11006.. 11143 








beq. no. 


34586 


Seq. ID 


OJ990428_05.9819. 


C4 1 


Gene No. 


71503 


Strand 






Start 


1060. 


.End 


1830 


- 


Name ( ^ kt . 


OJ9.90428- 05.. 98,1.9. C41.ol..np 


^ Met hod w . 


AAT /NAP . .. 




Of yf 

-P L,a rx ^ ; „ ... , .... 


,...flQ60...... _J 


.l.,.'.,End\ .... 


1830 '";S"JZ^.-~~ 




P T 

hi 


5042160 • - 


Score 


414 ' - 




Exons 


. 1060. .1320, 1434. .1830 








GI Descrip. 


(AL078620) hypothetical protein [Arabidopsis thaliana] 




beq. no. 


34587 


Seq. ID 


OJ990428_05. 9819. 


C42 


Gene No. 


71504 


Strand 






Start 


1 


End 


5835 




Name 


OJ990428 05.9819.C42.ol.np 


Method 


AAT /NAP 




otart 


1 


End 


506 




P T 


5042160 


Score 


213 




TP vf /-\ 


1. .506 








GI Descrip. 


(AL078620) hypothetical protein [Arabidopsis thaliana] 




beg . no . 


34587 


Seq. ID 


OJ990428_05.9819. 


C42 


Gene No. 


71504 


Strand 






Start 


i 


End 


5835 




Name 


OJ990428 05. 98 1 9 . C42 . ol . gs 


Method 


GENSCAN 




otart 


224 


End 


5835 




P T 


none 


Score 


.57 




Exons 


224..479> '87 4. .1123, 137'5.. 


1508, .1588. 


.2061,' 2155. .2261, 






5037 . .5835 








oeq . no . 


34587 


Seq. ID 


OJ990428_05. 9819. 


C42 


Gene No. 


71504 


Strand 






Start 


1 


End 


5835 




Name 


OJ990428 05.9819.C42.o2.np 


Method 


AAT /NAP 




otart 


859 


End 


3672 




P T 


5042159 


Score 


567 




Exons 


859. .1041, 1323. .1508, 1588 


..2061, 213 


6. .2399, 3560. .3672 


GI Descrip. 


(AL078620) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


34588 


Seq. ID" 


OJ990428_05. 9819. 


C43 


Gene No. 


71505 


Strand 






Start 


459 


End 


468 





34505 



Name 

Start 

GI 

Exons 



OJ9904 28_05 . 9819 . C43 . ol . gs Method GENSCAN 

459 End 468 

none Score • .41 
459. .468 



Seq. No. 34589 

Gene No. 71506 

Start • 1 

Name OJ990428_05 . 9819 . C4 4 . ol . gp 

Start 1 

GI 963_1.R1084 

Exons 1. . 804 

GI Descrip. ' 5912299/emb | CAB56058 . 1 I 0.0e+00 (AJ133787) gigantea homologue 
[Oryza sativa] 1 



Seq. ID OJ990428_05. 9819.C44 

Strand + 

End 887 

Method AAT/GAP 

End 804 

Score 1340 



Seq. No. 34589 

Gene No. 71506 

Start 1 

Name OJ990428_05 . 9819 .C44 . ol . np 

Start 1 

GI . 5912299 

Exons , .1,. .887.. .. s . ; : ^ 

v GI.-D e s.c r ip . . . t (.A J 133.7 8. 7 ). -,,gi.g a n .te a _h omp l.ogu e^ . .[ 0 r y. za_S3.t Lua,]..„;.;^^- , ^ 



Seq. ID OJ990428_05. 9819.C44 

Strand + 

End 887 

Method AAT/NAP 

End 887 

Score 1050 _ 



Seq. No. 


34589 




Seq. ID 


OJ99042* 


3_05.9819 


.C44 


Gene No. 


71506 




Strand 


+ 






uLal L 


i 
± 




End 


887 






Name 


OJ990428 


05.9819.C44.ol.ts 


Method 


TBLASTX 


: Soybean 




Start 


149 




End 


614 




GI 


none 




Score 


439 






Exons 


149. . 601, 


159. .614 










Seq. No. 


34589 




Seq. ID 


OJ99042* 


3_05. 9819 


C44 


Gene No. 


71506 




Strand 


+ 






Start 


1 




End 


887 






Name 


OJ990428 


05. 9819.C44 .ol.tm 


Method 


TBLASTX 


Maize 




Start 


200 




End 


803 






GI 


none 




Score 


555 






Exons 


200. .604, 


201. .650, 201. .614, 


202. .615, 


613. .795, 627. A 


303, 




641. .766 












Seq. No. 


34 58.9 




.Se.q ; ID 


OJ9..904 2E 


J_05. 9819 


C4 4 


Gene No. 


7.1506 ' 




Strand ' 


+ 






Start 


1 




End' 


887 . 






Name 


OJ990428 


05. 9819.C44 .ol.gs 


Method 


GENSCAN 






Start 


399 




End 


794 






GI 


none 




Score 


. 95 






Exons 


399. .7 9't 












Seq. No. 


34590 




Seq. ID 


OJ99042E 


SJD5. 9819. 


C46 


Gene No. 


71507 




Strand 


+ 






Start 


1 




End 


950 






Name 


OJ990428 


05.9819.C46.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


950 






GI 


5912299 




Score 


792 






Exons 


1. .950 












GI Descrip. 


(AJ133787 


) gigantea homologue 


[Oryza sativa] 







34506 



Seq. No. 34590 

Gene No. 71507 

Start 1 

Name OJ990428_05 . 9819 . C4 6 . ol . gp 

Start 206 

GI 963_1.R1084 Score 896 

Exons 206. . 679 

GI Descrip. 1 5912299/emb | CAB56058 . 1 | 0.0e+00 (AJ133787) gigantea homologue 
[Oryza sativa] ' 



Seq. ID OJ990428_05. 9819.C46 

Strand + 

End 950 

Method AAT/GAP 

End 679 



Seq. No. 34590 

Gene No. 71507 

Start 1 

Name OJ990428_05. 9819.C46.ol . ts 

Start 207 

GI- none 

Exons 207.. 392, 208.. 495, 210.. 482 



Seq. ID OJ990428_05.9819.C46 

Strand + 

End 950 

Method TBLASTX : Soybean 

End 4 95 

Score 108 



Seq. No. 34590 

Gene No. 71507 

.Starts . 

-Name.., : _0 jMo'AJ? 8_D-5. 9 8 t LS ,..C 44- Q I . 

Start- • - -208- - - - 

GI none 

Exons 208.. 531, 211.. 495, 508. 



Seq. ID OJ990428_05.9819.C46 

Strand + 

. End : _ 95.0.„._^ 

Xm , Method., .^-XBLASix:,M 

■ - End-'- • 67-8 - - - 

Score 472 
.678, 522. .677 



Seq. No. 34590 

Gene No. 71507 

Start 1 

Name OJ990428_05 . 9819. C4 6 . ol . 

Start 280 

GI none 

Exons 280.. 675 



Seq. ID OJ990428_05. 9819.C46 

Strand + 

End 950 

gs Method GEN SCAN 

End 675 



Score 



.83 



Seq. No. 34591 

Gene No. 71508 

Start ' 743 

Name OJ990428_05 . 98 19 . C47 . ol , 

Start 743 

GI none 

.Exons -743.. 956 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_05.9819.C47 
956 

GENSCAN 

956 

.85 



Seq. No. 34592 

Gene No. 71509 

Start 855 

Name OJ990428_05 . 9819 . C4 8 . ol , 

Start 855 

GI none 

Exons 855.. 991 



gs 



Seq. ID OJ99d428_05.9819.C48 

Strand + 

End 991 

Method GENSCAN 

End 991 

Score .48 



Seq. No. 34593 

Gene No. 71510 

Start 1 

Name OJ990428_05 . 98 19 . C50 . ol , 

Start 1 

GI 5912299 



np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_05. 9819.C50 
+ 

94 4 

AAT/NAP 

944 

76 



34507 




Exons 1..55, 783.-944 

GI Descrip. -(AJ133787) gigantea homologue [Oryza sativa] 



Seq. No. 


34593 




Seq. ID 


OJ990428_05. 9819.C50 


bene lno . 






Strand 


+ 


ot art. 


1 




End 


944 


Name 


PITQQH/I9Q fl c: QQ1Q pen -i 

ujyyu4zo ud . yo i y . bDU . oi 


.gp 


Method 


AAT/GAP • 


Of 3 v-4- 

b tar r. 


*7 Q 1 
/ O 1 




End 


855 


bl 


1?Oj 1 . KlUo4 




Score 


102 


Exons 


7Q1 ■ Q c c 
/ O 1 . .ODD 








GI Descrip. 


'5912299/emb|CAB56058.1 


I 0.0e+00 (AJ133787) gigantea homologi 




[Oryza sativa] 1 








beq . no . 


O A C Q/1 
D 4 D y 4 




Seq. ID 


OJ9y04zo 05.9819.C51 


Gene No . 


T1 CI 1 

/ 1 D 1 1 




Strand 


+ 








End 


511 


Naine 


A TQQH/1 9Q Pit* QQl Q PCI ~1 

ujyyu4zo uj . yoiy . Lji , ox 


.gs 


Method 


GENSCAN 


OH 1 >- f- 






End 


511 


GI 


none 




Score 


. 83 


Exons 


320. .511 








O s->v- XT 

jbeq.,, no. .-^^ 


1 A C Q C 




^Seq.^ID,: < 


.0 J 9 90 4.2 8 , JJ 5^. • 98 1 9^._C 5 2_ 


/-^ _ __ _ XT _ 

^.Gene.. No..,..,,. .... 


T 1 C 1 O ' ' - 




: ^Stxa-nd.,^ 




Of i, vf. . . * . 

btart 


Zol 




•End 


84 2 - - - ■-" ------ 


Name 


ujyyu4Zo ud . yo iy . ldz . 01 


. tw 


Method 


TBLASTX : Wheat 


O 4 i v+- 

o tar z 


Z / 1 




End 


483 


GI 


none 




Score 


201 


Exons 


271..483, 277. .381, 278 


. . 406 






beq . ino . 


D4 Dyo 




Seq. ID 


OJ990428_05.9819.C52 


Gene No . 


/ IDlZ 




Strand 




btart 


O D 1 




End 


842 


Name 


nTQQnyi oq nc qqi q pco «i 

ujyyu4Zo ud . y o i y . udz . oi 


. tm 


Method 


TBLASTX: Maize 


Of Tvf 

otart 


on q 
Z 1 o 




End 


825 


bl 


none 




Score 


51 


Exons 


z / o , . ji.y, z/y..ozu, oZ4 


. .407, 


326. .406, 


337. .483, 470. .664, 




561. .674, 660. .824, 661 


. .825, 


664 . .825 




oeq . no . 


D4 D y D 




Seq. ID 


OJ990428_05.9819.C52 


Gene No . 


T1 CI O 

/ loiz 




Strand 




btart 


OQ 1 




End 


842 


Name 


ATQQH/IOP nc QQI Q pco ^-.n 

. , u j y y u 4 z.o u d . y o i y . b d z . o i 


.np . „ 


Method 


AAT/NAP . 


Of v~ f- 

otart 


zol ■ . * . 




End - ' 


842 '. ' ' - ;• . 


bl 


DliyD44 




Score 


515 * 


Exons 


OQ1 Q A O 

Zo 1 . . o 4 Z 








ui Ucscrip . 


(AC011560) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


34596 




Seq. ID 


OJ990428_05. 9819.C53 


Gene No. 


71513 




Strand 


+ 


Start 


228 




End 


1802 


Name 


OJ990428 05.9819.C53.ol, 


.gp 


Method 


AAT/GAP 


Start 


228 




End 


693 


GI 


uC-osrocyp013c01bl 




Score 


862 


Exons 


228. .693 








GI Descrip. 


'2642443 2.0e-17 (AC002391) putative cytochrome P450 




[Arabidopsis thaliana] 1 









34508 



Seq. No. 


34596 




Seq. ID 


OJ990428_05. 9819 


C53 


Gene No. 


71513 




Strand 






C+- -a v-+- 


O 




hnd 


t 0 n 0 




Name 


oj yyu4zo_uo .yoiy.C5i.oi. 


gs 


Method 


GENSCAN 




Start 






End 


1802 




bl 


none 




Score 


. 65 




Exoris 












beq. no. 


0 4 0 y d 




Seq. ID 


ojyyo4zy U5.9819. 


C53 


Gene No. 


71513 




Strand 


+ 




Start 


228 




End 


1802 




Name 


OJ990428 05.9819.C53.ol. 


np 


Method 


AAT/NAP 




start 


308 


End 


1799 




bl 


5042164 




Score 


969 




Exons 


308. .1799 












(AL078620) cytochrome P450- 


like protein [Arabidopsis thaliana] 


Seq. No. 


34596 




Seq. ID 


OJ990428_05 . 9819. 


C53 


Gene No. 


71513 




Strand 


+ 




Otalt 


228 




End 


1802 




Name 


OJ99.04.28 05. 9819.C53.ol. 


tc 


Method 


TBLASTX: Cress 




btar ..... .- . . . ^ 


....395 , _ 












..^.n one .^"..„ . ^ , v , 




,-^'-J3cox.e„ ^ 






Exons * 


' 395. -.487;" 404 ; .973; - 51l". 


.67 


8 






Seq. No. 


34596 




Seq. ID 


OJ990428_05.9819. 


C53 


Gene No. 


71513 




Strand 


+ 




Of -svf 

0 tart 


228 




End 


1802 




Name 


OJ990428 05. 9819.C53.ol. 


ts 


Method 


TBLASTX : Soybean 




btart 


395 




End 


1442 






none 




Score 


380 




Exons 


395.. 970, 1172. .1309, 11 


82. 


.1313, 1344. 


.1442 




Seq. No. 


34596 




Seq. ID 


OJ990428_05. 9819. 


C53 


Gene No. 


71513 




Strand 


+ 




c +- ^1 >-^- 
b c ar l 


228 




End 


1802 




Name 


OJ990428 05.9819.C53.ol. 


tm 


Method 


TBLASTX: Maize 




0 car l 


410 




End 


835 




C T 


none 




Score 


279 




Exons 


410. .529, 412. .603, 413. 


.604, 598. .834, 


599. .835 




beq. no. 


34596 




.Seq. ID 


OJ990428_05. 9819. 


C53. 


Gene No. 


71513 ' . 




Strand • 


+ '"".. 




Start 


228 




End 


1802 




Name 


OJ990428 05. 9819.C53.ol. 


tw 


Method 


TBLASTX: Wheat 




otart 


679 




End 


1145 




C T 

bl 


none 




Score 


350 




Exons 


679. .963, 686. .979, 776. 


.979, 983.. 1042 


, 984. .1097, 984. 


. 1088, 




1119. .1145 












34596 




Seq. ID 


OJ990428 05.9819. 


C53 


Gene No. 


71513 




Strand 






Start 


228 




End 


1802 




Name 


O.TQQn/l9Q OR QQ1Q rt=>1 r^O 




4- V> ^ ^ 


Tm t 7\ 0 m\7 . hji ~ - 

J. j_> J_jn.i_j ± /\ . L'lCX -i_ <3 




Start 


836 




End 


1670 




GI 


none 




Score 


59 




Exons 


836.. 970, 1203.. 1292, 1206. 


.1319, 1344. 


.1577, 1397. .1579 





34509 




1602. .1670, 1610. .1669 



Seq. No. 


34596 








Seq. ID 


OJ990428_05.9819 


.C53 


bene ino . 


/ 10 1 J 








Strand 


+ 




btart 


ZZo 








End 


1802 




NsmG 


ujyyu^zo UD.. 


y o l y 


. Lj J . OZ 


. tw 


Method 


TBLASTX: Wheat 




oiart 


i.i 

1 10 0 








End 


1556 




P T 


none 








Score 


60 








I 1 *7 O 

I I / z 


i "5 n q 


1 1 yz . 


.1266, 1203.. 1313, 1206.. 1319, 




1344. .1556 














o e q . in o . 


J h 0 y 0 








Seq. ID • 


OJ990428_05. 9819 


.C53 


Gene No . 


T1 CI O 
/ ljlj 








o Tirana 


+ 




C -1 i >- 4- 


ZZo 








hna 


io Uz 




Name 


OJ990428 05. 


9819 


.C53.o2 


. tc 


Method 


i BLAb i a : Cress 






1344 








Lna 


i / yu 




P T 


none 








Score 






Exons 


1344. .1670, 


1397 


. .1669, 


1740. 


i n n n 
. 1 / y U 






o e CJ . IN O . 


34596 








Seq. ID 


OJ990428_05.9819, 


.C53 


Gene No . 


. 71513 . 








O 4- v J 

btrana 


+ 




O 4 1 v-+- 

.btart.. . .. 


. . _228 _ . . 








T-> _ _] 


1 O A O 

, lpUz -4 . t . i-v -s^ 




Name.., 


-,.,^0J 99.0 42.8,05 £8 1$ ,' V C 53..,p 2. : 


-ts^, ..^ 


.^Method,™ 


TBLASTX. :-Soybe an , 




C-H n -r- +- . - 
OLait 


. • 1 4 4 o - ■ • 








bna 


lb / U • • 






none 








Score 


o o o 
zZZ 




Exons 


144 6. .1670, 


1502 , 


. . 1669 










beq . WO . 


34597 








Seq. ID 


OJ990428J)5.9819, 


.C54 


Gene No . 


71514 








btrana 


+ 




Start 


3152 








End 


4 429 




Name 


OJ990428 05. 


9819, 


.C54.ol. 


.gs 


Metnoa 


bENSCAN 




Of 3 v-f- 


3152 








bna 


4 4 z y 




P T 
bl 


none 








Score 


c 
. D 




Exons 


3152. .3462, 


4078, 


. .4429 










b e q . no. 


34597 








Seq. ID 


OJ990428_05. 9819. 


X54 


Gene No . 


71515 








Strand 








804 








,End 


2959 




Name 


OJ990428 05. 


9819. 


,C5'4.ol. 


,gp 


Method 


AAT/GAP 




OldiL 


804 








End 


1765 




P T 
bl 


none 








Score 


795 




Exons 


.804.. .1136, 1 


670. , 


; 1765 v . 










Seq. No. 


34597 








Seq. ID 


OJ990428_05. 9S19. 


C54 


Gene No . 


71515 








Strand 






Start 


804 








End 


2959 




Name 


OJ990428 05. 


9819. 


,C54.ol. 


tm 


Method 


TBLASTX: Maize 




btart 


1042 








End 


2016 




bl 


none 








Score 


74 




Exons 


1042. .1146, 


1050. 


.1130, 


1661. 


.1789, 1669. .1782, 1671. .1787, 




1878. .2012, 


1878. 


.2003, 


1879. 


.2016 






Seq. No. 


34597 








Seq. ID 


OJ990428_05. 9819. 


C54 


Gene No. 


71 5-1-5 








Strand 






Start 


804 








End 


2959 




Name 


OJ990428 05. 


9819. 


C54.ol. 


np 


Method 


AAT/NAP 




Start 


1616 








End 


2959 





34510 






A COQQOC 
H D JO ^7 JJ 








Score 


178 




Exons 


1D1D. . J. / O / , 


1879 


. .2011, 


2861 


. .2959 






ui Ucocrip . 


/ay fi/i cm ft \ 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


34597 








Seq. ID 


OJ990428_05. 9819 


.C54 


Gene No. 


71515 








Strand 






Cf -a y 4- 


O U *i 








End 


2959 




Name 


p» TQQH/i n ^ 


.9819 


.C54 .ol 


. ts 


Method 


TBLASTX : Soybean 




q J_ _ — X. 


10 / j 








End 


1974 






none 








Score 


78 






1 (TTO 1 TOO 


1677 


. . 1787, 


1861 


..1971, 1878. .1973, 1879. .1974 


Seq. No. 


34598 








Seq. ID 


OJ990428_05. 9819 


.C55 


Gene No. 


71516 








Strand 


+ 






DODO 








End 


8935 




Name 


uj yyu4Zo uo 


.9819 


.C55.ol 


.gp 


Method 


AAT/GAP 






6366 








End 


8935 




p t 


none 








Score 


876 




v An o 
£jAU11o 


6366. . 6628, 


8155 


. .8289, 


8860 


. .8935 






Seq. No. 


34598 . 








Seq. ID 


OJ99042.8_05 . 9819 


.C55 


Gene. JSfo iW 


-.. ,71517 








_JS t r and ^ 






Q 4- a v- 4- ' 


...,,2930 






.^End.^,1. 






Name ~ ■ ■ 


• OJ990428 05 


.9819 


.C55.ol 


:gs : --~ 


- " Method - 


GEN SCAN---' 




C 4- -\ -V-+- 

btarc 


2930 








End 


5837 




P T 


none 








Score 


.8 




Exons 


2930 . . 2962, 


4146 


.4715, 


4728 


. .5837 






o e q . in o . 


34598 








Seq. ID 


OJ990428_05. 9819 


.C55 


uCllC IMvJ . 


71517 








Strand 






Start 


2930 








End 


5837 




Name 


OJ990428 05 


. 9819 


C55.ol 


. np 


Method 


AAT/NAP 




OLdl L 


4221 








End 


4792 




P T 


4582457 








Score 


246 




Exons 


4221. .4517, 


4545 


.4792 










GI Descrip . 


(AC007071) 


putative PHD- 


-type 


zinc finger protein [Arabidopsis 




thaliana] 














Seq. No. 


34598 








Seq. ID 


OJ990428_05. 9819 


.C55 


Gene No. 


71518 








Strand 






Cf a y--*- 
O LclX L 


6349 








End 


7692 




Name 


.OJ.990428 05 


. 9819. 


C55..ol 


. tm • 


Method 


TBLASTX: Maize 




Q 4-' -a v-+- 
otd r t 


4581 








End 


4695 




P T 


none 








Score 


165 






4581. .4694, 


4582. 


.4695 










Seq. No. 


34598 








Seq. ID 


OJ990428_05.9819 


.C55 


Gene No. 


71518 








Strand 






Cf 2 v4" 


6349 








End 


7692 




Name 


OJ990428 05 


. 9819. 


C55.o2 


,gs 


Method 


GENSCAN 




O 4 .vf 

o tart 


6349 








End 


7692 




GI 


none 








Score 


. 68 




Exons 


6349. .6585, 


7604 . 


.7692 










Seq. No. 


34599 








Seq. ID 


OJ990428_05. 9819. 


C56 


Gene No. 


71519 








Strand 






Start 


58 








End 


816 





34511 



NaiTie 


OJ990428 05 9819 C56 ol 


-np 


Method 


AAT/NAP 






5ft ~~ 




End 


816 




GT 


61 1 QS4 4 




Score 


184 




P.vnne 

i—t*\\*/ Ilk? 


58 219 310 399 509 


.647, 


776. .816 






GI Dpscrio 


(AC011560) hvoothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


34599 




S^q . I D 


OJ990428_05. 9819 


.C56 


Gene No. 


71519 




Strand 


+ 




Start 


58 




End 


816 




Name 


OJ990428 05 9819 C56 ol 


.gs 


Method 


GENSCAN 




Start 


100 ~~ 

X W \J 




End 


647 




GI 


none 




Score 


.97 






L00 219 310 399 509 


. . 647 








O CT • LN \J * 


34 599 




Seq. ID 


OJ990428_05.9819 


.C56 


Gene No. 


71519 




Strand 


+ 




Start 


58 




End 


816 




Name 


OJ990428 05 9819 C56 ol 


tm 


Method 


TBLASTX: Maize 




Start 


1 66 — 

X U \J 




End 


638 




GI 


none 




Score 


49 




Rvnn q 


166 216 307 3 9 Q 318 


.398, 


518.. .544 


, 5.57.. 637, 562.. 


bob, . 




599 637 603 638 








Seq . ■ No . 


34600- - - - ^ - 




Seq. ID • 


OJ990428_05'."9819- 


. C5-7 


Gene No. 


71520 




Strand 


+ 




Start 


97 




End 


1283 




LN CI Hit. 


UU -?^U4^0 UsJ. JO 1 " . / .OX* 


gs 


Method 


GENSCAN 




Start 


Q7 ~~ 




End 


414 




GI 


none 




Score 


.76 






ZJ 1 • i t 14 










Q^n No 


34 600 




Seq. ID 


OJ990428_05.9819 


. LO / 




71520 




Strand 


+ 




Start 


97 




End 


1283 




Name 


OJ990428 05. 9819.C57.ol. 


np 


Method 


AAT/NAP 




Start 


290 




End 


1283 




GI 


5042157 




Score 


157 




Rvon q 

i__J IU 


290. .415, 1185. .1283 










GT DpQpri n 


(AL078620) putative WRKY DNA-binding' protein [Arabidopsis 




thaliana] 










Seq. No. 


34600 




Seq. ID 


OJ990428_05.9819 


C57 


Gene No. 


71520 




Strand* 


+ ' " 




Start 


97. ; " ' ; 




End. 


1283 




Name 


OJ990428 05/9819. C57.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


298 




End 


415 




GI 


none 




Score 


188 






298. .414, 308. .415 










Seq. No. 


34600 




Seq. ID 


OJ990428_05. 9819 


C57 


Gene No. 


71520 




Strand 


+ 




Start 


97 




End 


1283 




Name 


OJ990428 05.9819.C57.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


298 




End 


416 




GI 


none 




Score 


183 




Exons 


298. .414,. 308. .415, 363. 


.416 









34512 



Seq. No. 34601 

Gene No. 71521 

Start 1 

Name OJ990428_05 . 9819 . C58 . ol . np 

Start 1 

GI 5042161 

Exons 1..182, 278. .463, 747. .800 

GI Descrip. (AL078620) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990428_05.9819.C58 

Strand + 

End 800 

Method AAT/NAP 

End 800 

Score 332 



Seq. No. 34601 

Gene No. 71521 

Start 1 

Name OJ990428_05 . 9819 . C58 . ol . tm 

Start 92 

GI none 
Exons 



Seq. ID OJ990428_05. 9819.C58 

Strand + 

End 800 

Method TBLASTX: Maize 

End 4 65 

Score 141 



92. .181, 93. .182, 275. .463, 277.,. 465 



Seq. No. 34601 

Gene No. ' '71521 

Start 1 

Name . . OJ990428_05 . 9819 . C58 . oi . t s 

.,Start_ s „^„ Vi 126. 

. £ ;[___._— ^ T .-,none % „, , 

Exons 



Seq. ID OJ990428_05. 9819.C58 
Strand + 
-End . 800 

Method ... TBLASTX: Soybean ... .... . 

,End. ^.^ .,J12.^.^^^_ .._•„„, _„„„ „ 
„.S.co.r.e_ ._. _~5.6 



■126.. 182, 259*. .462, 275.. 463', 276.. 464,- 277 . . 4 65> ^-287-. ; '4-7-2 r 



Seq. No. 34601 

■Gene No. 71521 

Start 1 

Name OJ990428_05 . 9819 . C58 . ol . gs 

Start 135 

GI none 

Exons 135.. 182, 278.. 469 



Seq. ID OJ990428_05.9819.C58 

Strand + 

End 800 

Method GENSCAN 

End 469 

Score .91 



Seq. No. 34602 
Gene No. 71522 
Start 348 

Name ■ OJ990428JD5 . 9819 . C60 . ol . np 

Start 348 
GI 862343 
Exons 348.. 516, 768.. 850 

GI Descrip. (L10908) Gcapl gene product [Mus musculus] 

...... . gi 1 10920,97 Ipr.f | J 2022314A granule cell marker protein [Mus . 

musculus] gi| 1092098lprf | I2022315A granule cell "marker protein 
[Mus musculus] 



Seq. ID OJ990428_05.9819.C60 

Strand 

End 850 

Method AAT/NAP 

End 850 

Score 148 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34602 
71522 
348 

OJ990'428_05. 981 9 . C60 . ol . gp 
415 

LIB3477-003-P1-K1-E9 
415. .514 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Cry s 1 [Oryza 
sativa] ? 



Seq. ID OJ990428__05.9819.C60 
Strand 

End 850 

Method AAT/GAP ' 

End 514 

Score 161 



Seq. No. 



34602 



Seq. ID OJ990428 05.9819.C60 



34513'. 



Gene No. 


71522 




Strand 






Start 


348 




End 


850 




Name 


OJ990428 05.9819.C60.o2 


.gp 


Method 


AAT/GAP 




Start 


512 




End 


691 




GI 


21474 1.R1084 




Score 


195 




Exons 


512. .627, 661. .691 










GI Descrip. 


'3894159 2.0e-10 (AC005312) hypothetical protein [Arabidops 




thalianal 1 










Seq. No. 


J4 oU J 




Seq. ID 


OJ990428_05 .9819 


. C61 


Gene No. 


71523 




O t_ J- CXI 1U 






Start 


429 




End 


861 




Name 


OJ990428 05.9819.C61.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


419 




End 


64 1 




GI 


none 






1 Q1 




Exons 


419 607 42S 529 426 


..641 








Seq. No. 


34 603 




OC^t J- u 






Gene No . 


71523 




Oil d 1 LKJL 






Start 


429 




FnH 


O \J X 




Name 


OJ9.90428 05.9819.C61.ol 


. tm. 


Method 


TBLASTX: Maize 




,Start 


,Jj2.6., w ... . ...^„..^ I 






..789 .... . . 






none 




.Score-. 







Exons " * r 


426 467 -* 427 ■"■4 6-fi - 472 


.•.555V 


■ 474 ."-.725-, 


-•4 83;-. 560,- ■ 4 8-5 






724 .. 78 9 








Sea. No. 


34 603 




Seq. ID 


OJ990428_05.9819 




Gene No. 


71523 




Strand 






Start 


429 




End 


861 




Name 


OJ990428 05.9819.C61.ol 


.np 


Method 


AAT/NAP 




Start 


429 




End 


861 




GI 


611954 4 




Score 


270 




Exons 


429 . .861 










GI Descrip. 


(AC011560) hvnothetiral 


protein [Arabidopsis thaliana] 




Seq. No. 


34 603 




Seq. ID 


OJ990428_05.9819 




Gene No. 


71523 




Strand 






Start 


429 




End 


861 




Name 


OJ990428 05. 9819.C61.ol 


,gs 


Method 


GENSCAN 




Start 


434 ~~ 




End 


653 




GI 


none 




Score 


.66 




Exons 


434 653 










* Seq. No. 


34 604 




Seq. ID 


OJ990428_05.9819 




Gene No. 


71524 




Strand 


+ 




Start 


407 




End 


729 




Name 


OJ990428 05. 9819.C63.ol 


gs 


Method 


GENSCAN 




Start 


407 




End 


729 




GI 


none 




Scor^e 


.62 




Exons 


407. .481, 707. .729 








Seq. No. 


34605 




Seq. ID 


OJ990428_05.9819 


.C64 


Gene No. 


71525 




Strand 


+ 




Start 


234 




End 


305 




Name 


OJ990428 05. 9819.C64.ol. 


gs 


Method 


GENSCAN 




Start 


234 




End 


305 




GI 


none 




Score 


.58 





34514 




Exons 234.. 305 



C £1 rv M/^i 
o e . IN O . 


fin r 


oeq. iu 


nTQQft/19Q QQ1 Q C&A 


bene lno . 


7 1 R 9 fi 


ol rano. 






fi09 




n 1 fi 


Name 


DTQQ0d9ft OR QP1 Q Pfid o9 rr<3 


i v ie Liiou 


oEjINooHLN 




fin 9 — 


tina- 


"7 ^ fi 




none 


Score 


fi/1 




fif)9 7^fi 

O U . • / JO 






Seq. No. 


34606 


Seq. ID 


OJ990428_05.9819.C68 


belle LNU . 


71527 


Strand 


+ 


OLall 


1 


End 


318 


Name 


OJ990428 05.9819.C68.ol.np 


Method 


AAT/NAP 


j Lai L 


1 


End 


279 




5042161 


Score 


249 


L 1 •» 

EjXOuS 


1. .279 






GI Descrip. 


(AL078620) hypothetical protein [Arabidopsis thaliana] 


C *i /T Ma 

oeq« in o . 


34606 


Seq. ID 


OJ990428_05.9819.C68 


Gene No . 


71527 . ... 


Strand 


+ 


Of arf 




^.End_ 


31.8 „ 




'^..d jlao..428J3.K:;9.8 i.a.5.6 8. .,.o i .: t m * 


^',.^..Mej:ho:d,... 


. .TBL^XXrMaize\:t^::-^^_. 


_ • o ti a r l 


- 89 - - - , - • • 


• End • 


318 ■ - ■ ■■• 




none 


Score 


199 ' 


|[j | Exons 


89. .280, 90. .296, 91. .288, 


147. .296, 154. .318 


'» ■ oeq . wo . 


34606 


Seq. ID 


OJ990428_05.9819.C68 


: S L i Gene No . 


71527 


Strand 


+ 


i. : olart 


1 


End 


318 


- s • 

i= ; j Name 


OJ990428 05.9819.C68.ol.ts 


Method 


TBLASTX: Soybean 


' : : Qf a y-f- 


94 


End 


302 


i: /~* T 
bl 


none 


Score 


48 


.s a , 

! CvAn e 

ijXons 

! i t i 


94. .279, 96. .173, 147. .281, 


154. .282, 


234. .302 


f C fz, rr Wn 

O t3 . IN U • 


34607 


Seq. ID 


OJ990428_05.9819.C69 




71528 


Strand 




.: s . uldiL 


562 


End 


. 1173 


Name 


OJ990428 05.9819.C69.ol.np 


Method 


AAT/NAP 


Q Start 


562 


End 


1173 




6069646 . 


Score 


129 


Exons. 


562. .690, 11-42. .1173 






Kji uescr ip . 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj | BAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement reverse 


transcriptase. (AC00624 8) 




[Oryza sativa] 








34608 


Seq. ID 


OJ990428_05.9819.C71 


Gene No. 


71529 


Strand 


+ 


Start 


197 


End 


1496 


Name 


OJ990428 05.9819.C71.ol.gp 


Method 


AAT/GAP 


Start 


197 


End 


1496 


GI 


963 i .R1084 




2528 


Exons 


197. .1496 






GI Descrip. 


' 5912299/emb|CAB56058. 1 | 0. 


0e+00 (AJ133787) gigantea homologue 




[Oryza sativa] * 







34515 



Seq. No. 34608 Seq. ID OJ990428JD5 . 98 19 . C71 

Gene No. 71530 Strand 

Start 1 ' . End 2362 

Name OJ990428JD5. 9819.C71 .ol .np Method AAT/NAP 

Start 1 End 2362 

GI 5912299 Score 2140 

Exons 1..1542, 2303.. 2362 

GI Descrip. (AJ133787) gigantea homologue [Oryza sativa] 

Seq. No. 34608 .Seq. ID OJ990428_05 . 9819 . C71 

Gene No. 71530 Strand 

Start 1 End 2362 

Name OJ990428_05 . 9819 . C71 . ol . tm Method TBLASTX : Maize 

Start 198 End 795 

GI none Score 200 

Exons 198. .368, 199. .354, 345. .794, 380. .793, 391. .795 



Seq. No. 34608 Seq. ID OJ990428_05 . 9819 . C71 

Gene No. 71530 Strand 

Start 1 . . End. 2362 
i?§me_,_,__^, ;^OJ? 9 0,4 2 8^05^9 8 19.,C7 1,-oL, gs ^.^Metho.d^ . v ,GENSCAN ..^ _ ,^ r _. 

J't a rL _ ; 2£l 1 . , _ , _ ~End Z ; J 1 5.4 2 'J^ZZ^^l 

GI ' none ' - - : - ■ • ' ■ : - r ~-~ Score - .57-" - - .-.^-=r._-- 

Exons 201.. 806, 949.. 1542 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34608 Seq. ID OJ990428_05 . 9819 . C71 

71530 Strand 

1 End 2362 

OJ9904 28_05 . 981 9 . C71 . ol . ts Method TBLASTX : Soybean 

381 End 1137 

none Score 328 

381. .917, 394. .912, 690. .929, 918. .1124, 937. .1125, 937. .1137, 
1010. .1132 

34608 Seq. ID OJ990428_05 . 9819 . C71 

71530 Strand 

1 End 2362 

OJ990428_05. 981 9 . C71 . ol . tc Method TBLASTX : Cress 

855 End 1299 

■none Score 71 

855. .902, 85.6.. .897,. 913. . 1140, 1013. .1129, 1162. .1299, 

1166. .1297, 1174. .1299 



Seq. No. 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 



34608 
71530 
1 



Seq. ID' OJ990428_05. 9819.C71 
Strand 

End 2362 



OJ990428 05.9819.C71.o2.tm Method TBLASTX : Maize 



1048 
none 

1048. .1503, 1049. .1498 



End 
Score 



1503 
576 



Seq. No. 
Gene No. 
Start 
Name 
Start 



34608 
71530 
1 



Seq. ID OJ990428_05.9819.C71 
Strand - 
End 2362 



OJ990428_05 . 98 19 . C7 1 . o2 . ts Method TBLASTX : Soybean 



1144 



End 



1497 



34516 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

1144. .1497, 1166. .1492 
34609 



Score 



289 



Seq. ID OJ990428_05. 9819.C73 



71531 Strand + 

1 End 618 

OJ990428_05 . 9819 . C73 . ol . np Method AAT/NAP 
1 End 618 

6069646 Score 148 

1..56, 489. .618 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639. 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa]' 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 

Gene No, 

Start 

Name 

Start 
_GI _ 
J^jcpns rv . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34609 Seq. ID 

71532 Strand 
1347 End 
OJ990428_05. 9819 . C73 . ol . gs Method 
1347 . . End 

_..npne. _ . Score. 

34609 Seq. ID 

71533 Strand 
5351 End 
OJ990428_05 . 9819 . C73 . ol . tw Method 
5342 End 
none Score 



OJ990428_05.9819.C73 
+ 

2520 

GENSCAN 

2520 

...69 .. .„.■ 



OJ990428_05. 9819.C73 
+ 

9055 

TBLASTX: Wheat 
6864 
38 

5342. .5386, 5498. .5554, 5499. .5561, 5507. .5551, 5745. .5798, 
6661. .6780, 6678. .6791, 6679. .6807, 6781. .6864 



Seq. No. 34609 

Gene No. 71533 

Start 5351 

Name OJ990428_05 . 9819 . C73 . o2 . gs 

Start 5351 

GI none 

Exons 5351.. 5386, 5501.. 5612, 5752, 
8364. .8506 



Seq. ID OJ990428_05.9819.C73 

Strand + 

End 9055 

Method GENSCAN 

End 8506 

Score .93 

.5808, 6659.. 7820, 7919.. 8027, 



Seq. No.- ■• 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



34609 
71533 
5351 

OJ990428_05. 9819 . C73 . o2 . np 

5421 

4204695 

,5421. .5621, 6640. .7373, 7476, 
9005. . 9055 

(AF117062) putative inositol 
[Arabidopsis thaliana] 

34609 
71533 
5351 

OJ990428 05.9819.C73.o2.tm 



Seq. ID -OJ990428_05.9819-.C73. 

Strand + . 

End 9055 

Method AAT/NAP 

End 9055 

Score 877 

.7820, 7919. .8027, 8364. .8511, 
polyphosphate 5-phosphatase AtSPl 



Seq. ID OJ990428 05.9819.C73 

Strand + ~ 

End 9055 

■ Method TBLASTX : Maize 



34517 



Start 6675 End 7029 

GI none Score 245 

Exons 6675.. 6791, 6676.. 6828, 6820.. 6903, 6826.. 6945, 6861.. 6932, 

6986.. 7015, 6993.. 7028, 6994.. 7029 



Can Mn 


"3/1 60Q 








Seq. ID 


OJ990428_05.9819.C73 


Vjtriic Lnvj • 


71 








Strand 


+ 


Of- a r f 


j jji 








End 


9055 


Name 


O.TQ904?fl OS 


. _? O -L _7 






Method 


TBLASTX: Cress 


OLdl L 


DOO / 








End 


8515 


GI 


none 








Score 


164 


Exons 


6687. . 6788, 


6688 


. .6819, 


6835. 


.6945, 6997. .7029, 7279. .7341, 




7474 77ft? 


7 SOQ 


• • / Jul , 


7 677 


.7778, 7919. .8044, 7920. .8030, 




O JJO . . O 3 U / , 


O 3 1 £ 


OC1 c 

. . 0 JlJ 








Con Mn 


^4 60Q 








Seq. ID 


OJ990428_05. 9819.C73 


oclltr LNU . 


/ 1 J JJ 








Strand 


+ 


uLal L 


5351 








End 


9055 


Name 


OJ990428 05 


.9819 


.C73.o2. 


■4- o 

IS 


Method 


TBLASTX : Soybean 


u Lai L 


6694 








End 


6897 


GI 


none 








Score 


161 




... 669jK. .,68 19,. 


£7-02, 


...,6J88,_ 


J§ 8 35, v 


,6897,. .6864 ^.J5Q3§.^^.. ^.^^^ 


oc(|. LN O . 


: '34 609 ^ 








-Seq-. ID ; 


-0 J9 904 2 8_-0 5 981-9-t€-7:3" 


c\ M a 


71533 








Strand 


+ - - 


jtdl L 


5351 








End 


9055 


Name 


OJ990428 05 


9819 


.C73.ol. 


gp 


Method 


AAT/GAP 


OLalL 


6975 








End 


7430 


GI 


uC-osrocyp003b08al 




Score 


82 9 


Exons 


6975. .7430 












CZT Hocfy i n 


1 50914 96/dbj | AB0234 82 . 2 | AB0234 82 6.0e- 


4 6 Oryza sativa genomj 




DNA, chromosome 6, clone P0680A03, complete sequence' 


UC^t LN(J . 


34609 








Seq. ID 


OJ990428_05.9819.C73 


(?ono NT /~\ 


71533 








Strand 


+ 


OL.cL.LL. 


5351 








End 


9055 


Name 


OJ990428 05 


9819 


.C73.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7459 








End 


7955 


GI 


none 








Score 


375 


Exons 


7459. .7782, 


7479 


.7562, 


7665. . 


7802, 77 


89. .7821, 7920. .7955 


Seq. No. . 


34609 . 








Seq. ID 


OJ;990428_05. 9819.C73 


Gene No. 


71-533 








Strand 




Start 


5351 








End ' 


9055 


Name 


OJ990428 05. 


9819 


C73.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


7495 








End 


8495 


GI 


none 








Score 


314 


Exons 


7495. .7785, 


7510 


.7590, 


7689. . 


7781, 7920. .8030, 7923. .8027, 




8358. .8495, 


8360 


.8473 









Seq. No. 34609 Seq. ID 

Gene No. 71533 * Strand 

Start 5351 End 

Name OJ990428_05 . 9819 . C73 . o3 . tm Method 

Start 7956 End 

GI none Score 

Exons 7956.. 8036, 8358.. 8534, 8363.. 8515 



OJ990428_05. 9819.C73 
+ 

9055 

TBLASTX :M*i 7. a 

8534 

77 



34518 



Seq. No. 34610 Seq. ID 

Gene No. 71534 Strand 

Start 653 End 

Name OJ990428_05 . 9819 . C74 . ol . np Method 

Start 653 End 

GI 6682606 Score 

Exons 653. . 852 

GI Descrip. (AC016163) putative inositol polyphosphate phosphatase, 5 
partial [Arabidopsis thaliana] 



OJ990428_05.9819.C74 
+ 

1072 
AAT/NAP 
852 
189 



Seq. No. 34610 Seq. ID 

Gene No. 71534 Strand 

Start 653 End 

Name OJ9904 28_05 . 9819 . C74 . ol . gs Method 

Start 663 End 

GI none Score 

Exons- 663.. 902 



OJ990428_05.9819.C74 
+ 

1072 
GENSCAN 
902 
.77 



Seq. No. 34610 Seq. ID 

.Gene No. 71534 . Strand 

, Stark.,., . v ;_ _ .,653 .... i% . _ _ End,,.. 

. #am^..S^ r Zj, % i . -0. J 9.904 ZS_ 0.5,1 9t&l$. '.£1A '-IqX -jgp ^Z, MejzhodJ 

Start -.■:•-■* 709 - - - - - -- End- 

GI none Score 

Exons 709.. 1072 



OJ990428_05. 9819..C74 

+ . 

1Q72., ..., : ,_. f ^ ^^-^ 
■ AAT /GAP „.„ 
1072 ' - • " ■ 
564 



Seq. No. 34610 Seq. ID 

Gene No. 71535 . Strand 

Start 986 * End 

Name OJ990428_05 . 9819 . C74 . o2 . gp Method 

Start 986 End 

GI none Score 

Exons 986.. 1255 



OJ990428_05.9819.C74 
+ 

1255 
AAT/GAP 
1255 
420 



Seq. No. 34610 

Gene No. . , r , .. 71536 
Start 1985 

Name OJ990428_05 . 9819 . C74 . ol . tc 

Start 654 

GI none 

Exons ... . . 654 . .770,. 655 . ..825 



Seq. ID OJ990428_05.9819.C74 

Strand - • 

End 5709 

Method TBLASTX: Cress ' 

End 825 

Score 186 



Seq. No. 34610 

Gene No. 71536 

Start 1985 

Name OJ990428_05 . 9819 . C74 . o3 . ts 

Start 654 

GI none 

Exons 654.. 773, 655.. 825 



Seq. ID- OJ990428_05798i9.C74 
Strand 

End 5709 

Method TBLASTX : Soybean 

End 825 

Score 220 



Seq. No. 34610 Seq. ID 

Gene No. 71536 Strand 

Start 1985 End 

Name OJ990428_05 . 9819 . C7 4 . o3 . tm Method 

Start 675 End 

GI none Score 



OJ990428_05. 9819.C7 4 
5709 

TBLASTX: Maize 

840 

199 



34519 




L_J *\ \j Uu 


675.. 773, 676.. 840, 772 


837 








Seq. No. 


34610 








Seq. ID 


OJ990428 


_05. 9819.C74 


Gene No. 


71536 








Strand 






Start 


1985 








End 






Name 


OJ990428 05 


.9819. 


C74.ol 




Mpf hoH 
l it: LilUU 


1 D ±jr\0 ± A. . 




Start 


1981 










91 

Z. -L \J J 




GI 


none 










1 Q9 




Exons 


1981. .2169, 


1987. 


.2091, 


1988 . 


.2116 






Sea No 


34610 








Seq. ID 


OJ990428 


n S QP1 Q CI L 


Gene No. 


71536 








Strand 






Start 


1985 








End 


5709 




Name 


OJ990428 05 


.9819. 


C74.o2 




Method 


GENSCAN 




Start 


1985 






End 


5681 




GI 


none 








Score 


.76 




Pyrin s 


1985. .3004, 


3260. 


.3308, 


4158 . 


.4225, 4474 . .4571, 


S997 S979 




5382. .5471, 


5562. 


.5681 










l»J \J . IN W ■ 


34610 








Seq. ID 


OJ990428 


OR Qftl Q CI A 


Gene .No. 


71536 . 








Strand 






Start 


, 1985 w . . 








.Jnd,..,,...- 


-;57 09... iW _ 




Name , 


. , O.J 9 9 ; 0 4.2.8.. 0.5.,,98I9 ; . 




. tin,. 


... -MethacL.^ 


tJlASTX:. 




Start - 


1988- 








End 


•2497'"- 




GI 


none 








Score 


51 




P. von ^ 


1988. .2029, 


1989. 


.2030, 




.2117, 2036. .2116, 


9047 9 1 ft 7 




2264. .2497, 


2268. 


.2489, 


9 ^9 


.2490 






Cpn Ma 

O C- ^ » Vi\J » 


34610 








Seq. ID 


OJ990428 


nc. qpi q p7 a 


UCllC V*KJ . 


71536 








Strand 






Start 


1985 








End 


5709 




Name 


OJ990428 05 


.9819. 


C74.o2 


.np 


Method 


AAT/NAP 




Start 


1991 








End 


5709 




GI 


6119544 








Score 


1417 




F.vnn s 


1991. .3004, 


3260. 


.3308, 


4158. 


.4225, 4474. .4592, 


5134. .5272, 




5382. .5471, 


5562. 


.5709 










V_J X 1— * V— » O V-* 1 X. X k^r » 


(AC011560) hypothetical 


protein [Arabidopsis thaliana] 




34610 








Seq. ID 


OJ990428 


_05. 9819.C74 


Gene No. 


71536 








Strand 






Start . 


1985 








End 


5709 




Name 


OJ990428 05 


9819.. 


C74 .ol 


. ts 


Method 


TBLASTX: 


Soybean . _ 


Start • 


2417 - 








End 


2810 


GI ' 


none 








Score 


'70 




TT. v o n *=! 


2417. .2539, 


2417. 


.2548, 


2418. 


.2546, 2522. .2803, 


2540. .2809, 




2646. .2810 














O C <k-J * Vi \J ■ 


34610 








Seq. ID 


OJ990428 


_05.9819.C74 


UCI1C IN U . 


71536 








Strand 






Start 


1985 








End 


5709 




Name 


OJ990428 05. 


9819. 


C74 .ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


2498 








End 


5206 




GI 


none 








Score 


701 




Exons 


2498. .3013, 


2499. 


.3005 : " 


'2518 . 


- 3015,- 2872 . . 3018, 


32 60. . 3310 




4155. .4226, 


4157. 


.4225, 


4469. 


.4594) 4471. .4593^ 


5135. .5182^ 




5135. .5206, 


5136. 


.5201 











34520 



Seq. No. 


34610 






Seq. ID OJ990428 05.9819.C74 


Gene No. 


71536 






Strand 


OLdX L 


1 Qft ^ 








Name 


D TQQ04 9ft fl ^ 
*JU:?:7UfiZO Uj 


QOI Q Hi A t-\0 




tYiecnoa idJjAoia . ooyDean 










T?n /-i *5 n 1 1 
i^na juii 


r; T 


none 






otore ± h j 


D AUI 1 o 


Z O X U . . jUu / / 


9ftii ^nn ^ 

Z 0 ± -L . . jUU J/ 


9ft 9ft 
Z 0 Z O • 


"3007 9Q99 "5f)l1 
. OUU / / z yz Z . . jUII 




"34 61 1 

Jl Oil 






Qorr m P»TQQn49ft H ^ QftlQ PTR 


Gene No. 


71537 






Strand + ~~ 


Start 


4448 






End 9937 


Name 


D.TQQPld9ft OR 


.9819.C75.o2 


.np 


Mc=i+-h/^H ZiZiT/MZlD 




4 H f± O 






1-jna yuoz 


r* t 


/i fro 09 n ^ 






Qr^T-a O O O p 
OCOIc jOjo 


P V /""i Tl Q 


*± 4 4 o . • *i 4 _7 J , 


5772. .7444, 


7598. 


709^ ft 1 09 QOft 9 
. / O Z O , 0 J. U Z . .yuoz 




( 2\ PI 1 4171 ^ 

^ /-i.E lift 1 / i J 


TNP2-like protein 


Loorynuiu Dicoior j 


O c q . In O . 


"^4^11 

3 *i O J- J- 








Gene No . 


71537 






Strand + 


Start 


4448 






End 9937 


Name 


OJ990428 05 


.9819.C75.o2 


gp ■ 


Method AAT/GAP 


Start ,.,„ 


.. 532.4. . - - 






End_,^ JS845 _ 




,,.231023.5.^ 






Snore if) 4 


Exons- ■ • 


532 4,. 5361, 


' 5 772-. .5 911," 


67 8S\ 


. 6845 - ; • •* ■ - " - 


GI Descrip. 


5852182/emb 


ICAB55420. 1 | 


9.0e- 


13 (AL117265) zhb0012.1 [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip.' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



sativa] 

34611 Seq. ID 

71537' Strand 

4448 End 
OJ990428_05 . 9819 . C75 . o2 . gs Method 

5772 End 

none Score 
5772. .6842, 6887. .9103 

34611 Seq. ID 
71537 , . Strand 

4448 * End • 
OJ990428_05.9819.C75.o3.gp Method 

5776 End 

342 1.R1084 Score 



OJ9904 28_05. 9819.C7 5 
+ 

9937 
GEN SCAN 
9103 
. 65 

OJ990428_05. 9819.C75 
+ 



9937 
AAT/GAP 
9864 
6661 
9520. . 9864 



5776. .. 9175,.. 9211. ,9230,... 9313 . ..9410, y^u. . y«b4 
1 4 5744 06/gb | AAD24 04 2 . 1 1 O.0e+00 (AF121139) RIM2 protein ■ [Oryza 
sativa] 1 



34611 
71537 
4448 

OJ990428 JDS. 9819. C75.o5.gp 



Seq. ID 
Strand 
End 

_ _ Method 

5776 " End 

342_1.R1084 Score 
5776. .9175, 9211. .9230, 9313. .9410, 9520. .9863 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



OJ990428_05. 9819.C75 

4- 

9937 
AAT/GAP 
9863 
6659 



Seq. No. 
Gene No. 



34611 
71537 



Seq. ID OJ990428_05. 9819.C75 
Strand + 



34521 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4448 End 9937 

OJ9904 28_05 . 98 19 . C75 . 06 . gp Method AAT/GAP 
5776 End 9857 

342_1.R1084 Score 6651 

5776. .9175, 9211. .9230, 9313. .9410, 9520. .9857 

'4574406/gb|AAD24042. 1 ! 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



34611 
71537 
4448 

OJ9904 28_05. 9819.C75.o4 .gp 



5776 

342_1.R1084 
5776. . 9175, 



9211. . 9230, 



'4 574 406/gb| AAD24 042. 1 | 
sativa] 1 



Seq. ID OJ990428_05. 9819.C75 
Strand + 
End 9937 
Method AAT/GAP 
End 9866 
Score 6665 
9313. .9410, 9520. .9866 

0.0e+00 (AF121139) RIM2 protein [Oryza 



Seq. No. 34611 Seq. ID 

Gene No. 71537 Strand 

Start 4448 End 

,Name_ itfci ^ „ 0^9904^28^05, 98 1 9 . C75..o7.gp^.^ Method 
4tart,,__..^^ 

GI :-- - 342_1:R1084 — - ' "- "Score - 

Exons 5942.. 9175, 9211... 9230, 9313.. 9410, 9520.. 9937 

GI Descrip. 1 4574 406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



OJ9904 28_05. 9819.C75 
+ . 

9937 

. AAT/GAP. ^ . 

657 6 ■•- - • - - ••• • • 



Seq. No. 


34611 








Seq. ID 


OJ99042* 


3_05. 9819.C75 


Gene No. 


71538 








Strand 






Start 


2054 








End 


5401 




Name 


OJ990428 05 


. 9819 


.C75.ol. 


gs 


Method 


GENSCAN 




Start 


2054 








End 


4371 




GI 


none 








Score 


.5 




Exons 


2054. .2192, 


3671 


.3988, 


4091. 


.4371 






Seq. No. 


34611 








Seq. ID 


OJ99042* 


3_05.9819.C75 


Gene No. 


71538 








Strand 






Start 


2054 








End 


5401 




Name 


OJ990428 05 


. 9819 


C75.ol. 


np 


Method 


AAT/NAP 




Start 


3169 . 








End 


5401 




GI.. 


. 5042157 








Score. . . 


154 




Exons 


3169. .3352, 


3671 


.37 95, 


5345; 


.5401 






GI Descrip. 


(AL078620) 


putative WRKY 


DNA- 


•binding protein [Arabidopsis 




thaliana] 














Seq. No. 


34611 








Seq. ID 


OJ99042E 


3_05.9819.C75 


Gene No. 


71538 








Strand 






Start 


2054 








End 


5401 




Name 


OJ990428 05 


.9819. 


C75.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3669 








End 


3778 




GI 


none 








Score 


65 




Exons 


3669. .3722, 


3670. 


.3777, 


3671. 


.3778 






Seq. No. 


34611 








Seq. ID 


OJ99042E 


i_05. 9819.C75 


Gene No. 


71538 








Strand 






Start 


2054 








End 


5401 





34522 



Name 
Start 
GI- 
Exons 



OJ990428_05. 9819 . C75 . o3 . tc Method 

.3670 End 

none Score 
3670. .3777, 3671. .3778 



TBLASTX: Cress 

3778 

124 



Seq. No* 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34611 Seq. ID 

71539 Strand 

6123 End 

OJ990428_05. 9819.C75.o4 .tw Method 

6123 End 

none Score 



OJ990428_05.9819.C75 
6474 

TBLASTX : Wheat 

6474 

103 



6123. .6230, 6213. .6464, 6221. .6463, 6223. .6474 



Seq. No. 


34611 


Gene No. 


71540 


Start 


6395 


Name 


OJ990428 05 


Start 


6395 


GI 


none 


Exons 


6395. . 6478, 


Seq;. . Nq>> 


• • • • 34 611 , . 


Ge.ne^Nq^. 


215 A^/ 


Start 


6395 ■ - 


Name 


OJ990428 05 


Start 


6557 


GI 


none 


Exons 


6557. . 6709, 



Seq. ID OJ990428_05.9819.C75 
Strand 

End 7267 

19 . C75 . ol . t s Method TBLASTX : Soybean 

End 6824 

Score 102 

6395. .6478, 6396. .6470, 6471. .6533, 6528. .6824, 6560. .6811 



. „ _ ,., Seq. .. ...ID , 0 J 9 904 2 8_0 5 v 9 8 1^CX5 , 

„ . . __^_St r,and! _ 
• * End- " ..-7267-'^ —- -^ - --^ • 

.C75.o2.tc Method TBLASTX : Cress 
End . 6872 
Score 278 



Seq. No. 


34611 








Seq. ID 


OJ990428 


_05.9819.C75 


Gene No. 


71540 








Strand 






Start 


6395 








End 


7267 




Name 


OJ990428 05 


9819. 


C75.o2 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


6693 








End 


7161 




GI 


none 








Score 


72 




Exons 


6693. .6746, 


6701. 


. 6745, 


6747. 


.6851, 6758. . 6847, 


6865. .6951, 




6866. .6952, 


6932. 


.7156, 


6952. 


.7161, 6953. .7156, 


6955. .7161 


Seq. No. 


34611 








Seq. ID 


OJ990428 


_05.9819.C75 


Gene No. 


71540 








Strand 






Start 


6395 








End 


7267 




Name 


OJ990428 05 


9819.. 


C7.5,ol 


tm 


. Method 


.TBLASTX: 


Maize 


Start 


6750 








End 


'7195 




GI 


none 








Score 


108 




Exons 


6750. . 6872, 


6758. 


.6871, 


6866. 


.6991, 6872. .6991, 


7001. .7195 



Seq. No. 34611 Seq. ID 

Gene No. 71540 Strand 

Start 6395 End 

Name OJ990428_05 . 9819 . C75 . o2 . ts Method 

Start 7025 End 

GI none Score 

Exons 7025.. 7267 



OJ990428__05.9819.C75 
7267 

TBLASTX: Soybean 

7267 

216 



Seq. No. 
Gene No. 
Start 



34611 
71541 
7300 



Seq. ID 

Strand 

End 



OJ990428 05.9819.C75 



7710 



34523 



Name 

Start 

GI 

Exons 



OJ990428_05 . 9819 . C75 . o3 . tw Method TBLASTX : Wheat 
7300 End 7710 

none Score 87 

7300. .7350, 7301. .7363, 7369. .7551, 7373. .7591, 7619. .7708, 
7624. .7710, 7625. .7708 



Seq. No. 34611 

Gene No. 71542 

Start 7711 

Name OJ990428_05 . 98 19 . C75 . ol 

Start 7711 

GI none 

Exons 7711.. 8613, 7712.. 8629, 
8675. .8734, 8713. .8853, 



. ... Seq. ID OJ990428_05.9819.C75 
Strand 

End 9028 
.tw Method TBLASTX : Wheat 

End 9028 

Score 884 
8624. .8668, 8628. .8663, 8671. .8766, 
8714. .8854, 8867. .8947, 8936. .9028 



Seq. No. 


34611 








Seq. ID 


OJ990428_05. 9819.C75 


Gene No. 


71542 








Strand 




Start 


7711 








End 


9028 


Name 


OJ990428 05 


.9819. 


C75.o2 


.'tm 


Method 


TBLASTX: Maize 


Start 


7754 








End 


8068 


GI 


none 








Score 


.322.. 


Exons_ _ 


,__7754 .....8068, 


7.7 65.. 


.8040,, 


,7 838,,. 


80.68 „ 




Seq. No. ~ 


- 34611-'" - '"■ ' 








Seq-.* -ID 


OJ990428_05. 9819.G75- 


Gene No. 


71542 








Strand 




Start 


7711 








End 


9028 


Name 


OJ990428 05 


.9819. 


C75.ol 


tc 


Method 


TBLASTX: Cress 


Start 


7995 








End 


8446 


GI 


none 








Score 


167 


Exons 


7995. .8177, 


7999. 


.8436, 


7999. . 


8442, 8003. .8446, 8009. .8446 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34612 
71543 
542 

OJ990428_05.9819.C7 6.ol.np 
542 

4680204 



Seq. ID OJ990428_05.9819.C76 
Strand + 
End 4256 
Method AAT/NAP 
End 4 238 

Score ' 1036 

542. .1978, 2053. .3150, 3260. .3433, 3530. .3750, 4101. .4238 
(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. No. 34612 . 
t Gene No. . . .71543 . 

'Start 542 ■ ? 

Name OJ990428__05 . 9819 . C76 . ol . gs 

Start 557 

GI none 
Exons 



Seq. ID OJ990428_05.9819.C76 

Strand. + 

End " ' 4256 

Method GENSCAN 

End 4256 

Score . 63 



557.. 1978, 2053.. 2462, 2503.. 3150, 3260.. 3433, 3530.. 3640, 
3726.-3798, 3893.. 3991, 4071.. 4256 



Seq. No. 34612 Seq. ID 

Gene No. 71544 Strand 

Start 6225 End 

Name OJ990428_05 . 9819 . C76 . ol . tw Method 

Start 1185 End 

GI none Score 

Exons 1185. .1325, 1185. .1301, 1187. .1423, 1187. .1366, 1288. .1455, 
1418. .1588 



OJ990428_05.9819.C76 
9071 

TBLASTX: Wheat 

1588 

62 



34524 




Seq. No. 


34612 








Seq. ID 


OJ990428_05.9819 


,C76 


Gpnp No 


71544 








Strand 






Start 


6225 








End 


9071 




Name 


OJ990428 05 


. 9819 , 


076 n? 


■f- w 


Method 


TBLASTX: Wheat 




Start 


3077 ~~ 








End 


3599 




GI 


none 








Score 


60 




Pvnn q 


3077 3157 


3246, 


3428 


3296 


.3421, 3528.-3599 




Seq. No. 


34612 








Seq. ID 


OJ990428_05.9819, 


.C76 


Gpnp No 


7154 4 








Strand 






Start 


6225 








End 


9071 




Name 


OJ990428 05 


9819. 


C76 . o2 . 




Method 


GENSCAN 




Start 


6225 ~~ 








End 


9071 




GI 


none 








Score 


.74 




Exons 

l-J Awl 1 <J 


6225 6380, 


6669 , 


. 6756, 


6849 . 


.6950, 7641.. 7800, 8996. .9071 


Seq. No. 


34613 








Seq. ID 


OJ990428 05.9819, 


.C77 


Gene No 


71545 








Strand 


+ 




9tar1- 


164 








End 


2923 




Name 


OJ990428 05. 


9819. 


C77.ol. 


gs 


Method 


GENSCAN 




Start 


164 ,., 








. En <? - . 


, 2923 ... 




.GI,,, , 


...aone,^ 








-.S.cpx.e. ....... 







D AUUO 


164:-. 202,- '443.-. 574, : -134C 


». .1465, 2105.'; 


:2616, 2834 . .2923- - 




Seq. No. 


34613 








Seq. ID 


OJ990428_05.9819. 


,C77 


fZpnp Nn 


71545 








Strand 


+ 




Start 


164 








End 


2923 




Name 


OJ990428 05. 


9819. 


C77.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1826 








End 


2089 




GI 


none 








Score 


328 




T* 1 von q 


1826. .2089, 


1843. 


.2088 










Seq. No. 


34613 








Seq. ID 


OJ990428_05.9819. 


C77 


Gene No. 


71545 








Strand 


+ 




Start 


164 








End 


2923 




Name 


OJ990428 05. 


9819. 


C77.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2169 








End ' 


2340 




GI 


none 








Score 


214 




Exons 


2169. .2339, 


2170. 


.2340, 


2171. 


.2338 







Seq. No.. 


. .34614 






.Seq. ID 


.OJ990428_05.9819, 


.C79 


Gene No. 


71546 




, i 


.Strand 






Start 


189 






End 


384 




Name 


OJ990428 


05.9819.C79.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


188 






End 


384 




GI 


none 






Score 


153 




Exons 


188. .313, 


189.. 326, 190 


. .384 








Seq. No. 


34614 






Seq. ID 


OJ990428_05.9819, 


,C79 


Gene No. 


71546 






Strand 






Start 


189 






End 


384 




Name 


OJ990428 


05.9819.C79.ol 


.gs 


Method 


GENSCAN 




Start 


189 






End 


321 




GI 


none 






Score 


.54 




Exons 


189. .321 













34525 



V 



Seq. No. 


34615 






Seq. ID 


Gene No. 


71547 






Strand 


Start 


466 






End 


Name 


f) 1 T9Q049R OS 


QQ1 Q 
. ?o 1 J 




Mo 1" hnH 




976 _ 






FnH 


GI 


none 








DAU HO 


276.. 612 








Seq. No. 


34615 






Seq. ID 


Gene No. 


71547 






Strand 


Start 


466 






End 


Kf a mo 


O.TQ904?fl OS 


QR1 Q 

■ ZJ O X _7 


PRO n 1 rr q 


Lie LIIUU 


o Lai L 








FnH 


O J. 


n nn ^ 






Q no t~ o 
o LU x c 




466 608 








Seq. No. 


34616 






Seq. ID 


Gene No. 


71548 






Strand 


Start 


296 






FnH 


IN dillC 


W*J _7 _7 VJ *i VJ O VJ J 


QR1 Q 

. Z> O X ,7 . 


pi n 1 rr <3 
Ll.Ul.yj 




Of- a 

O LctX. L- 


^ -/ D 






FnH 


OX j ^ -.-a*^ 


_11U lit. , ^ ^ i . - 


l ... 


. .. „ • , 


_S.cor e. 


.E x on s. — . — ,., r 










Cpn Kin 

O C L£ ■ IN U . 








o t;q • x u 


fjonp Kin 
OCllC J.N . 


71 R4 9 






Strand 


Start 


636 






End 


Name 


OJ990408 05 


. 9819. 


C3 . ol . np 


Method 


Start 


636 






End 


ox 


^9^797 0, 






Score 


Ej A. 1 1 o 


6^6 1 07 

OJU. • X U / O , 


4091. . 


4187, 6086. 


.6118 


OX UC jLJ L £J . 


f Apnnn^fi4 i 


Similar to Transposon MAGGY 




hnmnl nrriiPQ 


(L35053) [Oryza 


sativa] 


Seq.' No. 


34617 






Seq. ID 


Gene No. 


71549 






Strand 


Start 


636 






End 


Name 


OJ990408 OS 


.9819. 


C3.ol.gs ■ 


Method 


i_> L. d X L. 


fl^ft ~~ 
O -J O 






End 


O X 


r~i n n o 
i iui it; 






Score 


Exon ^ 


838 1107 


2457. . 


2564 




C^rr Kin - k 

O ti * IN \J • 


^4 61 1 






Seq. ID * 


Gene No. 


71549 '"' 






"Strand 


Start 


636 






End 


in dint; 


O,TQQ040ft OS 


.9819. 


C3.o2.gs 


Method 


O Lai L 


"^919 ~ 




End 


o X 


none 






Score 


F y nn q 




3302. 


.3413, 4819 


..4967, 49! 




67^1 6R6R 

D/ Jl. .DODO/ 


12444 


..12619, 13672.. 13722 


Seq. No. 


34617 






Seq. ID 


Gene No. 


71549 






Strand 


Start 


636 






End 


Name 


OJ990408 05 


.9819. 


C3 . ol . gp 


Method 


Start 


16546 






End 


GI 


3061021 






Score 



OJ990428_05. 9819.C80 
612 

AAT/GAP 

612 

593 



612 

GENSCAN 

608 

.93 



OJ990408_05. 9819. CI 
+ 

395 

GENSCAN 
395 . 

.94 . . ......... 



OJ990408_05. 9819.C3 
+ 

16856 
AAT/NAP 
6118 
676 



OJ990408_05.9819.C3 
+ 

16856 
GENSCAN 
2564 
.4 



OJ990408_05". 9819. C3 
+ 

16856 
GENSCAN 
16856 
.58 

J1..5306, 6358. .6480, 
16768. .16856 

OJ990408_05.9819.C3 
+ 

16856 
AAT/GAP 
16731 
275 



34526 



Exons 16546. . 16731 

GI Descrip. 2642159 2.0e-20 (AC003000) putative mannose-l-phosphate 

guanyltransferase [Arabidopsis thaliana] >gi_3598958 (AF076484) 
GDP-mannose pyrophosphorylase [Arabidopsis thaliana] >gi_4151925 
(AF108660) CYT1 protein [Arabidopsis thaliana] 



Seq. No. 


34617 


Seq. ID 


OJ990408 


05 9819 


C3 


Gene No . 


71550 


Strand 








Start 


12555 


End 


14 477 






Name 


OJ990408 05.9819.C3.o2.np 


Method 


AAT/NAP 






Start 


12555 


End 


14477 






GI 


5852093 


Score 


59 






Pvnn ^ 


12555. .12580, 14301. .14477 










Ql Dpc;rr i n 

\J J- L*S W k_) V—*- J- k-/ • 


(AL117264) zwhl6.1 [Oryza sativa] 








Sea No 


34617 


Seq. ID 


OtT9904 0fi 


OS 9R1 Q 






71551 


. Strand 








Start 


19881 


End 


21319 






Name 


OJ990408 05. 9819 . C3 . o3 . gs 


Method 


GENSCAN 






Start 


19881 


End 


21319 






GI 


none 


. Score 


. 99 






Pynn c: 


_1?881. v 20066, ..21220.. ,21319.. 




- * v — ■ ■ 






Can N|o 

Ah! 


34 618 ' ' " " " ■ ■ 


Seq. ID 


O.TQ904 OR 


U J . _7 O -L _7 . 




Cpnp No 


71552 


Strand 








Start 


267 


End 


J J J 






Name 


OJ990408 05.9819.C4.ol.np 


Method 


AAT/NAP 






Start 


267 


End 


535 






GI 


4680502 


Score 


58 






F! v o n q 


267. .535 










GI Descrip. 


(AF119222) hypothetical protein [Oryza 


sativa] 






Seq. No. 


34618 


Seq. ID 


OJ990408_ 


05.9819. 


C4 


Qpnp Nfo 


71553 


Strand 








Start 


330 


End 


14516 






Name 


OJ990408 05.9819.C4.ol.gs 


Method 


GENSCAN 






Start 


330 


End 


14365 






GI 


none 


Score 


.7 






F.xon 

1—1 A V-/ 1 1 O 


330. .444, 1057. .1557, 1602.. 


2150, 2994, 


..3050, 3615.. 3974 






4027. .4310, 4621. .5199, 5345 


..5400, 5542. .5707, 


5760. .5879, 




5954. .6448, 6576. .6634, 7848 


..8125, 8951. .9715, 


9822. .9974, 




. 1004 7. .1014 5,'. 10.237. .10812, 


10877. .11006,. 12185. 


..12330,.. 




• 


13745. .13840/ 142 67 . .14365 










ij vIT \J\ . LN W • 


34618 


Seq. ID 


OJ990408_ 


05. 9819. 


C4 


Gene No. 


71553 


Strand 








Start 


330 


End 


14516 






Name 


OJ990408 05.9819.C4.o2.np 


Method 


AAT/NAP 






Start 


7836 


End 


14516 






GI 


2244771 


Score 


1125 






Exons 


7836.. 8125, 8951.. 9715, 9822 


..9974, 10047. .10145, 10243. 


.10! 




10877. .11227, 114 67. .11996, 


12185. .12330, 13251. 


. 13346, 






13745; .13857, 13967 .. 14 170, 


14263. .14516 






GI Descrip. 


(Z97335) kinesin like protein [Arabidopsis thali 


ana i 




Seq. No. 


34618 


Seq. ID 


OJ990408_ 


05. 9819. 


C4 


Gene No. 


71553 


Strand 









34527 



Start 


330 




End 


14516 




Name 


OJ990408 05.9819 


, C4 . ol . tc 


Method 


TBLASTX: Cress 




Start 


7901 ~~ 




End 


9133 




GI 


none 




Score 


136 




Exons 


7901 . . 8038, 8024 


. .8149, 8951 


.9133, 8952. .9128 




Seq. No. 


34618 




Seq. ID 


OJ990408_05.9819 


,C4 


Gene No. 


71553 




Strand 






Start 


330 




End 


14516 




Name 


OJ990408 05.9819 


. C4 . ol. tm 


Method 


TBLASTX: Maize 




Start 


9248 




End 


9966 




GI 


none 




Score 


114 




Exons 


9248 . . 9427, 9249 


.9494, 9517. 


.9717, 9530.. 9739, 9816.. 9965, 




9817 . . 9966, 9819 


. 9965 








Seq. No. 


34 618 




Seq. ID 


OJ990408_05. 9819 


. C4 


Gene No. -1$. 


" 71553 




Strand 






Start 


330 




End 


14516 




Name 


OJ990408 05.9819 


C4 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


9512 ~~ 




End 


10146 




GI 


none 




Score 


143 




Exons 


....... 9 5JL 2 .. . 9613, , 9620 


9739, 9817 


.9975. 9819. .9974... 1004.4,. „ 


IMA 




L* 1.0*0 45 . V. i qxasL'J 'Sr . 










Seq. No. 


34618 




Seq. ID 


OJ990408_05.9819 


. C4 


Gene No. 


71553 




Strand 






Start 


330 




End 


14516 




Name 


OJ990408 05.9819. 


C4 .o2.tm 


Method 


TBLASTX: Maize 




Start 


10867 




End 


11215 




GI 


none 




Score 


91 




Exons 


10867. . 10974, 10877 10975, 10877 11029, 11085 .. 11213, 






11090. .11215, 11094. .11213, 11099. .11215 




Seq. No. 


34618 




Seq. ID 


OJ990408_05.9819 


. C4 


Gene No. 


71553 




Strand 






Start 


330 




End 


14516 




Name 


OJ990408 05.9819. 


C4.o2.ts 


Method 


TBLASTX: Soybean 




Start 


10877 




End 


11140 




GI 


none 




Score 


72 




Exons 


10877. .11008, 11093. .1114 0 








Seq. No. 


34619 




Seq. ID 


OJ990408_05. 9819 


.C5 


Gene No . 


71554 




Strand 


+ 




Start 


1 




End . 


718 




Name 


OJ990408 05.9819. 


C5 . ol . np 


Method 


AAT/NAP 




Start 


1 




End 


718 




GI 


3953478 




Score 


219 




Exons 


1..231, 439.Y-718 










GI Descrip. 


(AC002328) F2202. 


23 [Arabidopsis thaliana] 




Seq. No. 


34619 




Seq. ID 


OJ990408_05. 9819 


.C5 


Gene No. 


71554 




Strand 


+ 




Start 


1 




End 


718 




Name 


OJ990408 05.9819. 


C5.ol.tm 


Method 


TBLASTX: Mai r.e 




Start 


14 




End 


630 




GI 


none 




Score 


112 




Exons 


14. .145, 48. .143, 


49. .162, 58. 


.153, 435 


..629, 446. .619, 





34528 





447 . . 620, 448 . . 630 












Seq. No. 


34619 




Seq: ID 


OJ990408_05 


.9819 


.C5 


Gene No. 


71554 




Strand 


+ 






Start 


1 




End 


718 






Name 


OJ9904 08 05. 9819.C5.ol. 


tc 


Method 


TBLASTX : Cress 




Start 


47 ~ 




End 


690 






GI 


none 




Score 


77 






Exons 


47 . . 127, 54 . .134, 436. . 


690, 


495 . . 605 








Seq. No. 


34619 




Seq. ID 


OJ990408_05 


.9819 


.C5 


Gene No. 


71554 




Strand 


+ 






Start 


1 




End 


718 






Name 


OJ990408 05 9819 C5 ol 


y° 


Mpt hod 


GENSCAN 






Start 


436 ~~ 




End 


664 






GI 


none 




Score 


.59 






Exons 


436. . 664 












Seq. No. 


34619 ' 




Seq. ID 


OJ990408_05 


.9819 


.C5 


Gene No. 


71554 




Strand 


+ 






Start 


1 




End 


718 






.Name 


OJ990408 05 9819 C5 ol 


ts 


Mpthod 


XBLM,TXj s Spyb.ean^ 




-S.tart.... ; -J^,^. 






^;EndL',„^.., 


»QJa,3.„ — ^„.^^.™„„ 






GI 


■ none ■ ■ * * - 




Score 








Exons 


495. . 656, 496. .663 












Seq. No. 


34620 




Seq. ID 


n iQQDA np n^ 


.9819 


C6 


Gene No. 


71555 




Strand 


_L 
T 






Start 


3927 




End 


£ 0 £ a 






Name 


OJ990408 05 9819 C6 o2 


y a 


M^"h hnH 


GENSCAN 






Start 


3927 ~~ 




End 


5747 






GI 


none 




S core 


.6 






Exons 


3 927.. 3933, 5476.-5747 












Seq. No. 


34620 




Seq. ID 


OJ990408__05 


.9819 


C6 


Gene No. 


71555 




Strand 








Start 


3927 




End 


6266 






Name 


OJ990408 05. 9819.G6.ol. 


np 


Method 


AAT/NAP 






Start 


5308 




End 


5389 






GI 


6630699 




Score 


87 






Exons 


5308 . . 5389 












GI . Descr ip . 


(AP000969) hvoothetical 


protein [Oryza 


satiya] . 








gi | 6721536 | dbj | BAA89566 




(AP001073) 


hypothetical 


protein 




fOrvza satival 












Seq. No. 


34620 




Seq. ID 


OJ990408J)5. 


9819. 


C6 


Gene No. 


71555 




Strand 


+ 






Start 


3927 




End 


6266 






Name 


OJ990408 05 9819 C6 o2 


np 


Method 


AAT/NAP 






Start 


5525 ~~ 




End 


6266 






GI 


6539570 




Score 


208 






Exons 


5525. .5717, 5877. .5943, 


6233. .6266 








GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] ■ 






Seq. No. 


34620 




Seq. ID 


OJ990408_05. 


9819. 


C6 


Gene No. 


71556 




Strand 








Start 


1220 




End 


1442 







34529 



Name 

Start 

GI 

Exons 



OJ990408JD5 . 98 19 . C6 . ol . gs Method GENSCAN 

1220 End 1442 

none Score .99 
•1220. . 1442 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

, Name 

.Start ...1 

GI 

Exons 



OJ990408 05, 
+ 

597 

AAT/NAP 
594 
171 



34621 Seq. ID OJ9904 08_05 . 98 19 . C7 

71557 Strand + 

1 End 
OJ9904 08_05 . 98 19 . C7 . ol . np Method 
1 End 
5922620 Score 
1..28, 384. .594 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



34621 Seq. ID 

71557 Strand 

1 End 
r O J9 9.0 4 0 8_0 5 ...9 8,1 9 C.7 . o l,,.gs ^. Me t hod , A 

-1.45,,* v . _ _ .. .EncL, 

none - • ' Score 

145. .597 



OJ990408_05. 9819.C7 
+ 

597 

GENSCAN, .... ^ 

■ .97 " - ~.^-z.:- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



34621 
71558 
4516 

OJ9904 08_05. 9819.C7 .o3.gs 

4516 

none 



Seq. ID OJ990408 05. 9819. C7 



Strand 
End 

Method 

End 

Score 



+ 

8608 
GENSCAN 
8608 
. 43 



4516. .4578, 4621. .4785, 5169. .5245, 8485. .8608 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990408 05. 9819. C7 



34621 
71559 
734 

OJ990408_05.9819.C7.o2.np 
734 

6630699 
734.. 812, 1984.. 2078 

.(AP000969) hypothetical protein. [Oryza sativa] 

gi| 672153-6|dbj IBAA89566.1J (AP001073) hypothetical protein' 

[Oryza sativa] 



2078 
AAT/NAP 
2078 
72 



34621 Seq. ID 

71560 Strand 
2132 End 
OJ990408JD5. 9819.C7 .o2.gs Method 
2132 End 
none Score 
2132. .2222, 2944. .3095, 3445. .3570 

34622 Seq. ID 

71561 Strand 
331 End 
OJ990408_05. 9819.C8 .ol.gs Method 



OJ990408_05.9819.C7 

3570 
GENSCAN 
3570 
. 42 



O.J9904 08 05, 9819. C8 

+ ~~ 

884 

GENSCAN 



34530 




Start 


331 


End 


884 








GI 


none 


Score 


. 89 








Exons 


331. .648, 732. .884 












Seq. No. 


34623 


Seq. ID 


OJ990408 


_05. 


,9819 


.C9 


Gene No. 


71562 


Strand 


+ 








Start 


532 


End 


804 








Name 


OJ990408 .05. 9819.C9.ol.gs 


Method 


GENSCAN 








Start 


532 


End 


804 








GI 


none 


Score 


. 64 








Exons 


532. .804 












Seq. No. 


34624 


Seq. ID 


OJ990408 


_05. 


9819, 


.C10 


Gene No. 


71563 


Strand 










Start 


616 


End 


713 








Name 


OJ990408 05. 981 9 . CIO . ol . gs 


Method 


GENSCAN 








Start 


616 


End 


713 








GI 


none 


Score 


. 96 








Exons 


616. . 713 












Seq . No . 


34625 


Seq. ID 


OJ990408 


_05. 


9819, 


, cil 


.Gene No Vk ..^ 


,..71564, v , ....... 


...Strand. , 


-+ , ^ 








.Starj:.^. 






J.AlSZZ 






Name 


: OJ990408 05; 9819 . Cll . ol . np r -- 


" Method 


AAT/NAP 








Start 


1 


End 


741 








GI 


2244771 


Score 


160 








Exons 


1..144, 238. .378, 723. .741 












GI Descrip. 


(Z97335) kinesin like protein 


[Arabidopsis thaliana] 




Seq. No. 


34626 


Seq. ID 


OJ990408 


_05. 


9819. 


. C12 


Gene No. 


71565 


Strand 










Start 


240 


End 


495 








Name 


OJ990408 05.9819.C12.ol.np 


Method 


AAT/NAP 








Start 


240 


End 


495 








GI 


6539585 


Score 


88 








Exons 


240. .495 












GI' Descrip. 


(AP000837) hypothetical protein .[Oryza 


sativa] 








Seq. No. 


34627 


Seq. ID 


OJ990408_ 


_05. 


9819. 


C16 


Gene No. 


71566 


Strand 


+ 








Start 


267 


End 


632 








Name 


OJ990408 05.9819.C16.ol.np 


Method 


AAT/NAP 








Start 


267 . 


•'End 


632 








GI 


6539585 


Score 


88 








Exons 


267. .437, 559. .632 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


34627 


Seq. ID 


OJ990408_ 


_05. 


9819. 


C16 


Gene No. 


71567 


Strand 










Start 


513 


End 


713 








Name 


OJ990408 05. 9819 . C16 . ol . gs 


Method 


GENSCAN 








Start 


513 


End 


713 








GI 


none 


Score 


.95 








Exons 


513. .599, 658. .713 












Seq. No. 


34628 


Seq. ID 


OJ990408_ 


_07. 


9819. 


C2 


Gene No. 


71568 


Strand 


+ 









34531 



# • 



Start 


1 




End 


710 






Name 


OJ990408 07. 9819. C2 


. ol . np 


Method 


AAT/NAP 






Start 


1 




End 


710 






GI 


6598346 




Score 


68 






Exons 


1..290, 646. .710 












GI Descrip. 


(AC002336) unknown 


protein 


[Arabidopsis thaliana] 






Seq. No. 


34628 




Seq. ID 


OJ990408_07, 


. 9819 


.C2 


Gene No. 


71568 




Strand 


+ 






Start 


1 




End 


710 






Name 


OJ990408 07. 9819. C2 


. ol . gs 


Method 


GENSCAN 






Start 


95 




End 


515 






GI 


none 




Score 


.94 






Exons 


95. .349, 386. .515 












Seq. No. 


34628 




Seq. ID 


OJ990408_07, 


. 9819 


.C2 


Gene No. 


71568 




Strand 


+ 






Start 


1 




End 


710 






Name 


OJ990408 07. 9819. C2 


. ol . ap 


Method 


AAT/GAP 






Start 


196 




End 


710 






GI 


2280832 




Score 


377 






Exons 


§.6 Vi . 3.4.5,,,. 64 7^. 7 10 _ 




,- * ... . 








Seq. No. 


' '34 629 




—.---^ 

' Seq. ID 


OJ990408* 07^9819" 


7c4 


Gene No. 


71569 




Strand 








Start 


499 




End 


694 






Name 


OJ990408 07. 9819. C4 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


499 ~ 




End 


694 






GI 


none 




Score 


182 






Exons 


499. . 690, 513. . 680, 


530 . . 6 


94, 535.. 693 








Seq. No. 


34630 




Seq. ID 


OJ990408_07. 


9819 


.C5 


Gene No. 


71570 




Strand 








Start 


953 




End 


1079 






Name 


OJ990408 07. 9819. C5 


. ol . gs 


Method 


GENSCAN 






Start 


953 




End 


1079 






GI 


none 




Score 


.63 






Exons 


953. .1079 












Seq. No. 


34631 




Seq. ID 


OJ990408__07. 


9819 


.C6 


Gene No. 


71571 




Strand 


+ 






Start 


42 




End, 


.44.3.0; ;. .... 






l^ame 


O"J990408 07.9819/C6, 


. o 1 . gs 


Method 


GENSCAN 






Start 


42 ~~ 




End 


4073 






GI 


none 




Score 


. 68 






Exons 


42. .219, 1899. .2054, 


, 2084 . 


.2277, 3975., 


.4073 






Seq. No. 


34631' 




Seq. ID 


OJ990408 07. 


9819, 


,C6 


Gene No. 


71571 




Strand 


+ 






Start 


42 




End 


4430 






Name 


OJ990408 07. 9819. C6. 


.ol.gp 


Method 


AAT/GAP 






Start 


2554 




End 


3843 






GI 


none 




Score 


850 






Exons 


2554. .2702, 3374. .3479, 3599. .3843 








Seq. No. 


34631 




Seq. ID 


OJ990408_07 . 


9819. 


.C6 


Gene No. 


71571 




Strand 


+ 







34532 



Start 
Name 
Start 
GI 

Exons 



42 

OJ990408_07, 
3972 
5002888 
3972. .4430 



9819.C6.o2.gp 



End 

Method 

End 

Score 



4430 
AAT/GAP 
4430 
597 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34632 
71572 
1 

OJ990408JD7 
1 

6069646 
1..27, 853. 



9819.C9.ol.np 



OJ990408JD7.9819.C9 
+ 

1685 
AAT/NAP 
1685 
249 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1685 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


34632 








Seq. ID OJ990408 


__07.9819.C9 


npnp No 


71573 












Start 


1208 








-Cj 1 LKJL _ ( J) J 




•^WH 1 "-^ .... — 




.,9aiS.,C9,.o2. 




--IXltiLXl t_J U, „ Sj Hi LN.pi_,jfiJN_ . 




Start - " 


1208 - ~ ■ 








Fnd • 7 1 09 

I-il L\JL 1 J. \J .7 


„. . . ^ ., . 


ox 


nnnp 
nunc 












LlAV/1 1 O 


1208 1273 


3128. 


.3211, 


~j y *j . 


^^7? ^Q7 4 4 1 M 






4509 4555 


4849. 


.4905, 


54 59 


5655 574S ^fi?^ 


RQ Q 1 q Q Q 1 




6414 6512 


6990. 


.7109 








Seq. No. 


34632 








Seq. ID OJ990408 


_07.9819.C9 




71573 








Strand 




Start 


1208 








End 7325 




IN dlLLt; 


OJ990408 07 


.9819. 


C9.o2. 


tm 


Method TBLASTX: 


Maize 


Start 


1210 








End 5677 




GI 


none 








Score 124 




Exons 


1210. . 1335, 


1211. 


.1354, 


5402. 


.5677, 5466. .5675, 


5474. .5677 


Seq. No. 


34 632 








Seq. ID OJ990408 


_07.9819.C9 


Gene No. 


71573 








Strand 




Start 


1208 








End 7325 




Name 


OJ990408 07 


.9819. 


C9.o2. 


tw 


Method TBLASTX: 


Wheat 


Start 


1250 








End • . . 5608 




GI 


none 








Score *69 




Exons 


1250. . 1384, 


1508. 


.1597, 


5207. 


.5377, 5459. .5608 




Seq. No. 


34632 








Seq. ID OJ990408 


__07 . 9819.C9 


Gene No. 


71573 








Strand 




Start 


1208 








End 7325 




Name 


OJ990408 07 


. 9819. 


C9.o2. 


np 


Method AAT/NAP 




Start 


1589 








End 7323 




GI 


6045135 








Score 693 




Exons 


1589. .1656, 


3128. 


.3211, 


3293. 


.3373, 3974. .4151, 


4252. .4395, 




4509. .4555, 


4849. 


.4908, 


6417. 


. 6512, 6990. .7112, 


7201. .7323 


GI Descrip. 


(AB033335) oxidosqualene cyclase* [Luff a cylindrical 


Seq. No. 


34632 








Seq. ID OJ990408 


_07. 9819. C9 


Gene No. 


71573 








Strand 





34533 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1208 

OJ9904 08_07. 9819.C9.ol.tc 

3123 
none 
3123, 
3987. 
6420. 



.3209, 3128.. 3214, 3293. 
.4148, 4248. .4394, 4251. 
.6515, 6981.. 7115, 6991. 



34632 
71573 
1208 

OJ990408_07. 98 19 . C9 . ol . tm 
3126 
none 
3126, 
3293. 
4251. 
4850. 
6979. 
7200. 



.3209, 3128. 

.3376, 3971. 

.4394, 4508. 

.4918, '6417. 



,3220, 3128. 

,4150, 3996. 

,4555, 4509. 

6482, 6417. 



End 

Method 

End 

Score 



7325 

TBLASTX : Cress 

7320 

63 



.7110, 6981. .7115, 7193. 
.7325 



.3376, 3294. .3344, 3971. .4147, 
.4367, 4484. .4534, 4846. .4923, 
.7098, 71-98.. 7320, 7199,. 7315 

Seq. ID OJ990408_07.9819.C9 
Strand 

End 7325 

Method TBLASTX : Mai ze 

End 7325 

Score 120 

.3214, 3252. .3374, 3293. .3376, 
.4151, 3996. .4157, 4249. .4392, 
.4553, 4846. .4905, 4846. .4914, 
.6485, 6418. .6483, 6419. .6505, 
.7321, 7198. .7323, 7199. .7321, 



Seq-JNo^. 
„G.ene.,,No^ 
' Start - 

Name 

Start 

GI 

Exons 



34 632 , , ... . 

„71573_. w _ 
1208 * - ' ■ ■ - 

OJ9904 08_07.9819.C9.ol.ts 
3128 



none 

3128. 

4248. 



S_eq..„..ip. „ OJ9904p,8_07,_. Mll^JL^ 

Strand..,..,.,.-' 

7325 - 

TBLASTX : Soybean 
7314 
135 



■ End * ' - 

_ Method 

End 
Score 

3214, 3290. .3376, 3971. .4147, 3972. .4151, 3986. .4153, 
4394, 4249. .4389, 6420. .6515, 6981. .7115, 6991. .7077, 



7198. .7314 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No." 

Sta*rt 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



34632 
71573 
1208 

OJ9904 08_07.9819.C9.ol.tw 

3128 

none 



Seq. ID OJ990408_07.9819.C9 
Strand 

End 7325 

Method TBLASTX : Wheat 

End 4272 

'Score 73 



3128. .3214, 3135. .3209, 3282. .3338, 3293. .3382, 3974. .4147, 
3975. .4151, 4248. .4271, 4249. .4272 



34632 
71573 
120"8 • 

OJ9904 08_07 . 9819.C9.ol .gp 

4864 

uC-osflcyp065e03bl 



Seq. ID OJ990408_07.9819.C9 
Strand 

End - ■ ■ '7325 ■ . ' * 
' Method AAT/GAP ' 
End 7317 
Score 662 
4864. .4905, 6414. .6512, 6990. .7112, 7201. .7317 

'541855/pir | IA49398 4.0e-50 cycloartenol synthase (EC 5.4.99.8 
- Arabidopsis thaliana 1 



34633 Seq. ID 

71574 Strand 

675 - End 
OJ9904 08_07 . 98 1 9 . C10 . ol . gs Method 

675 " End 

none Score 

675. .755, 901. . 1101 



OJ990408_07. 9819. C10 
+ 

1101 
GENS CAN 
1101 
.57 



34534 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34634 
71575 
1 

OJ990408_07.9819.Cll.ol.np 
1 

6630685 
1. .1104 

(AP000969) Similar to copia-type pol polyprotein 
[Oryza sativa] 



Seq. ID OJ990408_07. 9819.C11 
Strand 

End 1104 

Method AAT/NAP 

End 1104 

Score 792 



(AF105716) 



34634 
71575 
1 

OJ9904 08_07. 98 19 . Cll . ol . tm 

175 

none 

175. .597, 175. .609, 374. .610 



Seq. ID OJ990408JD7. 9819. Cll 
Strand 

End 1104 

Method TBLASTX : Mai ze 

End 610 

Score 173 



Seq. No. 

Gene No . . 

l Start _ • , 

-Name .,. 

Start - ; 

GI 

Exons 

GI Descrip. 



34634 

71575 . . 

.J)j^6ii.8jii^^ outs. 

410 -- - ' • • - - 

5509260 



Seq. ID OJ990408_07. 9819. Cll 

Strand - 

,End. 1104 _ ^ 

Method ^LASjj^: JSgyhe an, , ,, ^ 

End -■ - ^ 829 - " - ■' ' 
Score 194 



410. .667, 415. .606, 438. .608, 667. .828, 713. .829 



Seq. No. 34634 

Gene No. 71575 

Start 1 

Name OJ9904 08_07 . 9819 .Cll .ol . tw 

Start 418 

GI none 
Exons 



Seq. ID OJ990408_07. 9819. Cll 
Strand 

End 1104 

Method TBLASTX : Wheat 

End 825 

Score 100 



418. .597, 424. .600, 434. .604, 667. .825, 713. .763 



Seq. No. 34634 

Gene No. 71575 

Start 1 

Name OJ9904 08_07 . 9819 . Cll .ol . tc 

Start 529 

GI • . ' none 
Exons ' ' " 5r29. .789 



Seq. ID OJ990408_07. 9819. Cll 

Strand - 

End 1104 

Method TBLASTX : Cress 

End 789 

Score 178 



OJ990408JD7. 9819.C13 
+ 

457 

AAT/NAP 

457 

168 



Seq. No. 34635 Seq. ID 

Gene No. 71576 Strand 

Start 1 End 

Name OJ9904 08JD7 . 9819.-C13.dl .np Method 

Start 1 End 

GI 5922620 Score 

Exons 1..65, 324.. 457 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene .; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (CQ514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



34535 



Seq. No. 34635 Seq. ID 

Gene No. 71577 Strand 

Start 226 End 

Name OJ9904 08_07 . 98 1 9 . C13 . ol . gs Method 

Start 226 End 

GI none Score 

Exons 226.. 382 



OJ990408_07. 9819.C13 
382 

GENSCAN 

382 

.46 



Seq. No. 34635 Seq. ID OJ9904 08_07 . 9819 . C13 

Gene No. 71578 Strand 

Start 596 End 677 

Name OJ990408_07 . 9819.C13.o2 .np Method AAT/NAP 

Start 596 End 677 

GI 6630699 Score 84 

Exons 596.. 677 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


34636 




Seq. ID 


OJ990408_ 


07. 


9819. 


C14 


Gene No. 


71579 




Strand 


+ 








Start, 


__116_ ... 




End 


••243, ,,__ v 








.Name., 


_..o j9,aQ-4ua,,in ._9.ai9„ 


.Cl,£..Ql,.g.a,_ 


,...Me.thod_,. 


genscaSl,~ 








Start 


116 - --■ ■• 




■ - End - 


243- - - " 








GI 


' none 




Score 


.52 








Exons 


116. .243 














Seq. No. 


34637 




Seq. ID 


OJ990408_ 


07. 


9819. 


C17 


Gene No. 


71580 




Strand 










Start 


155 




End 


3084 








Name 


OJ990408 07.9819 


C17.ol.gs 


Method 


GENSCAN 








Start 


155 




End 


3032 








GI 


none 




Score 


.5 








Exons 


155. .1251, 1741. 


1855, 2383. 


.2489, 2547.. 3032 









Seq. No. 

Gene No. 

Start ^ ' 

Name 

Start 

GI 

Exons 

GI • Descrip. 



OJ990408 07.9819.C17 



34637 Seq. I 

71580 * . . _ Strand - - 

155 ■ ■• " End 3084 

OJ9904 08_07 . 9819 . C17 . ol . np Method AAT/NAP ' 
158 End 3084 

5739323 Score 1817 

158. .16.50,. 17-99. .2715, 2758 1 .. . 2839, . 28 67 . 2964 , . 3022,. . 308 4 
(AF166121) Cf2/Cf5 disease resistance protein ho'molog [Hordeum 
vulgare] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34637 
71580 
155 

OJ990408 
395 
none 
395 



07.9819.C17.ol.tc 



4 97. 
695. 
914 . 
938. 
1217, 



463, 
736, 
751, 8 
1195, 
1195, 
.1408, 



446. 
4 97. 



.820, 
,751, 



13. .872, 



494, 
497 , 
914 , 



,772, 
, 688, 
,1414 



Seq. ID 

Strand 

End 

Method 
End 
Score 
494. .763, 
500. .751, 



OJ990408 07.9819.C17 



3084 

TBLASTX: Cress 

2829 

68 

497. .760, 
560. .736, 



497. 
620. 



917 . 
941. 



1195, 
1195, 



917. , 
1148, 



.745, 
.748, 

914. .1195. 914..1195, 914. .1195, 
1195, 932. .1195, 933. .1175, 
.1399, 1208. .1414, 1217. .1420, 



1217. .1399, 1217. .1405, 1217. .1408, 1388. .1531, 



34536 



1400. .1534, 1418. .1534, 1424. .1546, 1424. .1537, 1424. .1534, 

1784. .1984, 1784. .1981, 1784. .1972, 1784. .1972, 1784. .1981, 

1787.. 1975, 1793.. 1993, 1793.. 1972, 1793.J1987, 1793. -.1981, 

1793. .1972, '1799. .1981, 2030. .2230, 2404. .2622, 2404. .2619, 

2407. .2622, 2518. .2622, 2582. .2740, 2623. .2718, 2623. .2706, 
2797. .2829 



Seq. No. 34637 

Gene No. 71580 

Start 155 

Name OJ990408_07 . 9819 . C17 . ol . ts 

Start 413 

GI none 
Exons 



Seq. ID OJ990408JD7 . 9819. C17 
Strand 

End 3084 

Method TBLASTX : Soybean 

End 2964 

Score 77 



413. .457, 461. .820, 494. .760, 494. .667, 494. .751, 495. .725, 
497. .751, 497. .730, 497. .745, 498. .749, 498. .653, 914. .1195, 
914. .1024, 914. .1165, 929. .1195, 1208. .1399, 1217. .1408, 
1217. .1411, 1217. .1408, 1421. .1534, 1424. .1537, 1424. .1516, 
1571. .1777, 1784. .1981, 1793. .1954, 1799. .1981, 1862. .1993, 
1997. .2212, 2407. .2619, 2407. .2619, 2491. .2622, 2623. .2706, 
2869.. 2964 



Seg. .,No.._,.. ;„ .,34 637. . r: . Wi . ^ fl , w _ , ^_Se<q. r ID OJ9?p_40,8_07^ 98 19 .j:i7, _ 

,Gene_No,. .,7.1580 ..... Strand U ^.^J^^^^Z^^ 

Start ■ • - - -155 - - End- -3084 ^ - - - - 

Name OJ990408_07 . 98 19 . C17 . ol . tw Method TBLASTX: Wheat 

Start 416 End 2224 

GI none Score 85 

Exons 416. .460, 473. .751, 492. .752, 497. .616, 1004. .1186, 1217. .1408, 

1424. .1546, 1559. .1774, 2024. .2224 



Seq. No. 34637 

Gene No. 71580 

Start 155 

Name OJ9904 08_07 . 9819 . C17 . ol . tm 

Start 452 

GI none 
Exons 



Seq.. ID OJ990408_07. 9819.C17 
Strand 

End 3084 

Method TBLASTX : Mai ze 

End 2718 

Score 236 



452. .757, 456. .758, 569. .760, 641. .820, 903. .1016, 914. .1114, 
914. .976, 929. .1180, 1217. .1399, 1424. .1534, 1802. .1993, 
2036. .2212, 2389. .2574, 2491. .2619, 2623. .2718 



Seq. No. 


34638 




Seq. ID 


OJ990408 


Gene No. 


.715.81 




Strand 


+ 


Start 


260 




End ' 


1505 ; 


Name 


OJ9904 08' 07.9819.C18.ol 


.np 


Method 


AAT/NAP 


Start 


260 




End 


1505 


GI 


6721543 




Score 


80 


Exons 


260. .389, 1480. .1505 








GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


34638 




Seq. ID 


OJ990408 


Gene No. 


71582- 




Strand 




Start 


619 




End 


2879 


Name 


OJ990408 07. 9819.C18.ol 


• gp 


Method 


AAT/GAP 


Start 


619 




End 


2435 




LIB34 31-04 5-P1-N1-A10 




Score 


818 


Exons 


619. .728, 2091. .2435 









GI Descrip. ' 54 4 187 6/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 



34537 



DNA, chromosome 2, clone : P0437H03 (contig b) ' 



Seq. No. 


34638 




Seq. ID 


OJ990408 07 9819 


C18 


Gene No . 


71582 




Qf rand 






Start 


619 




End 


287 9 




Name 


OJ990408 07 


9819 C18 o2 as 


Mpf h r>d 


GF.NSCAN 

\JJ J / iw? ii. 1 " 




Start 


2254 ~ 




End 


2773 




GI 


none 




Score 


62 




Exons 


2254 2420. 


2571 2773 








Seq. No. 


34638 




Seq. ID 


OJ990408_07.9819. 


C18 


Gene No. 


71582 




Strand 






Start 


619 




End 


2879 




Name 


OJ990408 07 


.9819.C18.o2.np 


Method 


AAT/NAP 




Start 


2539 




End 


2879 




GI 


5441880 




Score 


398 




Exons 


2539. .2879 










GI Descrip. 


(AP000367) 


EST C28952 (C62945) 


corresponds to a region of 


the 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] . 

Seq.._„Nq . ^ ^34.639 . _ , ^ .. : ,Seq_,,^ I .^QJ9904Q ; 8 _07 . 98,19. £19, ^ 

...Gene.. ..No .... , . .-_.7 1583. . . _ . .... atraxid:;^. ^ ^„_.__; 

Start- ■• 1 • - - - End- ; 1766 ■ ■-• v - , 

Name OJ990408_07 . 9819 . G19 . ol . np Method AAT/NAP 

Start 1 End 1120 

GI 3549626 Score 731 

Exons 1..1120 

GI Descrip. (AJ009696). wall-associated kinase 1 [Arabidopsis thaliana] 



Seq. No. 34639 

Gene No. 71583 

Start 1 

Name OJ990408_07 . 98 19 . C19 . ol . gs 

Start 113 .' 

GI none 
Exons 



Seq. ID OJ990408JD7 . 9819. C19 

Strand + 

End 1766 

Method GENSCAN 

End 1766 

Score . 63 



113. .416, 504. .641, 777. .917, 1367. .1417, 1645. .1766 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. .. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. No. 



34639 
71584 

1 

OJ9904 08J)7. 9819.C19.o3.np 
1 ■ 
3063699 



Seq. ID OJ990408_07.9819.C19 
Strand 

End 10526 

.Method AAT/NAP ; . 

End 10:526 . ' 

Score 111 



1..194, 6230. .6271, 6968. .7155, 7223. .7272, 9518. .9729, 
10481. .10526 

(AL022537) putative protein [Arabidopsis thaliana] 



34639 
71584 
1 

OJ990408_07.9819.C19.ol.tw 
97 

none 
97 



Seq. ID OJ990408_07.9819.C19 
Strand 

End 10526 

Method TBLASTX : Wheat 

End • . 490 

Score' 487 



171, 98. .427, 208. .399, 435. .488, 440. .490 
34639 Seq. ID OJ9904 08_07 . 98 19 . C19 



34538 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



m 



71584 Strand 

1. End 

OJ990408_07 . 98 19 . C19 . ol . ts Method 

98 End 

none Score 



10526 

TBLASTX: Soybean 

742 

108 



98. .241, 98. .214, 266. .421, 271. .417, 434. .742, 439. .597, 
632. .736 



Seq. No. 34639 

Gene No. 71584 

Start 1 

Name OJ9904 08__07 . 98 19 . CI 9 . ol . tm 

Start 112 

GI none 
Exons 



Seq. ID OJ990408_07. 9819.C19 
Strand 

End 10526 

Method TBLASTX : Maize 

End 967 

Score 52 



112. .219, 115. .159, 116. .421, 211. .399, 306. .422, 437. .763, 
454. .609, 488. .736, 848. .967 



Seq. No. 34639 

Gene No. 71584 

Start 1 

Name OJ9904 08JD7 . 9819 . CI 9 . ol . tc 

.Starts 116. _ ... , 

, V GL., : , , .^....^.none . 
Exons - 



Seq. ID OJ990408_07.9819.C19 
Strand 

End 10526 

Method . TBLASTX: Cress 

...End.^,., _ 967. _ 

„„,-,-^ScQx.e-^..;,^.3i3^.... l^.^.^,,— ,„. ; „ 



116. .418, 271.V399, 430. .669, -431V. 763, 440. .739,- 853; :'960,- 
854.. 967 



Seq. No. 34639 

Gene No. 71584 

Start 1 

Name OJ9904 08_07 . 981 9 . CI 9 . o2 . tw 

Start 491 

GI none 

Exons 491. .619, 511. .606, 623. .742 



Seq. ID OJ990408_07. 9819.C19 
Strand 

End 10526 

Method TBLASTX : Wheat 

End 742 

Score 124 



Seq. No. 34639 

Gene No. 71584 

Start 1 

Name OJ9904 08_07 . 98 19 . C19 . o2 . gs 

Start 3436 

GI none 

Exons 3436.. 6285 



Seq. ID OJ990408_07.9819.C19 
Strand 

End 10526 

Method GENSCAN 

End 6285 

Score 1 



Seq. No: 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



O Cell L 

Name 
Start 



34639 . 
71584 
1 

OJ990408_07 . 98 19 . C19 . o2 . np 
3493 
5739323 



Seq. . ID OJ990'408_07.'9819.C19 
Strand 

10526 
AAT/NAP 
6300 
1625 



End 

Method 
End 
Score 

3493. .4622, 4686. .6071, 6105. .6300 

(AF166121) Cf2/Cf5 disease resistance protein homolog [Hordeum 
vulgare] 



34639 
71584 
I 

OJ9904 08_07. 9819.C19.o2. tm 
3689 



Seq. ID OJ990408_07. 9819.C19 
Strand 

End 10526 

Method TBLASTX : Mai ze 

End 5973 



34539 



w 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



08 07.9819.C19.o2.tc 



none 

3689.. 3787, 3691.. 3774, 3780. 

3824. .4132, 3901. .4131, 3901. 

5356.. 5472, 5896.. 5973 



34639 
71584 
1 

OJ9904 
3793 
none 
3793. . 
3898. . 
4201. . 
4222. . 
4304 . . 
4636. . 
5074 
5356 



4062, 
4077, 
4422, 
4422, 
4471, 
4761, 
5205, 
5457, 



3826. 
3901. 
4210. 
4231. 
4309. 
5071. 
5077. 
5758. 



.4077, 3829. 

.4083, 3901. 

.4428, 4213. 

.4422, 4232. 

.4425, 4513. 

.5208, 5071. 

.5208, 5077. 

.5886, 5758. 



Seq. No. . . 34639 

Gene,. No, .. .,.71.584 ^ .,,„., . 

-Start, _..._1 ... . _ . __ r ; w 

Name ' - • OJ990408_07-. 9819 . 019 : o2 . ts 
Start 3916 
GI none 

Exons 3916. .4083, 4192. .4428, 4198, 

4211. .4327, 5074. .5211, 5074, 
5371. .5478 



Score 52 

.4013, 3814. .4056, 3815. .4090, 
.4092, 4204. .4413, 5086. .5205, 



Seq. ID OJ990408_07. 9819.C19 
Strand 

End 10526 
Method TBLASTX: Cress 
End 5967 
Score 63 

.4095, 3829. .4083, 3830. .4069, 

.4110, 4036. .4095, 4195. .4428, 

.4434, 4213. .4380, 4222. .4503, 

.4465, 42S2..4422, 4285. .4440, 

.4611, 4513. .4563, 4522. .4635, 

.5205, 5074. .5208, 5074. .5205, 

.5205, 5341. .5478, 5353. .5454, 

.5889, 5893. .5967, 5893. .5967 

Seq. ID OJ990408_07 . 9819 ..C1.9 
JStrand .- .... , „_ w . . 

„EncL . .. .". _L0,5i6. J^_L.II II— 

Method TBLASTX-: Soybean" 

End 5479 

Score 66 

.4410, 4204. .4398, 4210. .4287, 
.5211, 5354. .5479, 5356. .5472, 



Seq. No. 34639 

Gene No. 71584 

Start 1 

Name OJ9904 08_07 . 98 19 . C19 . o3 . ts 

Start 4705 

GI none 

Exons 4705.. 5025 



Seq. ID OJ990408_07. 9819.C19 
Strand 

End 10526 

Method TBLASTX : Soybean 

End 5025 

Score 194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34640 
71585 
716 

OJ990408_07 . 9819 . C20 . ol . np 
602 ' 
5739323. 
602. .1576 

(AF166121) Cf2/Cf5 disease 
vulgare] 

34640 
71585 
716 

OJ990408_07 . 98 19 . C20 . ol . gs 

716 

none 

716. .1453 



Seq. ID OJ990408_07.9819.C20 
Strand 

End -1576 

Method . AAT/NAP 

End -.157 6' \ * • 

Score 897 

resistance protein homolog [Hordeum 



Seq. ID OJ990408_07. 9819. C20 

Strand ' 

End 1576 

Method GENSCAN 

End 1453 

Score .47 



Seq. No. 



34640 



Seq. ID OJ990408_07. 9819.C20 

34540 



Gene No. 


71585 


Strand 




Start 


716 


End 


1576 


Name 


OJ990408 07.9819.C20.ol.tm 


Method 


TBLASTX: Maize 


O C cix C 


820 


End 


1555 


r;T 
ox 


none 


Score 


40 




820. .876, 844. .873, 896. .1201, 900. .1205, 905. .1207, 1085. .120 




1361.. 1555, 1430.. 1555 






Seq. No. 


34640 


Seq. ID 


O.TQQ040PI 07 QR1 Q P9D 


Gene No. 


71585 


Strand 




St* a rt - 

O L. CI J- L- 


716 


End 


1 S7 6 


Name 


OJ990408 07.9819.C20.ol.tw 


Method 


i DlxriO 1 A . InlllCClU 




860 


End 


1552 


V3 X 


none 


Score 


56 


DAUllO 


860. .904, 917. .1204, 1328. .1552, 1433 


. .1552 




34640 


Seq. ID 


OJ990408_07.9819.C20 




71585 


Strand 




Start 


716 


End 


1576 


Name 


OJ990408 07.9819.C20.ol.tc 


Method 


TBLASTX: Cress 


Of- -a v-f 


905 . . . . . 


End. 


1555 




none,,- ; ....„„ 


r .jScore_. 


6 9 . , _ _ ^ w 


^xpris,. ....... — . 


... .90 5... .1X7 .4 , .9.3.5.,..,. X 195 , ...9 3 8_,. 1 2.1 6.,. 93 8 ^ 


.J195.,^Ji2.....L69Jv_ 0 




• 942. . 1097 r '-942-. . 1097, 956. . 1141, 1013 


. .1195,- 1076'.-. 1195;' - - 




1085. .1123, 1328. .1552, 1331. 


.1555, 1331.. 1552, 1358.. 1534 


o g q . LN O . 


34640 


Seq. ID 


OJ990408_07.9819.C20 


Gene No. 


71585 


Strand 




Start 


716 


End 


1576 


LN CtliLC 


OJ990408 07.9819.C20.ol.ts 


Method 


TBLASTX : Soybean 


OLdl L 


905 


End 


1570 




none 


Score 


83 


Exon s 


90.5.. 1135, 1013.. 1195, 1013.. 


1189, 1085.. 1210, 1316.. 1537, 




1352. .1471, 1412. .1570, 1430. 


.1543 






34641 


Seq. - ID 


OJ990408_07.9819.C21 


VJCHC IN W • 


71586 


Strand 




Start 


1 


End 


2898 


Name 


OJ990408 07. 9819 .C21 . ol .np 


Method 


AAT/NAP 


O L d. X L 


1 


End 


2898 


riT 


5739323 


Score 


1550 




-,1..1101, 1378., 1911, - 1993. .2606, 2640 


.2898 . ... . . .. . • v . 


T Ho CP TNI T"\ 

OX vcoOxX^J. 


(AF166121) Cf2/Cf5 disease ' resistance 


protein homplog [Hprdeum 




vulgare] 






Seq. No. 


34641 


Seq. ID 


OJ990408_07.9819.C21 


Gene No. 


71586 


Strand 




oiai L 


1 


End 


2898 


Name 


OJ990408 07.-9819.C21.ol.gs 


Method 


GENSCAN 


C +- -a 
OUalL 


63 


End 


2898 




none 


Score 


.42 


Exons 


63. .2898 






Seq. No. 


34641 


Seq. ID 


OJ990408 07.9819.C21 


Gene No. 


• 71587 


Strand 




Start 


4013 


End 


4183 


Name 


OJ990408 07.9819.C21.ol.tm 


Method 


TBLASTX: Maize 



34541 



Start 
GI 

Exons 



79 End 2523 

none Score 69 

79. .135, 250. .435, 253. .441, 253. .417, 298. .429, 325. .447, 
556. .696, 559. .804, 577. .804, 586. .804, 697. .804, 877. .999, 
877. .996, 877. .987, 877. .996, 1441. .1542, 1573. .1764, 
1576. .1674, 1603. .1779, 1603. .1713, 1987. .2076, 2383.-2466, 
2386. .2523 



Seq. No. ' 34641 

Gene No. 71587 

Start 4013 

Name OJ9904 08__07 . 9819 . C21 . ol . tw 

Start 100 

GI none 
Exons 



Seq. ID OJ990408_07. 9819.C21 
Strand 

End 4183 

Method TBLASTX : Wheat 

End 2505 

Score 113 



100. .144, 157. .483, 176. .484, 658. .849, 874. .996, 970. .1065, 
1042:. 1128, 2380. .2505, 2383. .2505 



Seq. No. 34641 
Gene No. 71587 
Start 4013 

Name OJ9904 08_07 . 9819 . C21 . ol . tc 

Start, ^ .._166.. .,. w ,. 

GI i r . •.hpne...;..J.::, ...... >. ..-^ : . 

Exons • 5 166. .4"14>- 170. .265, 17-8. .429,- 
253. .435, 253. .438, 253. .444, 
556. .861, 568. .804, 568. .735, 
574. .804, 577. .861, 583. .804, 
670. .924, 874. .1107, 877. .996, 
1003.. 1065, 1009. .1071, 1078.. 
1447. .1521, 1525. .1590, 1534.. 
1603. .1776, 1603. .1773, 1603.. 
2293. .2505, 2380. .2511, 2383.. 



Seq. ID OJ990408_07. 9819.C21 
Strand 

End 4183 
Method. TBLASTX: Cress 
End _ . : _ 2517.,__._ 
„Sco.re^ 5.6_ .„ ,.„■. 



250. . 438, 253. . 4 4 7 , -253 : -.'44 4 , 
256. .435, 274. .435, 326. .415, 
568. .777, 571. .804, 572. .751, 
587. .817, 587. .760, 587. .778, 

877. .1008, 877. .1020, 877. .1065, 
1128, 1447. .1521, 1447. .1542, 
1779, 1579. .1788, 1579. .1779, 
1773, 1645. .1773, 1984. .2172, 
2517, 2383.. 2514, 2383.. 2511 



Seq. No. 34641 Seq. ID 

Gene No. 71587 Strand 

Start 4013 End 

Name OJ9904 08_07 . 9819 . C21 . ol . ts Method 

Start 274 End 

GI none Score 

Exons 274.. 363, 1138.. 1500 



OJ990408_07. 9819.C21 
4183 

TBLASTX : Soybean 

1500 

216 



Seq.. No. 34 641 ; , • 

Gene No. -71587 . 
Start 4013 

Name OJ9904 08_07 . 98 19 . C21 . o2 . ts 

Start 388 
GI none 
Exons 388., 

583. , 

1006. 

1597. 

1597. 

2380, 



Seq. ID. 
Strand 
End 

Method 
End 
Score 



OJ990408 07.9819.C21 



456, 559. .768, 568. .804, 
804, 586. .804, 587. .763, 
.1068, 1018. .1065, 1537. 
.1788, 1597. .1767, 1597. 
.1743, 1606. .1731, 1637. 
.2511, 2383.. 2520, 2383. 



4183 

TBLASTX: Soybean 
2520 
86 

568. .684, 571. .804, 577. .780, 
874. .996, 877. .987, 877. .996, 
.1590, 1579. .1776, 1579. .1776, 
.1776, 1597. .1776, 1597. .1752, 
.1777, 1654.. 1773, 2380. .2511, 
.2511 



Seq. No. 
Gene No. 
Start 



34641 
71587 
4013 



Seq. ID 

Strand 
End 



OJ990408 07.9819.C21 



4183 



34542 




Name 


OJ990408 07.9819.C21 o2 












Start 


4013 ~~ 




End 


4183 






GI 


none 




Score 








Exons 


4013 . .4183 












Seq. No. 


34642 




Seq. ID 


OJ990408_ 


_07.9819 


.C22 


Gene No. 


71588 




Strand 


+ 






Start 


704 




End 


1404 






Name 


OJ990408 07.9819.C22.ol 


.gs 


Method 


GENSCAN 






Start 


704 




End 


1404 






GI 


none 




Score. 


. 49 






Exons 


704. .806, 891. .1055, 1180. .1284, 1316 


. .1404 






Seq. No. 


34643 




Seq. ID 


OJ990408^ 


_07.9819 


.C23 


Gene No. 


71589 




Strand 


+ 






Start 


2023 




End 


6107 






Name 


OJ990408 07.9819.C23.o2 


.gs 


Method 


GENSCAN 






Start 


2023 




End 


6107 






GI 


none 




Score 


. 87 






Exons 


2023. .2074, 5123.. 5222, 


5783. 


.6107 








Seg t ._.Nq.^... 


. . 34 643 ... 




..Seq. ...ID. 


,wQJ990,4Ql_ 


0 7.9 8 19, 


C23_ 


.Gene., .No,. 


.^7.'l5Sju _______ _ _ 


r - . — 


._Stxand_ 






.^„-~ 


Start 


' 160 - 




End ' ' 


-852 






Name 


OJ990408 07.9819.C23.ol 


.gs 


Method 








Start 


160 




End 


o ,J _ 






GI 


none 




Score 


.62 






Exons 

J— 1 Awl 1 o 


160. .260, 347. .454, 741 


. .852 










Seq. No. 


34643 




Seq. ID 


OJ990408_ 


07. 9819 


C23 


Gene No. 


71591 




Strand 








Start 


5892 




End 


6489 






Name 


OJ990408 07.9819.C23.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5892 




End 


6489 






GI 


none 




Score 


65 






Exons 


5892. .5987, 6031.. 6150, 


6031. 


.6123, 6144. .6260, 


6337. . 6489 


Seq. No. 


34644 




Seq. ID 


OJ990408_ 


07.9819. 


C24 


Gene No. 


71592 




Strand 








Start 


300 




End 


1294 






Name 


OJ990408 07.9819.C24.ol 


gs 


Method 


GENSCAN 






Start 


■300 / ........ 




End 


1178 






GI 


none • 




Score 


• .77 






Exons 


. 300.. '946, 1097.. 1178 












O C ^ • LN KJ • 


34644 




Seq. ID 


OJ990408_ 


07.9819. 


C24 


Gene No. 


71592 




Strand 








Start 


300 




End 


1294 






Name 


OJ990408 07.9819.C24.ol 


np 


Method 


AAT/NAP 






Start 


303 




End 


1294 






GI 


5739323 




Score 


683 






Exons 


303. .1294 













GI Descrip. (AF166121) Cf2/Cf5 disease resistance protein homolog [Hordeum 
vulgare] 

Seq. No. 34644 Seq. ID OJ990408_07 . 9819 . C24 

Gene No. 71592 Strand 



34543 




Start 


300 








End 


1294 


Name 


O.T9904 Oft 


07 9ft 1 9 f?4 


. ol . 


ts 




x jd Lino i /\ • ouyucaii 


Start - • 


573 








End 


9?3 


GI 


none 








Score 


83 


Exons 


573 620, 


645 923. 


646. 


. 846, 


663 863 


663 731 747 899 


Seq. No. 


34 644 








Seq. ID 


OJ990408 07 9819 C24 


Gene No. 


71592 








Strand 




Start 


300 








End 


1294 


Name 


OJ990408 


_07.9819.C24 


. ol . 


tm 


Mpt hod 


TRTiA^TX 'Maize 


Start 


575 








End 


1169 


GI 


none 








Score 


37 


Exons 


575. .601, 


625. . 924, 


627 . 


. 923, 


630 950 


810 941 879 941 




1053.. 1169 










Seq. No. 


34644 








Seq. ID 


OJ990408_07.9819.C24 


Gene No. 


71592 








Strand 




Start 


300 








End 


1294 


Name 


OJ990408 


07. 9819.C24 


. ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


585 








End 


1169 


GI 


. none . 








Score 


70 


Exon<=5 


.58 5^. ,62 9, 


: .642_.^929 f-! . 


1059 


..^A163.,_108^ r ,1169__ ; 


Se"a No 


* 34 "6 4 4 








Seq. ID 


0 J-9904 08_07 .-981 9vC24' 


• Tt - Gpnp No 


71592 








Strand 


- .• ■ ■ 


; Start 


300 








End 


1294 


i Name 


OJ990408 


07.9819.C24 


. ol . 


tc 


Method 


TBLASTX: Cress 


i Start 


588 








End 


1178 


GI 


none 








Score 


57 


Exons 


588. . 641, 


603. .785, 


630 . 


.902, 


640. .771, 


663. .905, 663. .815, 




663. .878, 


666. .746, 


uuu • 


.932, 


666. .929, 


666. .920, 666. .929, 




666. .941, 


667. .759, 


669 . 


.941, 


687. .869, 


714. .785, 720. .929, 




732. .944, 


792. .932, 


861 . 


.920, 


975. .1162 


, 1029.. 1169, 1053.. 1 




1071. .1133 










[ Seq. No. 


34645 








Seq. ID 


OJ990408_07.9819.C26 


] Gene No. 


71593 








Strand 




1 Start 


109 








End 


183 


i Name 


OJ990408 


07.9819.C26 


. ol . 


gs 


Method 


GENSCAN 


! Start 


109 








End 


183 


GI • 


none 








Score 


.98 


Exons 
* - * 


109-. ,18 3 












Seq. No. 


34645 








Seq. ID 


OJ990408_07. 9819.C26 


Gene No. 


71594 








Strand 




Start 


363 








End 


745 


Name 


OJ990408 


07..9819.C26 


. o2 . 


gs 


Method 


GENSCAN 


Start 


363 








End 


745 


GI 


none 








Score 


.74 V 


Exons 


363. .516, 


678. .745 










Seq. No. 


34646 








Seq. ID 


OJ990408JD7 . 9819. C27 


Gene No. 


71595 








Strand 




Start 


385 








End 


1032 


Name 


OJ990408 


07. 9819.C27 


.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


239 








End 


1032 


GI 


none 








Score 


75 



34544 



Exons 



239. .307, 250. .273, 316. .462, 335. .463, 355. .465, 446. .517, 
450. .518, 452. .553, 454. .534, 494. .607, 529. .606, 537. .623, 
949. .1032 • r . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

S.eq..„ No_. ,.-.. v 
i ..Gene..Ji]o...., : ^ 
Start : 
Name 
Start 
GI 

Exons 

GI Descrip. 



34646 
71595 
385 

OJ990408_07.9819.C27.ol.gs 

385 

none 

385.. 411, 566.. 751 



Seq. ID OJ990408_07. 9819.C27 
Strand 

End 1032 

Method GEN SCAN 

End 751 

Score .51 



34647 
71596 
1 

OJ990408_07. 9819 . C28 . ol . np 
1 

4680203 

1..56, 539. .2203, 2357. .2587, 2863. .3842 
(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990408_07. 9819.C28 

Strand + 

End 4479 

Method AAT/NAP 

End 3842 

Score 3050 



- JJ. 59£.^.^.^^„.^.~^~.^ ,.,J3txancC~,._i w .^ TOS -™ TOrr „ 

1- :.-.-■...•-* - ■ - End - -4-4 7 9 - —rZ-./- -.^z v 

OJ990408_07.9819.C28.ol.gp Method AAT/GAP 
536 End 4479 

342_1.R1084 Score 6026 

536. .4479 

1 4 574 4 06/gb | AAD24 04 2 . 1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 34647 

Gene No. 71596 

Start 1 

Name OJ9904 08_07 . 9819 . C28 . ol . gs 

Start 768 

GI none 
Exons 



Seq. ID OJ990408_07.9819.C28 

Strand + 

End 4479 

Method GENSCAN 

End 3863 

Score .78 



768. .1224, 1267. .2136, 2268. .2658, 2769.-2949, 3045. .3289, 
3467. .3863 



Seq. No. 
Gene No. 
■Sta-rt 
Name 
Start 
GI 

Exons 



34647 



71596 , 
1 

OJ9904 08_07. 9819.C28.o4 .tw 

837 

none 



Seq. ID OJ990408 07.9819.C28 



.Strand 
End ■ 
Method 
End 
Score 

837. .989, 972. .1223, 973. .1140, 980. .1222, 983. .1225, 991. .1233, 
1220. .1258 



+ 

4*4 7 9- : : 
TBLASTX: Wheat 
1258 
80 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34647 Seq. ID 

71596 Strand 

1 End 

OJ9904 08_07. 9819 . C28 . ol . ts Method 

1154 End 

none Score 



OJ990408_07. 9819. C2S 
+ 

4479 

TBLASTX : Soybean 

1583 

99 



1154. .1237, 1155. .1229, 1314. .1583, 1319. .1570 



34545 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



34647 
71596 
1 

OJ990408_07. 

1316 

none 

1316. . 1468, 



9819.C28.ol.tc 



1323.. 1664, 1532. 



Seq. ID OJ990408_07.9819.C28 

Strand + 

End 4479 

Method TBLASTX : Cress 

End 1664 

Score 303 
.1645 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34647 
71596 
1 

OJ990408_07, 

1452 

none 

1452. . 1508, 
1617. .1712, 
1712. .1921 



9819.C28.o2.tw 



1460. .1504, 1505. 
1619. .1714, 1622. 



Seq. ID OJ990408_07.9819.C28 

Strand + 

End 4479 

Method TBLASTX : Wheat 

End 1921 

Score 73 

.1606, 1506. .1610, 1614. .1712, 
.1714, 1685. .1921, 1692. .1916, 



Seq. No. 

Gene No. 

Start. 
JSIame^ . 
Jstaxt.,^ 

GI- " - 

Exons 



34647 
71596 
1 

.OJ990A08_07. 

none ~- -- - 
1497. .1751, 



9819.,C28.ol..tm. 



1509.. 1751, 1761, 



Seq. ID 

Strand 

End 

„ .Method^,. 
r.End..'U "~_ 

Score' 
.1955 



OJ990408_07.9819.C28 
+ 

4 4 79 

TBLASTX : Mai ze. ___.__. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34647 
71596 
1 

OJ990408_07. 

1785 

none 

1785. .2027 



9819.C28.o2.ts 



Seq. ID OJ990408_07.9819.C28 

Strand + 

End 4479 

Method TBLASTX : Soybean 

End 2027 

Score 210 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34647 
71596 
1 

OJ990408_07. 

2061 

none 

2061. .2123, 
2165. .2350, 

34 64'/ 

71596 

1 

OJ990408_07. 

2384 

none 

2384. .2770, 



9819.C28.o3.tw 



2063.. 2110, 2109. 
2384 . .2464 . 



9819.C28.o2.tm 



2782. .2859 



Seq. ID OJ990408_07.9819.C28 

Strand + 

End 4479 

Method TBLASTX : Wheat 

End 24 64 

Score 84 

.2171, 2153. .2350, • 2155. .2310, 



Seq. ID OJ990408_07.9819.C28 

Strand + 

End 44 7 9 

Method TBLASTX : Mai ze 

End 2859 

Score 213 



Seq. No. 
Gene No. 
Start 

VI — 

Start 
GI 



34647 
71596 
1 

OJ9904 08_07 , 

2465 

none 



y«19.C28.ol.tw 



Seq. ID OJ990408_07.9819.C28 

Strand + 

End 4 479 

Method TBLASTX : Wheat 

End 3782 

Score 56 



34546 




Exons 


2465. .2650, 


2469. .2570, 


2470. 


.2784, 2471. .2785, 


2472 2813 




2781 . . 3014, 


2782 . . 2895, 


2790. 


.2906, 2950.. 3024, 


3057 3389 




3057 . . 3356, 


3137 . . 3373, 


3384 . 


.3428, 3387.. 3428, 


3431 3526 

*J *3 *J X • . ~-J C. \J f 




3435. .3494, 


3473. .3613, 


3474 . 


.3602, 3504.. 3620, 


3542 3622 




3626. . 3679, 


3627. .3707, 


3696. 


.3782 




Seq. No. 


34647 






Seq. ID 


OJ990408 


07 9819 C28 


Gene No. 


71596 






Strand 


+ 




Start 


1 






End 


4479 




Name 


OJ990408 07 


.9819.C28.o2 


. tc 


Method 


TBLASTX: 


Cress 


Start 


2781 






End 


3207 




GI 


none 






Score 


168 




Exons 


2781. .3014, 


2782 . .2895, 


2795 . 


.2899, 2950. .3024, 


3057 3206 




3057 . . 3206, 


3058 . . 3207 










Seq. No. 


34648 






Seq. ID 


OJ990408 


07. 9819. C29 


Gene No. 


71597 






Strand 


+ 




Start 


463 






End 


5448 




Name 


OJ990408 07 


.9819.C29.ol 


gs 


Method 


GENSCAN 




Start 


463 






End 


4586 




GI. 


none . 






. Score 


.66 . . . 




Exons 


fc 46 3 .._._5 3 2 ,. J.02 CL...12 8 9.,. , 132.4 . _17.3 9^,1 8 4 9 


.22.5,1,. ..2 


440 2602 








.35,6-9:,: 


,..3.74,1^3^.31... ,.3 94,1.,- 


4 042' 4066 




rt \J Zs . . 1 0\J f / 


- A A 07 - • A ^ft 6 - 

H H\J l . , 4 JOu 










Seq. No. 


^A £>A ft 






Seq. ID 


OJ990408 


07 Qfll Q P9Q 


Gene No . 


7 1 SQ7 






Strand 


+ 




Start 


A £> "3 






End 


54 48 y£- 




Name 


O TQQfl A Pi ft 07 


Qpl Q no Q a1 


np 


Method 


AAT/NAP 




Start 


1005 






End 


5448 




GI 


4680204 






Score 


774 




Exons 


1005. .2369, 


2461. .3479, 


3568. 


.3741, 3831.. 3966, 


4369. .4538, 




5416. .5448 












GI Descrip. 


(AF114171) 


hypothetical 


protein [Sorghum bicolor] 


Seq. No. 


34648 






Seq. ID 


OJ990408 


_07. 9819.C29 


Gene No. 


71597 






Strand 


+ 




Start 


463 






End 


5448 




Name 


OJ990408 07 


.9819.C29.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1636 






End 


1981 




GI 


none 






Score 


91 




Exons 


163 6. ..17 52, 


.1757 .....1816, . 


1811, 


.1981, 1906. .1980. 




Seq. No. 


34649 






Seq. ID 


O'J9904'08_ 


_07. 9819.C30 


Gene No.' 


71598 






Strand 






Start 


120 






End 


554 




Name 


OJ990408 07 


.9819.C30.ol. 


gs 


Method 


GENSCAN 




Start 


120 






End 


554 




GI 


none 






Score 


.76 




Exons 


120. .291, 4 


13. .554 










Seq. No. 


34650 






Seq. ID 


OJ990408_ 


_07.9819.C32 


Gene No. 


71599 






Strand 


+ 




Start 


580 






End 


658 




Name 


OJ990408 07 


.9819.C32.ol. 


np 


Method 


AAT/NAP 




Start 


580 






End 


658 




GI 


6630699 






Score 


78 





34547 



Exons 580.. 658 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

• gil 6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Sea No 


34650 


Spa Tn 


0,79904 Off 


Genp No 


71600 


O Li Gil L\Ji 




Start 


547 


End 


IP o 


Name 


OJ990408 07 9819 ol as 




O Hi LN O \^r\ LM 


Start 


547 


End 


765 


GI 


none 


Score 


.77 


Exons 


547. .635, 726. .765 






Seq. No. 


34650 


Seq. ID 


OJ990408 


Gene No. 


71600 


Strand 




Start 


547 


End 


928 


Name 


OJ990408 07.9819.C32.ol.gp 


Method 


AAT/GAP 


Start 


575 


End 


928 


GI 


LIB3479-006-Q6-K1-B11 


Score 


540 


Exons 


575. . 928 






GI Descrip. 


, 5734616/dbj | AP000391 . 1 J APO0Q391 ,.1..0e- 


110 Oryza 



07.9819.C32 



Seq. "No-. ' : 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.DNA, . chromp^some ^6 , ^clone : P0538Cpi.^ 



0 J 9 9 0 4 0 8-' 0 7-; 9 8 1 9TG3-2^ 



-34650- - ? Seq-. -ID 

71600 Strand 
547 End 928 

OJ990408_07 . 9819 . C32 . o2 . np . Method AAT/NAP 
798 End 928 

5922620 Score 156 

798. .928 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 34651 
Gene No. 71601 
Start 1 

Name OJ9904 08_07 . 9819.C33.ol .np 

Start ■ 1 

GI 6630696 .. . , 

Exons • 1. . 1078 • • 

GI Descrip. (AP000969) 
region of 



Seq. ID 

Strand 

End 

Method 

End 

Score. 



OJ990408_07.9819.C33 

1078 
AAT/NAP 
1078 
1665 



ESTs D22114 (C10364; 
the predicted gene., 



, AU076106 (E20423) correspond . to a 
Similar to retrovirus-related pol 



polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 34651 Seq. ID 

Gene No. 71601 Strand 

Start 1 End 

Name OJ9904 08_07 . 9819 . C33 . o2 . ts Method 

Start 34 End 

GI none Score 

Exons 34. .120, 119. .283, 124. .282 



OJ990408_07.9819.C33 
1078 

TBLASTX : Soybean 

283 

89 



Seq. No. 
Gene No. 



34651 
71601 



Seq. ID 
Strand 



OJ990408 07.9819.C33 



34548 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . . . 

-Seq f . Nq.~ 
Gene -No. 1 - 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start v . . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 




1 

OJ9904 08_07.9819.C33.ol.tw 
4 0 

none 

40. .120, 136. .342, 337. .681, 




End 1078 

Method TBLASTX : Wheat 

.End 681 

Score 63 
500. .664 



34651 Seq. ID OJ9904 08_07 . 9819 . C33 

71601 Strand 

1 End 1078 

OJ990408_07 . 98 19 . C33 . ol . gs Method GENSCAN 

126 End 1012 

none Score .87 

126. .341, 444. .866, 928. .1012 



34651 
71601 
1 

OJ9904 08_07.9819.C33.ol.tm 

235 

none 

235.. 681, 332.. .430,. 397.^546, 

'3A65l^~^ 

71-601 • - ----- 

1 

OJ990408_07.9819.C33.ol.ts 
352 

5509260 

352. .816, 590. .724 



Seq. ID OJ990408_07.9819.C33 
Strand 

End 1078- 

Method TBLASTX: Maize 

End 682 

Score 59 

551. .682 .... . 

,;&eqZ ID*'!. Q J^SJ3XdB_JQJ." 3 8, 

Strand - -■- - — - • - -.--.= ---—■.■ 

End 1078 

Method TBLASTX : Soybean 

End 816 

Score 106 



34651 








Seq. ID 


OJ990408_07. 9819. 


C33 


71601 








Strand 






1 








End 


1078 




OJ990408 


07.9819.C33 


.ol 


.tc 


Method 


TBLASTX: Cress 




463 








End 


724 




none 








Score 


109 




463. .723, 


551. .724 












34651 








Seq. ID 


OJ990408_07. 9819. 


C33 


71601 








Strand 






1 








End 


1078-.. 




OJ990408 


07. 9819.C33 


o2 


tw 


Method 


TBLASTX: Wheat ' ' 




736 








End 


1072 




none 








Score 


129 




736. .867, 


740. .868, i 


352 


.926, 


869. . 92S 


, 869. .1072, 871.. 


990 


34652 








Seq. ID 


OJ990408_07.9819. 


C34 


71602 








Strand 


+ 




83 








End 


368 




OJ990408 


07.9819.C34. 


ol. 


gp 


Method 


AAT/GAP 




83 








End 


368 




101595 1. 


R1084 






Score 


511 





83. .368 

•3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 



34549 



Seq. No. 34652 Seq. ID 

Gene No. 71603 Strand 

Start 1 End 

Name OJ990408_07 . 9819 . C34 . ol . np Method 

Start 1 End 

GI 6630696 Score 

Exons 1 . . 410 

GI Descrip. (AP000969) 
region of 



ESTs D22114 (C10364) 
the predicted gene.; 



OJ990408_07.9819.C34 
904 

AAT/NAP 

410 

553 



AU076106(E20423) correspond to a 
Similar to retrovirus-related pol 



polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 34652 Seq. ID 

Gene No. 71603 Strand 

Start 1 End 

Name OJ990408_07 . 9819 . C34 . ol . gs Method 

Start 86 End 

GI none Score 

Exons 86.. 512, 681.. 717, 765.. 904 



OJ990408_07.9819.C34 
904 

GENSCAN 

904 

.54 



Seq. No. 34652 

.Gene No. 71603 

^Start..,. .-„.,.l-_ . . „,, . 

. Name. _ .^6.J.9S~6ip8 J)X^ 

Start-- • 92 - : -■ • ■ ■ 

GI none 

Exons 92.. 361, 93.. 368, 130.. 321 



Seq. ID OJ990408_07.9819.C34 
Strand 

. End , 904 ..^ . ^ ^^^ v . 

Met hopC. . T BLAjSXX iMaX^kS-^Z^Z.. 

- End 368 •■ " : •* - 

Score 159 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34652 
71603 
1 

OJ990408JD7. 9819. C34 .ol.tw 

119 

none 



Seq. ID OJ990408_07.9819.C34 
Strand 

End 904 

Method TBLASTX : Wheat 

End 501 

Score 164 



119. .301, 119. .301, 120. .404, 130. .330, 378. .500, 381. .500, 
418. .501 



Seq. No. 34652 

Gene No. 71604 

Start 1567 

Name OJ9904 08_07 . 9819 . C34 . o2 

Start 1567 

GI - none 

Exons- 1567 . . 1680, ' 1577. . f669, 
1685.. 1744, 1687.. 1749, 

Seq. No. 34653 

Gene No. 71605 

Start 5512 

Name OJ990408_07 . 9819 . C35 . o2 

Start 5512 

GI 6069659 

Exons 5512.. 5624, 6202.. 6466, 

GI Descrip. (AP000616) hypothetical 

Seq. No. 34653 

Gene No. 71606 

Start 439 



Seq. ID OJ990408_07.9819.C34 
Strand 

End 1826 
.tw Method TBLASTX : Wheat 

End 1826 

Score .93 
15.79. .1728", 1601.. 1711, 1683. .1745, 
1704.. 1817/ 1757.. 1825, 1758.. 1826 

Seq. ID OJ990408_07.9819.C35 
Strand + 
End 6946 
.np Method AAT/NAP 
End 694 6 

Score 124 
6528.. 6621, 6739.. 6946 
protein [Oryza sativa] 

Seq. ID OJ990408_07.9819.C35 
Strand 

End 5192* 



34550 



Name 

Start 

GI 

Exons 



OJ990408_07. 9819.C35.ol.gs Method GENSCAN 

439 End 3986 

none .- Score .62. 

439. .700, 1327. .1646, 2106. .2216, 2400. .2493, 2690. .2835, 

3298. .3531, 3893. .3986 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start . 
...GI__, _ , ^ 
. Expns,., _ 

GI- Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34653 
71606 
439 

OJ9904 08_07.9819.C35.ol.np 
3130 
5739323- 
3130. .4256, 4777. .5192 

(AF166121) Cf2/Cf5 disease resistance protein homolog [Hordeum 
vulgare] 



Seq. ID OJ990408_07.9819.C35 
Strand 

End 5192 

Method AAT/NAP 

End 5192 

Score 7 64 



34654 
71607 
1 

OJ9904 08_07. 98 1 9 . C36 . ol . gp 
1 

.. 22342_1..R1084 ; ... .. 

v i -304.., t 

- , 5714737/gb|AAD48057.1|AF171060_l 1.0e-14 (AF171060) RING- finger 
protein A07 [Mus musculus] ' 



Seq. ID OJ990408_07. 9819.C36 

Strand + 

End 304 

Method AAT/GAP 

.End .. 304 

Score t 520. -■ . . ,„ 



34654 
71608 
513 

OJ9904 08_07. 9819.C36.ol .gs 

513 

none 

513. .574 



Seq. ID OJ990408_07.9819.C36 
Strand 

End 574 

Method GENSCAN 

End 574 

Score .98 



Seq. No. 34655 

Gene No. 71609 

Start 1 

Name OJ9904 08_07 . 9819 . C37 . ol . np 

Start ' 1 

GI 541855 

Exons 1..66, 540.. 653 

GI Descrip . cyclpartenol synthase (EC 5. 4. .99 ..8 ) . - Arabidppsis .thaliana 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 
Gene No. 
Start 
Name 



Seq. ID OJ990408_07.9819.C37 
Strand 
End 674 
Method ' AAT/NAP 
End 653 
Score 112 



Seq. ID OJ990408_07.9819.C37 

Strand 

End 674 

Method AAT/GAP 

End 67 4 

Score 204 



34655 
71609 
1 

OJ9904 08_07. 9819.C37 .ol.gp 
540 • 

uC-osf Icyp065e0'3bl 
540. .674 

'541855/pir | IA49398 4.0e-50 cycloartenol synthase (EC 5.4.99.8) 
- Arabidopsis thaliana 1 



34656 
71610 
35 

OJ9904 08_07.9819.C38.ol.gs 



Seq. ID OJ990408_r>7 e 9819. C38 

Strand + 

End 547 

Method GENSCAN 



34551 



Start 35 End 

GI none Score 

Exons 35.. 164, 232.. 273, 279.. 547 

Seq. No. 34656 Seq. ID 

Gene No. 71611 Strand 

Start 6683 End 

Name OJ990408_07 . 9819 . C38 . o3 . gs Method 

Start 6683 End 

GI none Score 

Exons 6683.-6929, 7900.. 8036, 8374.. 8502 



547 
.67 



OJ990408_07. 9819.C38 
+ 

8502 
GEN SCAN 
8502 
.73 



Seq. No. 34656 Seq. ID OJ990408JD7 . 9819 . C38 

Gene No. 71611 Strand 

Start 6683 End 

Name OJ990408_07 . 9819 . C38 . o2 . gp Method 

Start 7781 End 

GI 576771 Score 

Exons 7781.. 8036, 8063.. 8275 

GI Descrip. 576771/gb | U16256 | OSU16256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated. mRNA, 3' -end sequence. 



OJ990408JD7, 
+ 

8502 
AAT/GAP 
8275 
757 



,S,e,.q No.^ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



71612"-' ^ - • 

1376 

OJ9904 08_07. 9819 . C38 . ol . np 
881 

4589852 



-.Seq... ID_ QJ32lQA&8J)2~M19J23&^. 7 .. 
Strand - - z. . 

End 5676 
Method AAT/NAP 
End 5676 
Score 931 



881. .1073, 2417. .2583, 3177. .3261, 3950. .4138, 4712. .4801, 
4893.. 5021, 5422.. 5676 



GI Descrip. (AB025968) cycloartenol synthase [Glycyrrhiza glabra] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34656 Seq. ID OJ9904 08_07 . 98 19 . C38 

71612 Strand 

1376 End 5676 

OJ990408_07.9819.C38.ol.gp Method AAT/GAP 

1192 End 1714 

uC-osflcyp!75e08bl Score 990 

1192. .1714 

'576771/gbiU16256|OSU16256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3 l! -end sequence 1 



Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34656 . - .. • - 

71612 

1376 

OJ9904 08 J)7 . 98 19 . C38 . o2 . gs 

1376 

none 

1376.. 1685, 2417.. 2583, 3950. 
5479. .5676 



Seq. ID OJ99'0408_07 .'981^.C38 
'Strand 

End 5676 

Method GENSCAN 

End 5676 

Score .57 

.4138, 4712. .4801, 4893. .5093, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



34656 
71613 
8948 

Ojy90408 

882 

none 



07. 9819.C38.ol.tc 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990408_07 . 9819. C38 
11434 

TBLASTX: Cress 

5679 

72 



34552 



Exons 



882. .1049, 882. .1076, 2417. .2575, 2417. .2584, 2463. .2585, 
2491. .2592, 3173. .3256, 3175. .3261, 3947. .4051, 3948. .4025, 
4034. .4141, 4038. .4139, 4712. .4801, 4899. .5036, 4900. .5037, 
5479.. 5676, 5479.. 5679 



OJ990408 07.9819.C38 



Seq. No. 34656 Seq. ID 

Gene No. 71613 Strand 

Start 8948 End 

Name OJ9904 08_07 .9819. C38 . o3 . tm Method 

Start 882 End 

GI none Score 

Exons 882.. 1076, 882.. 1076, 2415.. 2564, 2417.. 2584, 3173 
3175. .3261 



11434 

TBLASTX: Maize 
3261 
105 



3256, 



Seq. No. 34656 Seq. ID OJ990408_07 . 9819 . C38 

Gene No. . 71613 Strand 

Start 8948 End 11434 

Name OJ990408_07 . 9819 . C38 . ol . ts Method TBLASTX : Soybean 

Start 882 End 4141 

GI none Score 97 

Exons . . .882. .1076, 2417.. 2584, 2424.. 2564, 3173... 3256, .3175 . .3261,..'. _ _ 

.. . , w . * 3175. .326-1,^ 39.47.,.. 4051, .3948 . 4013,_ 4008. .4139, ..4028. .4.141 



- Seq; No.* " 34656 S6q .. ID O J9904 08_07 . 98 19 VG-38 - \ 

Gene No. f 71613 Strand 

Start 8948 End 11434 

Name OJ990408_07 . 9819 . C38 . ol . tm Method TBLASTX : Maize 

Start 4040 End 5075 

GI none Score 122 

Exons 4040. .4141, 4041. .4139, 4712. .4801, 4716. .4802, 4716. .4802, 

4717. .4803, 4879. .5034, 4888. .5040, 4890. .5075, 4899. .5072 



Seq. No. 34656 

Gene No. 71613 

Start 8948 

Name OJ9904 08_07 . 9819 . C38 . o2 . 

Start 4727 

GI none 

Exons 4727. .4801, 4728. .4784, 
5080. .5106, 5479. .5682, 

Seq. No. - ■ 34656 

Gene tfo. 71613- ■ • 
Start ' 8948 

Name OJ990408_07 . 98 1 9 . C38 . o2 . 

Start 5479 

GI none 

Exons 5479.. 5676, 5479.-5676, 

Seq. No. 34656 

Gene No. 71613 

Start 8948 

Name OJ9904 08_07 . 98 19 . C38 . o4 . 

Start 8948 

GI none 

Exons 8948.. 9077, 9208.. 9322, 
11125. . 11434 



Seq. ID OJ990408_07. 9819.C38 
Strand 

End 11434 

ts Method TBLASTX : Soybean 

End 5682 

Score 4 6 
4890.. 4958, 4899. .5021, 5079. .5108, 
5479. .5682 

. Seq. ID . OJ990408_07.98.19.-C38 
. Strand - . . 

End 11434 
tm Method TBLASTX : Mai ze 
End 5680 
Score 211 
5481. .5678, 5573. .5680 

Seq. ID OJ990408_07.9819.C38 
Strand 

End 11434 

gs Method GENSCAN 

End 11434 

Score .43 
9361. .94 97, 984 5. . 10218, 107 94 . . 11050, 



34553 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34657 
71614 
2363 

OJ9904 08_07. 9819 . C39 . ol . np 
2363 
4680183 
2363. .2609 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990408_07.9819.C39 

Strand + 

End 2609 

Method AAT/NAP 

End 2609 

Score 147 



34657 
71615 
97 

OJ9904 08_07 . 9819 . C39 . ol . gs 
97 

none 



Seq. ID OJ990408_07.9819.C39 
Strand 

End 2458 

Method GENSCAN 

End 2458 

Score .47 



97. .266, 1638. .1751, 2226. .2458 



Seq. No. 
Gene No. 

Start. . 
.Name , >t/ . 

GI- - J y - 
Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34658 Seq. ID OJ990408_07 . 9819 . C40 

71616 Strand + 

1 . . . End 1240 

m OJ9J,0f08^07,,5J19^,C40,. .ol . np„ ,_--,..«^,„ 

JL.„, _____ -..ini^^^^.-.ai^i^^l^.^^^, =^1 

•5902444 - - . - • - Score -1546" - - : - ■ -» 

1..1240 

(AB030283) GAG-POL precursor [Oryza sativa] 



34658 
71616 
1 

OJ9904 08_07. 981 9 . C4 0 . ol . gs 
48 

none 



Seq. ID OJ990408_07. 9819.C40 

Strand + 

End 1240 

Method GENSCAN 

End 1209 

Score .89 



48. .157, 349. .554, 705. .886, 940. .1209 



Seq. No. 34658 

Gene No. 71616 

Start 1 

Name OJ9904 08JD7 . 9819 .C40 . ol . tw 

Start 740 

GI none 

Exons. 740.. 946, 769.. 951, 934.. 111-3 



Seq. ID OJ990408_07. 9819.C40 

Strand + 

End 1240 

Method TBLASTX : Wheat 

End 1113 

Score 131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



Seq. ID OJ990408_07.9819.C41 

Strand + 

End 558 

Method AAT/NAP 

End ' 558 

Score 727 



34659 
71617 
1 

OJ990408_07.9819.C41.ol.np 
1 

6630696 
1. .558 ' 

(AP000969) ESTs D22114 {C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



34659 
71617 
1 



Seq. ID OJ990408_07.9819.C41 
Strand + 
End 558 



34554 



Name 

Start 

GI 

Exons 



0 J9904 08_07 . 98 19 . C4 1 . ol . tw Method TBLASTX : Wheat 
83 End 422 

none Score 232 

83.-388, 84 . .212, 85. .420, 88. .384, 291. .422 



Seq. No. 34660 

Gene No. 71618 

Start 1 

Name OJ9904 08_07 . 98 19 . C42 . ol . np 

Start 1 

GI 5739323 

Exons 1..796, 859.. 1295 

GI Descrip. (AF166121) Cf2/Cf5 disease resistance protein homolog [Hordeum 
vulgare] 



Seq. ID OJ990408_07.9819.C42 

Strand + 

End 1295 

Method AAT/NAP 

End 1295 

Score 474 



Seq. No. 34660 

Gene No. 7.1618 

Start 1 

Name OJ9904 08_07 . 9819 . C4'2 . ol . gs 

Start 307 

GI. . . none ... 

..Sxons 307 . .J5 92 ^.922^..114 0^.___ 



Seq.- No. 

Gene * No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990408_07.9819.C42 

Strand + 

End 1295 

Method GENSCAN 

End 1140 

Score .. .44 ...... 



34660 - - 
71618 
•1 

OJ9904 08_07 . 9819 . C42 . ol . ts 
454 
none 

454. .585, 472. .738, 495.-662, 504. .608, 525. .653, 526. .732, 
568. .663, 601. .738 



Seq . ■■- ID ' 0 J9904 08_07 . 98 1 9 ; C4 2 ■ 

Strand- + 

End 12 95 

Method TBLASTX : Soybean 

End 738 

Score 200 



Seq. No. 34660 

Gene No. 71618 

Start 1 

Name OJ9904 08_07 . 9819 . C42 . ol . tm 
Start ' 463 

GI none 
Exons 



Seq. ID OJ990408_07. 9819.C42 

Strand + 

End 1295 

Method TBLASTX : Maize 

End . 738 ' 

Score 90 



463. .591, 469. .591, 472. .726, 504. .608, 505. .732, 541. .738 



Seq. No. 34660 
Gene No. * .71618- 
Start • ' - 1'.. . 

Name " OJ990408JD7 . 98 19. C42 . ol . tc 

Start 466 

GI none 
Exons 



Seq. ID OJ990408_07. 9819. C42 

Strand " ■ + 

End 1295 ■ — • 

Method TBLASTX r'Cr'ess 

End 1091 

Score 103 



466. .666, 468. .665, 469. .732, 472. .726, 481. .741, 487. .738, 
550. .759, 1050. .1091 - 



Seq. No. 34661 

Gene No. 71619 

Start 816 

Name OJ9904 08_07 . 98 19 . C4 6 . ol . gs 

Start 816 

GI none 

Exons 816.. 1054 



Seq. ID OJ990408__07.9819.C46 
Strand 

End 1054 

Method GENSCAN 

End 1054 

Score .46 



34555 



Seq. No. 34662 
Gene No. 71620 
Start 120 

Name OJ9904 08_07 . 98 19 . C47 . ol . gp 

Start 120 

GI LIB34 77-003-P1-K1-E9 

Exons 120. .218 

GI Descrip. ■ ' 24 9858 6/sp | Q40638 I MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ990408_07.9819.C47 

Strand + 

End 218 

Method AAT/GAP 

End 218 

Score 116 



Seq. No. 34662 

Gene No. 71621 

Start 295 

Name OJ9904 08_07 . 9819 . C4 7 . ol . gs 

Start 295 

GI none 

Exons 295. .420 



Seq. ID OJ990408_07.9819.C47 

Strand 

End 420 

Method GENSCAN 

End 420 

Score .74 



Seq. No. 34663 Seq. ID 

Gene No. . 71622 . . .Strand 

Start- ; , v : _ „.54_*._ , End . ^ , 

Name...-,- -_._,_o3i0AQ.8_^^ _ 

Start -54 — - • ' • End ' 

GI none Score 

Exons 



OJ990408 07.9819.C48 



. 4229 



. Method.,... : QENSLCAN.._- ; 
3853' 
.8 



54. .214, 366. .568, 573. .620, 684. .815, 916. .971, 1129. .1311, 
1404. .1662, .1739. .2037, 2129. .2539, 2714. .2960, 3066. .3216, 
3656.. 3853 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34663 
71622 
54 

OJ990408_07. 9819.C4 8 .ol .np 
334 

5441880 



Seq. ID OJ990408_07.9819.C48 
Strand 

End 4229 

Method AAT/NAP 

End 4 22 9 

Score 2978 

1662, 1739.. 2037, 



334. .568, 684. .815, 1062. .1159, 1404. 
2624. .2960, 3066. .3216, 3776. .4099, 4139. .4229 
(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 34663 ; - .Seq. ID OJ9904 08_07 . 98 19 . C4 8 

Gene No. 71622'' . . . • ■ ' Strand - ■ • 

Start 54 .' End '4229 

Name OJ9904 08_07 . 98 19 . C4 8 . ol . gp Method AAT/GAP 

Start 1412 End 1911 

GI LIB3475-007-P1-K1-G8 Score 805 

Exons 1412.. 1662, 1739.. 1911 

GI Descrip. * 54 4 1880/db j | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 34664 Seq. ID 

Gene No. 71623 Strand 

Start I End 

Name OJ9904 08_07 . 9819 . C4 9 . o2 . np Method 

Start 1 End 



OJ990408_07.98I9.C49 
+ 

2239 

AAT/NAP 

2239 



34556 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
.^GI_ Descrip... 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



5852172 Score 
1..59, 686. .802, 2124. .2239 
(AL117265) zhb0002.1 [Oryza sativa] 



94 



34664 Seq. ID 

71623 Strand 

1 End 
OJ990408_07 . 9819 '. C4 9 . o2 . gp Method 

1695 End 

7406JL.R1084 Score 
1695. .1858 

'1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



OJ990408_07.9819.C49 
+ 

2239 
AAT/GAP 
1858 
212 



Seq. ID 

Strand 

End 

Method 
End 

Score ' 



OJ990408_07 . 9819.C4 9 



34664 
71624 
1 . 

OJ9904 08_07. 9819 . C4 9 . ol . gp 
1 

5701669 

1. .199 . .. . _ 

,.54 4 1880/dbj J BAA8237EL 1 I _5 -:Qe-75 ,..{APP0036I). -EST ,C28952JC^629X5}, 

' ^ " , Simil ar._£q ^maize 

Dryza * sativa']-~~ - - 



803 

AAT/GAP 

199 

307 



_54 4 1880/dbj J B.AA8 237 8,. 1 I _5 . : 0e-75 ,..{APP0036I). -EST j 
....corresponds _to_a^r.egiQn .of the. .predict e.d. gene...;, 
/transposon-" MuDR mudrA protein. (AG003981) [Oryz. 



OJ990408 07.9819.C49 



34664 
71624 
1 

OJ9904 08_07. 9819 . C4 9 . ol . np 
1 

5441880 
1. .803 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



803 

AAT/NAP 

803 

1339 



34665 Seq. ID 

71625 Strand 

250 End 
OJ9904 08_07. 98 19 . C50 . ol . gs Method 

250 End 

none . " ■ . Score 

'250. .322* - - ■ 



OJ990408_07. 9819.C50 
+ 

322 

GEN SCAN 
322 
.81 • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



34665 Seq. ID 

71626 Strand 

1913 End 
OJ990408JD7. 98 19 . C50 . o2 . gs Method 

1913 .. End 

none Score 

1913. .2047, 3393. .3468, 5076. .5198, 5700. .5848, 5873 

8036. .8115, 8573. .8600, 9537. .9792 



OJ9904 08_07 . 9819.C50 
+ 

9792 
GENSCAN 
9792 
.45 

6018, 



34665 Seq. ID 

71626 Strand 

1913 End 

0 J9904 08_07 . 98 19 . C50 . ol . gp Method 



OJ9904 08_07. 9819.P.50 
+ 

9792 
AAT/GAP 



34557 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start . 
.Name 

Js*ta£tl~! Z~l\ 
GI - 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4538 End 4704 

533_1.R1084 Score 177 

4538. .4628, 4651. .4704 

' 113172/sp|P15543|ACP3_HORVU 9.0e-52 ACYL CARRIER PROTEIN III 

PRECURSOR (ACP III) >gi_100561_pir S17928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] ' 



34665 Seq. ID 

71627 Strand 

1 End 

OJ990408_07 . 9819 . C50 . o2 . np Method 

1 End 

4539386 Score 



OJ990408_07.9819.C50 

10282 
AAT/NAP 
10282 
88 



1..109, 4451. .4517, 5134. .5261, 5826. .6128, 9677. .9778, 
10075. .10282 

(AL035526) extensin-like protein [Arabidopsis thaliana] 

34665 Seq. ID OJ990408_07 . 9819 . C50 

71627 Strand 

1 . . .. End . 10282 _ 

OJ99pJ08_.07^9819 v C50..pl„.np^ .Method ..AAT/NAP 5 _. 

.1244, ...«„..„..„Ep.d ..',..^32iL ^-..-^-^ "1\Z'.ZZZZZZZ- 

-6630699- ■ - • -■ • • • Score - 76 • ' - ■ ■ 

244. .326 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj | BAA8 9566 . 1 1 (AP001073) hypothetical protein 

[Oryza sativa] 



34665 Seq. ID 

71627 Strand 

1 End 
OJ9904 08_07 . 9819 . C50 . o3 . gs Method 

9889 End 

none Score 

9889. .9976, 10054. .10119 



OJ990408_07.9819.C50 

10282 
GENSCAN 
10119 
.89 



Seq. No. 
Gene No. 
Start 
Name 
Start 
"GI . 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34666 
71628 
95 

OJ990408__07.9819.C52. 
95 

22342_1.FT1084 •■ 
95. .309, 1617. .1655, 



Seq. ID 

Strand 

End 

ol . gp Method 
.* End 
Score 
2485.'. 2622, 3110. 



OJ990408_07.9819.C52 
+ 

5174 

AAT/GAP 

5174 

-2636 " # ■ . * 
.3246, 3325. .3407, 



4121. .4275, 4537. .5174 

, 5714737/gb|AAD48057.1|AF171060_l 1.0e-14 
protein A07 [Mus musculus] 1 



(AF171060) RING finger 



34666 
71628 
95 

OJ990408_07. 9819 . C52 . o2 . tm 

216 

none 



Seq. ID OJ990408_07.9819.C52 

Strand + 

End 5174 

Method TBLASTX : Mai ze 

End 4233 

Score 65 



216. .263, 220. .267, 261. .323, 268. .309, 1613. .1651, 1614. .1655, 
2481. .2627, 2482. .2646, 2503. .2643, 3101. .3190, 3107. .3193, 
3184. .3249, 3194. .3247, 3322. .3369, 3326. .3361, 3326. .3382, 



.34558 






4126. . 4233, 4136. . 4231 






Seq. No. 


34666 


Seq. ID 


OJ990408 07 . 9819 .C52 


Gene No. 


71628 


Strand 


+ _ 


Start 


95 


End 


5174 


Name 


OJ990408 07.9819.C52.ol.tc 


Method 


TBLASTX : Cress 


Start 


220 


End 


4269 


GI 


none - 


Score 


101 


Exons 


220. .309, 2482.. 2622, 3097. .3195, 3101 


. 3199, 3182. . 3244, 




3206. .3244, 3314. .3355, 4189. 


.4269 ■ 




Seq. No. 


34666 


Seq. ID 


OJ990408_07. 9819.C52 


Gene No. 


71628 


Strand 


+ 


Start 


95 


End 


5174 


Name 


OJ990408 07.9819.C52.ol.tm 


Method 


TBLASTX: Maize 


Start 


4537 


End 


4956 


GI 


none 


Score 


231 


Exons 


4537. .4734, 4537. .4719, 4617. 


.4721, 4827. .4955, 4841. .4954, 




4894. .4956 






Seq. No. 


34667 . . 


.Seq. ID 


OJ990408_07. 981.9. C53. _ 


Gene^Np . ^ ^ . 


71629 


jStrand 


■ v 




■ 


...End..,.-^.^. 




Name- • 


OJ9904 08 07.9819.C53.ol.np- 


Method- *- 


AAT/NAP - ■■■■ 


Start 


69 


End 


2067 


GI 


4966347 


* Score 


594 


Exons 


69. .803, 863. .997, 1107. .1185 


, 1388.. 2067 


GI Descrip. 


(AC006341) Similar to gb|AJ012423 wall- 


-associated kinase 2 fr 




Arabidopsis thaliana. 






Seq. No. 


34667 


Seq. ID 


OJ990408_07.9819.C53 


Gene No. 


71629 


Strand 


+ 


Start 


69 


End 


2067 


Name 


OJ990408 07.9819.C53.o2.np 


Method 


AAT/NAP 


Start 


90 


End 


2067 


GI 


4826399 


Score 


754 


Exons 


90. .414, 449. .997, 1107. .1274 


, 1406.. 2067 


GI Descrip . 


(AJ012423) wall-associated kinase 2 [Arabidopsis thaliana] 


Seq. No. 


34667 


Seq. ID 


OJ990408_07. 9819.C53 


Gene No . 


71629 


Strand 


+ 


Start-.. 


69 


End ■ 


2067 


Name 


OJ990408 07.9819,C53.ol.tc 


' Met nod 


TBLASTX: Cress •* 


Start 


174 . . 


End 


2066 


GI 


none 


Score 


80 


Exons 


174. .233, 175. .237, 709. .762, 


817. .861, 


836. .892, 900. .1007, 




901. .1005, 1154. .1198, 1519.. 


1875, 1728 


..1856, 1742. .1876, 




1887. .2066, 1888. .2064 






"t 

Seq. No. 


34667 


Seq. ID 


OJ990408_07. 9819.C53 


Gene No . 


71629 


Strand 


+ 


Start ■ 


69 


End 


2067 


Name 


OJ990408 07.9819.C53.ol.gs 


Method 


GENSCAN 


Start 


202 


End 


1873 


GI 


none 


Score 


.5 


Exons 


202. .997, 1385. .1873 








34559 







Seq. No. 


34667 








Seq. ID 


OJ9904 08_07. 9819.C53 


Gene No. 


71629 








Strand 


+ 


Start 


69 








End 


2067 


Name 


OJ990408 07 


. 9819. 


C53.ol 


. tw 


Method 


TBLASTX • Wheat 


Start 


1521 ~ 








End 


1947 


GI 


none 








Score 


524 


Exons 


1521. .1628, 


1528. 


. 1884, 


1665. 


.1856, IE 


{92 . .1945, 1897 . . 1947 


Seq. No. 


34667 








Seq. ID 


OJ990408__07. 9819.C53 


Gene No. 


71629 








Strand 


+ 


Start 


69 








End 


2067 


Name 


OJ990408 07 


9819. 


C53.ol 


tm 


Method 


TBLASTX: Maize 


Start 


1525 








End 


2066 


GI 


none 








Score 


348 


Exons 


1525. . 1878, 


1572. 


.1616, 


1668. 


.1856, 1763. .1879, 1894. .2064, 




1896. .2066, 


1911. 


.2066 








Seq. No. 


34667 








Seq. ID 


OJ990408__07.9819.C53 


Gene No. 


71629 








Strand 


+ 


Start 


69 








End 


2067 



Name 
Start, 
.Gr__ 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

.GI 

E^xons 

GI Descrip. 



OJ9904 08_07.9819.C53..ol.ts 

15^25. w ... w .,,._ .....^ 



. Method. TBLASTX : Soybean, 

End, ..... ; ,^..,20 6 1 _ 
US.co.re^..^ t .ii2,-- 



1525;. 1698, 1555. . 1671, -1723. \ 1878> 1728. .1874, -1760 . ; 188^, 
1891. .2061, 1896. .2051.. 



34668 
71630 
1 

OJ990408_07. 9819.C54 .ol.np 
1 

5739323 
1..24, 301. .736 

(AF166121) Cf2/Cf5 disease resistance protein homolog [Hordeum 
vulgare] 



Seq. ID OJ990408JD7. 9819. C54 

Strand + 

End 736 

Method AAT/NAP 

End 736 

Score 370 



34669 
71631 
265 

OJ9904 08_07.9819.C55.ol.gp 

265 

.LIB3477-003-P1-K1-E9 
.265. .369 ' ■ " . * - ■" 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
satival ' 



Seq. ID OJ990408_07.9819.C55 

Strand + 

End 369 

Method AAT/GAP 

End 369 

..Score- . 14 9 



Seq. No. 34670 

Gene No. 71632 

Start 1 

Name OJ9904 08_07 . 9819 . C56 . ol . np 

Start 1 

GI 6630685 

Exons 1 . . 381 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. ID OJ990408_07.9819.C56 

Strand + 

End 384 

Method AAT/NAP 

End 381 

Score 264 



34560 



Seq. No. 34670 Seq. ID 

Gene No. 71632 Strand 

Start 1 End 

Name OJ990408_07 . 9819 . C56 . ol . tm Method 

Start 88 End 

GI none Score 

Exons 88.. 363, 102.. 332 



OJ990408_07 . 9819. C56 
+ 

384 

TBLASTX: Maize 

363 

276 



Seq. No. 34670 Seq. ID 

Gene No. 71632 Strand 

Start 1 End 

Name OJ990408_07 . 9819 . C56 . ol . gs Method 

Start 162 End 

GI none Score 

Exons 162.. 384 



OJ990408_07.9819.C56 
+ 

384 

GEN SCAN 
384 
. 63 



Seq. No. 34671 Seq. ID 

Gene No. 71633 Strand 

Start 301 End 

Name OJ990408_07 . 9819. C57 . ol .gp Method 

Start. 301 . ..... . . . End 

GI, , _22342_1.R108J./ . ' " ■ ' Score .. _ 

,Exons_., , _ 3Qi.V-.44-X^ : ZL? J3S^h-.^J^- __.;f__^ 

GI Descrip.- ' 5714737/gb | AAD48057 ; 1-| AF171060_1- 1 .- Oe-14 (-AF1 7 1060) -RING 7 f inger 
protein A07 [Mus musculus] 1 



OJ990408_07.9819.C57 
+ 

738 

AAT/GAP 

738 - . 

232- : .. 



Seq. No. 34671 Seq. ID 

Gene No. 71634 Strand 

Start 304 End 

Name OJ990408_07 . 9819 . C57 . ol . tm Method 

Start 280 End 

GI none Score 

Exons 280. .444, 283. .423, 299. .445 



OJ990408_07.9819.C57 
445 

TBLASTX: Maize 

445 

139 



Seq. No. 34671 Seq. ID 

Gene No. 71634 Strand 

Start 304 End 

Name OJ9904 08_07 . 9819 . C57 . ol . gs Method 

Start 304 End 

GI none Score 

Exons 304.. 441 



OJ990408_07.9819.C57 
445 

GENSCAN 

441 

.84 



Seq. No. 34672 • y Seq. ' ID 

Gene No. ' 71635 Strand 

Start 693 - End 

Name OJ9904 08_07 . 98 19 . C58 . ol . gs Method 

Start 693 End 

GI none Score 

Exons 693.. 713 



OJ9904 08_07.9819.C58 
+ 

713 

GENSCAN 

713 

.42 



Seq. No. 34673 Seq. ID 

Gene No. 71636 Strand 

Start 2078 End 

Name ' OJ9904 08_07 . 9819 . C59 . ol . np Method 

Start 2078 End 

GI 4416302 Score 

Exons 2078.. 2435 



OJ990408_07. 9819.C59 
+ 

2435 
AAT/NAP 
2435 
219 



34561 




GI Descrip. 


(AF105716) 


copia-type pol polyprotein 


[Zea mays] 




Seq. No. 


34673 




Seq. ID 


OJ990408_07.9819 


.C59 


Gene No. 


71636 




Strand 


+ 




Start 


2078 




End 


2435 




Name 


OJ990408 07 


. 9819.C59.ol.tw 


Method 


TBLASTX : Wheat 




Start 


2078 




End 


2344 




GI 


none 




Score 


216 




Exons 


2078. .2344, 


2182. .2343 








Seq. No. 


34673 




Seq. ID 


OJ990408_07.9819 


.C59 


Gene No. 


71636 




Strand 


+ 




Start 


" 2078 




End 


2435 




Name 


OJ990408 07 


. 9819.C59.ol.tm 


Method 


TBLASTX: Maize 




Start 


2078 




End 


2344 




GI 


none 




Score 


245 




Exons 


2078. .2344, 


2152. .2343 








Seq. No. 


34674 




Seq. ID 


OJ990408_07.9819 


.C60 


Gene No. 


71637 




Strand 


+ 




Start 


1 




End 


1131 




Name 


^,Q,J?90408_P7 


. 98J9 .C60,ol v np 


\ ..Method 


AAT/NAP . . 




..Start*-. ."***.. -7. J 












•GI - ' 


-'""6630685 ~ 




■ Score-- - 


1097 -■- ----- - 




Exons 


1. . 1131 










GI Descrip. 


(AP000969) 


Similar to copia- 


type pol polyprotein. (AF105716 




[Oryza sativa] 








Seq. No. 


34674 




Seq. ID 


OJ990408JD7.9819 


.C60 


Gene No. 


71638 




Strand 


+ 




Start 


2336 




End 


3311 




Name 


OJ990408 07 


. 9819.C60.o2. tm 


Method 


TBLASTX: Maize 




Start 


4 




End 


340 




GI 


none 




Score 


321 




Exons 


4. .141, 5.. 


340, 17. .340 








Seq. No. 


34674 




Seq. ID 


OJ990408_07.9819 


.C60 


Gene No. 


71638 




Strand 


+ 




Start 


2336 




End 


3311 




Name 


OJ990408 07 


. 9819.C60.o2.ts 


Method 


TBLASTX: Soybean 




Start 


19 




End 


199 




GI 


none 




■ Score 


185 ... . .. 




Exons " 


■1<9. .111;-' 20 


.■;199, 180/.197 • 




• * 


<• 


Seq. No. 


34674 




Seq. ID 


OJ990408_07.9819 


.C60 


Gene No. 


71638 




Strand 


+ 




Start 


2336 




End 


3311 




Name 


OJ990408 07 


.9819.C60.ol.tw 


Method 


TBLASTX: Wheat 




Start 


281 




End 


711 




GI 


none 




Score 


105 




Exons 


281. .430, 343. .420, 455. .598 


, 466. .594, 


601. .711 




Seq. No. 


34674 




Seq. ID 


OJ990408_07.9819 


.C60 


Gene No. 


71638 




Strand 


+ 




Start 


2336 




End' * 


3311 




Name 


OJ990408 07 


.9819.C60.ol.tm 


Method 


TBLASTX: Maize 




Start 


458 




End 


1113 





34562 




GI 


none 




Score 


157 




Exons 


458. .598, 466. .600, 600 


.1103, 601.. 1113 




Seq. ' No. 


34674 




Seq. ID 


OJ990408_07 . 9819 


.C60 


Gene No. 


71638 




Strand 


+ 




Start 


2336 




End 


3311 




Name 


OJ9904 08 07.9819.C60.ol 


ts 


Method 


TBLASTX : Soybean 




Start 


476 ~ 




End 


1143 




GI 


none 




Score 


91 




Exons 


476. .598, 601. .861, 663 


. 821, 


883. .1143, 930. . 989 




Seq. No. 


34674 




Seq. ID 


OJ990408_07.9819 


. C60 


Gene No. 


71638 




Strand 


+ 




Start 


2336 




End 


3311 




Name 


OJ990408 07 . 9819.C60.o2 . 


np 


Method 


AAT/NAP 




Start 


2336 ~ 




End 


3311 




GI 


6539588 




Score 


163 




Exons 


2336. .2362, 3078. .3311 










GI Descrip 


(AP000837) hypothetical 


protein [Oryza 


sativa] 




.Seq. No. 


34 675 




Seq. ID . 


OJ990.408_07. 981.9 


.C61. 


.jGene No ; ^ 


^ .;.71639___; . _ 




.St rand iV , 






^.St.axt-~L--^ 






,.EnoUUJ-.--- 


.2 "qb£ 1. . S^Z^'Z Z 




■ Name r 


OJ.9904-08 • 07 .-98i9';C6l ; .ol . 


np 


Method 


AAT/NAP - ■- - 




Start 


1 




End 


2085 




GI 


3269282 




Score 


1210 




Exons 


1..65, 580. .2085 










GI Descrip 


(AL030978) putative protein [Arabidopsis thaliana] 




Seq. No. 


34675 




Seq. ID 


OJ990408_07. 9819 


C61 


Gene No. 


71639 




Strand 






Start 


1 




End 


2085 




Name 


OJ990408 07. 9819.C61.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


546 




End 


757 




GI 


none 




Score 


114 




Exons 


546. .740, 581. .757 










Seq. No. 


34675 




Seq. ID 


OJ990408_07.9819. 


C61 


Gene No. 


71639 




Strand 






Start 


1 




End 


2085 




Name 


OJ990408 07. 9819.C61.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


620> • ; ,. 




End' 


913 . 




GI' 


none 




Score 


105 " / " 




Exons 


620.. 913, 632. .901, 756. 


. 908 








Seq. No. 


34675 




Seq. ID 


OJ990408J)7. 9819. 


C61 


Gene No. 


71639 




Strand 






Start 


1 




End 


2085 




Name 


OJ990408 07.9819.C61.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


623 




End 


1219 




GI 


none 




Score 


45 




Exons 


623. .1219, 694. .795, 696 


. .818, 


861. .1007, 892. .1032, 1101. .1184 


Seq. No. 


34675 




Seq. ID 


OJ990408_07 . 9819. 


C61 


Gene No. 


71639 




Strand 






Start 


1 




End 


2085 




Name 


OJ990408 07.9819.C61.o3. 


tc 


Method 


TBLASTX: Cress 





34563 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
.Gene _No . 
.Start... 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons ' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



623 End 
none Score 
623. .814, 830. .946 

34675 
71639 
1 

OJ9904 08_07. 9819 . C61 . o2 . tm 
914 
none 

914. .1291, 914. .1297, 1233. .1295 



946 
84 



Seq. ID OJ990408_07.9819.C61 
Strand 

End 2085 

Method TBLASTX: Maize 

End 1297 

Score 176 



34675 
71639 
1 

OJ990408__07.9819.C61.o2.tw 
983 
none 

983. .1243, 1065. .1184 
34675 

71639 

JL. ....,___„ 

OJ9904 08_07.-9819.'C61.ol. tw 
1265 
none 

1265. .1384, 1382. .1591, 1395. .1589, 1583. .1927, 1587. .1871 



Seq. ID OJ990408_07.9819.C61 
Strand 

End 2085 

Method TBLASTX : Wheat 

End 1243 

Score 54 



Seq. ID OJ990408J37.9819...C61 
Strand . . w ... 

-EneiL- _ _ 2~Q.ai HI 

Method ' TBLASTX: Wheat 
End 1927 
Score 50 



End 

Method 
End 
Score 



34675 
71639 
1 

OJ9904 08_07. 981 9 . C61 . o2 . tc 
1286 
none 

1286. .1537, 1290. .1442 

34675 
71639 
1 

OJ9904 08_07. 9819 . C61 . ol . tm ■ 
1349 
none 

1349'. .1795," 1362. .1589, 1421. 

34675 
71639 
1 

OJ9904 08_07. 981 9 . C61 . o2 . ts 
1592 
5509260 

1592. .1948, 1614. .1769, 1821. .1943 



Seq. ID OJ990408_07. 9819.C61 
Strand 

2085 

TBLASTX: Cress 
1537 
61 



Seq. ID OJ990408_07. 9819.C61 
Strand 

2085 

TBLASTX :Maize 
1796 
124 



End 

Method 
End 
Score 



.1786, 1608. .1796 

Seq. ID OJ990408J37. 9819. C61 
Strand 

End 2085 

Method TBLASTX : Soybean ' 

End 194 8 

Score 116 



34675 Seq. ID 

71639 Strand 
1 End 

OJ990408 07.9819.C61.ol.tc Method 



OJ990408_07..9819.C61 
2085 

TBLASTX: Cress 



34564 



Start 


1709 




End 


1942 


GI 


none 




Score 


69 


Exons 


1709. .1942, 1739. .1915, 


1797 . 


.1940 




Seq. No. 


34676 




Seq. ID 


OJ990408 07.9819 C62 


Gene No. 


71640 




Strand 




Start 


1 




End 


1767 


Name 


OJ990408 07.9819.C62.ol. 


np 


Method 


AAT/NAP 


Start • 


1 




End 


1767 


GI 


3779021 




Score 


699 


Exons 


1..52, 144. .1767 








GI Descrip. 


(AC005171) putative retroelement pol polyprotein [Arabidops 




thai i ana 1 

LiiuJ — l ana j 








Seq. No. 


34 676 




O C • -L U 


D.TQQ040ft 07 Qftl Q P69 


Gene No. 


71 640 




q+- ra nH 




Start 


1 




FnH 


17 67 


Name 


OJ99040fi 07 Qftl Q P6? n1 




h r^i iH 
nc luuu 


TRT.A CITY • froQQ 


Start 


105 




End 


574 


GI 


none 




Score 


58 


Ex.ons 


105 257 137 574 306 


. 353 




*■ ■ 




3 4,67 6^„Z 11".',™- "„'..', l-Z 


.1 - ■ .j-n— , 




O.TQQ040P 07 Qftl Q 


Gene- No . 


•7164 0 




t- ra nH - '• 
j LI allU 




Start 


1 




FnH 

Ejlllwl 


17 67 


Name 




l_ w 






Start 


113 




End 


487 


GI 


none 




Score 


66 


Exons 


113. .487, 169. .330, 204. 


.485 






Seq. No. 


34676 




Seq. ID 


OJ990408_07.9819.C62 


Gene No. 


71640 




Strand 




Start 


1 




End 


1767 


Name 


OJ990408 07. 9819.C62.ol. 


tm 


Method 


TBLASTX : Maize 


Start 


164 




End 


623 


GI 


none 




Score 


140 


Exons 


164. .541, 170. .514, 372. 


.515, 


516. .623, 


51.8. .619 


Seq. No. 


34676 




Seq. ID 


OJ990408_07.9819.C62 


Gene No. 


71640 




Strand 




Start 


1 




End 


1767 


Name 


OJ9904O8 07.9819.C62.ol. 


ts 


Method* 


TBLASTX :Soybean 


Start' \ * ' 


16 7 • " ' - - : ' / - 


* 


End"' 


613 


GI 


none 




Score 


266 ' ' 



Exons 



167. .613 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34676 
71640 
1 

OJ9904 08_07. 9819.C62.o3. tm 

624 

none 



Seq. ID OJ990408_07.9819.C62 
Strand 

End 1767., 

Method TBLASTX : Mai ze 

End 901 

Score 54 



624. .725, 629..74S, 629. .724, 737. .901, 780. .872 



Seq. No. 
Gene No. 
Start 



34676 
71640 
1 



Seq. ID OJ990408_07.9819.C62 
Strand 

End 1767 



34565 



Name 

Start 

GI 

Exons 



OJ990408_07. 98 19 . C62 . o2 . tc Method 

713 End 

none Score 
713. .799, 803. .1006 



TBLASTX: Cress 

1006 

166 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq,._No.., _ 

..Gene^No 

Start 
Name 
Start 
GI 

Exons 



34676 
71640 
1 

OJ9904 08_07. 9819.C62.o2 .tw 

809 

none 



Seq. ID OJ9904 08_07 . 98 1 9 . C62 
Strand r&, - . 

1767 

TBLASTX: Wheat 
1258 



End 

Method 
End 
Score 



809. .925, 810. .926, 956. .1063, 963. .998, 1055. .1198, 1073. .1258 



34676 
71640 
1 

OJ9904 08_07 . 98 19 . C62 . o2 . tm 

905 

none 



Seq. ID OJ990408_07 .9819.C62 
Strand 

End 1767 

Method - TBLASTX: Maize 

End 1234 

Score 112 



905.. 1042, 1052.. 1234, 1116.. 1232 



34 677^ , „ , 

..21 6.4 1 _ ZS^-J. . 

155 ■ * - 

OJ9904 08_07 . 98 19 . C63 . ol . gs 

155 

none 

155. .814 



.Seq Alt ID...;.PJ99p4 08^07^ ?8.I9.C63.^ 
„^ Strand-, - ., ,1*1.""" 



End - 
Method 
End 
Score 



814 

GENSCAN 

814 

.82 



Seq. No. 34677 

Gene No. 71641 

Start 155 

Name OJ9904 08_07 . 9819 . C63 . ol . tm 

Start 174 

GI none 

Exons 174.. 236, 176.. 472, 272.. 472 



Seq. ID OJ990408_07.9819.C63 
Strand 

End 814 

Method TBLASTX : Mai ze 

End 472 

Score 36 



Seq. No. 34678 

Gene No. 71642 

Start 484 

Name OJ9904 08_07 . 9819 . C65 . ol . gs 
Start . 484 / 

GI ' none * ' ■ - 

Exons ' 484 . . 580 



Seq. ID OJ990408_07.9819.C65 
Strand 

End 580 

Method GENSCAN 

End 580 • 

Score -.7 6 



Seq. No. "34679 

Gene No. 71643 

Start 391 

Name OJ9904 08__07 . 9819 . C67 . ol . gp 

Start 391 

GL 31166_1.R1084 

Exons 391.. 476 

GI Descrip. 1 1518540 2.0e-97 ( U534 18 ) ■ UDP-glucose dehydrogenase [Glycine 
max] 1 



Seq. ID OJ990408_07 . 9819.C67 

Strand + 

End 4 76 

Method AAT/GAP 

End 4 76 

Score 147 



Seq. No. 
Gene No. 



34680 
71644 



Seq. ID OJ990408_07. 9819.C68 
Strand 



34566 




Start 


1 


End - 


756 




Name 


OJ990408 07. 9819 . C68 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


756 




GI 


6899922 


Score 


166 




Exons 


1..20, 627. .756 








GI Descrip. 


(AL138651) multifunctional aminoacyl- 


tRNA ligase-like prote 




[Arabidopsis thaliana] 








Seq. No. 


34680 


Seq. ID 


OJ990408 07.9819 


. C68 


Gene No. 


71644 


Strand 






Start 


1 


End 


756 




Name 


OJ990408 07.9819.C68.ol.gs 


Method 


GENSCAN 




Start 


476 


End 


582 




GI 


none 


Score 


. 98 




Exons 


476. .582 








Seq. No. 


34680 


Seq. ID 


OJ990408 07.9819 


. C68 


Gene No. 


71644 


Strand 






Start 


1 


End 


756 




Name 


OJ990408 07. 9819.C68.ol. ts 


Method 


TBLASTX: Soybean 




Start 


6.13 . 


End 


755 ...... 


..... 


^ .,J3L t . t - 


none - .- . . . 


Score 


13 .5-, .'_ 




Xxonsu. 


613 T. 750, 626. .754,' 6 2 7. ''1*75 5" 






= i Seq. No . 


34680 


Seq. ID 


OJ990408 07 981'9 


. C68 


\Y ; Gene No. 


71644 


Strand 






::: Start 


1 


End 


756 




U Name 


OJ990408 07.9819.C68.ol.tm 


Method 


TBLASTX: Maize 




!i Start 


626 


End 


755 




•! GI 


none 


Score 


154 




; : Exons 


626. .751, 626. .754, 627. .755 








u Seq. No. 


34681 


Seq. ID 


OJ990408 07 9819 


. C70 


Gene No. 


71645 


Strand 


+ ~~ 




]\ Start 


94 


End 


162 




: \ Name 


OJ990408 07.9819.C70.ol.gs 


Method 


GENSCAN 




[[ Start 


94 


End 


162 




\] GI 


none 


Score 


.99 




= : Exons 

s i 


94. .162 








"! Seq. No. 


34682 


Seq. ID 


OJ990408_07.9819 


.C73 


. • . . ( Gene No.. ■ 


71646 . - • 


Strand 






■ 'start 


1 - • '.. . 


End 


1557 • ' ■ . ' "* 




Name 


OJ990408 0'7.9819.C73.ol.np ' 


Method 


" AAT/NAP 




Start 


1 


End 


1557 




GI 


6691193 


Score 


87 




Exons 


1..53, 1227. .1557 








GI Descrip. 


(AC007534) F7F22.17. [Arabidopsis thaliana] 




Seq. No. 


34682 


Seq. ID 


OJ990408_07.9819 


.C73 


Gene No. 


71646 


Strand 


+ 




Start 


1 


End 


1557 




Name 


OJ990408 07.9819.C73.ol.gs 


Method 


GENSCAN 




Start 


77 


End 


12.86 




GI 


none 


Score 


. 68 




Exons 


77. .142, 333. .479, 541. .1286 









34567 



# 



Seq. No. 


34683 






Seq. ID 


OJ990408_07.9819 


.C75 


Gene No. 


71647 






Strand 






Start 


199 






End 


766 




Name 


OJ990408 


07. 9819.C75.ol 


. tc 


Met hod 


TBLASTX " Cress 




Start 


169 






End 


742 




GI 


none 






Score 


334 




Exons 


169. . 531, 


209. . 520, 214 


. . 534, 


533 . . 742 


, 535 . . 732 




Seq. No. 


34683 






Seq. ID 


OJ990408_07.9819 


.C75 


Gene No. 


71647 






Strand 






S.tart 


199 






End 


766 




Name 


OJ990408 


07 . 9819.C75.o2 


. tw 


Mp t" hod 


TBLASTX • Wheat 




Start 


188 






End 


348 




GI 


none 






Score 


204 




Exons 


188 . . 346, 


194 . . 346, 196 


. 348 








Seq. No. 


34683 






Seq. ID 


OJ990408_07.9819 


C75 


Gene No. 


71647 






Strand 






Start 


199 






End 


766 




Name 


OJ990408 


07.9819.C75.ol 


ts 


Method 


TBLASTX • Sovbean 




Start. 


193 






End 


742 


— — ■ 


GI,.,, ;#i 


none . 






Score 


393 . 




Exdns J. ^ 














Seq. No. 


34683 






Seq. ID 


OJ990408_07 . 9819 


C75 


Gene No. 


71647 






Strand 






Start 


199 






End 


766 




Name 


OJ990408 


07 9819 C75 ol 


tm 


Mpf" hnH 






Start 


195 






End 


742 




GI 


none 






S core 


58 




Exons 


195 . .248, 


196. .732, 197 . 


.742 








Seq. No. 


34683 






Seq. ID 


OJ990408_07.9819. 


C75 


Gene No. 


71647 






Strand 






Start 


199 






End 


766 




Name 


OJ990408 


07 . 9819 . C75 . ol . 


y a 


Mpt h dc\ 

L Iv Li 1V_/ VJ. 






Start 


199 ~~ 






End 


'690 




GI 


none 






Score 


.55 




Exons 


199. . 690 












Seq. No. 


34683 






Seq. ID 


OJ990408_07.9819. 


C75 


Gene No. 


.'71647 






Strand - 






Start 


199 




♦ 


End" 


766 '* 





Name OJ990408_07 . 9819 . C75 . ol . np Method AAT/NAP 

Start 202 End 766 

GI 6136119 Score 862 
Exons 202 . .766 

GI Descrip. UDP-GLUCOSE 6- DEHYDROGENASE (UDP-GLC DEHYDROGENASE) (UDP-GLCDH) 

(UDPGDH)gi | 1518540 (U53418) UDP-glucose dehydrogenase [Glycine 
max] 



Seq. No. 34683 

Gene No. 71647 

Start 199 

Name OJ9904 08_07 . 9819 . C75 . o3 . tw 

Start 354 

GI none 



Seq. ID OJ990408_07 . 9819.C75 
Strand 

End 7 66 

Method • TBLASTX : Wheat 

End 474 

Score 82 



34568 



Exons 



354.. 431, 355.-474, 356. .472 



Seq. No. 34683 Seq. ID 

Gene No. 71647 Strand 

Start 199 End 

Name OJ9904 08_07 . 9819 . C75 . ol . tw Method 

Start 475 End 

GI none Score 

Exons 475.-732, 476. .742 



OJ990408_07.9819.C75 
766 

TBLASTX: Wheat 

742 

343 



Seq. No. 


34684 




Seq. ID 


OJ990408_07.9819 


.C77 


Gene No. 


71648 




Strand 






Start 


60 




End 


638 




Name 


OJ990408 07.9819.C77 


ol . gs 


Method 


GENSCAN 




Start 


60 




End 


638 




GI 


none 




Score 


.83 




Exons 


60.. 229, 539.. 638 










Seq. No. 


34685 




Seq. ID 


OJ990408_07.9819 


C79 


Gene No. 


71649 




Strand 


+ 




Start. 


355 




End 


762 . ._ 




Name ... 


. OJ990408 07.9819.C79 


.ql,..np 


Method ^.^ 


AAT/NAP ..... . 






,...355_. - 




2/.End,.^C ; lI 






GI - - • 


- 5922630 - - - - 




- Score - 


■8 9- — — ■ 




Exons 


355.. 762 










GI Descrip. 


(AP000492) EST C9874S 


\ (E3038) 


corresponds to a region of 


the 



predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016863 | dbj IBAA85206.il (AP000570) EST C98748 (E3038 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 34685 

Gene No. 71650 

Start 368 

Name OJ9904 08_07 . 9819 . C7 9 . ol . 

Start 368 

GI none „ 

Exons 368.. 548 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990408_07.9819.C79 
548 

GENSCAN 

548 

.69 



Seq. No. 
Gene No. 
Start. • 
Name / ■* 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34686 Seq. ID OJ990408_07 . 9819 . C80 

71651 Strand + 

1 . • . .. ■ •■ End; . 766 - - 

OJ990408__07. 9819. C&0. ol.np Method -AAT/NAP 

1 ' End "' 766 

6498441 Score 213 

1..23, 312. .766 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



34686 
71651 
1 

OJ9904 08_07.9819.C80.ol.crs 

90 

none 

90. .246, 331. .705 



Seq. ID OJ990408_07.9819.C80 

Strand + 

End 766 

MPthod GENSCAN 

End 705 

Score .78 



34569 



Seq. No. 34686 Seq. ID 

Gene No. 71651 Strand 

Start . 1 End 

Name OJ990408_07 . 9819 .C80 . o2 . tw Method 

Start 27 6 End 

GI . none Score 

Exons 276.. 512 



OJ990408_07. 9819.C80 
+ 

766 

TBLASTX : Wheat 

512 

169 



Seq. No. 34686 Seq. ID 

Gene No. 71651 Strand 

Start 1 End 

Name OJ9904 08_07 . 9819 . C80 . ol . ts Method 

Start 351 End 

GI none Score 

Exons 351.. 569, 585.. 719 



OJ990408_07. 9819.C80 
+ 

766 

TBLASTX : Soybean 

719 

131 



Seq. No. 34686 Seq. ID 

Gene No. 71651 Strand 

Start 1 End 

Name. . OJ9904 Q8_0.7 . 9819.. C8.Q . ol . tw _ Method . . 

..Starts, ^ 522_ _ .Jlnd_,_. 

.GI,.. r .^. - none ..... r . wt ., ( , .^^,,., v .. Score*. 

Exons- • 522.. 764, 530.. 763- ■ ■- ■• 



OJ990408_07. 9819.C80 
+ 

766 

TBLASTX: Wheat „ 

.7 64 

..375~_ 



Seq. No. 34686 Seq. ID 

Gene No. 71651 Strand 

Start 1 End 

Name OJ990408_07 . 9819 . C80 . ol . tm Method 

Start '573 End 

GI none Score 

Exons 573.. 764, 575.. 766 



OJ990408_07. 9819.C80 
+ 

766 

TBLASTX: Maize 

766 

256 



Seq. No. 


34687 






Seq. ID 


OJ990408 


_07. 


9819 


.C81 


Gene No. 


71652 






Strand 


+ 








Start 


619 






End 


716 








Name 


OJ990408 07.9819.C81 


ol 


.gs 


Method 


GENSCAN 








Start 


619 






End 


716 








GI 


none 






Score 


.74 








Exons 


619. .716 
















Seq. No... 


- .34688 






V Seq. .-ID- 


O.J990408 


_07. 


981-9 


:C82 


Gene No. • ■ 


71653 . * 






Strand 


+ 








Start 


213 






End 


594 








Name 


OJ990408 07.9819. C82 


ol 


gp 


Method 


AAT/GAP 








Start 


213 






End 


594 








GI 


uC-osflcyp033a04bl 






Score 


667 








Exons 


213.. 594 

















-,GI Descrip. ? 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 34688 Seq. ID OJ990408_07 . 9819 . C82 

Gene No. 71654 Strand 

Start 146 End 346 

Name OJ9904 08_07 . 9819 . C82 . ol . np Method AAT/NAP 

Start 14 6 End 3'4 6 

GI 4680186 Score 343 



34570 



Exons 


146. .346 














GI Descrip. 


(AF111709) unknown 


[Oryza sativa subsp 


indica] 








Seq. No. 


34689 




Seq. ID 


OJ990528_ 


32 


.9922 


.CI 


Gene No. 


71655 




Strand 


+ 








Start 


397 




End 


845 








Name 


OJ990528 32. 9922. CI 


. ol . gs 


Method 


GEN SCAN 








Start 


397 ~ 




End 


845 








GI 


none 




Score 


. 54 








Exons 


397 . . 600, 784 . . 845 














Seq. No. 


34689 




Seq. ID 


OJ990528_ 


32 


9922 


.CI 


Gene No. 


71656 




Strand 


+ 








Start 


7585 




End 


10572 








Name 


OJ990528 32. 9922. CI 


. o3.gs 


Method 


GENSCAN 








Start 


7585 




End 


10572 








GI 


none 




Score 


.79 








Exons 


7585.. 7590, 9552.. 9679, 10308 


. . 10572 










Seq. No. 


34689 




Seq. ID 


OJ990528_ 


32 


9922 


CI 


Gene. .No.. . . . 


71657 




Strand. 


+ 








Sta.rt , _ 


13179 • 




, End . 


14 503. ... 


■ — ■*— ■ 






Name _ v .. 


...6 J 9 9Q 5.2 8_3 2... .992 2, JC1 


,p4 ..gs 


..Method.,,.,,.. 


GENSCAN 








Start 


13179 ' • 




End 


14503" -"- 








GI 


none 




Score 


. 58 








Exons 


13179. .13357, 14383 


. .14503 












Seq. No. 


34689 




Seq. ID 


OJ990528 


32 . 


9922 


CI 


Gene No. 


71658 




Strand 


+ 








Start 


19686 




End 


21165 








Name 


OJ990528 32. 9922. CI 


. 06 . gs 


Method 


GENSCAN 








Start 


19686 




End 


21165 








GI 


none 




Score 


.51 








Exons 


19686. . 19901, 21142 


. .21165 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34689 
71659 
1224 

OJ990528 32 
1209 
5295971 
1209. .4-500, 
(AB0262-95) 



OJ990528 32. 9922. CI 



Seq. ID 
Strand 

End 6528 
Method AAT/NAP 
End 5408 
Score 3538 
4528. .5408 ■ 
EST D24315 (R1718) -corresponds to a region of the 



_32.9922.Cl.ol.np 



predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



34689. Seq. ID 

71659 Strand ■ 

1224 End 

OJ990528_32 . 9922 . CI . o2 . gs Method 

1224 End 

none Score 

1224.. 5597, 6394 .. 6528 



OJ990528_32.9922.C1 

6528 
GENSCAN 
6528 
.79 



Seq. No. 
Gene No. 
Start 



34689 
71660 
17538 



Seq. ID 

Strand 

End 



OJ990528 32. 9922. CI 



19942 



34571 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

„Seq ^ No. 
.Gene. Np. 
Start- 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- • 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ990528_32. 

1233 

none 

1233. . 1874, 

34689 
71660 
17538 

OJ990528_32. 

1236 

none 

1236. .1454, 

34689 
71660 • 
17538 

OJ990528_32. 

1237 

none 

1237. .1473, 

34689 _ . . . 

..11660...,. ...... 

17538 ' - 

OJ990528_32. 

1266 

none 

1266. .1445, 

34689 
71660 
17538 

OJ990528_32. 

1485 

none 

1485. . 1700, 

'34689 
71660 
17538 

OJ990528_32. 
.1743.. 
none 

1743. . 1895, 

34689 
71660 
17538 

OJ990528_32. 

1938 

none 

1938. .2198, 

,34689 
71660 
17538 

OJ990528 32. 



9922.Cl.o2.ts 
1288. .1620 

9922.Cl.ol.tc 
1336. .1446, 1491. 

9922.Cl.o7.tm 
1239. .1469 

9922.Cl.o4.tw 



Method TBLASTX : Soybean 
End 1874 
Score 115 



Seq. ID OJ990528_32. 9922. CI 
Strand 

End 19942 

Method TBLASTX : Cress 

End 1895 

Score 83 

.1604, 1602. .1706, 1713. .1895 

Seq. ID OJ990528_32.9922.C1 
Strand 

End 19942 

Method TBLASTX : Mai ze 

End 1473 

Score 139 



„ S eq ....ID,,. 0 J? 9.0 528J32. 9 9 2 2. C 1, 
.S.tr.and- _ 

End-. ■ • 19942" - ----- 

Method TBLASTX : Wheat 

End 1691 

Score 4 5 



1273. .1446, 1482. .1691, 1483. .1602 



9922.Cl.ol.tm 



1486. .1641, 1505. 



9922.Cl.o7.tw 



1920. .2024 



9922.Cl.o6.tm 



1939. .2118 



9922.Cl.o2.tw 



Seq. ID OJ990528_32. 9922. CI 
Strand 

End 19942 

Method TBLASTX: Maize 

End 1931 

Score 154 

.1711, 1698. .1931, 1735. .1926 

Seq. ID OJ990528_32. 9922. CI 
Strand 

End 19942 

Method TBLASTX : Wheat 

End • 2024 

"Score 62 ' •* 



Seq. ID OJ990528_32.9922.C1 
Strand 

End 19942 

Method TBLASTX: Maize 

End 2198 

Score 138 



Seq. ID OJ9905?8_32 9922 .CI 
Strand 

End 19942 

Method TBLASTX : Wheat 



34572 



Start 
GI 

Exons 



2034 End 2583 

none Score 4 9 

2034. .2252, 2238. .2582, 2320. .2427, 2452. .2583 



Seq. No. 34689 

Gene No. 71660 

Start 17538 

Name OJ990528_32 . 9922 . CI . ol . ts 

Start 2265 

GI 5509260 

Exons 2265.. 2789, 2281.. 2670 

GI Descrip. 



Seq. ID OJ990528_32.9922.C1 
Strand 

End 19942 

Method TBLASTX : Soybean 

End 2789 

Score 192 



Seq. No. 34689 Seq. ID 

Gene No. 71660 Strand 

Start 17538 End 

Name OJ990528_32 . 9922 . CI . o4 . tc Method 

Start 2364 End 

GI none Score 

Exons 2364.. 2624, 2491.. 2625 



OJ990528_32.9922.C1 
19942 

TBLASTX: Cress 

2625 

89 



Seq, No — . v .34689_.,, ^ K , 

,Gene,JSIp.._^._; 3166.0. ..^„.,J^,- 5 .... w -.-l!, 
Start- - -> ■ 17538- : 
Name OJ990528_32 . 9922 . CI . o4 tm 

Start 2403 
GI none 

Exons 2403.. 2723, 2404.. 2664 



.,Seg,... ID „ PJ9?0;528_32 . 9922^C1^ 

S t rand , . ,^.,.. r ^ P __ ., 

End ■ •-- 19942 "■ ' ■ ;: " 
Method TBLASTX : Mai ze 
End 2723 
Score 245 



Seq. No. 34689 

Gene No. 71660 

Start 17538 

Name OJ990528_32 . 9922 . CI . o3 . ts 

Start 3105 

GI none 

Exons 3105.. 3293, 3138.. 3584, 3289. 



Seq. ID OJ990528_32.9922.C1 



Strand 
End 

Method 
End 
Score 
.3579 



19942 

TBLASTX: Soybean 

3584 

48 



Seq. No. 34689 Seq. ID 

Gene No. 71660 Strand 

Start 17538 End 

Name OJ990528_32 . 9922 . CI . o3 . tc Method 

Start 3132 •. . - • . . End 

GI none • ■ Score 

Exons ' 3132. .'3569 



OJ990528_32.9922.C1 
19942 

TBLASTX: Cress 
3569 . . - 
253 



Seq. No. 


34689 








Seq. ID 


OJ990528_32.9922.C1 


Gene No. 


. 71660 








Strand 




Start 


17538 








End 


19942 


Name 


OJ990528 32 


9922 


.Cl.o2. 


tm 


Method 


TBLASTX : Maize 


Start 


3186 








End 


3615 


GI 


none 








Score 


46 


Exons 


3186. .3257, 


3270 


.3611, 


3280. 


.3348, 3327. .3596, 3391. .3615 


Seq. No. 


34689 








Seq. ID 


OJ990528 32 . 9922 . CI 


Gene No. 


71660 








Strand 




Start 


17538 








End 


19942 


Name 


OJ990528 32. 


9922 


Cl.oS. 


tw 


Method 


TBLASTX: Wheat 



34573 




Start 


3258 








End 


3620 






GI 


none 








Score 


42 






Exons 


3258 . . 3347, 


3274 


. . 3348, 


3357 


. .3620, 3394. .3603 






Seq. No. 


34689 








Seq. ID 


OJ990528 


_32.9922. 


CI 


Gene No. 


71660 








Strand 


— 






Start 


17538 








End 


19942 






Name 


OJ990528 32. 


9922 


.CI .o5. 


ts 


Method 


TBLASTX: 


Sovbean 




Start 


3678 ~ 








End 


3953 




GI 


none 








Score 


189 






Exons 


3678. . 3953, 


3777 


. . 3857 












Seq. No. 


34689 








Seq. ID 


OJ990528 


_32.9922. 


CI 


Gene No. 


71660 








Strand 


— 






Start 


17538 








End 


19942 






Name 


OJ990528 32. 


9922 


.Cl.o3. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


3903 ~ 








End 


4343 






GI 


none 








Score 


105 






Exons 


3903. . 3977, 


3978 


. . 4343, 


4063 


. .4329 








Seq. .No. 


34 68 9 








Seq. .ID . 


OJ.99052.8 


_32. 9.922. 


.CI . :„. „ 


Gene,,..No 


71660 






,-. 


.. Strand.„. 








4tar,t.T_ 










.,,,.EncL,, 








Name * ■ r ■ 


•OJ990528 32. 


9922 


. Cl.-o5. 


tm 


Method ■ 


TBLASTX: 


Maize * '" 




Start 


3956 ~~ 








End 


4427 






GI 


none 








Score 


138 






Exons 


3956. . 4051, 


3957 


. . 4355, 


3957 


..4112, 3958.. 4365, 


4135. .4356, 




4146. . 4364, 


4341 


. . 4427 












Seq. No. 


34689 








Seq. ID 


OJ990528 


_32.9922. 


CI 


Gene No. 


71660 








Strand 








Start 


17538 








End 


19942 






Name 


OJ990528 32. 


9922 


. CI . 08 . 


tm 


Method 


TBLASTX: 


Maize 




Start 


4857 ~ 








End 


5184 






GI 


none 








Score 


82 






Exons 


4857 . . 5183, 


4858 


. . 5184 












Seq. No. 


34689 








Seq. ID 


OJ990528 


_32.9922. 


CI 


Gene No." 


71660 








Strand 








Start 


17538 








End 


19942 






Name 


- OJ990528 32. 


9922 


. CI . 06 . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


4 908 ,. ~~ 




... 




End 


5258 






GI 


. none 








■ Score - 


192 % 






Exons 


4908 . . 5258 
















Seq. No. 


34689 








Seq. ID 


OJ990528 


_32.9922. 


CI 


Gene No. 


71660 








Strand 








Start 


17538 








End 


19942 






Name 


OJ990528 32. 


9922 


.Cl.o2. 


gp 


Method 


AAT/GAP 






Start 


17538 






End 


19942 






GI 


1211 2.R1084 








Score 


1341 






Exons 


17538. .17815 


, 17906. . 17971, 18616. . 18901, 19731 


. .19778, 






19872. .19942 
















GI Descrip. 


'5106775/gb IAAD39838.il 


AF067732_1 2 : Qp 


-67 (AF067732) rib 


^ _ — , 1 



protein S12 [Hordeum vulgare] ' 
Seq. No. 34689 Seq. ID OJ990528_32 . 9922 . CI 



34574. 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



71660 
17538 
OJ990528 
17628 
none 
17628 
17748 
18613 



32.9922.Cl.o4.ts 



17711, 
17858, 
18846, 



17628, 
17755, 
18614. 



17696, 
17826, 
18847 



Strand 
End 

Method 
End 
Score 

17722 

17904 



19942 

TBLASTX: Soybean ' 
18847 
57 

17817, 17747. .17824, 
17972, 17906. . 17971, 



Seq. No. 34689 

Gene No. 71660 

Start 17538 

Name OJ990528_32 . 9922 . CI . o3 . tm 

Start 17649 

GI none 
Exons 



Seq. ID OJ990528_32.9922.C1 
Strand 

End 19942 

Method TBLASTX : Maize 

End 18903 

Score 49 



17649. .17705, 17 651 17701 , 17720 .. 17818 , 17720 17824 , 
17905. . 17970, 17 906 . . 17 97 1 , 18 613 .. 18 903, 18614. .18901 



Seq. No. 34689 
Gene No. 71660 

Start . 17538 

Name ; _ OJ990528_32 . 9922.. CI, p2 . tc . 

/s.t.axt , r ^1253^ ,^. _ .^.^ ^ ... 

GI - - " - none ' ------ 

Exons 17753. .17824, 17 904 .. 17 972 , 

18617. .18877 



OJ990528 32. 9922. CI 



Seq. ID 

Strand 
. End . 

Method.^,- 
.^..EndU. ~" 
- Score 
17906. . 17971, 18613. .18873, 



19942. 
, TBLASTX: Cress 

78- • 



Seq. No. 


34689 




Seq. ID 


OJ990528 


_32 


.9922 


.CI 


Gene No. 


71660 




Strand 










Start 


17538 




End 


19942 








Name 


OJ990528 32. 9922. CI. 


o2 .np 


Method 


AAT/NAP 








Start 


17759 




End 


18924 








GI 


5106775 




Score 


559 








Exons 


17759. .17815, 17906. 


.17971, 


18616. .18924 








GI Descrip. 


(AF067 732) ribosomal 


protein 


S12 [Hordeum vulgare] 






Seq. No. 


34689 




Seq. ID 


OJ990528 


_32 


.9922 


.CI 


Gene No. 


71660 




Strand 










Start 


17538 




End 


19942 








Name 


OJ990528 32. 9922. CI. 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


18613 




End 


18901 








GI • 


none 




Score 


.308- 








Exons 


18613. . 18870, .18614*. 


.18901 - ' 












Seq. No. 


34690 




Seq. ID 


OJ990528 


_32 


. 9922 


.C2 


Gene No. 


71661 




Strand 


+ 








Start 


172 




End 


375 








Name 


OJ990528 32. 9922. C2 .• 


ol . gs 


Method 


GENSCAN 








Start 


172 




End 


375 








GI 


none 




Score 


.85 








Exons 


172. .375 















Seq. No. 34691 Seq. ID OJ990528__32 . 9922 . C3 

Gene No. 71662 Strand + 

Start 3290 End 8092 

Name OJ990528_32 . 9922 . C3 . o2 . gs Method GENSCAN 

Start 3290 End 7752 



34575 




GI 


none 


Score 


.78 


Pvnn s 


3290 3563. 4546 4709 5531 


..5806, 5935.-6779, 6887. .7142, 




7372 7752 






Can NO 


34 691 


Seq. ID 


OJ990528_32. 9922.C3 


Gene No. 


71662 


Strand 


+ 


Start 


3290 


End 


8092 


Name 


OJ990528 32.9922.C3.o2.gp 


Method 


AAT/GAP 


Start 


4641 


End 


6118 


GI 


43717 1.R1084 


Score 


994 


Exon s 

■LJ *»■ v^y 1 1 w 


4641. .4709, 5531. .5806, 5935 


. . 6118 




G T Dp srriD 

\J J» !■> o *w JU <x, k-/ * 


M982479/gb|AAD36947.1|AF069441 7 2.0e 


-19 (AF069441) predict 




protein of unknown function 


[Arabidopsis thaliana] ' 


Sea No 


34691 


Seq. ID 


OJ990528 32. 9922. C3 


Gene No. 


71662 


Strand 


+ 


Start 


3290 


End 


8092 


Name 


OJ990528 32.9922.C3.o3.gp 


Method 


AAT/GAP 


Start 


7028 


End 


8092 


GI 


20787 1.R1084 


Score 


1618 




7028. .7142, 7372. .8092 . 






CtJ •■ Op s p t"-t n 


./J&6350;7/jgbJ : ^ ; j?rotei 


"""""" 7.?^.":" 


f UTahi Hnr>Qi q hha 1 i ana 1 ' 


,i ""'"' v " *** 




Sea No 








Gene No. 


7 1663 


Ct rand 
U Li Ctl L\JL 




Start 


R 4 R fi 




i ^Rn9 


Name 


OJ990528 32 . 9922 .C3 .ol .np 


Method 


AAT/NAP 


Start 


8486 


' End 


15802 


GI 


5262797 


Score 


1514 


Exons 


848 6. .10224, 1577 9. .15802 






GI Descrip. 


(AL080282) putative protein 


( fragment) 


[Arabidopsis thaliana 


Seq. No. 


34691 


Seq. ID 


OJ990528_32.9922.C3 


Gene No. 


71664 


Strand 




Start 


1580 


End 


2074 


Name 


OJ990528 32.9922.C3.ol.gs 


Method 


GENSCAN 


Start 


1580 


End 


2074 


GI 


none 


Score 


.61 


Exons 


1580. .1777, 1955. .2074 






Seq; No'. _ - 


34691 


Seq.. ID; 


OJ990528_32-. 9922. C3 


Gene No I • 


71665 * ■" " , 


Strand 




Start 


2444 


End 


2986 


Name 


OJ990528 32.9922.C3.ol.gp 


Method 


AAT/GAP 


Start 


2444 


End 


2986 


GI 


none 


Score 


934 


Exons 


2444. .2986 






Seq. No. 


34691 


Seq. ID 


OJ990528_32.9922.C3 


Gene No. 


71666 


Strand 




Start 


5525 


End 


7786 


Name 


OJ990528 32. 9922.C3.o4 .tc 


Method 


TBLASTX: Cress 


Start 


5525 


End 


6272 • 


Gl 


none 


Score 


329' 


Exons 


5525. .5809, 5531. .5779, 5536 


..5808, 5932. .6003, 6046. .6270, 



6051. .6272 



34576 




Seq. No. 


34 691 








Seq. ID 


OJ990528 


32 9922 P3 


fSpnp No 


71666 








Strand 






Start 


5525 








End 


7786 




Name 


OJ990528 32. 


9922 


.C3.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5529 








End 


7692 




GI 


none 








Score 


310 




P.vnn ^ 
\j 


RS29 5621 


5536 


. .5679, 


5543 . 


.5809, 5657.. 5800, 


5719 5808 




591R 6016 


5931 


6101, 


5938 . 


.6705, 5938.. 6114, 


5973 6704 




6493 6708. 


6712 


6780, 


6723 . 


.6773, 6884. .7123, 


6885 7142 




6888 7142 


7028 


. . 7144 , 


7348 . 


.7692, 7413. .7526 




Seq. No. 


34 691 








Seq. ID 


OJ990528 


32 9922 C3 


Cpnp No 


71666 








Strand 






Start 


5525 








End 


7786 




Name 


OJ990528 32. 


9922 


.C3.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5612 








End 


7786 




GI 


none 








Score 


284 




F.xon <=; 


5612 5806 


5612 


. .5806, 


5613 . 


.5807, 5932. .6444, 


5932 6114 




5933 6415 


6436 


. .6780, 


6438 . 


.6779, 6843. .7145, 


6863 7141 




6888 7142 


.6961 


. 7152 , 


7369 . 


.7608, 7369. .7608, 


7379 761 8 




7 37 Q 7 fil 8 


7 S4 1 


7 699 
- * * ..~f 


7584 


,77 51, ^ 7592.. ,778.6,. 


760^ 77S9 


Seq. No. 


■" 34 691 






- * ... 


-Seq. ID 


OJ990528 


_32 . 9922-.G3 




71666 








Strand 






Start 


•j -j -j 








End 


7786 




Name 


OJ990 528 32 


9922 


C3 o3 




Method 


TBLASTX: 


c o o 


Start 


6637 _ 








End 


7413 




GI 


none 








Score 


67 






6637 6705 


6712 


.6780, 


6836 . 


.7141, 6837. .7142, 


7348 74 1^ 


Seq. No. 


34691 . 








Seq. ID 


OJ990528 


_32.9922.C3 


Gene No. 


71667 








Strand 






Start 


8834 








End 


10312 




Name 


OJ990528 32 


9922 

Z? Z? 


P3 ol 


L. vv 


Method 


TBLASTX: 


v v 1 1 tr a t_ 


Start 


8834 _ 








End 


9577 




GI 


none 








Score 


107 




Exons 


8834 9034. 


8923 


. 9030, 


9038 . 


.9214, 9104. .9334, 


9118 9225 

Z? X -L \J * . Zs (L. *J f 




9356 9577 


9398 . 


. 9514 , 


9445 . 


.957 6 






Sea No 


34 691 








Seq.. ID 


OJ990528 


32 9922 T3 

^ . Z? Z? £• C * 


Gene No. 


7166.7 . 








Strand 






Start " 


" 88t34 








End- 


10312 




Name 


OJ990528 32 


9922 . 


C3.o2. 


tm 


Method 


TBLASTX: 


Mai ze 


Start 


8834 ~ 








End 


9982 




GI 


none 








Score 


109 




F 1 v on q 


8834 9034 


88^4 


Q07S 


JO i 


.9124, 9041. .9217, 


?llO • • Z? O O O f 




9134 9334 


914 3. 


. 9334 , 


914 6. 


.9328, 9227. .9331, 


Q^44 Q4fi^ 




9350 9982 

z? *j \j • * z? zj \j f 


Q4 4 8 


• Z> \J Zs Zs f 


97 fi^ 


.9933 






Seq. No. 


34691 








Seq. ID 


OJ990528 


_32.9922.C3 


Gene No. 


71667 








Strand 






Start 


8834 








End 


10312 




Name 


OJ990528 32. 


9922. 


C3.o2. 


tc 


Method 


TBLASTX: 


Cr e s s 


Start 


8834 








End 


9658 




GI 


none 








Score 


117 




Exons 


8834 . . 9025, 


8837. 


.9034, 


8923. 


.9027, 9038. .9334, 


9040. .9333, 



34577 



9143. .9214, 9145. .9363, 9146. .9334, 9341. .9448, 9344. .9514, 
9431. .9553, 9445. .9552, 9554. .9658 



Seq. No. *• 34691 

Gene No. 71667 

.Start 8834 

Name OJ990528_32 . 9922 . C3 . o5 . ts 
Start * 9038 

GI none 
Exons 



Seq. ID OJ990528_32.9922.C3 
Strand 

End 10312 

Method TBLASTX : Soybean 

End 9499 

Score 137 



9038. .9244, 9254. .9334, 9344. .9415, 9344. .9499 



Seq. No. 34691 

Gene No. 71667 

Start 8834 

Name OJ990528_32 . 9922 . C3 . o2 . ts 

Start 9512 

GI none 

Exons 9512.. 10048, 9547.. 9933 



Seq. ID OJ990528_32. 9922.C3 
Strand 

End 10312 

Method TBLASTX : Soybean 

End 10048 

Score 425 



Seq. No. 34691 
Gene No. . . 71667 

Start fc .8834_ „ . .. .; . . ., 4 

JiameL .... - ^JoJSB 0,5.2 Q.J32...9&2 2L...C 3. . o.uijb- 

Start 9740 ■ - - - 

GI none 
Exons 



Seq. ID OJ990528_32.9922.C3 

Strand 

.End, ^c^lOail^^.^, 
.Methods ,T.3LAsi.X;,Cr.ess 

End- 10312 -■■ / - 

Score 4 68 



9740.. 10312, 9742.. 10272, 10094.. 10312 



Seq. No. 34691 

Gene No. 71667 

Start 8834 

Name OJ990528_32 . 9922 . C3 . o3 . tm 

Start 9983 

GI none 
Exons 



Seq. ID OJ990528_32.9922.C3 
Strand 

End 10312 

Method TBLASTX : Mai ze 

End 10279 

Score 332 



9983. .1027 9, 9983. .10270, 10066. .10275 



Seq. No. 34691 

Gene No. 71667 

Start 8834 

Name OJ990528_32 . 9922 . C3 . o4 . ts 

Start 10051 

GI none 

Exons 10051. . 10272, 10052. ,10282 

Seq.. No. 34 691 

Gene No. 71668 

Start 12829 

Name OJ990528_32 . 9922 . C3 . o3 . ts 

Start 12829 

GI none M 

Exons 12829. .13059, 12845.. 13087 



Seq. ID OJ990528_32.9922.C3 
Strand 

End 10312 • 

Method TBLASTX : Soybean 

End 10282 

Score • 270 



Seq. ID OJ990528_32. 9922.C3' 
Strand 

End 13099 

Method . TBLASTX: Soybean 

End 13087 

Score 272 



Seq. No. 34691 

Gene No. 71668 

Start 12829 

Name OJ990528_32 . 9922 . C3 . o2 . tw 

Start 12845 

GI none 



Seq. ID OJ990528_32. 9922.C3 
Strand 

End 13099 

Method TBLASTX : Wheat 

End 13087 

Score 78 



34578 



Exons 


12845. .12919, 12922. .13065, 


12923. .13087 


Seq. No. 


34691 


Seq. ID 


OJ990528_32.9922.C3 


Gene No. 


71668 


Strand 




Start 


12829 


End 


13099 


Name 


OJ990528 32.9922.C3.o5.tc 


Method 


TBLASTX: Cress 


Start 


12854 ~ 


End 


13087 


GI 


none 


Score 


255 


Exons 


12854. .13087, 12910. .13062 






Seq. No. 


34691 


Seq. ID 


OJ990528_32. 9922.C3 


Gene No. 


71668 


Strand 




Start 


12829 


End 


13099 


Name 


OJ990528 32.9922.C3.o4.tm 


Method 


TBLASTX: Maize 


Start 


12877 ~~ 


End 


13099 


GI 


none 


Score 


261 


Exons 


12877. .13065, 12878. .130 99 






Seq. No. 


34692 


Seq. ID 


OJ990528_32 . 9922 . C4 


Gene No. 


71669 


Strand 


+ 


Start 


851 


End . . 


.10177 . ____ 


Name_. _ 


0 J 99-0 52 8 _3 2 ,,9922.. C.4 . o2 . np , 


. Method ^ 


AAT/NAP_ ..... 






..^.End...... 




■GI ' ■' ■ '• " 


3645898-' - • ^- ~ r '^ 1 


- Score : - 


.545.. .... ..;-.i"_v---.--... 


Exons 


■ 851. .950, 2157. .3112, 3140.. 


3543, 362? 


. .3837 


GI Descrip. 


(U68408) in-frame stop codon; possibly 


a post-transposition 




mutation [Zea mays] 






Seq. No. 


34692 


Seq. ID 


OJ990528_32.9922.C4 


Gene No . 


71669' 


Strand 


+ 


Start 


851 


End 


10177 


Name 


OJ990528 32.9922.C4.o2.gs 


Method 


GENSCAN 


Start 


2059 


End 


10177 


GI 


none 


Score 


.5 


Exons 


2059.. 2985, 3043.. 3569, 3705 


..3935, 4080. .4200, 4238. .5538, 




5704. .5977, 5996. .6457, 6635 


..6751, 6932. .7025, 7894. .8114, 




8768. .10177 






Seq. No. 


34692 


.Seq. ID 


OJ990528_32.9922.C4 


Gene No. 


71669 


Strand 


+ 


Start 


851 


End 


10177 


Name 


. OJ990528- 32.9922.C4.o3.np 


. Method 


AAT/NAP . 


Start* * 


-4310 " • * 


End 


742fr ' * 


GI 


6630685 


Score 


4558 


Exons 


4310. .4381, 4672. .7420 






GI Descrip. 


(AP000969) Similar to copia- 


type pol polyprotein. (AF105716 




[Oryza sativa] 






Seq. No. 


34692 


Seq. ID 


OJ990528_32.9922.C4 


Gene No. 


71670 


Strand 


+ 


Start 


13732 


End 


20922 


Name 


OJ990528 32.9922.C4.o4.gs 


Method 


GENSCAN 


Start 


13732 


End 


20651 


GI 


none 


Score 


. 48 


Exons 


13732. .13892, 15137 .. 15224 , 


16321. . 1634 3, 17341. . 174 67, 



17473. .17760, 20223.. 20651 



34579 




Seq. No. 


34692 


Seq. ID 


OJ990528_32. 9922 


.C4 


Gene No. 


71670 


Strand 


+ 




Start 


13732 


End 


20922 




Name 


. OJ990528 32.9922.C4.o4.np 


Method 


AAT/NAP 




Start 


19911 


End 


20922 




GI 


6907086 


Score 


1265 




Exons 


19911. .20668, 20726.. 20922 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


34692 


Seq. ID 


OJ990528_32. 9922 


.C4 


Gene No. 


71671 


Strand 






Start 


291 


End 


1753 




Name 


OJ990528 32.9922.C4.ol.gs 


Method 


GENSCAN 




Start 


291 


End 


1753 




GI 


none 


Score 


.64 




Exons 


291. .346, 449. .664, 1372. .1753 






Seq. No. 


34692 


Seq. ID 


OJ990528_32. 9922 


.C4 


Gene No. 


71671 


Strand 






Start 


291 


End 


1753 




Name. . 


OJ990528 32..9922.C4.ol.np 


Method 


AAT/NAP 




Start 


4 61 _ x- ^ ^ . _ . ... ... 


..End_.. 


723.. . _ . , 






,^.65.3*55.8.8^ ; . ... _ 


^Scare,...^...., 


.18.5 




Exons - - " - - 


-461. .-723 " : - ■-- ■ -■ ' ■■• 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


34692 


Seq. ID 


OJ990528_32.9922 


-C4 


Gene No. 


71672 


Strand 






Start 


10930 


End 


13059 




Name 


OJ990528 32.9922.C4.o3.gs 


Method 


GENSCAN 




Start 


10930 


End 


13059 




GI 


none 


Score 


.89 




Exons 


10930. .11351, 12882. .13059 








Seq. No. 


34692 


Seq. ID 


OJ990528_32. 9922 


.C4 


Gene No. 


71673 


Strand 






Start 


17971 


End 


18475 




Name 


•OJ990528 32.9922.C4.o3.tw 


Method 


TBLASTX: Wheat 




Start 


2131 


End 


2559 




GI 


none 


Score 


264 




Exons 


2131. .2559, 2164. .2259, 2166 


..2264 • ■ 






Seq. No. 


34 692 


Seq. ID 


O'J990528_32."9'922 


.C4 


Gene No. 


'71673 


Strand 






Start 


17971 


End 


18475 




Name 


OJ990528 32. 9922.C4 .o4 .ts 


Method 


TBLASTX: Soybean 




Start 


2161 


End 


4390 




GI 


none 


Score 


70 




Exons s 


2161. .2268, 2272. .2607, 4195 


.4236, 4247. .4390 




Seq. No. 


34692 ' 


Seq. ID 


OJ990528_32. 9922 


.C4 


Gene No. 


71673 


Strand 






Start 


17971 


End 


18475 




Name 


OJ990528 32.9922.C4.o7.tm 


Method 


TBLASTX: Maize 




Start 


2317 


End 


2718 




GI 


none 


Score 


220 




Exons 


2317. .2718, 2458. .2568 









34580 




Seq. No. 


34692 








Seq. ID 


OJ990528_32.9922.C4 


Gene No . 


71673 








Strand 




Start 


17971 








End 


18475 


Name 


OJ990528 32 


. 9922 


. C4 . 06 . 


tm 


Method 


TBLASTX: Maize 


Start 


4143 ~ 








End 


4483 


GI 


none 








Score 


103 


Exons 


4143. 4217, 


4144 


. .4245, 


4241 


..4483, 4246. .4482 


Seq. No. 


34692 








Seq. ID 


OJ990528_32.9922.C4 


Gene No . 


71673 








Strand 




Start 


17971 








End 


18475 


Name 


OJ990528 32 


. 9922 


. C4 . o5 . 


tw 


Method 


TBLASTX: Wheat 


Start 


4262 ~~ 








End 


4576 


GI 


none 








Score 


224 


Exons 


4262 . .4576, 


4267 


. .4296, 


4351 


. .4476 




Seq. No. 


34692 








Seq. ID 


OJ990528_32.9922.C4 


Gene No . 


71673 








Strand 




Start 


17971 








End 


18475 


Name 


OJ990528 32 


. 9922 


. C4 . o4 . 


tm 


Method 


TBLASTX: Maize . 


Start 


4484 _ 


- """ - * 


.... — 






4.879 


GI 


.none. 










..uL ..■ 


Fyon S " • ■ — * ' * " 


■-" 4 4 84 -"-4 603 


■44 92 


i-4-5-9*9 , 


-4 606 


.-.48-78/ -4607- . .4879 - " 


Seq. No. 


34692 








Seq. ID 


OJ990528_32.9922.C4 


Gene No. 


71673 








Strand 




Start 


17971 








End 


18475 


Name 


OJ990528 32 


. 9922 


C4 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


4 643 ~~ 








End 


5215 


GI 


none 








Score 


273 


Exons 


4643 4891 


4651 


. 4875, 


4 902 


.4946, 4903. .4926, 4930. .5214 




4931 5215 












Seq. No. 


34692 








Seq. ID 


OJ990528_32. 9922.C4 


Gene No. 


71673 








Strand 




Start 


17971 








End 


18475 


Name 


OJ990528 32 


.9922 


C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4880 








End 


5752 


GI 


none 








Score 


107 


Exons 


4880. .4951, 


4885. 


.5625, 


4952. 


.5752, 5629.. 56.70 



Seq;. No. 


34 692 








Seq. ID 


O.J99052* 


3^32*9922 


Gene No. 


71673 








Strand 






Start 


17971 








End 


18475 




Name 


OJ990528 32 


.9922 


.C4.o3 


.ts ■ 


Method 


TBLASTX 


Soybean 


Start 


5060 








End 


5521 


GI 


none 








Score 


305 




Exons 


5060. .5521, 


5080 


. .5370 










Seq. No. 


34692 








Seq. ID 


OJ99052S 


i_32. 9922 


Gene No. 


71673 








Strand 






Start 


17971 








End 


18475 




Name 


OJ990528 32 


. 9922 


C4 .ol 


tc 


Method 


TRLASTX' 


Cress 


Start 


5096 








End 


5518 




GI 


none 








Score 


215 




Exons 


5096. .5518 















34581 




Seq. No. 


34692 








Seq. ID 


OJ990528_32.9922 


.C4 


Gene No. 


71673 








Strand 






Start 


17971 








End 


18475 




Name 


OJ990528 32 


. 9922 


.C4 .o4 . 


. tw 


Method 


TBLASTX: Wheat 




Start 


5305 








End 


5647 




GI 


none 








Score 


117 




Exons 


5305. .5379, 


5306 


. . 5392, 


5313 


..5381, 5381. .5539,- 5392. .5538 




5435 . . 5542, 


5567 


. .5647 










Seq. No. 


34692 








Seq. ID 


OJ990528_32. 9922 


.C4 


Gene No. 


71673 








Strand 






Start 


17971 








End 


18475 




Name 


OJ990528 32 


. 9922 


. C4 . o5 . 


tm 


Method 


TBLASTX: Maize 




Start 


5761 








End 


6078 




GI 


none 








Score 


454 




Exons 


5761 . . 6078, 


5762 


. . 6076 










Seq. No. 


34692 








Seq. ID 


OJ990528_32.9922 


. C4 


Gene No. 


71673 








Strand 






Start 


17971. 








. End 


.18475 




Name, 


^.0J99P528 32,. 


.992.2^ 


4 o 1 . 


ts 


.^Method, 


TBLASTX: Soybean 




r S.tar.t^ 












.-6.3,9.3., [\ 




GI- : : " - ■ 


■ 55092 60- :; - 








Score 


-223 - - 




Exons 


5785. . 6000, 


5786 


. . 6001, 


6010, 


..6393, 6011.. 6391 




GI Descrip. 
















Seq. No. 


34692 








Seq. ID 


OJ990528_32. 9922 


.C4 


Gene No. 


71673 








Strand 






Start 


17971 








End 


18475 




Name 


OJ990528 32. 


. 9922 


. C4 . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


5911 








End 


6385 




GI 


none 








Score 


83 




Exons 


5911. . 6000, 


5912 


. . 6001, 


5995, 


.•6030, 6022. . 6171,- 6030. .6224, 




6032 . . 6379, 


6034 


. . 6366, 


6035, 


. .6385 






Seq. No. 


34692 








Seq. ID 


OJ990528_32.9922 


.C4 


Gene No. 


71673 








Strand 






Start 


17971 








End 


18475 




Name 


OJ990528 32, 


. 9922 


,C4 .o3. 


tc 


Method 


TBLASTX: Cress 




Start 


5995 








End 


6274 




GI 


none 








Score 


204 




Exons ' 


' 5995. . 6240, 


5996 


. . 6274 










Seq. No. 


34 692 








Seq. ID 


OJ990528_32.9922, 


.C4 


Gene No. 


71673 








Strand 






Start 


17971 








End 


18475 




Name 


OJ990528 32. 


9922 , 


. C4 . o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


6196 ~ 








End 


6631 




GI 


none 








Score 


621 




Exons 


6196. . 6630, 


6197. 


. . 6631 










Seq. No. , 


34692 








Seq. ID 


OJ990528_32. 9922. 


,C4 


Gene No. 


71673 








Strand 






Start 


17971 








End 


18475 




Name 


OJ990528 32. 


9922, 


,C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


6746 








End 


7449 





34582 




(IT 


n on ^ 


Score 


991 




P von q 


6746 7441 6754 7417 7094 

O 1 *iU t . '111/ W / J1 • • 1 ** *j 1 g / U J1 ■ 


.7438, 7237. .7449, 


7338 7439 


Seq. No. 


34692 


Seq. ID 


OJ990528 


_32.9922.C4 


Gene No. 


71673 


Strand 






Start 


17971 


End 


18475 




Name 


OJ990528 32 9922 P4 o2 tq 


Method 


TBLASTX: 


ouyucaii 


Start 


6764 ~ 


End 


7405 




GI 


none 


Score 


296 




P. xn n s 


6764 7153 6776 7147 6988 


.7152, 7165. .7278, 


7172 7405 


Seq. No. 


34692 


Seq. ID 


OJ990528 


_32.9922.C4 


Gene No. 


71673 


Strand 






Start 


17971 


End 


18475 




IN aiuc 


O.T990S28 32 9922 P4 06 t-w 


Method 


TBLASTX: 




iJLal L 


6902 ~~ 


End 


7369 




GI 


none 


Score 


122 




P von 


6902 7162 7057 7137 7181 


.7369, 71 


87. .7354 




Seq. No. 


34692 


Seq. ID 


OJ990528 


_32. 9922.C4 


Gene No. 


71673 . 


Strand 






Start 


.17 971 


.End, 


.18475,, • 




Mama 


n,T990S2R' 32 9922 Cd o2 


^ethod,_.. 




O L. Cl X L 


:. (rq4h.-. "... . . . .-. 

vj -7 *1 / 


End 


■74 02 • ~ 


— 


GI " 


none 


Score 


62 




Hi 


6947 7033 7037 7171 7183 


.7350, 7190.. 7402 




O C • LN KJ . 


34 692 


Seq. ID 


OJ990528 


32 . 9922. C4 


f^ein^ Mo 


71673 


Strand 






Start 


17971 


End 


18475 




Name 


OJ990528 32.9922.C4.ol.gp 


Method 


AAT/GAP 




Start 


17971 


End 


18475 




\J X 


38782 1.R1084 


Score 


814 




P von ^ 


17971. .18475 








\J -L UC 0 L-X X K-/ * 


' 6069643/dbj IAP000616. 1 IAP000616 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 ' 






Seq. No. 


34693 


Seq. ID' 


OJ990528 


_32.9922.C5 


Gene No. 


71674 


Strand 


+ 




Start 


1376 


End 


2395 




Name 


OJ990528 32.9922.C5.ol.gs 


Method 


GENSCAN 




0 i_ a x u 


1376. • 


End ■ 


2395 




VJX 


. none , 


Score 


.96 




P. von ^ 


1376. .1471/ 2071. .2135, 2275. 


.2395 






Seq.- No. 


34693 


Seq. ID 


OJ990528 


_32.9922.C5 


Gene No. 


71675 


Strand 






Start 


4655 


End 


4931 






OJ990528 32.9922.C5.o2.gs 


Method 


GENSCAN 




O L. a x L- 


4655 


End 


4931 




GI 


none 


Score 


.49 




Exons 


4655. .4931 








Seq. No. 


34694 


Seq. ID 


OJ99052R 


32 s 9922 .06 


Gene No. 


71676 


Strand 


+ 




Start 


168 


End 


395 




Name 


OJ990528 32.9922.C6.ol.gp 


Method 


AAT/GAP 





34583 




Start 


168 


End 


395 


GI 


1211 2.R1084 


Score 


348 


Rxon s 

■LJ \y litj 


168. .395 






GI Descrip. 


'5106775/gb|AAD39838. 1 IAF067732 1 2.0e-67 (AF067732) ribosc 




protein S12 [Hordeum vulgare 






Seq. No. 


34694 


Seq. ID 


OJ990528 32 9922 C6 


Gene No. 


71677 


Strand 




Start 


700 


End 


1387 


Name 


OJ990528 32 . 9922 ,C6 .ol ,gs 


Mpt hod 


GEN SCAN 


Start 


700 ~~ 


End 


1387 


GI 


none 


Score 


. 97 


Exons 


700. .769, 774 . . 1387 






Seq. No. 


34694 


Seq. ID 


OJ990528 32 9922 C6 


Gene No. 


71678 


St rand 




Start 


728 


End ■ 


4 621 


Name 


OJ990528 32 . 9922 . C6.ol ,np 


Mpt* hod 


AAT/NAP 


Start 


728 ~~ 


End 


4 621 


GI 


4680203 


Score 


1833 


Exons 


.728. .747, 3020. .4621 






GI Descrip. 


. (AF114171.). TNP2-like protein 


T Sornhnm 


h "i ca 1 nr 1 


Seq. - No ." 


34 694 ■■, " ■ "'- • " -■■ •* - - - 


Seq .ID 


•O.7990S2R 3-2 99?? 


Gene No. 


71678 


St rand 




Start 


728 


End 


4 621 


Name 


OJ990528 32 9922 C6 o2 as 


Maf hod 




Start 


3016 


End 


4621 


GI 


none 


Score 


.78 


Exons 


3016. .3431, 3853. .3981, 4162 


. 4621 




Seq. No. 


34694 


Seq. ID 


OJ990528 32 9922 ffi 


Gene No. 


71678 


Strand 




Start 


728 


End 


4 621 


Name 


OJ990528 32-9922 C6 o2 ts 


Mpf h nH 




Start 


3124 


End 


3366 


GI 


none 


Score 


209 


Exons 


3124 . . 3366 






Seq. No. 


34694 


Seq. ID 


OJ990528_32.9922.C6 


Gene No. 


71678 


Strand 




Start 


728 . - - 


End 


4621 


Name ** 


OJ990528 32 9922 C6 ol tm 


Method 


TBLASTX: Maize 


Start 


3196' ~ 


End 


3643 


GI 


none 


Score 


53 


Exons 


3196. .3390, 3401. .3445, 3504. 


.3587, 3581. .3643 


Seq. No. 


34694 


Seq. ID 


OJ990528_32. 9922.C6 


Gene No . 


71678 


Strand 




Start 


728 


End 


4621 


Name 


OJ990528 32. 9922.C6.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3230 


End 


3700 


GI 


none 


Score 


130 


Exons 


3230.. 3391, 3230.. 3334, 3235. 


.3390, 3399.-3437, 3401, ,3439,- 




3495.-3539, 3496. .3534, 3543. 


.3587, 3547. .3588, 3587. .3646, 




3644. .3700, 3648. .3692 







34584 



Seq. No. 


34694 






Seq. ID 


OJ990528 


_32.9922.C6 


Gene No. 


71678 






Strand 






Start 


728 






End 


4621 




Name 


OJ990528 32 


. 9922 


.C6.ol. tc 


Method 


TBLASTX: 


Cress 


Start 


3495 






End 


3836 




GI 


none 






Score 


44 




Exons 


3495. .3587, 


3508 


..3567, 3579. 


.3626, 3587. .3829, 


3684 . . 3836 


Seq. No. 


34694 






Seq. ID 


OJ990528 


_32. 9922.C6 


Gene No. 


71678 






Strand 






Start 


728 






End 


4621 




Name 


OJ990528 32 


. 9922 


•C6.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


3579 






End 


3998 




GI 


none 






Score 


78 




Exons 


3579. .3833, 


3587 


..3865, 3860. 


.3922, 3912. .3998, 


3923 . . 3997 


Seq. No. 


34694 






Seq. ID 


OJ990528 


32 . 9922 ,C6 


Gene No. 


71678 






Strand 






Start 


728 






End 


4621 




Name 


OJ990528 32 


.9922 


.C6.o2. tw 


Method 


TBLASTX: 


Wheat 


Start. 


3919 






End 


4296 . 




.,Gr^ 


,,,-,none t _,^. n . 






Score : . 


.179 




^Expns.,,,*;, 


ZC3 9a9lTiI5 a~ 


"3329. 


Z. 4iad-","3, 93-ST 


...4112,^.4 l,6a_4 2.64.,. 


Ia I,X4 ..ZXziSi 




• • 4177-. . 42 96 












Seq. No. 


34695 






Seq. ID 


OJ990528 

\S KJ ~S \J KJ 


_32. 9922.C7 


Gene No. 


71679 






Strand 


+ 




Start 


111 






End 


1811 




Name 


OJ990528 32 


. 9922 


.C7.ol.gs 


Method 


GENSCAN 




Start 


111 






End 


1811 




GI 


none 






Score 


.45 




Exons 


777 . . 1035, 


1107 . 


.1286, 1727.. 


1811 






Seq. No. 


34695 






Seq. ID 


OJ990528 


_32. 9922.C7 


Gene No. 


71680 






Strand 


+ 




Start 


2695 






End 


3186 




Name 


OJ990528 32 


. 9922 


. C7 . o2 . gs 


Method 


GENSCAN 




Start 


2695 






End 


'3186 




GI 


none 






Score 


.9 




Exons 


2695. .2899, 


2969 


.3186 








Seq. No. 


34695 






Seq.. . ID 


OJ990528 


_32.9922-.C7 


Gene No. 


71681 






Strand 


+ 




Start 


10636 






End 


" 12525 




Name 


OJ990528 32 


.9922 


C7 .o4 .gs 


Method 


GENSCAN 




Start 


10636 






End 


12525 




GI 


none 






Score 


.57 




Exons 


10636. . 10 696, 12170. .12525' 








Seq. No. 


34695 






Seq. ID 


OJ990528 


_32. 9922.C7 


Gene No. 


71682 






Strand 






Start 


862 






End 


2105 




Name 


OJ990528 32 


9922. 


C7.ol.np 


Method 


AAT/NAP 




Start 


862 






End 


2105 




n t 

<3 -L 


4 996648 






Score 


62 





Exons 862.. 972, 2001.. 2105 

GI Descrip. (AB028133) Dof zinc finger protein [Oryza sativa] 



34585 



Seq. No. 34695 Seq. ID OJ990528_32 . 9922 . C7 

Gene No. 71683 Strand 

Start 14402 End 14912 

Name OJ990528_32 . 9922 . C7 . ol . gp Method AAT/GAP 

Start 14149 End 14843 

GI 718_3.R1084 Score 1085 

Exons 14149. .14644, 14763.. 14843 

GI Descrip. ' 54 8605/sp | P36886 | PSAK_HORVU 6.0e-63 PHOTOSYSTEM I REACTION 
CENTRE SUBUNIT X PRECURSOR (LIGHT-HARVESTING COMPLEX I 7 KD 

PROTEIN) (PSi-K) >gi_539055_pir A48527 photosystem I protein 

psaK precursor - barley >gi_304220 (L12707) photosystem I PSI-K 
subunit [Hordeum vulgare] 1 



Seq. No. 


34695 






Seq. ID 


OJ990528_32. 9922.C7 


Gene No. 


71683 






Strand 




Start 


14402 






End 


14912 


Name 


OJ990528 32. 9922. C7 


.o5 


.gs 


Method 


GENSCAN 


Start 


14402 






End 


14650 


GI 


none 






Score 


.83 


Exons ... .. . 


14402. .14650 










.Seq.._.No.._-,. 


3 4 £ 95^2-1 ~ \'Sl". 






Seq...., li- 


^QJ59052'O2 ."992OX. - 


Gene No . 


71683 • 






st rand ' 




Start 


14402 * 






End 


14912 


Name 


OJ990528 32. 9922. C7 


.ol 


tm 


Method 


TBLASTX: Maize 


Start 


14405 






End 


14838 


GI 


none 






Score 


245 


Exons 


14405. .14644, 14478 


. . 14645, 


14748. .14816, 14749 .. 14808, 



14767. .14820, 14805 .. 14837 , 14806. .14838 



Seq. No. 34695 

Gene No. 71683 

Start 14402 

Name OJ990528_32 . 9922 . C7 . o2 . np 

Start 14405 

GI 548605 

Exons 14405. . 14644, 14763 
GI Descrip. 



OJ990528 32. 9922. C7 



Seq. ID _ 
Strand 

End 14912 
Method AAT/NAP 
End 14912 
Score • 427 

14912 ■ 

PHOTOSYSTEM I REACTION CENTRE SUBUNIT X PRECURSOR 
(LIGHT-HARVESTING COMPLEX I 7 KD PROTEIN) (PSI-K) 
gi I 539055 I pir I I A48527 photosystem I protein psaK precursor - 
barley gi | 304220 . (L12707 ) photosystem . I PSI-K subunit [Hordeum 
vtilgare] ^ • ' * - 



Seq. No. 34695 

Gene No. 71683 

Start 14402 

Name OJ990528_32 . 9922 . C7 . ol . tc 

Start 14420 

GI none 

Exons 14420. . 14644, 144 8 1 .. 14 64 5 , 14760.. 14828 



Seq. ID • OJ990528_32.9922.C7 
Strand 

End 14912 
Method TBLASTX: Cress 
End 14 828 

Score 226' 



Seq. No. 34695 Seq. ID OJ990528_32 . 9922 . C7 

Gene No. 71683 ■ Strand 

Start 14402 End 14912 

Name OJ990528__32 . 9922 . C7 . ol . t s Method TBLASTX : Soybean 

Start 14420 End 14843 



34586 




GI 


none 


Score 


213 




Exons " 


14420.. 14 64 4, 14481.. 14 64 5, 


14760. .14843, 14767 


. . 14802 


Seq. No. 


34696 


Seq. ID 


OJ990528_ 


32. 9922 


Gene No. 


71684 


Strand 


+ 




Start 


749 


End 


1226 




Name 


OJ990528 32.9922.C8.ol.gp 


Method 


AAT/GAP 




Start 


749 


End 


1226 




GI 


16447 1.R1084 


Score 


887 




Exons 


749. .1226 









GI Descrip. 1 5042437/gb | AC007789 . 1 | AC007789 1.0e-34 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 1 



Seq. No. 34696 

Gene No. 71685 

Start 1076 

Name OJ990528_32 . 9922 . C8 . o2 . tm 

Start 799 

GI none 
Exons 



Seq. ID OJ990528_32.9922.C8 
Strand 

End 3667 

Method TBLASTX : Mai ze 

End 2049 

Score 42 



799. .831, 822. .887, 844. .906, 934. .957, 934. .948, 1076. .1258, 
1077. .1253, 1091. .1258, 1317. .152 9, . 1357. .14 91,. 1.606.. . .164 4.,.. . 
.1606., .1.6.4 4, ,.1983. .2048,.. 1987.. ...2049 _ . ■ _ ... , 



Seq. No. - 34696 
Gene No. 71685 
Start 1076 

Name OJ990528_32 . 9922 . C8 . ol . tc 

Start 1068 
GI none 

Exons 1068.. 1259, 1074.. 1244, 1076. 

1357. .1479 



Seq;- ID- 
Strand 
End 

Method 
End 
Score 
.1258, 



OJ990528- 32.9922';-G8- 



3667 

TBLASTX: Cress 
1479 
135 

1317. .1478, 1353. .1478, 



Seq. No. 34696 
Gene No. 71685 
Start 1076 

Name OJ990528_32 . 9922 . C8 . ol . gs 

Start . 1076 
GI none 

Exons 1076.. 1252, 1989.. 2047, 2271. 

3370. .3508 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2402, 



OJ990528 32. 9922. C8 



3667 
GENSCAN 
3508 
.92 

2548. .2703, 



3099. .3280, 



Seq. No. 

Gene ^o. 

Start 

Name 

Start 

GI 

Exons 



34696 
71685 
1076 

OJ990528_32. 9922.C8 .ol.np 

1079 

3132477 



.Seq. ID OJ990528_32.9922.C8 



Strand 
End 

Method 

End 

Score 



3667 
AAT/NAP 
3667 
1059 



1079. .1252, 1359. .1490, 1610. .1671, 1962. .2047, 2271. .2402, 
2548. .2703, 3099. .3280, 3370. .3551, 3595. .3667 



GI Descrip. (AC003096) unknown protein [Arabidopsis thaliana] 



Seq. No. 34696 Seq. ID 

Gene No. 71685 Strand 

Start 1076 End 

Name OJ990526_32 . 9922 . Cb . ol . ts Method 

Start 1341 End 

GI none Score 



OJ990528_32.9922.C8 
3667 

TBLASTX : Soybean 

3205 

104 



34587 



Exons 



1341. .1481, 1350. .1481, 1604. .1645, 1983. .2048, 1987. .2049, 
2272. .2418, 2273. .2428, 2531. .2683, 2532. .2705, 2546. .2713, 
2640.. 2705, 3097.. 3204, 3098.. 3205 



Seq. No. 34696 Seq. ID 

Gene No. 71685 Strand 

Start 1076 End 

Name OJ990528_32 . 9922 . C8 . ol . tm Method 

Start 2305 End 

GI none Score 

Exons 2305.. 2388, 2334 

2546.. 2713, 3097 



OJ990528_32. 9922.C8 
3667 

TBLASTX: Maize 

3667 

88 



2402, 2335. .2403, 2335. .2418, 2534. .2722, 

3279, 3098. .3280, 3098. .3280, 3099. .3281, 

3368.. 3511, 3369.. 3515, 3369.. 3521, 3370.. 3516, 3578.. 3667, 
3598.. 3663, 3605.. 3667 



Spa No 


34696 




Seq. ID 


OJ990528_32.9922. 


C8 


(2prip Mo 


71685 




Strand 






Start 


1076 




End 


3667 




Name 


OJ990528 32.9922 


.C8.o2.gp 


Method 


AAT/GAP 




Start 


3487 




End 


3667 




GI. ... 


428085 




Score 


154 . 




Exon s 

^l-J *\ lyl w ^ ^ 


3487. .,3508,- 3597 


. .3667 , 






-.—3 




_31324.7X.l-..0e-24,- 


(AQQb,3.b9.6.). 


..unknown protein- [Ar.ab.idQpsi.s_ 






thaliana] ■■■ 










Sea No 


34697 




Seq. ID 


OJ990428_31.9924. 


CI 




71686 




Strand 


+ 




Start 


1 




End 


629 




Name 


OJ990428 31.9924 


.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


629 




GI 


5734789 




Score 


300 




P von <5 


1. .629 










De^cr i n 

\J -L LJ \^ *J ^ wL • 


(AC007980) Hypothetical protein [Arabidopsis thaliana] 




Se=»a No 


34697 




Seq. ID 


OJ990428_31.9924. 




OCl 1C IN • 


71686 




Strand 


■ + 




Start 


1 




End 


629 




Name 


OJ990428 31.9924 


.Cl.ol.tc 


Method 


TBLASTX: Cress 




Start 


1 




End 


557 




GI 


none 




Score 


42 




Exons 


1..54, 174. .350, 


218. .289, 


222. .347, 411. .557 




Seq./ No. ■ 


34 697' 




Seq. ID 


, OJ990428_31. 9924. 


CI 


Gene No. 


71686 




Strand 


+ 




Start 


1 




End 


629 




Name 


OJ990428 31.9924 


.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


286 




GI 


none 




Score 


101 




Exons 


2.. 73, 3.. 92, 86 


..181, 87. 


.185, 173. .286, 174. .284 




Seq. No. 


34697 . 




Seq. ID 


OJ990428_31.9924. 


CI 


Gene No. 


71686 




Strand 


+ 




Start 


1 




End ■ 


629 




Name 


OJ990428_31. 9924 


.Cl.ol.gs 


Method 


GENSCAN 




3'tdi" c 


69 




End 


620 




GI 


none 




Score 


. 96 




Exons 


69. . 620 











34588 




Seq. No. 


34698 


Seq. ID 


OJ990428_31.9924 


.C2 


Gene No. 


.71687 


Strand 


+ 




Start 


255 


End 


1197 




Name 


OJ990428 31.9924.C2.ol.gs 


Method 


GENSCAN 




Start 


255 


End 


1197 




GI 


none 


Score 


.89 




Exons 


25S..324, 820. .1048, 1116. 


.1197 






Seq. No. 


34698 


Seq. ID 


OJ990428_31. 9924 


.C2 


Gene No. 


71688 


Strand 






Start 


917 


End 


1224 




Name 


OJ990428 31.9924.C2.ol.ts 


Method 


TBLASTX: Soybean 




Start 


904 


End 


1223 




GI 


none 


Score 


104 




Exons 


904. .930, 905. .1033, 915.. 


1031, 915. .1040, 916. .1032, 






1076. .1222, 1083. .1223 








Seq. No. 


34698 


Seq. ID 


OJ990428 31.9924 


.C2 


Gene No. 


71688 


Strand 






Start 


917 


End 


.1224. 




Name , _ _ 


. OJ990428 31.9924.C2.ol.tc- 


/ , v , Methods 


TBLASTX: Cress.. . 




Start \,. 


„ ao*8 , _ , 




,ii22_ _. ^ 


T— - 


GI - 


none - ~ . - . 


■ Score . 


101 




Exons 


908.'f'1033> 915.. 1025, 1079 


. .1222, -d083 


..1220 - 




Seq. No. 


34698 


Seq. ID 


OJ990428_31. 9924 


.C2 


Gene No. 


71688 


Strand 






Start 


917 


End 


1224 




Name 


OJ990428 31. 9924.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


914 


End 


1222 




GI 


none 


Score 


90 




Exons 


914. .1027, 915. .1031, 916. 


.1041, 1076. 


.1222, 1080.. 1220 




Seq. No. 


34698 


Seq. ID 


OJ990428_31.9924 


C2 


Gene No . 


71688 


Strand 






Start 


917 


-End ■ 


1224 




Name 


OJ990428 31.9924.C2.ol.np 


Method 


AAT/NAP 




Start 


917 


End 


1224 




GI 


6721108 


Score 


316 




Exons 


917. .1224 








G.I Descrip . 


(AC007396) T4012.16 [Arabidopsis thaliana] 


'■*■ 


Seq. No. ■ 


34699 


Seq. .ID 


*OJ990428_31.9924 


C3 


Gene No. 


71689 


Strand 






Start 


1 


End 


407 




Name . 


OJ990428 31.9924.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


393 




GI 


3540196-. 


Score 


284 




Exons 


1. .106, 193. .393 








GI Descrip. 


(AC004260) Putative amp-binding protein [Arabidopsis thalie 


Seq. No. 


34699 


Seq. ID 


OJ990428_31.9924 . 


C3 


Gene No. 


71689 


' Strand 






— 

uiai l 


I 


End 


407 




Name 


OJ990428 31.9924.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


407 





34589 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
.Start,..; . 
.Name... 

Start 

GI 

Exons 



none Score 139 

2. .145, 2. .106, 184. .219, 191. .253, 220. .393, 221. .394, 360. .407 



34699 
71689 
1 

OJ990428_31.9924.C3.ol.ts 
2 

none 



Seq. ID OJ990428_31. 9924 . C3 
Strand 

End 4 07 

Method TBLASTX : Soybean 

End 394 

Score 92 



2. .112, 3. .107, 220. .393, 221. .394 



34699 
71689 
1 

OJ990428_31. 9924 .C3.ol.tc 
5 

none 



Seq. ID OJ990428_31.9924.C3 

Strand 

End 4 07 

Method TBLASTX: Cress 

End 393 

Score '73 



5. .106, 6. .107, 184. .222, 217. .393, 221. .364 



34699 

71689 . . 

.,QjrV9JD^ 

• 193 - • ■ - 

none 

193. .393 



Seq. ID OJ990428_31.9924.C3 

Strand . .- _ . 

.End ■, .4 07^_^ r ^..,_ 
Method \^^QERSCm^^,^~^Jr^-^ 
End ■ - 393 ■ • - 
Score . 66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

Start .. 
GI 

Exons 

Seq. No. 
Gene ■ No . 
Start 
Name 
Start 



34700 
71690 
1 

OJ990428_31.9924.C6.ol.np 
1 

3170525 
1..281 

(AF054615) cellulase [Fragaria x ananassa] 



Seq. ID OJ990428_31.9924.C6 
Strand 

281 

AAT/NAP 
281 
257 



End 

Method 

End 

Score 



34700 
71690 - 
1 

OJ990428_31. 9924 .C6.ol.tc 
1 

none 



Seq.. ID OJ990428_31.9924.C6 

Strand 

End 281 

Method TBLASTX : Cress 

End 281 

Score .4 9 



.1. .45, 3. .68, 66.-.281, 76. .162, 205. .264 



34700 
71690 
1 

OJ990428_31. 9924.C6.ol.ts 
3 

none 

3. .80, 75. .281, 82. .162 

34700 

71690 

-i 
j. 

OJ9904 28_31. 9924 .C6.ol.gs 
16 



Seq. ID OJ990428_31. 9924 .C6 

Strand 

End 281 

Method TBLASTX : Soybean 

End 281 

Score 72 



Seq. ID OJ990428_31.9924.C6 

Strand 

End 281 

Method GENSCAN 

End 215 



34590 




GI 


none 


Score 


.57 






Exons 


16. .215 










Seq. No. 


34700 


Seq. ID 


OJ990428_31 


. 9924 


.C6 


Gene No. 


71690 


Strand 








Start 


1 


End 


281 






Name 


OJ990428 31.9924.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


108 


. End 


278 






GI 


none 


Score 


126 






Exons 


108. .278, 109. .261 










Seq. No. 


34701 


Seq. ID 


OJ990428 31, 


. 9924 , 


.C7 


Gene No. 


71691 


Strand 








Start 


208 


End 


630 






Name 


OJ990428 31.9924.C7.ol.gs 


Method 


GENSCAN 






Start 


208 


End 


630 






GI 


none 


Score 


.43 






Exons 


208. . 630 










Seq. No. 


34702 


Seq. ID 


OJ990428 31. 


. 9924 . 


,C9 


.Gene No. 


71692 


Strand 









Start. .. 




_End ll: . w ,., 


,18 6; 






- . -,Name^_,... 


ZZ-Q. J.99.0 42 .alii 9 9 2A.,.C,9l"p L .,gp,. 1 ~Z1 


^ Me/thpcL 


r a^t.Zg k%ZLZZl. 




— 


■St-art- ■ 


74 • : - • - • : - '-' 


• End- -"*'- -' 


186 - • — " 






GI . 


none 


Score 


184 






Exons 


74 . . 186 










Seq. No. 


34702 


Seq. ID 


OJ990428 31, 


. 9924 . 


C9 


Gene No. 


71692 


Strand 


+ ~ 






Start 


74 


End 


186 






Name 


OJ990428 31. 9924 .C9.ol.gs 


Method 


GENSCAN 






Start 


77 


End 


178 






GI 


none 


Score 


. 4 






Exons 


• 77. .178 










Seq. No. 


34703 


Seq. ID 


OJ990428 31. 


9924 . 


C10 


Gene No. 


71693 


Strand 








Start 


170 


End 


217 






Name 


OJ990428 31.9924 .C10. ol.gs 


Method 


GENSCAN 






Start 


170 


End 


217 






GI 


none 


Score 


. 93 






Exons 


170. .217 - 

* ■ ■''**"■. 




* 


♦ 




Seq. No. 


34704 


Seq. ID 


OJ990428 31. 


9924 . 


C14 


Gene No. 


71694 


Strand 


+ ~~ 






Start 


190 


End 


459 






Name 


OJ990428 31.9924.C14.ol.np 


Method 


AAT/NAP 






Start 


190 


End 


459 






GI 


2702268 


Score 


216 






Exons 


190. .459 










GI Descrip. 


(AC003033) putative glucanse 


f Arabidoo^ 

l_ li-L -i- V-^ *~ 


lis thaliana] 






Seq. No. 


34704. 


Seq. ID 


OJ990428_31. 


9924. 


C14 


Gene No, 


71694 


Strand 


+ 






C4 -U 


190 


End 


459 






Name 


OJ990428 31. 9924. C14. ol.gs 


Method 


GENSCAN 






Start 


195 


End 


419 







34591 




GI 


none 




Score 


.86 




Exons 


195. .419 










Seq. No. 


34704 




Seq. ID 


OJ990428_31. 9924 


:ci4 


Gene No. 


71694 




Strand 


+ 




Start 


190 




End 


459 




Name 


OJ990428 31.9924.C14.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


204 




End 


4 22 




GI 


none 




Score 


292 




Exons 


204. .422, 206. .421 










Seq. No. 


34704 




Seq. ID 


OJ990428_31.9924 


.C14 


Gene No. 


71694 




Strand 


+ 




Start 


190 




End 


459 




Name 


OJ990428 31.9924.C14.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


206 




End 


422 




GI 


none 




Score 


233 




Exons 


206. .313, 207. .422, 350 


. .391 








Seq. No. 


34704 




Seq. ID 


OJ990428_31.9924 


.C14 


Gene No.. . . . 


. . 7.1694 . . _ 




Strand 


. + 


— 


.Start. 






. End_ _ ... 


. 459 - _ _ 




Name f _„„ 


...-QJJ99042.8 3J.i324\...C1.4.,ol 


..tirt.,^. 


_ rt Methpd v ^ 


,.,TBLAS,IX^Mai.ze_ 




Start 


-206- - • 




End " • -' 


422- ■ *~ ----- 




GI 


none 




Score 


205 




Exons 


206. .394, 207. .422 










Seq. No. 


34705 




Seq. ID 


OJ990428_31. 9924 


.C15 


Gene No. 


71695 




Strand 


+ 




Start 


19 




End 


182 




Name 


OJ990428 31.9924.C15.ol 


. as 


Method 


GENSCAN 




Start 


19 




End 


182 




GI 


none 




Score 


.76 




Exons 


19. . 182 










Seq. No. 


34706 




Seq. ID 


OJ990428_31. 9924 


-C18 


Gene No. 


71696 




Strand 


+ 




Start 


534 




End 


615 




Name 


OJ990428 31.9924.C18.ol 


. as 


Method 


GENSCAN 




Start 


534 




End 


615 




GI 


none 




Score 


.73 




Exons 


534 . . 615 










Seq. No. 


34707 




Seq. ID 


OJ9*904 28.' '31 . 9924 


.C21 


Gene No. 


71697 




Strand 


+ 




Start 


5259 




End 


9755 




Name 


OJ990428 31.9924.C21.ol 


. np 


Method 


AAT/NAP 




Start 


5259 


End 


9755 




GI 


4680179 




Score 


5318 




Exons 


5259. .6321, 6355. .9755 










GI. Descrip. 


(AF111709) polyprote.in 


Oryza 


sativa subsp. indica] 




Seq. No. 


34707 




Seq. ID 


OJ990428J31. 9924 


.C21 


Gene No. 


71698 




Strand 


+ 




Start 


11963 




End 


13533 




Name 


OJ990428 31.9924.C21.o4 


■ gp 


Method 


AAT/GAP 




Start 


11785 




End 


12166 





34592 



GI 


uC-osflcyp033a04bl 


Score 


691 




Exons 


11785. .12166 








GI Descrip. 


' 601684 5/dbj I AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


34707 


Seq. ID 


OJ990428 


_31.9924.C21 


Gene No. 


71698 


Strand 


+ 




Start 


11963 


End 


13533 




Name 


OJ990428_31 . 9924 . C21 . o2 . gs 


Method 


GENSCAN 




Start 


11963 


End 


13533 




GI 


none 


Score 


. 54 




Exons 


11963. . 12034, 12871. .13533 








Seq. No. 


34707 


Seq. ID 


OJ990428 


31 . 9924 . C21 


Gene No. 


71699 


Strand 


+ 




Start 


14418 


End 


21423 




Name 


OJ990428 31. 9924 .C21.o2.np 


Method 


AAT/NAP 




Start 


14418 


End 


21423 




GI 


5091513 


Score 


' 1843 




Exons 


14418. .14709, 17182. .17702, 


17746. . 18610, 19364 


. . 20145, 




209.03. .2104 9,. 21204. .21423. 








GI Descrip . 


JAB0234 82) Hypothetical protein [Oryza 


, .s a ti vaj 




Seq. No. - - 


34707- ■ -■■ ■■ - - 


Seq. ID 


• OJ9904 28 


31- 9924 ~G21 


Gene No. 


71699 * 


Strand 


+ 




Start 


14418 


End 


21423 




Name 


OJ990428 31.9924.C21.o5.gp 


Method 


AAT/GAP 




Start 


15493 


End 


15874 




GI 


uC-osflcyp033a04bl 


Score 


647 




Exons 


15493. . 15874 








GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


34707 


Seq. ID 


OJ990428 


~> -L . Zf Z* rt • \~/ J. 


Gene No. 


71700 


Strand 






Start 


1667 


End 


1972 




Name 


OJ990428 31.9924.C21.ol.gp 


Method 


AAT/GAP 




Start 


1667 


End 


1972 




GI 


61605 3.R1084 


Score 


458 




Exons 


1667. .1972 









GI Descrip. 



f 1402920/emb|CAA66965| 2.0e-20 (X98321] 
thaliana] 1 - 



peroxidase [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 
Gene No. 
Start 
Name 



34707 Seq. ID OJ990428_31 . 9924 . C21 

71701 Strand 

2494 End 2928 

OJ990428_31. 9924 .C21.o2.gp Method AAT/GAP ' 

2494 End ' 2928 

2428185 Score 572 

2494 . .2928 

5852170/emb|AL117265.1|OST17804 1 . 0e-177 . Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone :t 17804 



34707 Sea. ID 

71702 Strand 

2951 End 

OJ990428_31. 9924.C21.o3.gp Method 



OJ9904 2fl_31 , 9924 -.021 

3680 
AAT/GAP 



34593 



# • 

Start 2951 End 3680 

GI . 101153_1.R1084 Score 448 

Exons 2951.. 3174, 3646.. 3680 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. No. 


34707 


Seq. ID 


OJ990428 31.9924 


.C21 


Gene No. 


71703 


Strand 






Start 


14349 


End 


14768 




Name 


OJ990428_31.9924.C21.o3.gs 


Method 


GENSCAN 




Start 


1 A O A fi 

14 .34 9 


End 


14 7 68 




GI 


none 


Score 


1 




Exons 


14349. . 14768 








Seq. No. 


34707 


Seq. ID 


OJ990428 31.9924 


. C21 


Gene No. 


71704 


Strand 






Start 


23325 


End 


24112 




Name 


OJ990428 31.9924.C21.o3.np 


Method 


AAT/NAP 




Start 


23325 


End 


24112 




GI 


1184100 


Score 


77 




Exons 


23325. .2382 L, 2.4 068 ... 24 112 








GI. .Descrip 


{ U 4 59 5 8j ) , .pis tl 1 _.e x te n sin- like 


protein 


. [Nicotiana alata] 


: ^™=rr 


Seq.- No. 


• 34*707 * - ■ "-"*-■- ' 


Seq. ID' 


OJ990J28- 31. 9924 1 


.- C-2-1- - 


Gene No. 


71705 


Strand 






Start 


25022 


End 


25508 




Name 


OJ990428 31.9924.C21.o6.gs 


Method 


GENSCAN 




Start 


25022 


End 


25508 




GI 


none 


Score 


. 98 




Exons 


25022. .25053, 2538 8.. 25508 








Seq. No. 


34707 


Seq. ID 


OJ990428 31.9924 


.C21 


Gene No. 


71706 


Strand 






Start 


25481 


End 


26273 




Name 


OJ990428 31. 9924 .C21.o7.tw 


Method 


TBLASTX: Wheat 




Start 


5489 


End 


5849 




GI 


none 


Score 


278 




Exons 


5489. .5848, 5490. .5849 








Seq. No. 


34707 


Seq. ID 


OJ990428 31.9924 


. C21 


Gene No. 


71706 


Strand 






Start 


• 25481 


.End • ■ 


26273' • 




Name 


OJ990-428 31. 9924.C21.o7. tm * 


Method 


TBiXsTX: Maize - 




Start ' 


6346 


End 


6699 




GI 


none 


Score 


188 




Exons 


6346. .6699 








Seq. No. 


34707 


Seq. ID 


OJ990428_31. 9924 


.C21 


Gene No. 


71706 


Strand 






Start 


25481 


End 


26273 




Name 


OJ990428 31. 9924 .C21.o8.tw 


Method 


TBLASTX: Wheat 




Start 


6382 


End 


6804 




GI 


none 


Score 


164 




Exons 


6382. .6591, 6438. .6590, 6636.. 


6749, 6637. . 6804 




Seq. No. 


34707 


Seq. ID 


OJ990428_31.9924 , 


.C21 


Gene No. 


71706 


Strand 







34594 



Start 


25481 








End 


26273 


Name 


OJ990428 31. 


9924 


.C21.o4 


. tw 


Method 


TBLASTX : Wheat 


Start 


6919 ~ 








End 


7401 


GI 


none 








Score 


52 


Exons 


6919. . 6969, 


7023 


. . 7358, 


7024 . 


.7401 




Seq. No. 


34707 








Seq. ID 


OJ990428_31.9924.C21 


Gene No. 


71706 








Strand 




Start 


25481 








End 


26273 


Name 


OJ990428 31. 


9924 


.C21 .06. 


. tm 


Method 


TBLASTX: Maize 


Start 


6931 








End 


7220 


GI 


none 








Score 


269 


Exons 


6931 . . 7218, 


7029 


. . 7220 








Seq. No. 


34707 








Seq. ID 


OJ990428_31.9924.C21 


Gene No. 


71706 








Strand 




Start 


25481 








End 


26273 


Name 


OJ990428 31. 


9924 


. C21.o3. 


. tm 


Method 


TBLASTX: Maize 


Start 


7288 








End 


7779 


GI 


none 








Score 


167 


Exons 


728.8 . .74 67, 


7296 


. . 7442, 


7474 . 


.7779, 7539.. 7667, 7695.. 7745 . . 


Sejq,.^NQ^.--^. 






,. t >. 




Js.eq-.,,.LD. 


Z,o ji^Az a3 1.3 9Z&.JZ2X 


Gene No . - - 


: 71706- - - 




... 




■Strand 




Start 


25481 








End ■ 


26273 


Name 


OJ990428 31. 


9924 


. C21 .ol . 


. ts 


Method 


TBLASTX: Soybean 


Start 


7342 ~~ 








End 


7737 


GI 


none 








Score 


57 


Exons 


7342. .7374, 


7344 


. . 7373, 


7378 . 


.7737, 7380. .7418, 7446. .7736 


Seq. No. 


34707 








Seq. ID 


OJ990428_31.9924.C21 


Gene No. 


71706 








Strand 




Start 


25481 








End 


26273 


Name 


OJ990428 31. 


9924 


.C21.o5. 


. tw 


Method 


TBLASTX .-Wheat 


Start 


7450 ~~ 








End 


7752 


GI 


none 








Score 


378 


Exons 


7450. .7752, 


7452, 


. . 7736, 


7453. 


.7746 




Seq. No. 


34707 








Seq. ID 


OJ990428_31.9924.C21 


Gene No. 


71706 








Strand 




Start 


25481 








End 


26273 


Name 


■ OJ990428 31. 


9924 , 


.C21 ,o3-. 


tw ' 


Method 


TBLASTX: Wheat 


•Start ' 


7753 


» ■ 






;End 


8175 


GI 


hone 








Score 


575 


Exons 


7753. . 8175, 


7785. 


. . 8174 








Seq. No. 


34707 








Seq. ID 


OJ990428_31.9924.C21 


Gene No. 


71706 








Strand 




Start 


25481 








End 


26273 


Name 


OJ990428 31. 


9924 . 


.C21 .o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


7824 _ 








End 


8187 


GI 


none 








Score 


482 


Exons 


7824. .8174, 


7825. 


. .8178, 


7825. , 


.8187 




Seq. No. 


34707 








Seq. ID 


OJ990428_31.9924.C21 


Gene No. 


71706 








Strand 




Start 


25481 








End 


26273 



34595 




Name OJ990428_31 . 9924 . C21 . o2 . tw Method TBLASTX : Wheat 

Start 8178 End 8745 

GI none Score 64 6 

Exons 8178.. 8744, 8209.. 8745 

Seq. No. 34707 Seq. ID OJ9904 28_31 . 9924 . C21 

Gene No.. 71706 Strand 

Start 25481 End 26273 

Name OJ990428_31 . 9924 .C21.ol.tc Method TBLASTX : Cress 

Start 8452 End 8769 

GI none Score 89 

Exons 8452.. 8625, 8626.. 8769, 8628.. 8768 

Seq. No. 34707 Seq. ID OJ990428_31 . 9924 . C21 

Gene No. 71706 Strand 

Start 25481 End 26273 

Name OJ9904 28_31 . 9924 . C21 . o2 . ts Method TBLASTX : Soybean 

Start 8533 End 8793 

GI none Score 295 

Exons 8533.-8793, 8538.. 8792 

. Seg- it No...^_ - : „ 34 7.0.7 wWi .v -ii . „^.,..__,v.~ ... -.-—Seq ID, QJ990428_J51 . 9924,. C2 1_ 

,._Gene Ja,..,' w .,„ JXXOh .^.^ Tfr ^_.,..^ r _. _ .Strand,.,... ..- ... . '1,.^.^^.^^^^^^^. 

Start- 25481 - • ■ - ' ' - " End ' 26273 --- '•' - : '- : - - 

Name OJ990428_31 . 9924 . C21 . o4 . tm Method TBLASTX : Maize 

Start 8591 End 8883 

GI none Score 8 6 

Exons 8591. .8758, 8592. .8879, 8593. .8883 

Seq. No. 34707 Seq. ID OJ990428_31 . 9924 . C2 1 

Gene No. 71706 Strand 

Start 25481 End 26273 

Name OJ990428_31 . 9924 . C21 . ol . tw Method TBLASTX : Wheat 

Start 8752 End 13266 

GI none Score 693 

Exons 8752. .9378, 8808. .9266, 9124. .9375, 128 68 .. 13266, 12877 .. 12981 , 
12882. .13154, 13141. .13263 

Seq. No. . 34707 Seq. ID OJ990428_31 . 9924 . C21 

Gene No. 71706 Strand 

Start 25481 End 26273 

Name - OJ990428_31 . 9924 . C21 . ol . tm Method TBLASTX : Maize •.■ 

Start " 8932 • r • *■ . End '. - 13419 

GI none Score 231 

Exons 8932.. 9093, 8940. .9086, 9091. .9531, 9093.. 9515, 9253. .9516, 

12868. .12981, 12885 .. 12974 , 1297 9 .. 134 1 9, 12981 .. 13403, 
13141. .13404 

Seq. No. 34707 Seq. ID OJ990428_31 . 9924 . C2 1 

Gene No. 71706 Strand 

Start 25481 End 26273 

Name OJ990428_31 . 9924 . C21 . 06 . tw Method TBLASTX: Wheat 

Start 9378 End 13599 

GI none Score 325 

Exons 9378.. 9647, 9379.. 9711, 9382.. 9690, 132 66 .. 13535 , 13267 13599, 
13270. .13578 



34596 



Seq. No. 34707 Seq, ID 

Gene No. 71706 Strand 

Start 25481 End 

Name OJ990428_31 . 9924 . C21 . o5 . tm Method 

Start 25386 End 

GI none Score 

Exons 25386. .25448, 25386 25454 , 25387 

25453. .25503, 25574 .. 25711, 25575 



OJ990428 31.9924.C21 



26273 

TBLASTX: Maize 
25711 
55 

25482, 25437. .25508, 
25709 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34707 Seq. ID OJ990428_31 . 9924 . C21 

71706 Strand 

25481 End 26273 

OJ990428_31. 9924 .C21.o4 . np Method AAT/NAP 

25481 End 26273 

3152595 Score 181 

25481. .25748, 26163. .26273 

(AC002986)~ Similar to D. melanogaster sno gene gb|U95760. EST 
gb|N97148 and gb|Z26221 come from this gene. [Arabidopsis 
thaliana] 



Se.q. No. 34708 

.Gene..No... ^^_7.1ZQ7.. : __,_,.. . _ _ 

.Stari__ _2S5. s ...„..,™ J— 

Name ' - • - OJ9904 28_31 . 9924 . C22 . ol. tm 

Start 294 

GI none 

Exons 294.. 416, 295.. 417, 295 

506. .619, 508. .615 



Seq. ID 
% St rand ... 
^EndJ 



OJ990428 3.1..9924....C22 . 



_ -83.Q , 
Method TBLASTX: Maize 
End 619 
Score 175 
420, 296. .421, 490. .615, 503. .613, 



Seq. No. 34708 Seq. ID OJ990428_31 . 9924 . C22 

Gene No. 71707 Strand 

Start 295 End 830 

Name OJ990428_31 . 9924 . C22 . ol . np Method AAT/NAP 

Start 295 End 830 

GI 3152595 Score 195 

Exons 295... 418, 504. .615, 792. .830 

GI Descrip. (AC002986) Similar to D. melanogaster sno gene gb|U95760. EST 
gb|N97148 and gb|Z26221 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



34708 
71707 • 
295 ' 
OJ990428 
295 
none 

295. .418 



31.9924.C22.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_31.9924.C22 

830 . ' % * 

GENSCAN 

418 

.93 



Seq. No. 34709 Seq. .ID 

Gene No. 71708 Strand 

Start 2790 End 

Name OJ990428_31 . 9924 . C23 . o2 . gs Method 

Start 2790 End 

GI none Score 

Exons 2790.. 3005, 3900.. 3974 



OJ990428_31. 9924 .C23 
+ 

3974 
GENSCAN 
3974 
.55 



Seq. No. 



34709 



Seq. ID OJ990428_31. 9924 .C23 



34597 




Gene No. 


71709 Strand 


+ 




Start 


9533 End 


10341 




Name 


OJ990428 31.9924.C23.o4.gs Method 


GENSCAN 




Start 


9533 End 


10341 




GI 


none Score 


.77 




Exons 


9533.. 9625, 1024 0 .. 10269, 10324,. 10341 






Seq. No. 


34709 Seq. ID 


OJ990428_31.9924 


.C23 


Gene No. 


71710 Strand 






Start 


1 End 


2238 




Name 


OJ990428 31.9924.C23.ol.np Method 


AAT/NAP 




Start 


1 End 


1347 • 




GI 


2914700 Score 


353 




Exons 


1. .259, 1202. .1347 






GI Descrip. 


(AC003974) 26S proteasome regulatory subunit [Arabidops 


is 




thaliana] 






Seq. No. 


34709 Seq. ID 


OJ990428_31. 9924 


.C23 


Gene No. 


71710 Strand 






Start 


1 End 


2238 




Name 


..OJ990428 31. 9924 .C23.ol.gs. .Method 


GENSCAN . . 




Start 


,_9QU.. End.. 


2238 




-GI-.. 


,_.none.,._ , ~_ S.core .....,„ _ 


8.4 


Exons 


■ 90. .259, 1202. ; . 17-39-, 2094.. 2238 






Seq. No. 


34709 Seq. ID 


OJ990428_31.9924 


.C23 


Gene No. 


71711 Strand 






Start 


4819 End 


8999 




Name 


OJ990428 31 . 9924 .C23 ,o3.gs Method 


GENSCAN 




Start 


4819 End 


8987 




GI 


none Score 


. 96 




Exons 


4819. .5625, 5870. .6200, 8641. .8987 






Seq. No. 


34709 Seq. ID 


OJ990428_31.9924 


.C23 


Gene No. 


71711 Strand 






Start 


4819 End 


8999 




Name 


OJ990428 31.9924 .C23.o2.np Method 


AAT/NAP 




Start 


4843 End 


8-999., 




GI 


6223646 Score 


1132 




Exons 


4843. .5612, 5855. .6200, 8641. .8999 






GI Descrip. 


(AC011698) putative beta-1 , 3-glucanase 


[Arabidopsis thaliana] 


Seq. No. 


34709' ' ' * • . Seq. ID " 


OJ990428^31'. 9924 


.C23 ' 


Gene No. 


71712 '. " ' Strand 






Start ' 


11778 End 


13053 




Name 


OJ990428 31.9924.C23.o3.tc Method 


TBLASTX: Cress 




Start 


61 End 


1335 




GI 


none Score 


66 




Exons 


61. .246, 94. .249, 231. .-263, 1213. .1335 






Seq. No. 


34709 Seq. ID 


OJ990428_31. 9924 


.C23 


Gene No-. 


71712 Strand 






Start 


11778 End 


13053 




Name 


OJ990428_31 . 9924 . C23 . o4 . ts Method 


TBLASTX: Sovbean 




Star I 


61 End 


1398 




GI 


none Score 


73 




Exons 


61. .246, 94. .249, 1213. .1398 







34598 




Seq. No. 


34709- 








Seq. ID 


OJ990428_31. 9924 .C23 


Gene No . 


71712 








Strand 




Start 


11778 








End • 


13053 


Name 


OJ990428 31 


9924 


.C23 .o2 


. tc 


Method 


TBLASTX : Cress 


Start 


4889 ~ 








End 


5146 


GI 


none 








Score 


139 


Exons 


4889. . 5146, 


4924 


. .5145 








Seq. No. 


34709 








Seq. ID 


OJ990428_31.9924.C23 


Gene No . 


71712 








Strand 




Start 


11778 








End 


13053 


Name 


OJ990428 31 


9924 


,C23.ol 


. ts 


Method 


TBLASTX : Sovbean 


Start 


* 4903 ~ 








End 


5218 


GI 


none 








Score 


184 


Exons 


4903. . 5217, 


4925 


. .5218 








Seq. No. 


34709 








Seq. ID 


OJ990428_31. 9924 .C23 


Gene No. 


71712 








Strand 




Start 


11778 








End 


13053 


Name 


.OJ990428 . 31 . 


9924 


. C23 ..ol 


. tm 


Method . 


TBLASTX :Maize . 


Start 


4 924 _~ 


' ■»-•'*■*■'"'*" 






.. End. 


6008 -. •• - 


GI , 1~ 


..none... _^ v ._. 








Score.. .... 


.23.0 . 


Exons * 


4924 . . 5226> 


4949 


. .5218/ 


5065. 


.5226, 5263. ,5628-, 5276.. 5626, 




5547 . . 5627, 


5870 


. . 6007, 


5913 . 


.6008 - 




Seq. No. 


34709 








Seq. ID 


OJ990428_31 . 9924 .C23 


Gene No . 


71712 








Strand 




Start 


11778' ' 








End 


13053 


Name 


OJ990428 31. 


9924 


C23 . o2 


ts 


Method 


TBLASTX : Soybean 


Start 


5339 ~~ 








End 


5583 


GI 


none 








Score 


205 


Exons 


5339. .5575, 


5341 


. 5583 








Seq. No. 


34709 








Seq. ID 


OJ990428_31.9924.C23 


Gene No. 


71712 








Strand 




Start 


11778 








End 


13053 


Name 


OJ990428 31 . 


9924 


C23 . ol 


tc 


Method 


TBLASTX: Cress 


Start 


5542 ~ 








End 


6224 


GI 


none 








Score 


80 


Exons 


• 5542 . .5625, 


5873 


. 5926, 


5924 . 


.6025, 5925.. 6026, 6002. ,6202, 




604.2 . . 6224 












Seq. No. 


.34709 








Seq. ID 


OJ990428_31. 9924 ,C23 


Gene No . 


71712 








Strand 




Start 


11778 








End 


13053 


Name 


OJ990428 31. 


9924 . 


C23 . o3 . 


ts 


Method 


TBLASTX: Soybean 


Start 


5955 ~ 








End 


8907 


GI 


none 








Score 


179 


E von *5 


5955 6224 . ' 


5957 , 


6202 


8 641. 


.8907, 8652.. 8906 


Seq. No. 


34709 








Seq. ID 


OJ990428_31.9924.C23 


Gene No. 


71712 








Strand 




Start 


11778 








End 


13053 


Name 


OJ9y0428 31. 


9924. 


C23.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6068 








End 


8904 


GI 


none 








Score 


122 



34599 



Exons 6068.. 6202, 6069.. 6212, 8640.. 8903, 8641.. 8904 



Seq. No. 34709 Seq. ID 

Gene No. 71712 Strand 

Start 11778 End 

Name OJ990428_31 . 9924 . C23 . o4 . tc Method 

Start 8658 End 

GI none Score 

Exons 8658.. 8912, 8668.. 8904 



OJ990428_31 . 9924 . C23 
13053 

TBLASTX: Cress 

8912 

141 



Seq. No. 34709 Seq. ID' 

Gene No. 71712 Strand 

Start 11778 End 

Name OJ990428_31 . 9924 . C23 . o5 . gs Method 

Start 11778 End 

GI none Score 

Exons 11778. .11907, 12970.. 13053 



OJ990428_31.9924.C23 

13053 
GENSCAN 
13053 
.77 



Seq. No. 
Gene No. 
Start. 
Name 

GI- 
Exons 

GI Descrip. 



34710 Seq. ID OJ990428_31 . 9924 . C24 

71713 Strand + 

3732 . .. . .. End 7.833 _ . .. 

_ OJ990428_31 .,9924X24 .o3-np_ _ .Method. AAT/NAP , 

.1708137 • • Score • - 114-' ■■ - ' 

3174. .3195, 6050. .6174, 6665 .. 67 62 , 7635 .. 7833 

POTENTIAL HEME-BINDING' PROTEIN gi | 2147497 | pir | | S73153 

hypothetical protein 10.- Porphyra purpurea chloroplast 

gi | 1276698 (U38804) hypothetical chloroplast ORF 10. [Porphyra 

purpurea] 



Seq. No. 


34710 






Seq. ID 


OJ990428_31.9924 


.C24 


Gene No. 


71713 






Strand 


+ 




Start 


3732 






End 


7833 




Name 


OJ990428 31 


.9924.C24.o2 


.gs 


Method 


GENSCAN 




Start 


3732 






End 


5919 




GI 


none 






Score 


. 96 




Exons 


3732. .3925, 


4241. .4826, 


5420. 


.5505, 5742.. 5919 




Seq. No. 


34710 






Seq. ID 


OJ990428_31. 9924 


.C24 


Gene No. 


71713 






Strand 


+ 




Start 


3732 






End 


. 7833 




Name 


OJ990428 31 


.•99.24-. C24.o2 


.np 


Method 


AAT/NAP 




Start 


3841 






End ' . 


'5 916 




GI 


2980762 






Score 


443 




Exons 


3841. .3949, 


4327. .4826, 


5420. 


.5505, 5742.. 5916 




GI Descrip. 


(AL022198) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


34710 






Seq. ID 


OJ990428_31.9924 


.C24 


Gene No. 


.71713 






Strand 


+ 




Start 


3732 






End 


7833 




Name 


OJ990428 31 


. 9924 .C24.ol 


• gp 


Method 


AAT/GAP 




Start 


7103 






End 


7616 




GI 


none 






Score 


963 




Exons 


7103. .7616 












Seq. No. 


34710 






Seq. ID 


OJ990428_31. 9924 


C24 


Gene No. 


71714 






Strand 







34600 




Start 


57 








End 


878 




Name 


OJ990428 31 


.9924 


C24.ol 


. as 


Method 


GENSCAN 




Start . 


.57 








End 


878 




GI 


none 








Score 


. 68 




Exons 


57. .323, 478. .555, 567. 


. 878 








Seq. No. 


34710 








Seq. ID 


OJ990428_31.9924 


.C24 


Gene No. 


71714 








Strand 






Start 


57 








End 


878 




Name 


OJ990428 31 


9924, 


C24 .o2 


. tm 


Method 


TBLASTX: Maize 




Start 


481 








End 


803 




GI 


none 








Score 


162 




Exons 


481. .570, 573. .803 










Seq. No. 


34710 








Seq. ID 


OJ990428_31. 9924 


. C24 


Gene No. 


71715 








Strand 






Start 


4545 








End 


6156 




Name 


OJ990428 31. 


9924 . 


C24 .ol 


.tm 


Method 


TBLASTX: Maize 




Start 


4545 








End 


6156 




GI 


none 








Score 


125 




Exons 


4545. .4625, 


4547. 


.4627, 


- 4 63.0 . 


.4827, 4665. .4826, 4688. .4 


834, . 




.. ; 4 688 . .4 837.,. 


J 698.. 


.4856, 


5419.. 


.550.8, .5420. .5506,^542.0 ... 5512, 




,_.._5,73X...-..5916^* 

" 


.5.73.9. 


..,59.2.1,.. 




...592.2 , ( . i3ii^. t 6l5i,^io,64..... T 6J^i w r. 


Seq. No. 


34710 








Seq. ID 


OJ990428_31.9924 


.C24 


Gene No. 


71715 








Strand 






Start 


4545 








End 


6156 




Name 


OJ990428 31. 


9924. 


C24 .ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


5755 








End 


6141 




GI 


none 








Score 


188 




Exons 


5755 . . 5922, 


5755. 


. 5913, 


5819. 


.5920, 6061. .6141 




Seq. No. 


34710 








Seq. ID 


OJ990428_31. 9924 


.C24 


Gene No. 


71716 








Strand 






Start 


' 7636 








End 


7773 




Name 


OJ990428 31. 


9924. 


C24 .o3 


tm 


Method 


TBLASTX: Maize 




Start 


7636 








End 


7773 




GI 


none 








Score 


71 




Exons 


7636. .7677, 


7638. 


.7676, 


7669. 


7773, 7680. .7772 




Seq. No. 


34711 








Seq. ID 


OJ990428_31. 9924 


.C26 


Gene No. 


. 71717 








Strand 


t ■+ . 




Start 


' " 3899 








End ■ 


' 7435 : 




Name 


OJ990428 31. 


9924 . 


C26.o2. 


as 


Method 


GENSCAN 




Start 


3899 








End 


7435 




GI 


none 








Score 


.73 




Exons 


3899. .3981, 


4209. 


.4302, 


4527 . , 


4747, 4764. .4934, 5188. .5289, 




5898. .5949, 


7199. 


.7435 










Seq. No. 


34711 








Seq. ID 


OJ990428_31. 9924 


.C26 


Gene No. 


71718 








Strand 


+ 




Start 


9175 








End 


18274 




Name 


OJ990428 31. 


9924. 


C26.o2. 


np 


Method 


AAT/NAP 




Start 


9121 








End. 


18274 ' 




r-x 


31525 95 








Score 


908 




Exons 


9121. .9186, 


9220. 


.9693, 


10873. 


.10941, 


11075. . 11248, 






11337. .11467 


, 11590. . 11666, 18249. .18274 





34601 



GI Descrip. (AC002986) Similar to D. melanogaster sno gene gb|U95760. EST 
gb|N97148 and gb|Z26221 come from this gene. [Arabidopsis 
thaliana] 

Seq. No.. 34711 Seq. ID OJ990428_31 . 9924 . C26 

Gene No. 71718 Strand + 

Start 9175 End ■ 18274 

Name OJ990428_31 . 9924 . C26 . o4 . gs 'Method GENSCAN 

Start 9175 End 11948 

GI none Score .71 

Exons 9175.. 9783, 10876. . 10941, 11075 .. 11248, 11337 .. 114 67 , 

11590. . 11666, 11845. .11948 



Seq. No. 34711 

Gene No. 71718 

Start 9175 

Name OJ990428_31 . 9924 . C26 . ol . gp 

Start 14469 

GI LIB3477-003-P1-K1-E9 

Exons 14469. . 14574 

.GI Descrip. f 24 9858 6/sp | Q4 0.63.8 I MP01_ORYSA 2.0e-24 MAJOR POLLEN .ALLERGEN ORY 

. „ .... . .., S.JL . PRECURSOR ..(ORY. S ,1 ) , >gi^ll73557 . (U31771 ) M Ory. s 1 [Oryza 



Seq. ID OJ990428_31.9924.C26 

Strand + 

End 18274 

Method AAT/GAP 

End 14574 

Score 129 



Seq. No. 34711 

Gene No. 71719 

Start 1 

Name OJ990428_31 . 9924 . C26 . ol . np 

Start 1 

GI 4206306 

Exons 1. .2502 

GI Descrip. (AF049110) prpol [Zea mays] 

Seq. No. 34711 

Gene No. 71719 

Start 1 

Name OJ990428_31 . 9924 . C26 . ol . gs 

Start 19 

GI none 

Exons 19.. 2209, 2227.. 2348, 2483.-2662 



Seq. ID OJ990428_31.9924.C26 
Strand 

End 2662 

Method AAT/NAP 

End 2502 

Score 1097 



Seq. ID OJ990428_31.9924.C26 
Strand 

End 2662 

Method GENSCAN 

End 2662 

Score .94 



Seq. . No.. . 34711 

Gene No.' - 71720 ' 

Start 8309 

Name OJ990428_31 . 9924 . C26 . o4 . ts 

Start 34 

GI none 

Exons 34.. 342, 124.. 237 



Seq. ■ ID OJ990428_31 . 9924 .C26 

Strand ■ - • 

End * 8 695 ' " 

Method TBLASTX : Soybean 

End 342 

Score 72 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



34711 
71720 
8309 

OJ990428_31.9924 .C26.o3.tw 

763 

none 



Seq. ID OJ990428_31 . 9924 .C26 
Strand 

End 8695 

Method TBLASTX : Wheat 

End 1162.. 

Score 42 



763. .1032, 815. .916, 953. .1033, 1072. .1161, 1073. .1162 



34602 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34711 
71720 
8309 

OJ990428_31.9924.C26.o2.ts 

794 

none 



Seq. ID OJ990428_31.9924.C26 
Strand 

End 8 695 

Method TBLASTX : Soybean 

End 1207 

Score 139 



794. .1048, 796. .1047, 1069. .1206, 1073. .1207 



Seq. No. 34711 

Gene No. 71720 

Start 8309 

Name OJ990428_31 . 9924 . C26 . o3 . ts 

Start 1357 

GI none 
Exons 



Seq. ID OJ990428_31.9924.C26 
Strand 

End 8695 

Method TBLASTX : Soybean 

End 1827 

Score 83 



1357. .1545, 1364. .1501, 1546. .1827, 1565. .1789 



Seq. No. 34711 
Gene No. 71720 
Start 8309 

Name OJ990428_31 . 9924 .C26.o2.tw 

Start . 1444 . ...... .. ... 

,GI _ fc _ none_ _ _ ^ . 

'Exons 7„ . 77 717 i 444^^54 5., Zl 50^1 1X8Z4 .'L, "7 . 



Seq. ID OJ990428_31.9924.C26 
Strand 

End 8695 

Method TBLASTX : Wheat 

End 1824 

Score . 191 



Seq. No. 34711 

Gene No. 71720 

Start 8309 

Name OJ990428_31 . 9924 . C26 . ol . tm 

Start 1513 

GI none 
Exons 



Seq. ID OJ990428_31.9924.C26 
Strand 

End 8 695 

Method TBLASTX : Mai ze 

End 1974 

Score 283 



1513. .1974, 1514. .1972, 1693. .1974 



Seq. No. 34711 

Gene No. 71720 

Start 8309 

Name OJ990428_31 . 9924 .C26 . ol . tw 

Start 1843 

GI none 
Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



Seq. ID OJ990428_31.9924.C26 
Strand 

End 8695 

Method TBLASTX : Wheat 

End 224 9 

Score 266 



1843. .2187, 1844. .2176, 1846. .2202, 2160. .2249, 2193. .2249 



34711 - 

71720 

8309" 

OJ990'428_31 . 9924 . C26 o2 . tm 

1975 

none 



Seq. ID OJ990428_31.9924.C26 

.Strand - . \ 

End * 8695' ' 

Method TBLASTX: Maize . ." 

End 2193 

Score 205 



1975. .2193, 1976. .2176, 1993. .2193 



Seq. No. 34711 

Gene No. 71720 

Start 8309 

Name OJ990428_31 . 9924 . C26 . o5 . ts 

Start 2044 

GI ' none 

Exons 2044.. 2178, 2193.. 2399, 2221, 



Seq. ID OJ990428_31.9924.C26 
Strand 

End 8695 

Method TBLASTX : Soybean 

End 2400 

Score 67 
.2400 



Seq. No. 



34711 



Seq. ID OJ990428_31.9924.C26 



34603 




Gene No. 


71720 


Strand 




Start 


8309 


End 


8695 


Name 


OJ990428 31.9924.C26.o3.gs 


Method 


GENSCAN 


Start 


8309 


End 


8695 


GI 


none 


Score 


. 99 


Exons 


8309. .8401, 8492. .8695 






Seq. No. 


34711 


Seq. ID 


OJ990428_31. 9924 


Gene No. 


71721 


Strand 




Start 


11101 


End 


11681 


Name 


OJ990428 31.9924.C26.ol.ts 


Method 


TBLASTX: Soybean 


Start 


11101 


End 


11681 


GI 


none 


Score 


198 


Exons 


11101. . 11247, 11102. .1124 8, 


11105. .11251, 11330. .114 4 3, 




11334. .114 68, 11336. .114 67, 


11571. .11681, 11594. .11665 


Seq. No. 


34712 


Seq. ID 


OJ990428_31.9924 


Gene No. 


71722 


Strand 


+ 


Start 


1 


End 


2985 


Name 


OJ990428 31.9924.C27.ol.np 


Method 


AAT/NAP 


Start 


1 


„ End. 


2985. 


GI . 


. ,..3152595 _ . , . . ; 


Score 


,4 54 _ . 


.Exons.,, .... 


S, \3$f.* iZ8,.,...3.6 9.,_ 4,9 2.,. , , 5jSS., r 




.235.3.. H&5Z™ 7 , l 



GI- De scrip-.- - (AC002986) -Similar to D -melanogaster sno - gene -gb*| U957 60 . - * EST 



gb|N97148 and gb'|Z26221 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 


34712 


Seq. ID 


OJ990428_31.9924.C27 


Gene No. 


71723 


Strand 




Start 


861 


End 


2313 


Name 


OJ990428 31.9924.C27.o2.gs 


Method 


GENSCAN 


Start 


861 


End 


2313 


GI 


none 


Score 


. 67 


Exons 


861. .1330, 2104. .2204, 2294. 


.2313 




Seq. No. 


34713 


Seq. ID 


OJ990428_31. 9924 .C28 


Gene No. 


71724 


Strand 


+ 


Start 


841 


End . 


3284 


Name 


OJ990428 31.9924 .C28.o'l.np 


Method 


AAT/NAP 


Start 


841 


End 


2775 


GI 


3152595- 


Score 


538 


Exons 


. 841. .911, 1102. .1183, 1384.; 


1512,. 1751 


. .1894, , 2343. .2445, 




'2629. .2775 






GI Descrip. 


(AC002986) Similar to D. melanogaster 


sno gene gb|U95760. " EST 




gb|N97148 and gb|Z26221 come 


from this 


gene . [Arabidopsis 




thaliana] 






Seq. No. 


34713 


Seq. ID 


OJ990428_31.9924.C28 


Gene No. 


71724 


Strand 


+ 


Start 


841 


End 


3284 


Name 


OJ990428 31.9924.C28.ol.gs 


Method 


GENSCAN 


Start 


851 


End 


3284 


GI 


none 


Score 


.79 


Exons 


851. .911, 1102. .1183, 1384.. 


1512, 1751 


. .1894, 2343. -?445,- 




2626. .27b4, 3186. .3284 






Seq. No. 


34713 


Seq. ID 


OJ990428_31. 9924 .C28 



34604 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



71724 
841 

OJ990428_31. 9924 .C28 .ol.tm 
1480 



none 
1480. 
2340. 
2657. 



Strand 
End 

_ Method 

End 
Score 

1527, 1747. .1881, 1748. .1894, 1750. .1995, 2339. .2446, 
2447, 2343. .2447, 2347. .2448, 2625. .2747, 2625. .2705, 
2755 



+ 

3284 

TBLASTX: Maize 

2755 

69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34714 Seq. ID 

71725 Strand 

1 End 

OJ990428_31. 9924 .C29.ol.np Method 

1 End 

3152595 Score 

1769. 



OJ990428_31.9924.C29 
+ 

3473 
AAT/NAP 
3473 
338 

1862, 3094.. 3243, 



1..72, 1035. .1110, 1507. .1679, 
3447. .3473 

'(AC002986) Similar toD. melanogaster sno gene gb|U95760. 
gb|N97148 and gb|Z26221 come from this gene. [Arabidopsis 
thaliana] 



EST 



Seq ._ No... 
..Gene ..No. 
Start- 
Name 
Start 
GI 

Exons 



34714 

... .71 7,2,5. ? . 



Seq ...J D Q J 9 9 0J 2 8 _.3 1 ._ 992 4 , C29. 

. „ . .., , ^ .„S t r a n d _ . t J-. ^ ^, , _ _ . w . . 



• 1- ■ • :- - - * -. - - End - 3473 - 
OJ9904 28_31 . 9924 . C29 . ol . gs Method GENSCAN 
182 End 3191 

none Score .7 

182. .309, 823. .854, 1040. .1110, 1491. .1582, 1769. 
3094 . .3191 



,1862, 



Seq. No. 34714 

Gene No. 71725 

Start 1 

Name OJ9904 28_31 . 9924 . C29 . ol . tm 

Start 1027 

GI none 

Exons 1027.. 1110, 1038.. 1115, 1509. 

1549. .1680, 1766. .1852, 1767. 



Seq. ID OJ990428_31.9924.C29 

Strand + 

End 3473 

Method TBLASTX: Maize 

End 1853 

Score 76 

.1610, 1510. .1680, 1545. .1682, 
.1853 



Seq. No. 34714 

Gene No. 71725 • 

Start 1 - . 

Name OJ990428_31 . 9924 . C29 . ol . ts 

Start .14 61 

GI none 
Exons 



Seq. ID OJ990428_31.9924.C29 

Strand + 

End • 3473 

Method TBLASTX : Soybean 

End ' 1859 

Score 157 



1461. .1616, 1507. .1680, 1597. .1680, 1766. .1858, 1767. .1859 



Seq. No. 34715 Seq. ID 

Gene No. 71726 Strand 

Start 476 End 

Name OJ990428_31 . 9924 . C30 . ol . np Method 

Start 476 End 

GI 2498930 Score 

Exons 476.-539, 707.. 744 

GI Descrip. DOkSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 

PROTEIN) gi|1203794 (U18774) Sog [Drosophi'la melanogaster] 



OJ990428_31.9924.C30 
+ 

744 . 
AAT/NAP 
744 
112 



- 34605 




Seq. No. 


34715 






Seq. ID 


OJ990428_31.9924 


.C30 


Gene No. 


71726 






Strand 


+ 




Start 


47 6 






PnH 


7 4 4 " 




Name 


O.T990498 31 


9974 P30 ol 




LMC LUUU 






Start 


4 fin — 

*± O \J 






FnH 


3 9 




GI 


n on 






S core 


8 ^ 






480 539 

T U W • * *J -J Z? 












Seq . No . 


3471 6 






Seq. ID 


OJ990428_31. 9924 


-C31 


Gene No. 


71727 






Strand 


+ 




Start 


3461 






End 


6939 




Name 


OJ990428 31 


9924 C31 o2 


. yo 


Method 


GENSCAN 






34 61 ~~ 






End 


6109 




(IT 
yj x 


n on o 






Score 


.99 






3461 3655 


3905 4090 


4 213 


.4302, 4955.. 5039, 5430.. 5596, 




S991 61 D Q 












O " ^ • INU i 


34716 






Seq. ID 


OJ990428_31.9924 


.C31 




71727 






Strand 


+ 




Start 


3461 






End 


6939 




Name 


OJ990428 31 


.9924.C31.o2 


.np 


Method 


AAT/NAP 




Start 


34 61 


, — - . .... ■ - ^- 




JEnd_. 


•6939 






' 3 688^98 






...Score..,,.. 


_9.6iU _„ " 




R von q ■ - 


34 61 3 6 R S 


390^ 4090 
j z? \J -J . . t \j z> \J , 


4213." 


.'4297, 4415. .4.617,- 4955.. 5039/- 




S4 30 S S 96 


S9? 1 6109 


6854 . 


.6939 






f^T Pjo o /~" t" i r^i 
\j X UcoLIip. 


( AR00 Q09 Q \ 


^\7ol pi3 r't'onn 1 


Synthase [Panax ginseng] 






3471 6 






Seq. ID 


OJ990428_31.9924 


.C31 


Gene No. 


71728 






Strand 






Start 


1 






End 


5620 




Name 


OJ990428 31 


9924 P31 ol 

. Z> ZJ ^± .V^JX.UX 


. np 


Method 


AAT/NAP 




rt- 


1 ~ 
X 






End 


5620 






4 6801 79 






Score 


2237 




£j AUllO 


1 1 30 819 


9460 SS80 


. .5620 








OX UCu^l X • 


(AF111709} 


nnl \iy~) r"o 1~ n n 


[Oryza 


sativa subsp. indica] 




Seq. No. 


34716 






Seq. ID 


OJ990428_31.9924 


.C31 


Gene No. 


71728 






Strand 






Start 


]_ 






End 


5620 




Name 


O.T990498 31 


9994 P31 ol 


.gs 


Method 


GENSCAN 




Start 


739 ~~ 






End 


2442 




GI 


none 






Score 


.99 




F* von q 

UAW HO 


■ 7 3 9 24 4 2 ■ 












Seq. No. 


34716 






Seq. ID 


OJ990428_31.9924 


.C31 


Gene No. 


71729 






Strand 






Start 


6660 






End 


..6.939 




Name 


O.TQQ0498 31 


QQ9 4 P31 o9 


. tm 


Method 


'TBLASTX: Maize 




OLai L 


817 ~~ 

ox/ 






End 


1101 




X 


n on o 






Score 


187 




Exons 


qi 7 1 1 ni 


r 3D 1 nan 










Seq. No. 


34716 






Seq. ID 


OJ990428_31. 9924 


.C31 


Gene No. 


71729 . 






Strand 






n j — — j_ 

JLdl L 


. 6660 






End 


6939 




Name 


OJ990428 31 


.9924.C31.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


817 






End 


1060 





34606 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 

Start 

. Name .„ ... . . 
Start ■ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

817. .1059, 824. .1060, 830.. 

34716 
71729 
6660 

OJ990428_31.9924 .C31.o3.ts 

1018 

none 

1018. .1278, 1019. .1273 

34716 
71729 
6660 

OJ990428_31. 9924 .C31.ol.tw 

1066 

none 

1066. .1602, 1067. .1546 



Score 
1060 

Seq. ID 

Strand 

End 

Method ■ 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



34716 Seq. ID 

71729 Strand 

.6660 _ _ „ . ... _ End . . 

6 J9. 9,0A2.8._3 1, .i,? 2 1.. oil . .Q.4.. tnu, _ Method 
1102- - - - ■ • End- • 

none Score 
1102. .1416, 1103. .1306, 1252. .1389 

34716 Seq. ID 

71729 Strand 

6660 End 
OJ9904 28_31. 9924 .C31 .ol.tm Method 

1624 End 

none Score 

1624. .1986, 1627. .1986, 1628. .1987 

34716 Seq. ID 

71729 - Strand 

6660 • End 
OJ990428_31. 9924 .C31.o2. tw Method 

1633 End 

none - Score 

1633. .1995, 1633.. 2058, 1637.'. 2026 

34716 Seq. ID 

71729 Strand 

6660 End 
OJ990428_31. 9924 .C31.o5. ts Method 

1807 End 

none Score 

1807. .2052, 1922. .2035 



153 



OJ990428_31. 9924.C31 
6939 

TBLASTX: Soybean 

1278 

141 



OJ990428_31. 9924 .C31 
6939 

TBLASTX: Wheat 

1602 

322 



OJ990428 31.9924.C31 



6939 

TBLASTx\M^.z.e._ 

1416 ■ 

102 



OJ990428J31. 9924 .C31 
6939 

TBLASTX: Maize 

1987 

160 



OJ990428_31. 9924 .C31 
6939 

TBLASTX: Wheat 

2058 

247 



OJ990428_31.9924.C31 
6939 

TBLASTX : Soybean 
2052 
.,62 



Seq. No. 34716 Seq. ID 

Gene No. 71729 Strand 

Start 6660 End 

Name' OJ930426_31 . 9924 . C31.o3.tm Method 

Start 1993 End 

GI none Score 



OJ990428_31. 9924 .C31 
6939 

TBLASTX: Maize 

2340 

153 



34607 



Exons 1993.. 2340, 1994.. 2248 



Seq. No. 34716 Seq. ID 

Gene No. 71729 Strand 

Start 6660 End 

Name OJ990428_31 . 9924 . C31 . o3 . tw Method 

Start 2059 End 

GI none Score 

Exons 2059.. 2361, 2066.. 2359 



OJ990428_31.9924.C31 
6939 

TBLASTX: Wheat 

2361 * 

298 



Seq. No. 34716 Seq. ID 

Gene No. 71729 Strand 

Start 6660 End 

Name OJ9904 28_31 . 9924 . C31 . ol . ts Method 

Start 2074 End 

GI none Score 
Exons 



OJ990428_31.9924.C31 
6939 

TBLASTX: Soybean 

2433 

234 



2074.. 2433, 2075.. 2365, 2396.. 2431 



Seq. No. 34716 
Gene No. 71729 
Start 6660 

Name OJ9904 28_31, 9924 . C31 . o2 . ts 

Staxt , .34.52 r .~, _ « _ 

GI - - none- ■ - - -- 

Exons 3457.. 3558, 3458.. 3658, 3899. 

4414..4620, 4419. .4619, 4954. 



Seq. ID 

Strand 

End 

Method 
'.End.-.'. 
Score 



OJ990428_31.9924.C31 

6939 . 

TBLASTX: Soybean, _ 

-164 ■ - - - 



.4093, 3901. .4074, 4213. .4302, 
.5007, 4955. .5005 



Seq. No. 34716 
Gene No. 71729 
Start 6660 

Name OJ990428_31 . 9924 . C31 . ol 

Start 3491 
GI none 

Exons 3491.. 3676, 3899.. 40.93, 

4416. .4490, 4546. .4620 

Seq. No. 34716 

Gene No. " 71729 
Start "6660 

Name ' OJ990428_31 . 9924 . C31 . o5 
Start 3899 
GI none ■ 

Exons' '3899. .4075, 3904. .'4074, 

4419.. 4499, 4522.. 4590, 



Seq. ID OJ990428_31.9924.C31 
Strand 

End 6939 

.tc Method TBLASTX : Cress 

End 4620 

Score 112 
4015. .4074, 4213. .4302, 4408. .4533, 



Seq. ID OJ990428_31-.9924.C31 
Strand 

End 6939 

.tm Method TBLASTX.: Maize 

End 4590 

Score 140 
4212.. 4289, 4213. .4302,. 4414. .4527, 
4522. .4590 



Seq. No. 34716 

Gene No. 71729 

Start 6660 

Name OJ990428_31 . 9924 . C31 . o5 

Start 4417 

GI none 

Exons 4417. .4596, 4417. .4590, 

Seq. No. 34716 

Gene No. / 1 / ^ y 

Start 6660 

Name OJ990428 31 . 9924 . C31 . o2 



Seq. ID OJ990428_31.9924.C31 
Strand 

End 6939 

.tw .. Method TBLASTX : Wheat 

End 4996 

Score 256 
4427. .4591, 4952. .4996, 4953. .4991 

Seq. ID OJ990428_31. 9924 ,031 
Strand 

End 6939 

.tc Method TBLASTX : Cress 



"34608 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4949 End 6937 

none Score 129 

. 4949. .5050, 4954. .5046, 5420. .5596, 5428. .5598, 5446. .5604, 

5917..6009, 5921. .6127, 6059. .6112, 6851. .6937 



34716 
71729 
6660 

OJ990428_31. 9924.C31.o6.tm 

4949 

none 



Seq. ID OJ990428_31 . 9924 .C31 
Strand 

End 6939 

Method TBLASTX : Mai ze 

End 6937 

Score 123 



4949. .5050, 4954. .5046, 5411. .5596, 5428. .5598, 5443. .5601, 
5921. .6112, 6851. .6937 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

,.S.e,q.._-No....,^-* 
Gene No.- 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq-. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



34716 
71729 
6660 

OJ990428_31. 9924.C31.o4 .ts 

5411 

none 



Seq. ID OJ990428_31.9924.C31 
Strand 

End 6939 

Method TBLASTX : Soybean 

End 6937 

Score 210 



5411. .5596, 5428..5S98, 5.443. .5604, 5921. .6127, 6851. .6937. 

71729 • - •• • --• Strand • - . - 

6660 • - End- 6939 

OJ990428_31. 9924 .C31 .ol.gp Method AAT/GAP 

6660 End 6939 

uC-osflcyp!20al0bl --- : Score 148 
6660. .6685, 6852. .6939 

' 6045135/dbj | BAA85267.il 9.0e-45 (AB033335) oxidosqualene 
cyclase [Luffa cylindrical 1 



34717 
71730 
1 

OJ990428_31. 9924 .C32. ol.gp 
1 

uC-osflcypl20al0bl 
1..24, 104. .167 

1 604 5135/dbj | BAA852 67 . 1 1 9.0e-45 (AB033335) oxidosqualene 
cyclase [Luffa cylindrical f 



Seq. ID OJ990428_31. 9924.C32 
Strand + 
End 2814 
Method AAT/GAP 
End 167 
Score v. 14 8 . 



34717 
'71730 
1 

OJ990428_31.9924.C32.ol.np 
1 

6045135 



S,eq. ID OJ930428_31.9924.C32 

Strand + 

End 2814 

Method AAT/NAP 

End 2814 

Score - 502 



1..24, 104..226, ; 731. .829, 1249. .1305, 1785. .1831, 1904. .2047, 
2541. .2814 

(AB033335) oxidosqualene cyclase [Luffa cylindrical 



34717 

71730 

-i 

JL 

OJ990428_31 . 9924 . C32 . ol . tc 
101 



Seq. ID OJ990428_31. 9924 .C32 

Strand + 

End 2814 

Method TBLASTX : Cress 

End 2721 



34609 



GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 132 

101. .235, 113. .223, 1240. .1308, 1878 .. 1907, -1898 .. 2017, 
1905.. 2048, 1907.. 2047, 1995.. 2048, 2532.. 2582, 2540 V.. 2593, 
2540. .2587, 2542. .2721, 2544. .2609, 2643. .2720 



34717 
71730 
1 

OJ990428_31. 9924 .C32.ol.tm 

101 

none 



Seq. ID OJ990428_31.9924.C32 

Strand + 

End 2814 

Method TBLASTX: Maize 

End 2721 

Score 103 

101. .226, 1234. .1308, 1905. .2048, 1910. .2050, 2541. .2696, 
2545. .2721 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

-,Seq...,„ No 
Gene No." 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34717 
71730 
1 

OJ990428_31. 9924 .C32.ol.gs 

1272 

none 



Seq. ID OJ990428_31.9924.C32 

Strand + 

End 2814 

Method GENSCAN 

End 2647 

Score .84 



1272.. .1305, 1876.. 2.047, 2541. ,2647 



_3411 7_,.. _ , . . 

-71730- • • • • - - 

OJ990428_31. 9924 .C32.o2.gp 
1776 

uC-osflcyp019g03bl 



_ ,Seq,_ID ....OJ99A42S_3X.^92i^C32^ 
Strand- " ■ - 

End 2814 
Method AAT/GAP 
End 2717 
Score 644 



1776. .1831, 1904. .2047, 2541. .2717 

1 6045135/dbj |BAA85267.1| 5.0e-40 (AB033335) oxidosqualene 
cyclase [Luffa cylindrical ' 



34717 
71730 
1 

OJ990428_31.9924 .C32.ol.ts 

2001 

none 



Seq. ID OJ990428_31.9924.C32 

Strand + 

End 2814 

Method TBLASTX : Soybean 

End 2777 

Score 65 



2001. .2048, 2540. .2701, 2542. .2721, 2634. .2777 



34717 
.71730 
1 

OJ990428_31 . 9924 .C32.. ol . tw 

2021 
none • 



Seq. ID OJ990428_31.9924.C32 

Strand + ' 

End' ■ ' 2814 

Method TBLASTX: Wheat 

End 2718 

Score 272 



2021. .2050, 2541. .2717, 2542. .2718 



34718 
71731 
1 

OJ990428_31. 9924 .C33.ol.gp 
1 

uC-osflm202002g05bl 
1 . .268 

' 6045133/dbj |BAA85266.1| 1.0e-ll (AB033334) cycloartenol 
synthase [Luffa cylindrical 1 



Seq. ID OJ990428_31.9924.C33 

Strand + 

End 268 

Method AAT/GAP 

End 268 

Score ' 532 



34610 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34718 Seq. ID 

71732 Strand 
5929 End 
OJ990428_31. 9924.C33.o2.gp Method 
5929 End 
29435_1.R1084 Score 
5929. . 6206, 6725. .7702, 10164. .10340 

M337195/gb|AAD18109| 1.0e-112 (AC006403) putative protein 
kinase [Arabidopsis thaliana] ' 



OJ990428_31. 9924 .C33 
+ 

10901 
AAT/GAP 
10340 
2712 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34718 Seq. ID 

71732 Strand 

5929 End 
OJ990428_31. 9924.C33.o2.gs Method 

6789 , End 

none Score 

6789. .7702, 10164. .10503 



OJ990428_31. 9924 .C33 
+ 

10901 
GENSCAN 
10503 
.88 



Seq. No. 

Gene No. 
.Start \ 
-Name™ „ , 

Start - - 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34718 Seq. ID 

.71732 Strand 

. 5929 ; _.. . End „ 

..QJSi.W28„5i-...99,2 4. ..03,3 ..o3-.,np ...Method. , 

6789 -' - End 

4337195 Score 

6789. .7702, 10164. .10500 

(AC006403) putative protein kinase [Arabidopsis thaliana] 



OJ990428_31. 9924 .C33 
+ 

, 10901 ^ u ^ 

AAT./NAP,__ 

10500 - 
1486 



34718 Seq. ID 

71732 Strand 

5929 End 
OJ990428_31 . 9924 . C33 . o3 . gp Method 

10383 End 

none Score 
10383. .10901 



OJ990428_31.9924.C33 
+ 

10901 
AAT/GAP 
10901 
1002 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI * ■ • 
Exons 

GI Descrip. 



34718 Seq. ID OJ990428 y _31 . 9924 . C33 

71733 Strand 

1 ' End 17189 

OJ990428_31. 9924 .C33.o5.np Method AAT/NAP 

1 End 15653 

5922634 Score ' 124 ' 

1. .98, 15521. .15653 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016867 |dbj | BAA85210. 1 1 (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



34718 
71733 
1 

OJ990428J31.9924 .C33.ol.gs 

971 

none 

971. .3112, 3175. .3485, 3724, 
6019 . .6296 



Seq. ID OJ990428_31.9924.C33 
Strand 

End 17189 

Method GENSCAN 

End 6296 

Score .59 
,3818, 3941.. 4174, 5403.-5594,- 



Seq. No. 



34718 



Seq. ID OJ990428J31. 9924 .C33 



34611 



Gene No. 71733 

Start 1 • 

Name OJ990428_31 . 9924 . C33 . ol . 

Start 1289 

GI 2792220 

Exons 1289.. 1478, 1557.. 3091 

GI Descrip. (AF032688) NBS-LRR type 

Seq. No. 34718 

Gene No. 71733 

Start 1 

Name OJ9904 28_31 . 9924 .C33 .o4 . 

Start 1556 

GI none 

Exons 1556.. 1681, 1622.. 1798, 



np 



Strand 
End 

Method 

End 

Score 



17189 
AAT/NAP 
3091 
723 



resistance protein [Oryza sativa] 

Seq. ID OJ990428_31.9924.C33 
Strand 

End 17189 

ts Method TBLASTX: Soybean 

End 2429 

Score 133 
1688. .1795, 2072. .2428, 2073. .2429 



Seq. No. 34718 

Gene No. 71733 

Start 1 

Name OJ990428_31 . 9924 . C33 . o4 . 

Start 2153 .. . 

GI _- pone , „ _ . . /...j 

ixonsl Z 'JSl 153 .'^24.4. 9>,1 .2111,...' 1&22 S- 



tm 



Seq. ID OJ990428_31.9924.C33 
Strand 

End 17189 

Method TBLASTX : Mai ze 

End .2449 

Score 81 . . 



Seq. No. 34718 
Gene No. 71733 
Start 1 

Name OJ990428_31 . 9924 . C33 . ol . tm 

Start 6779 
GI none 

Exons 6779.. 6856, 6781.. 6843, 6789. 

6831. .7001, 6851. .6982, 6957. 
6996. .7727, 7265. .7717, 7712. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 - 31/9924 .C33 



17189 

TBLASTX: Maize 
10573 
46 

6857, 6821.. 6976, 6822.. 6947, 
7286, 6967.. 7602, 6989.. 7702, 
7735, 10164 .. 10514, 10165 .. 10506, 



10350. .10514, 10515. .10571, 10517.. 10573 



Seq. No. 34718 

Gene No. 71733 

Start 1 

Name OJ990428_31 . 9924 . C33 . o3 . tw 
Start . 6782 

GI none 
Exons 



Seq. ID OJ990428_31. 9924 .C33 



Strand 
End 

Method 

End 

Score 



17189 

TBLASTX: Wheat 

7157 

57 



6782.. 6850, 6783.. 6851,- 6822.. 6929, 6846.. -6947, 68 62.. . 6972 
691'8. .7157, 6941.^.7024, 6948. .7025, 7108. -.7131 '\ 



Seq. No. 34718 

Gene No. 71733 

Start 1 

Name OJ990428_31 . 9924 . C33 . ol . ts 

Start 6866 

GI none 

Exons 6866.. 7021, 6867.. 7028, 6873. 

7050. .7289, 7325. .7717, 7374, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 31.9924.C33 



17189 

TBLASTX : Soybean 
10347 
123 

7028, 7046.. 7228, 7047.. 7727, 
7718, 7383.. 7433, 7386.. 7433, 



7391. .7435, 10164 .. 10334 , 10165 .. 10329, 10165. .10347 



064. 1MU . 

Gene No. 
Start 



J4 /!« 

71733 
1 



Seq. ID 

Strand 

End 



OJ990428 31.9924.C33 



17189 



34612 



Name 

Start 

GI 

Exons 



OJ990428_31 . 9924 . C33 . o3 . tc Method 
6920 End 
none Score 
6920. .7003, 7005. .7316, 7052. .7228 



TBLASTX: Cress 

7316 

377 



Seq. No. _ 34718 Seq. ID 

Gene No. 71733 Strand 

Start 1 End 

Name OJ990428_31 . 9924 . C33 . ol . tc Method 

Start 7320 End 

GI none Score 
Exons 



OJ990428_31.9924.C33 
17189 

TBLASTX: Cress 

10562 

109 



7320. .7403, 7325. .7399, 7400. .7717, 7404. .7727, 10165 .. 10200, 
10165. .10197, 10212. . 10391, 10212 .. 10562, 10216. .10557 



Seq. No. 34718 

Gene No. 71733 

Start 1 . 

Name OJ990428_31 . 9924 .C33 . o2 . tw 

Start 7422 

GI none 
Exons . 



Seq. ID OJ990428_31.9924.C33 
Strand 

End 17189 

Method TBLASTX : Wheat 

End 10431 

Score 205 



7422.. 7661, 7659.. 7703, 10165 .. 10431, . 10182 . .10232, 10290... . 10391 



„Seq. .....No .34.7.18 ^..^ 

Gene No. - 7-17 3-3- - * 

Start 1 

Name OJ990428_31 . 9924 . C33 . o5 . ts 

Start 10347 

GI none 

Exons 10347. .10517, 10348. .10503 



' -Strand - ^ 

End 17189 

Method TBLASTX : Soybean 

End 10517 

Score 210 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34718 
71733 
1 

OJ990428_31. 9924 .C33.o3.gs 

11101 

none 

11101. .112 67, 1184 6. .12089, 
13211. .13278, 13400. . 13727, 
14 433. .14503, 14 821 .. 14 908 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_31.9924.C33 

17189 
GENSCAN 
17189 
.7 



12247. .12459, 12614. .13099, 
13770. . 1384 6, 14185. .14356, 
1518 9. .15309, 17143. .1718 9 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34718 
71733 • 
1 

OJ990428_31. 9924 .C33.o4.gp 
11421 

5334JL.R1084 
11421. .12113, 12247. . 12459, 12614. .12779 

•4204265 5.0e-70 (AC005223) 45643 [Arabidopsis thaliana] ' 



Seq. ID OJ990428_31.9924.C33 

Strand ' - - ■ • 

End ' >' 17189 ' 

Method AAT/GAP " " "T" 

End 12779 

Score 1996 



34718 
71733 
1 

OJ990428_31. 9924 .C33.o2.tm 

11741 

none 

11741. .11773, 11750. .11812, 
11839. .11934, 11940. .12128, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 31.9924.C33 



17189 

TBLASTX: Maize 
13486 
44 

1178 3. . 11926, 11838. .1202 9, 
11941. .12114, 11958. .12116, 



34613 



12211. .12468, 12246. .12467, 12593 13039, 12609 .. 13013, 

12612. .13040, 12910. .13023, 13004 13099, 13014 .. 13100 , 

13014. .13100, 13188. .13256, 13211 .. 13279, 13212 .. 13280, 

13213. .13287, 13386 13484 , 13387 .. 134 85 , 13400.. 13486 



Seq. No. 34718 

Gene No. 71733 

Start 1 

Name OJ990428_31 . 9924 . C33 . o2 . tc 

Start 11943 

GI none 

Exons 11943. . 12128, 1224 1 .. 12468 , 
12326. .12472, 12590 .. 12823, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12247 

12609 



OJ990428 31.9924.C33 



17189 

TBLASTX: Cress 
12925 
144 

12474, 12296. .12481, 
12824, 12878. .12925 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



Seq; Nor • 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34718 
71733 
1 

OJ990428_31.9924 .C33.o2.ts 

11949 

none 

11949. .12128, 12244. .12459, 
12299. .12487 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_31.9924.C33 
17189 

TBLASTX : Soybean . 

12487 

158 



12244. .12468,. .12246 ... 124 67, 



-34718 - - - 
71733 
1 

OJ9904 28_31. 9924 .C33.o4 .np 
11949 
4204265 

11949. .12113, 12247. .12459, 12614 .. 12 966, 15291 
(AC005223) 45643 [Arabidopsis thaliana] 



Seq; ID 

Strand 

End 

Method 

End 

Score 



OJ990428 "31 . 99-24T-C-33- 



17189 
AAT/NAP 
15311 
629 



15311 



34718 
71733 
1 

OJ990428_31. 9924 .C33.ol.tw 

11963 

none 

11963. .12097, 11982. .12116, 
12296. .12466 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_31.9924.C33 
17189 

TBLASTX: Wheat 

12468 

73 



11982. .12128, 12211. .12468, 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34718 

71733 - ' 

1 • 

OJ9904 28_31. 9924.C33.o3.ts 
12590 
none 



17189 

TBLASTX: Soybean 
13043 
163 

12590. .12856, 12609 .. 12824 , 12830 .. 12 955 , 12996.. 13043 



.Seq.; ID -OJ990428_31.9924.C33 
Strand 
End 

Method 
End 
Score 



34718 Seq. ID 

71733 Strand 

1 End 

OJ990428_31. 9924 .C33.o5.gp Method 

13064 End 

25369 1.R1084 Score 



OJ990428_31.9924.C33 

17189 
AAT/GAP 
15309 
1418 



13064. .13099, 13211 13278 , 134 00 .. 13697 , 13770 .. 1384 6, 
14185. .14356, 14433 .. 14503, 15189. .15309 



34614 



GI Descrip. 1 6015437/dbj | ABO 08 112 . 1 1 AB008112 4.0e-09 Homo sapiens PEX1 mRNA, 
complete cds 1 



Seq. No. 


34718 




Seq. ID 


OJ990428 


31 . 9924 .C33 


Gene No. 


71733 




Strand 






Start 


1 




End 


17189 




Name 


OJ990428 31.9924.C33.o3.tm 


Method 


TBLASTX: 


Mai ze 


Start 


13524 




End 


14505 




GI 


none 




Score 


111 




Exons 


13524 . . 13610, 13525 


. 13611, 


13526. .13612, 13526 


. . 13624, 




13600. .13698, 13600. 


.13695, 


13613. .13696, 13614 


. . 13697, 




13765. . 13854, 13770. 


. 13853, 


14177. .14236, 14181 


. . 14243, 




14185. . 14244, 14234 . 


.14347, 


14236. .14352, 14238 


. . 14339, 




14336. . 14362, 14424 . 


. 14504, 


14446. .14505 




Seq. No. 


34719 




Seq. ID 


OJ990428 


30. 9922. C2 


Gene No . 


71734 




Strand 






Start 


7 




End 


168 




Name 


OJ990428 30. 9922. C2. 


ol . gs 


Method 


GENSCAN 




Start 


7 




End 


168 




GI 


none 




.Score. . 


. .78 . . 


. . „ 


Exons 













Seq . * No . ■ * 


" 34 720- 




Seq. - ID 


OJ990428 


30-'.-992-2VC3- * - - ■ 


Gene £jo t , 


71735 




Strand 


+ 




Start 


271 




End 


1782 




Name 


OJ990428 30. 9922. C3. 


ol . gs 


Method 


GENSCAN 




Start 


271 




End 


1782 




GI 


none 




Score 


.46 




Exons 


271. .322, 447. .550, 


759. .881 


, 1015. .1101, 1268. 


.1453, 1684. .1782 


Seq. No. 


34720 




Seq. ID 


OJ990428 


30. 9922 ,C3 


Gene No . 


71736 




Strand 






Start 


4189 




End 


12805 




Name 


OJ990428 30. 9922. C3. 


o2 . gs 


Method 


GENSCAN 




Start 


4189 




End 


12805 




GI 


.none 




Score 


.-5 . 




Exons 


4189. .4225, 5792. .6000, 8086 


..8347, 8431.. 8836, 


10141 . . 10247, 




11156. .11179, 12006. 


.12124, 


12713. .12805 




Seq. No. 


. 34720 




Seq. ID 


OJ990428 


_30.9922.C3 


Gene No. 


71736 ' 




■Strand 






Start 


4189 




• End 


12805' 




Name 


OJ990428 30'. 9922. C3. 


o2 . gp 


Method 


AAT/GAP 




Start 


5083 




End 


12549 




GI 


12954 1.R1084 




Score 


3001 




Exons 


5083. .5422, 5792.. 6000, 8086 


..8347, 8431. .8927, 


9535. . 9602, 




10141. .10247, 11156. 


.11179, 


12471. .12549 





GI Descrip. ' 4 64 6206/gb I AAD26879 . 1 1 AC007230_13 0.0e+00 (AC007230) Contains 
similarity to gb_D13630 KIAA0005 gene from Homo sapiens. ESTs 
gb_T45345, gb_T21086, gb_R90360, gb_T20468, gb_T45191 and 
gb_AI100459 come from this gene. [Arabidopsis thaliana] ' 



Seq. No. 34720 " ' Seq. ID 

Gene No. 71736 Strand 

Start 4189 End 

Name OJ990428 30 . 9922 . C3 . ol . tm Method 



OJ990428_30. 9922.03 
12805 

TBLASTX: Maize 



34615 



Start 


5328 






End 10249 






GI 


none 






Score 264 






Exons 


5328. . 


5426, 


5721.. 6002, 5786. 


.6001, 5791. .6003, 


5792 


. . 6004, 




8066. . 


8353, 


8078.. 8335, 8082. 


.8351, 8083. .8352, 


8410 


. .8844, 




8426. . 


8878, 


8426.. 8878, 8430. 


.8879, 8433. .8879, 


8872 


. .8916, 




8873. . 


8917, 


8877.. 8930, 8884. 


.8928, 9528. .9602, 


9532 


.9603, 




9534 . . 


9605, 


10129. .10248, 10142. .10249, 10142.. 


10246 


Seq. No. 


34720 






Seq. ID OJ990428 


30. 9922. C3 


Gene No. 


71736 






Strand 






Start 


4189 






End 12805 






Name 


OJ990428 30. 


9922.C3.o3.np 


Method AAT/NAP 






Start 


5359 






End 11232 






GI 


4646206 




Score 1500 






Exons 


5359. . 


5422, 


5792.. 6000, 8086. 


.8347, 8431. .8927, 


9535. 


.9603, 




10142. 


. 10247 


, 11156. .11232 






GI Descrip. 


(AC007230) Contains similarity to gb|D13630 KIAA0005 


gene from 



Homo sapiens. ESTs gb|T45345, gb|T21086, gb|R90360, gb|T20468, 
gb|T45191 and gb|AI100459 come from this gene. [Arabidopsis 
thaliana] 





. 34720 






„ „,„ ■ 





^..Se.q..^ ID. 


.... O J 9 9 0 42. 8 _3 0 v 99 22^ C 3 : 


^Gene^Ro;:^.- 












_,S t trand_, 




"Start- 


4189 










End 


12805 - - ■ 


Name 


OJ990428 30 


. 9922 


C3.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


5383 










End 


10239 


GI 


none 










Score 


135 


Exons 


5383. . 


5424, 


5781 


.5933, 


5788 


..5952, 5791.. 5958, 5792.. 5959, 




5953. . 


6003, 


8063, 


.8134, 


8083 


..8136, 8134. .8157, 8173. .8277, 




8174 . . 


8308, 


8251, 


.8361, 


8276 


..8356, 8419. .8832, 8457. .8834, 




8463. . 


8837, 


8477, 


.8863, 


8841 


..8876, 8877. .8927, 8890. .8928, 




9538. . 


9573, 


9577. 


.9603, 


10111 


3. .10219, 


10201. . 10239 


Seq. No. 


34720 










Seq. ID 


OJ990428_30. 9922.C3 


Gene No. 


71736 










Strand 




Start 


4189 










End 


12805 


Name 


OJ990428 30 


. 992-2. 


C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5830 










End •• • 


8510 


GI 


none 










Score 


235 


Exons 


5830. . 


5931, 


5956. 


.5997, 


8092 


.8352, 8099.. 8353, 8430.. 8510, 




8431. . 


8508 












Seq.'^ No. 


34720* 










_ Seq. .ID, 


OJ990428_30.-9922.C3 


Gene No. 


.71736 










Strand 




Start 


4189 










End 


12805 


Name 


OJ990428 30 


.9922. 


C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


8541 










End 


8722 


GI 


none 










Score . 


228 


Exons 


8541. . 


8720, 


8541. 


.8720, 


8542. 


.8721, 8546. .8722 


Seq. No. 


34720 










Seq. ID 


OJ990428_30. 9922.C3 


Gene No. 


71736 










Strand 




Start 


4189 










End 


12805 


Name 


OJ990428 30 


.9922. 


C3.o2. 


tc 


. Method 


TBLASTX: Cress 


Start 


8651 










End 


10249 


GI 


none 










Score 


53 


Exons 


8651. . 


8707, 


8655. 


.8720, 


8658. 


.8708, 8725. .8874, 8726. .8875, 



34616 






8727.. 8879, 8728 8844 8875 


.8928, 8876. .8929, 


8877 89*3*3 




8877.. 8930, 9532.. 9603, 9533. 


.9604, 9534. .9605, 


10142 102 




10142 . . 10246 








Seq. No. 


34721 


Seq. ID 


OJ990428 


30 992? T4 


Gene No. 


71737 


Strand 


+ 




Start 


2285 


End 


5244 




Name 


OJ990428 30.9922.C4.ol.np 


Method 


AAT/NAP 




Start 


2285 


End 


5244 




GI 


5902444 


Score 


3966 




Exons 


2285. .5244 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


34721 


Seq. ID 


OJ990428 


_30.9922.C4 


Gene No. 


71737 


Strand 


+ 




Start 


2285 


End 


5244 




Name 


Ujy^Ufl^O jU . . ^4 . oz . L.W 


Method 


TBLASTX: 


Wheat 


Start 


3601 


End 


4002 




GI 


none 


Score 


198 




Exons 


3601. .4002 . 








, Seg.^No., 


34721 ... 


-Seq^ID... 


..OJ990428 


^30^?2^CjL 


Jle n e, „N a ^ 


. zi 73x _ , _ ,w. _1 


„.atxan.fi\ h 






Start ■ - ■ 


2285 * ■• ■ - " ■ 


"End ■ ' - 


5244 ■ -•- ■ 




Name 


OJ990428"'30 . 9922 C4 ol tw 


Method 


TBLASTX:' 




Start 


4581 ~ 


End 


5038 




GI 


none 


Score 


147 




Exons 


4581. .4757, 4800. .5036, 4802. 


.5038 






Seq. No. 


34722 


Seq. ID 


OJ990428 


QQ9? PS 


Gene No. 


71738 


Strand 


+ 




Start 


46 


End 


5144 




Name 


OJ990428 30. 9922.C5.ol.gs 


Method 


GENSCAN 




Start 


46 ~ 


End 


5144 




GI 


none 


Score 


.84 




Exons 


46. .152, 450. .473, 3256. .3313 


, 3864. .4001, 4428 


• ■ 1JOU/ 




4981 . . 5144 








Seq. No. 


34722 


Seq. ID 


OJ990428_ 




Gene No. 


71739 


Strand 


+ 




Start 


6897 


End 


9773 




Name 


OJ990428 30.9922..,C5.ol.np 


. Method 


AAT/NAP 




Start * 


6678. : 


End 


9773' 




GI 


5902445 


Score 


'4967 




Exons 


6678 . . 9773 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


34722 


Seq. ID 


OJ990428 


_30. 9922.C5 


Gene No. 


71739 


Strand 


+ .. 




Start 


6897 


End 


9773* 




Name 


OJ9904 28 30 . 9922 . C5 . o3 . gs 


Method 


GENSCAN 




Start 


6897 


End 


9704 




GI 


none 


Score 


.79 




Exons 


6897. .6968, 7176. .8240, 8328. 


. 9704 






Seq. No. 


34722 


Seq. ID 


OJ990428_ 


_30. 9922.C5 


Gene No. 


71740 


Strand 







34617 



Start 


5304 






End 


6362 


Name 


OJ990428 30. 


9922 


.C5.o2.gs 


Method 


GENSCAN 


Start 


5304 






End 


6362 


GI 


none 






Score 


.79 


Exons 


5304 . .5332, 


5571 


..5666, 5759. 


.5948, 


6101. .6249, 



Seq. No. 34722 

Gene No. 71741 

Start 10102 

Name OJ9904 28_30 . 9922 . C5 . o4 . tw 

Start 5354 

GI none 

Exons 5354.. 5389, 5403.. 5441, 8648. 



OJ990428_30. 9922.C5 
13035 

TBLASTX: Wheat 
9035 
405 

.8959, 8649.. 9035, 8850. .9035 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

„Seq. T J£o., 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



34722 

71741 

10102 

OJ990428 

6674 

none 



Seq. ID OJ990428_30.9922.C5 



30. 9922.C5.o6.tw 



Strand 
End 

Method 

End 

Score 



13035 

TBLASTX: Wheat 

6978 

328 



6674.. 6976, 6675.. 6977, 67.41.. 6977, 6814.. .6978 



.3.47.22 

71741 
10102 . . 
OJ990428_ 
6753 
none 

6753. .7103, 6794. .7099 



30. 9922.C5.o3.tm 



w „Se.q...-JD.. 
- Strand 
End 

Method 

End 

Score 



13035 

TBLASTX: Maize 

7103 

354 



Seq. No. 34722 Seq. ID 

Gene No. 71741 Strand 

Start 10102 End 

Name OJ990428J30 . 9922 .C5 . ol . tw Method 

Start 6978 End 

GI none Score 

Exons 6978.. 7397, -6980.. 7396 



OJ990428 30. 9922. C5 



13035 
TBLASTX; 
7397 
447 



Wheat 



Seq. No. 34722 Seq. ID 

Gene No. 71741 Strand 

Start 10102 End 

Name * - OJ9904 28_30 . 9922 . C5 . ol . ts Method 

Start -7242 * : ( End 

GI none ~ Score 

Exons 7242.. 7673, 7289.. 7639 



OJ990428_30. 9922.C5 
13035 

■ TBLASTX :.Soybean 
.7673 ' * ■ * ■ 

302 ' 



Seq. No. 


34722 






Seq. ID 


OJ990428J30. 9922.C5 


Gene No. 


71741 






Strand 




Start 


10102 






End 


13035 


Name 


OJ990428 30. 


9922 


C5.o2.tm 


Method 


TBLASTX: Maize 


Start 


7341 






End 


7784 


GI 


none 






Score 


272 


Exons 


7341. .7595, 


7373 


.7594, 7623. 


.7760, 7629. .7748, 7758. .7784 


Seq. No. 


34722 






Seq. ID 


OJ990428_30. 9922.C5 


Gene No. 


71741 






Strand 




Start 


10102 






End 


13035 



34618 



Name OJ9904 28_30 . 9922 . C5 . o3 . tw Method TBLASTX : Wheat 

Start 7439 End 7871 

GI none Score 426 

Exons 7439.. 7651, 7443.. 7871 

Seq. No. 34722 Seq. ID OJ9904 28_30 . 9922 . C5 

Gene No. 71741 Strand 

Start 10102 End 13035 

Name OJ990428_30 . 9922 . C5 . o2 . ts Method TBLASTX : Soybean 

Start 7907 End 8287 

GI none Score 132 

Exons 7907. .8113, 7908. .8114, 8163. .8285, 8168. .8287 

Seq. No. 34722 Seq. ID OJ990428_30 . 9922 . C5 

Gene No. 71741 Strand 

Start 10102 End 13035 

Name OJ9904 28_30 . 9922 . C5 . o5 . tw Method TBLASTX : Wheat 

Start 7908 End 8321 

GI none Score 383 

Exons 7908.. 8321, 7913.. 8254 

.Se.q. ? ...Np,..._ ..,..34722^ : „ r ........ Seq. . 10^,^990,128^30^.992^.05.,, 

,lGeneu Na..___^^ _ _St rand,, 

Start 10102- - ' • • - : • End • • 13035- ' 

Name - OJ9904 28_30 . 9922 . C5 . 08 . tw Method TBLASTX : Wheat 

Start 8346 End 8645 

GI none Score 129 

Exons 8346. .8480, 8379. .8519, 8380. .8493, 8547. .8645 

Seq. No. 34722 Seq. ID OJ990428_30 . 9922 . C5 

Gene No. 71741 Strand 

Start 10102 End 13035 

Name OJ990428_30 . 9922 . C5 . ol . tm Method TBLASTX : Maize 

Start 8642 End 8972 

GI none Score 419 

Exons 8642. .8971, 8643. .8972 

Seq. No. 34722 * Seq. ID OJ990428_30 . 9922 . C5 

Gene No. 71741 Strand 

Start 10102 End 13035 

Name OJ990428_30 . 9922 . C5 . o5 . tm Method TBLASTX : Maize 

Start 9107 . End 9380 

Gi none ■ . Score 90 

Exons 9107.. 9214, 9108 .. 9206, 91 97 9271 , 9201.. 9284, 9294.. .9380 

Seq. No. 34722 Seq. ID OJ990428_30 . 9922 . C5 

Gene No. 71741 Strand - 

Start 10102 End 13035 

Name OJ990428_30 . 9922 . C5 . o2 . tw Method TBLASTX : Wheat 

Start . 9150 ' End 9764 

GI none Score 375 

Exons 9150.. 9641, 9170.. 9238, 9305.. 9412, 9627.. 9764 

Seq. No. 34722 Seq. ID OJ9904 28_30 . 9922 = C5 

Gene No. 71741 Strand 

Start 10102 End 13035 

Name OJ990428 30 . 9922 . C5 . o4 . tm Method TBLASTX : Maize 



34619 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
_GI_ Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9471 End 9725 

none Score 170 

9471. .9644, 9584. .9643, 9623. .9724, 9624 .. 9725 



34722 
71741 
10102 

OJ990428_30 . 9922 . C5 . o4 . gs 

10102 

none 

10102. .10356, 10425. .10555, 
11594. .11694, 11777. .12097, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428__30.9922.C5 

13035 
GENSCAN 
13035 
.65 



34722 
71741 
10102 

OJ990428_30.9922.C5.o2.np 

10105 

6691716 

10105. .10555, 10630 
11336. .11517, 11594 



10807. .11050, 11376. .11563, 
12251. .13035 



OJ990428 30. 9922. C5 



Seq. ID 
Strand 

End . 13035 
Method AAT/NAP 
End 13035 
Score 2633 
10896. .10996, 1107 1 .. 11258 , 

11777. .11973, 12161. .13035 

(AP0004 92J„ hypothetical protein- [Oryza sativa];. . ... . ■ 

.„g± |.&a9X7lxIdb4 J BAA8.a3.97 .XI . XAE?0-Q0.57.d )' .hypothetic 
[Oryza sativa] - -' - ■• ------ 



10745, 
11694, 



34722 Seq. ID 

71741 Strand 

10102 End 

OJ9904 28_30 . 9922 . C5 . o7 . tw Method 

12625 End 

none Score 
12625. .12915 



OJ990428_30. 9922.C5 
13035 

TBLASTX: Wheat 

12915 

201 



Seq. No. 34723 Seq. ID 

Gene No. 71742 Strand 

Start 5 End 

Name OJ990428_30 . 9922 . C6 . ol . gs Method 

Start 5 End 

GI none Score 

Exons 5.. 12, 419.. 434 



OJ990428_30. 9922.C6 
434 

GENSCAN 

434 

.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



34724 . Seq. ID OJ990428_30 . 9922 . C8 

71743 . . 'Strand 

767 . End 
OJ990428_30 . 9922 . C8 . ol . gp Method 
767 End 
uC-osflcyp033a04bl Score 
767. .1148 

' 6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



OJ990428_30.9?22, 
+ 

1148 
AAT/GAP 
1148 
651 



34724 Seq. ID 

71744 Strand 

3091 End 

OJ990428_30 . 9922 . C8 . ol . np Method 

3091 End 

4680179 Score 



OJ990428_30. 9922.C8 
+ 

7572 
AAT/NAP 
7572 
5197 



34620 




Exons 


3091. .4176, 


4210 


. .7572 










GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


34724 








Seq. ID 


OJ990428_30.9922 


.C8 


Gene No. 


71745 








Strand 


+ 




Start 


8064 








End 


8563 




Name 


OJ990428 30 


. 9922 


.C8.o2 


. as 


Method 


GENSCAN 




Start 


8064 






End 


8563 




GI 


none 








Score 


. 74 




Exons 


8064. .8131, 


8167 


. . 8201, 


8496. 


. 8563 






Seq. No. 


34724 








Seq. ID 


OJ990428_30.9922 


.C8 


Gene No. 


71746 








Strand 






Start 


8928 








End 


9060 




Name 


OJ990428 30 


. 9922 


.C8.08. 


tw 


Method 


TBLASTX: Wheat 




Start 


3134 








End 


3540 




GI 


none 








Score 


210 




Exons 


3134 . .3160, 


3295 


. . 3333, 


3340. 


.3537, 3342. .3536, 3364. .3540 


Seq. No. 


34724 








Seq. ID 


OJ990428_30.9922 


.C8 


Gene No. 


.71746 








Strand 






Start 


-8928 ; v . 








.End.- 






,.Name_- _ 


. ,.OJ9.9j6.428 JI.6 


. 9922. 


. CB ,.o7„. 


tw,.. 


L . Methods, 


.TBLASXX :.Wh.eat™~ 




Start 


3573 








End • 


3924 ' ■ - - ■■ 




GI 


none 








Score 


293 




Exons 


3573. .3767, 


3574 


. . 3924 










Seq. No. 


34724 








Seq. ID 


OJ990428_30. 9922 


C8 


Gene No. 


71746 








Strand 






Start 


8928 








End 


9060 




Name 


OJ990428 30 


.9922 


C8 .06. 


tm 


Method 


TBLASTX: Maize 




Start 


3574 








End 


3879 




GI 


none 








Score 


232 




Exons 


3574. .3879, 


3588 . 


. 3704 










Seq. No. 


34724 








Seq. ID 


OJ990428_30.9922. 


C8 


Gene No. 


71746 








Strand 






Start 


8928 








End 


9060 




Name 


OJ990428 30 


. 9922. 


C8.o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


4237 








End 


4605 




GI 


none 








Score 


161 - 




Exons 


4237. .4-446, ■ 


4491. 


.4604, 


4 543. . 


4605 






Seq. No. 


34724 








Seq. ID 


OJ990428_30.9922. 


C8 


Gene No . 


71746 








Strand 






Start 


8928 








End 


9060 




Name 


OJ990428 30. 


9922. 


C8.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


4770 








End 


5226 




GI 


none 








Score 


52 




Exons 


4770. .5189, 


4774 . 


.4824, 


4848 . . 


5000, 4879.. 5220, 4909.. 5226 


Seq. No. 


34724 








Seq. ID 


OJ990428_30.9922. 


C8 


Gene No. 


71746 








Strand 






Start 


8928 








End 


9060 




Name 


OJ990428 30. 


9922. 


C8.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


4785 








End 


5075 




GI 


none 








Score 


51 





34621 



Exons 



4785. .5075, 4786. .4824, 4882. .5073 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34724 
71746 
8928 

OJ990428_30.9922.C8.o4.tm 

5143 

none 



Seq.' ID OJ990428_30. 9922.C8 
Strand 

End 9060 

Method TBLASTX : Mai ze 

End 5604 

Score 62 



5143. .5190, 5179. .5283, 5290. .5604, 5430. .5483, 5511. .5561 



Seq. No. 34724 

Gene No. 71746 

Start 8928 

Name OJ990428_30 . 9922 . C8 . ol . ts 

Start 5194 

GI none 

Exons 5194.. 5553, 5196.. 5231, 5277. 



Seq. ID OJ990428_30. 9922.C8 
Strand - . 
End 

Method 
End 
Score 
.5552 . 



9060 

TBLASTX : Soybean 

5553 

470 



Seq. No. 34724 

Gene No. 71746 
Start. ... . ,8928 

Name 0^990428^30 , 9922 .C8-0.5; tw 

.Star.t.l _ 77775266 ,. 777-..-777- 77 7777, 

GI" ■ ■ none - 

Exons . 5266..5568, 5277.. 5552 



Seq. ID OJ990428_30.9922.C8 
Strand 

End 9060 
/Method ■ ^TBLASTX iWheat 
jEnd : „ \ 7 .5 5.6 877-7773 7777_777 
"Score " 387 



Seq. No. 


34724 










Seq. ID 


OJ990428 


_30.9922 


.C8 


Gene No. 


71746 










Strand 








Start 


8928 










End 


9060 






Name 


OJ990428 


_30 


.9922 


.C8.o3. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


5569 










End 


5994 






GI 


none 










Score 


579 






Exons 


5569. .5994, 


5601 


. .5990, 


5629. 


.5994 








Seq. No. 


34724 










Seq. ID 


OJ990428 


_30.9922 


.C8 


Gene No. 


71746 










Strand 








Start 


8928 










End 


9060 • 






Name 


OJ990428 


_30 


.9922 


.C8.o3. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


5575 










End 


5820 






GI 


none 










Score 


206 






Exons 


5575. .58 


20, 


5592 


. .5819 












Seq. No, 


* 34724- ' 






r 




Seq. ID 


OJ?y04 28 


_3 0.9922 


.C8 


Gene No. 


71746 










'Strand 








Start 


8928 










End 


9060 






Name 


OJ990428 


_30 


. 9922 


C8.o2. 


tm 


Method 


TBLASTX: 


Maize 




Start 


5640 










End 


6003 






GI 


none 










Score 


457 






Exons 


5640. .5990, 


5641 


.5994, 


5641. 


.6003 








Seq. No. 


34724 










Seq. ID 


OJ990428 


_30.9922 


,C8 


Gene No. 


71746 










Strand 








Start 


8928 










End 


9060 






Name 


OJ990428 


_30 


.9922 


C8.o2. 


tw 


Method . 


TBLASTX: 


Wheat 




Start 


6025 










End 


6561 






GI 


none 










Score 


648 






Exons 


6025. . 6561, 


6069. 


.6560 













34622 



• 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
. Starts 
.Gl'. ....... 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34724 
71746 
8928 

OJ990428_30. 9922.C8 .ol.tc 

6268 

none 



Seq. ID OJ990428_30.9922.C8 
Strand 

End 9060 

Method TBLASTX: Cress 

End 6585 

Score 91 



6268. .6441, 6444. .6584, 6445. .6585 



34724 
71746 
8928 

OJ990428_30. 9922.C8 .o2.ts 

6349 

none 

6349. .6609, 6354. .6608 

34724 
71746 
8928 

OJ990428_.30.9922..C8.o3..tm . 

. 64 07^-_-.,..,_ - _ 

none _ , w ; ' . 
6407 ,-.6559-, 6408. .6695, - 6409. 

34724 
71746 
8928 

OJ990428_30. 9922.C8.ol.tw 

6568 

none 

6568. .7194, 6624. .7193 



Seq. ID OJ990428_30. 9922.C8 
Strand 

End 9060 

Method TBLASTX : Soybean 

End 6609 

Score 292 



Seq. ID OJ990428_30.9922.C8 
Strand 

9060 

TBLASTX: Maize 

6699 - 
8.5..,.. 



End 

Method. 
_End^.., : 
,S.co.r.e,. w . 
.6699 - 



Seq. ID OJ990428_30. 9922.C8 
Strand 

End 9060 

Method TBLASTX : Wheat 

End 7194 

Score 692 



Seq. No. 34724 

Gene No. 71746 

Start 8928 

Name OJ990428_30 . 9922 . C8 . ol . tm 
Start ' 6748 

GI none 
Exons 



Seq. ID OJ990428_30.9922.C8 
Strand 

End 9060 

Method TBLASTX: Maize 

End 7 34 7 

Score 230 



6748. .6909, 6756. .6902, 6907. .7347, 6909. .7331 



Seq. No.. \ . 34724 • ' ;. 

Gene No. 71746 

Start 8928 

Name OJ9904 28_30 . 9922 . C8 . 06 . tw 

Start 7194 

GI none 

Exons 7194.. 7463, 7195.. 7527, 7198. 



Seq. "ID. OJ990428_30. 9922.C8 

Strand * ■ - 

End 9060 ". 

Method TBLASTX : Wheat 

End 7527 

Score 323 
.7506 



Seq. No. 34724 

Gene No. 71746 

Start 8928 

Name OJ990428_30 . 9922 . C8 . o2 . np 

Start 8928 

GI 4680186 

Exons 8928.. 9060 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990428_30.9922.C8 
Strand 

End 9060 

Method AAT/NAP 

End 9060 

Score 173 



34623 




Seq. No. 


34725 


Seq. ID 


OJ990428_30.9922 


.C9 


Gene No. 


71747 


Strand 


+ . 




Start 


1446 


End 


10491 




Name 


OJ990428 30.9922.C9.ol.np 


Method 


AAT/NAP 




Start 


1446 


End 


3795 




GI 


5911167 


Score 


2625 




Exons 


1446. .3795 








GT De^cri r> 


(AF136221) putative transposase protein [Zea mays]' 




Seq. No. 


34725 


Seq. ID 


OJ990428_30.9922 


.C9 


Gene No. 


71747 


Strand 


+ 




Start 


1446 


End 


10491 




Name 


OJ990428 30.9922.C9.ol.gs 


Method 


GEN SCAN 




Start 


1687 


End 


10491 




GI 


none 


Score 


.44 




Exons 


1687.. 1853, 2827.. 3008, 3125. 


.3348, 3599. .3690, 5176. .5 


4 J. O , 




5542.. 5748, 5826.. 5938, 6311. 


.6383, 10175. .10359, 10388 


1 C\A Q 
. . 1 Ufi y 


Seq. No. 


34725 


Seq. ID 


OJ990428_30.9922 


.C9. 


Gene No. 


. 71748 , 


. Strand 


+.. . 


- 


Start ■ ■ 


- 14895 . • . 


..End_ 


.195,65 . _ ; t , m 




Name 




,_Meiho.cC 


^/i^T./NAP„_ , L 


— 


Start 


14895 ■ - ■ • " - • ■ - 


End 


•195 65 ■■ - ■ ■ 




GI 


6705984 


Score 


6061 




F.xon q 

1—1 W 1 1 o 


14895. .19565 








VJ -L J— ' O V_. -L. -L k> . 


(AB033235) gag-pol polyprotein [Oryza 


sa t i va ] 




Seq. No. 


34725 


Seq. ID 


OJ990428_30 . 9922 


.C9 


Gene No . 


71749 


Strand 


+ 




Start 


25651 


End 


30195 




Name 


OJ990428 30.9922.C9.o7.ts 


Method 


TBLASTX: Soybean 




Start 


1843 


End 


2145 




GI 


none 


Score 


214 




J—J 1 Lj 


1843. .2145 








Seq. No. 


34725 


Seq. ID 


OJ990428_30.9922 


.C9 


Gene No . 


71749 


Strand 


+ 




Start 


25651 


End 


30195 




Name 


OJ990428 30.9922.C9.o2.tc 


Method 


TBLASTX: Cress 




Start 


2203 


End 


2535 




GI 


none 


Score 


111 : . ... ■ .... 




F.xon s 


. 22*03. .2370, 2365. .2562, ; 2377. 


.2535 






Seq. No. 


34725 


Seq. ID 


OJ990428_30. 9922, 


.C9 


Gene No 


71749 


Strand 


+ 




Start 


25651 


End 


30195 




Name 


OJ990428 30. 9922.C9.ol2.tw 


Method 


TBLASTX: Wheat 




Start 


2379 


End 


2621 




GI 


none 


Score 


226 




Exons 


2379.. 2621, 2380.. 2610 








Seq. No. 


34725 


Seq. ID 


OJ990428_30. 9922. 


.C9 


Gene No. 


71749 


Strand 


+ - 




Start 


25651 


End 


30195 




Name 


OJ990428 30.9922.C9.o4.tm 


Method 


TBLASTX: Maize 




Start 


2380 


End 


2797 





34624 



GI none 

Exons 2380.. 2613, 2380.. 2616, 2388. 

Seq. No. 34725 

Gene No. 71749 

Start 25651 

Name OJ990428_30 . 9922 . C9 . 08 . ts 

Start 2629 

GI none 

Exons 2629.. 2811, 2633.. 2866 



Score 265 
.2630, 2618. .2797, 2629. .2796 

Seq. ID OJ990428_30.9922.C9 

Strand + 

End 30195 

Method TBLASTX : Soybean 

End 2866 

Score 200 



Seq. No. 34725 Seq. ID 

Gene No. 71749 Strand 

Start 25651 End 

Name OJ990428_30 . 9922 . C9 . ol5 . tm Method 

Start 2941 End 

GI none Score 

Exons 2941.. 3162, 3002.. 3166, 3021. 

Seq. No. 34725 

Gene No. 71749 

. StarJL,.., ...25.651 ^ _ _ _i 

^Na'me^^-.V, .._^QJ99Q42^ 

Start • ■ 3229 - - ■ - - r 

GI none 

Exons 3229.. 3372, 3285.. 3704, 3421. 

Seq. No. 34725 Seq. ID 

Gene No. 71749 Strand 

Start 25651 End 

Name OJ990428_30 . 9922 . C9 . 06 . ts Method 

Start 3253 End 

GI none Score 

Exons 3253.. 3372, 3445.. 3657, 3525.. 3656 

Seq. No. 34725 Seq. ID 

Gene No. 71749 Strand 

Start 25651 End 

Name OJ9904 28_30 . 9922 . C9 . oil . tw Method 

Start 3418 End 

GI none Score 

Exons " 3418. .3771, 3537 . 37 -16 : . _ , ■ .■ 

Seq. No. ' " 34725 ' . Seq'. ID 

Gene No. 71749 Strand 

Start 25651 End 

Name OJ990428_30 . 9922 . C9 . olO . tm Method 

Start 10939 End 

GI none Score 

Exons 10939. . 11253, 11331.. 11435 

Seq. No. 34725 Seq. ID 

Gene No. 71749 Strand 

Start 25651 End 

Name OJ9 9042 8_30 . 9922 . C9 . o4 . tw Method 

Start 15321 End 

GI none Score 



OJ990428_30. 9922.C9 
+ 

30195 

TBLASTX: Maize 
3186 
188 

.3182, 3025.. 3186 

Seq. ID OJ990428_30. 9922.C9 
Strand. +. . 

..Jnd 30 195. ..^i 

..-Method... 
End " ■ 
Score 
.3705 



^TBLAa.TXx.Mai.ZB,.. 
3705 - - - ■ 
142 



OJ990428_30. 9922.C9 
+ 

30195 

TBLASTX: Soybean 

3657 

78 



OJ990428_30. 9922.C9 
+ 

30195 , 
TBLASTX: Wheat 
3771 
253 



OJ990428J30.9922.C9 
+ 

30195 

TBLASTX: Maize 

11435 

233 



OJ990428_30.9922.C9 
+ 

30195 

TBLASTX: Wheat 

15898- 

186 



34625 



• # 



Exons 


15321 . . 15527, 15338 


. .15529,. 


15339. .15527, 15397 15528 , 






15528. .15890, 15533 


. . 15898, 


15534. .15890, 15730. .15891 




Seq. No. 


34725 




Seq. ID 


OJ990428_30.9922 


,C9 


Gene No. 


71749 




Strand 


+ 




Start 


25651 




End 


30195 




Name 


OJ990428 30. 9922. C9 


.oil . tm 


Method 


TBLASTX: Maize 




Start 


15324 




End 


26142 




GI 


none 




Score 


263 




Exons 


15324 . .15560, 15324 


. . 15521, 


15335, .15559, 25906. .26142 




Seq. No. 


34725 




Seq. ID 


OJ990428 30. 9922. C9 


Gene No. 


71749 




Strand 


+ 




Start 


25651 




End 


30195 




Name 


OJ990428 30. 9922. C9 


. o5 . t s 


Method 


TBLASTX: Soybean 




Start 


15368 




End 


15764 . . 




GI 


none 




Score 


116 




Exons 


15368. . 15502, 15369 


. .15503, 


15543. .15764, 15563. .15751 




Seq. No. 


34725 




Seq. ID 


OJ990428_30. 9922 




Gene No. 


71749 




Strand 


+ 




...Start 


25651...; , 




End 


_3Q195__, . „ 






.,:^..0J^ ( 9A425 = AQ,.:9S22 ; ,,CS^o6..±w__, 


^ ,Ke±.hod-.,_ 


_XBLAs5x^Wh.ea,t ,. T 




Start 


: * 1624 8 - - -- --- - " 




End " 


16730 ■■ • ■• -■■ 




GI 


none 




Score 


343' 




Exons 


16248 16523. 16260 


. 1 6517 , 


16268. .16522, 16522. .16692, 






16527 16703 16536 


. 1 6730 








Seq. No. 


34725 




Seq. ID 


OJ990428_30.9922 


* -7 


Gene No. 


71749 




Strand 


+ 




Start 


25651 




End 


30195 




Name 


OJ990428 30. 9922. C9. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


16485 




End 


16730 




GI 


none 




Score 


293 




Exons 


16485. . 16730, 16490. 


.16684, 


16494 . .16724 




Seq. No. 


34725 




Seq. ID 


OJ990428_30. 9922 


PQ 


Gene No. 


71749 




Strand 


+ 




Start 


25651 




End 


30195 




Name 


OJ990428 30. 9922. C9. 


o9. tm 


Method 


TBLASTX: Maize 




Start 


16485 




End 


16733 




GI. 


none 




Score 


293 - 




Exons 


16485'. .'16733, .16490: 


^16684," 


164 94 .. 1*6724 V 




Seq. No. 


34725 




Seq. ID 


OJ990428 30.9922 


C9 


Gene No. 


71749 




Strand 


+ 




Start 


25651 




End 


30195 




Name 


OJ990428 30. 9922. C9. 


ol4 . tw 


Method 


TBLASTX: Wheat 




Start 


16784 




End 


16967 




GI 


none 




Score 


180 




Exons 


.16784. .16963, 16785. 


.16967, 


16854 . . 16967 




Seq. No. 


34725 




Seq. ID 


OJ990428_30.9922. 


C9 


Gene No. 


71749 




Strand 


+ 




Start 


25651 




End 


30195 




Name 


OJ990428 30. 9922. C9. 


ol2. tm 


Method 


TBLASTX: Maize 




Start 


16806 




. End 


17057 





34626 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 65 

16806. .16901, 16914. .17057, 16916. .17056 



34725 
71749 
25651 

OJ990428_30.9922.C9.o3.tw 

17013 

none 

17013. .17495, 17108. .17461, 
27480. .27848 



Seq. ID OJ990428_30. 9922.C9 

Strand + 

End 30195 

Method TBLASTX : Wheat 

End 27851 

Score 375 
27365. .27808, 27369 .. 27851, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seg.., JNq„. 
..G.£ne^,NQ-.. 
Start - 
Name 
Start 
GI 

Exons 



34725 
71749 
25651 

OJ990428_30.9922 .C9.o5.tm 

17082 

none 

17082. . 1754 9, 17157. .17516, 
27438. .27905 



_.34725_ . 

25651 - 

OJ990428_30.9922.C9.ol.ts 
17472 
none 



Seq. ID OJ990428_30.9922.C9 

Strand + 

End 30195 

Method TBLASTX : Mai ze 

End 27905 

Score 393 
17294 .. 17518, 274 34 27808 , 



3-01 95- 

TBLASTX: Soybean 
28183 
341 

17472. .17831, 17591 .. 17818 , 277 92 .. 27824 , 27792 .. 27836, 
27824. .27853, 27828. .28178, 27828. .27971, 27932. .28183 



J?eq..^I_p 
;S£xancL.. 
End- 
Method 
End 
Score 



„ 0 J 9 90„4 28_3 0 ,. 9 92 

„..+„.._ ; ' ' 



Seq. No. 34725 Seq. ID 

Gene No. 71749 Strand 

Start 25651 End 

Name OJ990428_30 . 9922 . C9 . o7 . tw * Method 

Start 17544 End 

GI none Score 

Exons 17544 17939, 17591 .. 17 911 , 27900 

27932. .28231, 28181 .. 28300, 28183 



OJ990428_30.9922.C9 
+ 

30195 

TBLASTX: Wheat 
28300 
301 

28190, 27900. .28178, 
28299 



Seq. No. 34725 Seq. ID 

Gene No. 7174 9 Strand 

Start^ . . _ 2.5651 ■ . „..'," .■ End '■ 

Name OJ990428_30 . 9922 . C9 . 08 . tirr - Method 

Start 17592' End 

GI none Score 

Exons 17592. . 17915, 17633 .. 17 917 , 27921 .. 28181, 2798 9 .. 28174 , 
28184 . .28267, 28237 . .28266 



OJ990428_30. 9922.C9 
+ 

3Q195 '.- ■ . '. 
TBLASTX: Maize 
28267 
296 



Seq. No. 34725 

Gene No. 71749 

Start 25651 

Name OJ990428_30 . 9922 . C9 . o3 . tm 

Start- 17920 

GI none 
txons 



Seq. ID OJ990428 .30. 9922. C9 



Strand 
End 

Method 

End 

Score 



+ 

30195 

TBLASTX: Maize 

28636 

65 



17 920. . 17 994, 17942. . 18013, 18013. .18192, 18034 . . 1827 6, 
28274 . .28627, 2827 6 .. 28542 , 28328 .. 28 636, 28435. .28632 



34627 




Seq. No. 


34725 




Seq. ID 


OJ990428_30.9922 


.C9 


Gene No. 


71749 




Strand 


+ 




Start 


25651 




End 


30195 




Name 


OJ990428 30. 9922. C9 


. o2. tw 


Method 


TBLASTX: Wheat 




Start 


18036 




End 


28627 




GI 


none 




Score 


209 




Exons 


18036. .18308, 18036- 


. .18308, 


18037. .18309, 18309. .184 61, 






18311. .18460, 18385 


. .18462, 


28388.-28627, 28388.. 28612 




Seq. No. 


34725 




Seq. ID 


OJ990428_30.9922 


.C9 


Gene No. 


71749 




Strand 


+ 




Start 


25651 




End 


30195 




Name 


OJ990428 30. 9922. C9 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


18048 




End 


28633 




GI 


none 




Score 


63 




Exons 


18048. .18224., 18048, 


. . 18233, 


18049. .18225, 18231 .. 18299, 






18232. .18312, 28399, 


. .28542, 


28400. .28558, 28577.. 28633 




Seq. No. 


34725 




Seq. ID 


OJ990428_30. 9922 


.C9 


Gene No. 


71749 




Strand 


+ 




Start 


25651 




End 


30195 . 


• - 


_Name_, : _ _ _ 


OJ 9 904,2 8_30 , 9922. . C9, 


.pi, tc _ 


Method, _ 


^TBLASTX : Cress 










EncC^l. 


.J23Z1 2.,, 




GI* - ■ 


* ~none " ■• ' - : 




Score - - 


432- 




Exons 


18411. . 18776, 18413. 


. . 18775, 


28895. .29068, 29069 .. 29212, 






29071. .29211 










Seq. No. 


34725 




Seq. ID 


OJ990428_30. 9922 


-C9 


Gene No . 


71749 




Strand 


+ 




Start 


25651 




End 


30195 




Name 


OJ990428 30. 9922. C9. 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


18465 




End 


29188 




GI 


none 




Score 


108 




Exons 


18465. .18626, 18636. 


, .18752, 


28774 . .28881, 28775 29188 , 






28790. .29155, 28936. 


. .29187 








Seq. No. 


34725 




Seq. ID 


OJ990428_30.9922 


.C9. 


Gene No. 


71749 




Strand 


+ 




Start 


25651 




End 


30195 




Name 


OJ990428 30. 9922. C9. 


, o2.tm 


Method 


TBLASTX: Maize 




Start 


18494 




End 


29266 




GI,- 


none 




• Score 


507 




Exons - 


18494 . . 18838~, 18495. 


.18839, 


18505. .188 


43, 28943. . "290^9/ 






29077. .29262, 29078. 


.29266 








Seq. No. 


34725 




Seq. ID 


OJ990428_30.9922 


.C9 


Gene No. 


71749 




Strand 


+ 




Start 


25651 




End 


30195 




Name 


OJ990428' 30. 9922. C9. 


o2. ts 


Methods 


TBLASTX : Soybean 




Start 


18633 




End 


29236 




GI 


none 




Score 


136 




Exons 


18633. . 18800, 18635. 


.18787, 


28976. .29236, 28981.. 29235 




Seq. No. 


34725 




Seq. ID 


OJ990428_30. 9922 


.C9 


Gene No. 


71749 




Strand 


+ 




Start 


25651 




End 


30195 




Name 


OJ990428 30. 9922. C9. 


ol . tw 


Method 


TBLASTX: Wheat 





34628 




Start 


18759 






End 


29814 




GI 


none 






Score 


315 




Exons 


18759 


..19235, 18806 


. 19156, 


29195. .29617, 29197 .. 29625, 






29608 


..29814, 29616 


.29813 








Seq. No. 


34725 






Seq. ID 


OJ990428_30.9922 


. C9 


Gene No. 


71749 






Strand 


+ 




Start 


25651 






End 


30195 




Name 


OJ990428 30. 9922. C9. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


18939 






End 


29955 




GI 


none 






Score 


143 




Exons 


18939 


.19112, 19095. 


. 19160, 


29375. .29536, 29383 .. 29529, 






29534 


.29617, 29536. 


.29625, 


29607. .29954, 29608.. 29955 




Seq. No. 


34725 






Seq. ID 


OJ990428_30.9922 


.C9 


Gene No. 


71749 






Strand 


+ 




Start 


25651 






End 


30195 




Name 


OJ990428 30. 9922. C9. 


ol3 . tw 


Method 


•TBLASTX: Wheat 




Start 


19236 






End 


19376 




GI 


none 






Score 


195 




Exons 


19236. 


.1.9376, 19238. 


.. 19366 










~. 13412^5. 










Gene No. 


71749 






Strand 


+■ • - : " " 




Start 


25651 






End 


30195 




Name 


OJ990428 30. 9922. C9. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


19295 






End 


19541 




GI 


none 






Score 


335 




Exons 


19295. 


.19540, 19296. 


. 19541 








Seq. No. 


34725 






Seq. ID 


OJ990428_30.9922 


.C9 


Gene No. 


71749 






Strand 


+ 




Start 


25651 






End 


30195 




Name 


OJ990428 30. 9922. C9. 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


19377 






End 


30182 




GI 


none 






Score 


68 




Exons 


19377. 


.19460, 29815. 


. 30147, 


29842. .29922, 29907 .. 30026, 






30129. 


.30182 










Seq. No. 


34725 






Seq. ID 


OJ990428_30.9922 


.C9 


Gene No. 


71749 






Strand 


+ 




/Start 


.25651 






. End- 


301.95 




Name 


OJ990428 30. 9922. C9. 


o3.np 


. Method 


AAT/NAP 


* 


Start 


25651 






End 


30192 ' 




GI 


4680179 




Score 


7419 




Exons 


25651. 


.30192 










GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


34725 






Seq. ID 


OJ990428_30.9922 


C9 


Gene No. 


71749 






Strand 


+ 




Start 


25651 






End 


30195 




Name 


OJ990428 30. 9922. C9. 


o9. tw 


Method 


TBLASTX: Wheat 




Start 


25908 






End 


26271 




GI 


none 






Score 


301 




Exons 


25908. 


.26012, 25912. 


.26271, 


26037. .26270 




Seq. No. 


34725 






Seq. ID 


OJ990428_30.9922. 


C9 



34629 



Gene No. 71749 .Strand 

Start 25651 " End 

Name OJ990428_30 . 9922 . C9 . ol3 . tm Method ' 

Start 26152 End 

GI none Score 

Exons 26152. .26457, 26152.. 26406 

Seq. No. 34725 Seq. ID 

Gene No. 71749 Strand 

Start 25651 End 

Name OJ990428_30 . 9922 . C9 . olO . tw Method 

Start 26790 End 

GI none Score 

Exons 26790. .26984, 26840 26938 , 

Seq. No. 34725 Seq. ID 

Gene No. 71749 Strand 

Start 25651 End * 

Name OJ990428_30 . 9922 . C9 . o3 . gs Method 

Start 28568 End 

GI . none - . Score 

Exons.. _ 28568, ^. 2904(5,.. 29,613^30195 ... _ 

Seq'. No. • .34725 - - ■ ■'- - Seq-.- lb- 
Gene No-. 71749 Strand 
Start 25651 End 
Name OJ990428_30 . 9922 . C9 . ol4 . tm Method 
Start 29956 End 
GI none Score 
Exons 29956. .30168 



+ 

30195 

TBLASTX : Maize 

26457 

196 



OJ990428_30. 9922.C9 
+ 

30195 

TBLASTX : Wheat 

27206 

155 



27024. .27206, 27050.. 27205 



OJ990428_30. 9922.C9 
+ 

30195 
GENSCAN 
30195 
.62 



OJ990428_30. 9922.G9-- 
+ 

30195 

TBLASTX: Maize 

30168 

194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start. . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34726 Seq. ID 

71750 Strand 
3855 End 
OJ990428_30. 9922. C10. o3.gs Method 
3855 End 
none' Score 
3855.. 3914, 3968.. 4111, 4150. .4275 

34726 Seq. ID 

71751 Strand 
5564. - ; End 

O J990 4 2 8_30 . 9922" C10 . o2 . hp Method 

5564 End 

5852182 Score 
5564.. 5702, 6110.. 6379, 7000. .7071 

(AL117265) zhb0012.1 [Oryza sativa] 

34726 . 4 Seq. ID 

71752 Strand 
1 End . 
OJ990428_30 . 9922 . C10 . o3 . np Method 
1 End 
5852175 Score 



OJ990428_30. 9922. C10 
+ 

4275 
GENSCAN 
4275 
.67 



OJ990428_30. 9922. C10 
+ 

7071 
AAT/NAP 
7071 
113 " 



OJ990428 30. 9922. C10 



8706 
AAT/NAP 
8706 
104 



1..46, 6665. .6710, 7320. .7430, 7991. .8029, 8631. .8706 
(AL117265) zhb0005.1 [Oryza sativa] 



34630 




Seq. No. 


34726 


Seq. ID 


OJ990428_30. 9922 


.C10 


Gene No. 


71752 


Strand 






Start 


1 ' : . 


End 


8706 




Name 


OJ990428 30. 9922.C10.ol.gs 


Method 


GENSCAN 




Start 


7 


End 


2571 




GI 


none 


Score 


.48 




Exons 


7. .386, 1085. .1130, 2142. .2227, 2387.. 


2437 2451 2571 




Seq. No. 


34726 


Seq. ID 


OJ990428 30.9922 


. C10 


Gene No. 


71752 


Strand 






Start 


1 


End 


8706 




Name 


OJ990428 30.9922.C10.ol.np 


Method 


AAT/NAP 




Start 


1041 


End 


8706 




GI 


4680183 


Score 


130 




Exons 


1041. .1130, 1738. .1793, 8628. 


.8706 






GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


34726 


Seq. ID 


OJ9904P8 30 99?? 

\SKJ Zf Z/ \J \J ~J \J • Zf Zf C 


C10 


Gene No. 


71752 


Strand 






Start 


1 


End 


8706 




Name 


OJ990428 30. 9922.ClQ.o2.gs 


Method 


GENSCAN 




Start 


. 2818,. . . ^ _ 


End 


3290 ... 


~ v "-* 




T .qon,e,,,.,^ . T ,_.. JJ: .., t _ ..... ,^... r ^,,.., r .^,^ r 


. Scpr.e.„. , r 






Exons* . 


2818;. .3036, -3047 32-5-9, ■ 3282-.' 


.3290 - 






Seq. No. 


34726 


Seq. ID 


OJ990428_30.9922 


C10 


Gene No. 


71752 


Strand 






Start 


1 


End 


8706 




Name 


OJ990428 30. 9922. C10. o4 . gs 


Method 


GENSCAN 




Start 


5124 


End 


7552 




GI 


none 


Score 


.83 




Exons 


5124. .5387, 6371. .6548, 7515. 


.7552 






Seq. No. 


34726 


Seq. ID 


OJ990428__30.9922. 


C10 


Gene No. 


71752 


Strand 






Start 


1 


End 


8706 




Name 


OJ990428 30. 9922.C10.o5.gs 


Method 


GENSCAN 




Start 


8197 


End 


8660 




GI 


none 


Score 


.89 




Exons 


8197. .8306, 8339. .8407, 8473. 


.8660 






Seq. Nov 


34727 


Seq. ID' 


OJ990428_30. 9922. 


CI 1 


Gene No . 


71753 


Strand 






Start 


1 


End 


1014 




Name 


OJ990428 30.9922.Cll.ol.np 


Method 


AAT/NAP 




Start ' 


1 


End 


321 




GI 


6063554 


Score 


98 




Exons 


1..321 ■ 








GI De «;rrin 


(AP000615) ESTs AU07 5609 (C6334 4 ) , C7 1850 ( E04 64 ) , C98 611 (E04 64) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


34727 


Seq. ID 


OJ990428_30.9922. 


Cll 


Gene No . 


71753 


Strand 






Start 


i 


End 


1014 




Name 


OJ990428 30.9922.Cll.ol.gs 


Method 


GENSCAN 




Start 


48 


End 


1014 





34631 




GI 


none 






Score 


. 67 




Exons 


48 429, 926 1014 












Seq. No. 


34728 






Seq. ID 


OJ990428 30 9922 


C12 


Gene No. 


71754 






Strand 


+ _ 




Start 


439 






End 


778 




Name 


OJ990428 30.9922.C12. 


ol 


np 


Method 


AAT/NAP 




Start 


439 






End 


778 




GI 


6815052 






Score 


250 




Exons 


439. .588, 670. .778 












GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sat "i va 1 




Seq. No. 


34728 






Seq. ID 


OJ990428_30. 9922. 


C12 


Gene No. 


71755 






Strand 






Start 


115 






End 


647 




Name 


OJ990428 30.9922.C12. 


ol. 


gs 


Method 


GENSCAN 




Start 


115 






End 


647 




GI 


none 






Score 


. 54 




Exons 


115. .249, 482. .647 












Seq. No. 


34729 . . ... . 






Seq. . ID. 


OJ9.90428_30. 9922.. 


C13 . 


Gene... No... 


71756 . 






Strand. 






, Start , _ 


,a,3.,... _ 






, End. 


366 




Name 


OJ990428 30. 9922. €13. 


ol. 


■gs - - 


Method 






Start 


13 






End 


366 




GI 


none 






Score 


. 73 




Ex on s 


13. .24, 69. .160, 253. 


.366 








Sea No 


34730 






Seq. ID 




PI A 


Gene No. 


71757 






Strand 


+ _ 




Start 


334 






End 


398 




Name 


OJ990428 30.9922.C14. 


ol. 


gp 


Method 


AAT/GAP 




Start 


334 






End 


398 




GI 


3760640 






Score 


97 




Exons 


334. .398 












GI Descrip. 


4176420/dbj IBAA37167 | 


2. 


0e-ll 


(AB008097) cytochrome P450 




[Arabidopsis thaliana] 










Seq. No. 


34731 






Seq. ID 


OJ990428J30. 9922. 


C15 


Gene No. 


71758 






Strand 






Start 


235 






End 


348 




Name * 


OJ990428 30.9922.C15. 


ol. 


gs 


Method • - 


GEN SCAN • 




Start 


235* 






End ■ 


348 ' - 




GI 


none 






Score 


.84 




Exons 


235. .348 












Seq. No. 


34732 






Seq. ID 


OJ990428_30. 9922. 


C16 


Qene No . 


71759 






Strand 






Star.t 


1 






End 


76 




Name 


OJ990428 30.9922.C16. 


ol. 


gp 


Method 


AAT/GAP 




Start 


1 






End 


76 




GI 


61605 1.R1084 






Score 


97 




Exons 


1. .76 












GI Descrip. 


, 5852170/emb|AL117265 


.1 IOST17* 


304 1.0e-137 Oryza sativa 






indica (GLA4 ) genomic 


DNA 


, chromosome 4, 


BAC clone:tl7804 




Seq. No. 


34733 






Seq. ID 


OJ990428_30. 9922. 


C17 



34632 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



71760 
330 

OJ990428 

330 

none 

330. .433 



30-9922. C17.ol.gs. 



Strand 
End 

Method 

End 

Score 



+ 

433 

GENSCAN 

433 

.49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34733 
71761 
1 

OJ990428 30.9922.C17.ol.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990428_30.9922.C17 
378 

AAT/NAP 
378 
81 



6721561 
1..26, 287. .378 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086-tdbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No.. . . 34734 Seq. ID 

Gene Np.„ 71762 „ .. : . , _■„.„-.__..■..-.".... St rand..., 

..Start - j-2 7.,. J-,, ^S... "S.Sl ■ End ^ -l-J 
Name ■ " OJ990428_30 . 9922 . C18 .'ol . gs • Method' 

Start 127 End 

GI none Score 

Exons 127.. 239 



OJ990428_30 . 9922, C.18 

GENSCAN ■ - - 

239 

.73 



Seq. No. 34735 Seq. ID 

Gene No. 71763 Strand 

Start 302 End 

Name 0 J9904 2 8_30 . 9922 . CI 9 . ol . gs Method 

Start 302 End 

GI none Score 

Exons 302 . . 427 



OJ990428_30. 9922.C19 
+ 

427 

GENSCAN 

427 

.76 



Seq. No. 34736 Seq. ID 

Gene No. 71764 Strand 

Start 27 End 

Name OJ990428_30 . 9922 . C22 . ol . gs Method 

Start 27 End 

GI ... _ none Score 

Exons 27 . .230 



OJ990428__30. 9922.C22 
332 

GENSCAN 
230 

. 6 - .■ ■ 



Seq. No. 34736 

Gene No. 71764 

Start .27 

Name OJ9904 28_30 . 9922 . C22 . ol . tm 

Start 36 

GI none 

Exons 36.. 182, 207.. 332, 208.. 315 

Seq. No. 34737 

Gene No. 71765 

Start 1 

Name OJ990428__30 . 9922 . C23 . ol . np 

Start 1 



Seq. ID OJ990428_30. 9922 .C22 
Strand 

End 332 

Method TBLASTX : Maize 

End 332 

Score 92 



Seq. ID OJ990428_30. 9922.C23 

Strand + 

End 599 

Method AAT/NAP 

End 599 



34633 




GI 


5852178 


Score 


188 


Exons 


1..137, 499. .599 






GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 




Seq. No. 


34737 


Seq. ID 


OJ990428_30. 9922.C23 


Gene No. 


71766 


Strand 




Start 


49 


End 


247 


Name 


OJ990428 30. 9922.C23.ol.gs 


Method 


GENSCAN 


Start 


49 


End 


247 


GI 


none 


Score 


. 66 


Exons 


49. .247 






Seq. No. 


34738 


Seq. ID 


OJ990428 30 . 9922 .C25 


Gene No. 


71767 


Strand 




Start 


1 


End 


179 


Name 


OJ990428_30. 9922.C25.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


179 . 


GI 


6630696 


Score 


258 


Exons 


1. .179 






GI Descrip. 


(AP000969) ESTs D22114 (C1036 


4), AU076106 (E20423) correspond to a 




region of the predicted gene 


. ; Similar 


to retrovirus-related pol 




: t pplyprptein M from -trans poson_ 


Tnt;.l7 94 


( PI 097 8 .[Or yza„sa t ivaj _ fc 


Seq. No. 


- '34739- - ' - 


Seq. ID- 


• OJ990428_30 . 9922 , C26^ • 


Gene No. 


71768 


Strand 




Start 


80 


End 


388 


Name 


OJ990428 30. 9922.C26.ol.gs 


Method 


GENSCAN 


Start 


80 


End 


388 


GI 


none 


Score 


.43 


Exons 


80. .246, 322. .388 






Seq. No. 


34740 


Seq. ID 


OJ9 904 28_30. 9922. C28 


Gene No. 


71769 


Strand 


+ 


Start 


1 


End 


639 


Name 


OJ990428 30.9922.C28.ol.np 


Method 


AAT/NAP 


Start 


1 


. End 


639 


GI 


6691191 


Score 


158 


Exons 


1..278, 618. .639 






GI Descrip. 


(AC007534) F7F22.15 [Arabidopsis thaliana] 


Seq. No. 


34740 


Seq. ID 


OJ990428_30. 9922.C28 


Gene No. 


7176.9 


Strand 


+ 


Start 


1 


End 


639 


Name 


OJ990428 30.9922.C28.ol.gs 


Method 


GENSCAN 


Start 


170 


End 


254 


GI 


none 


Score 


.43 


Exons 


170. .254 






Seq. No. 


34740 


Seq. ID 


OJ990428_30. 9922.C28 


Gene No. 


71769 


Strand 


+ 


Start 


1 


End 


639 


Name 


OJ990428 30.9922.C28.o2.np 


Method 


AAT/NAP 


Start 


511 


End 


639 


GI 


6815053 


Score 


188 


U 1 , , ~ 


511 . . 639 






GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 



34634 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34741 Seq. ID 

71770 Strand 
1 End 
OJ990428_30. 9922.C29.ol.np Method 
1 End 
4325357 Score 
1. .394 

(AF128395) contains similarity to Arabidopsis thaliana 
retrotransposon Athila hypothetical protein 1 (GB:X81801) 
[Arabidopsis thaliana] 



OJ990428_30. 9922.C29 
+ 

394 

AAT/NAP 
394 
205 



34742 ■ Seq. ID 

71771 Strand 

114 End 
OJ990428_30 . 9922 . C30 . ol . gs Method 

114 End 

none Score 

114. .241, 327. .507 



OJ990428_30.9922.C30 
507 

GENSCAN 

507 

.58 



Seq. No. 34743 Seq. ID 

Gene No. 71772 .Strand 

Start .,_ u: . 77;,,.. ^ _ /h;.;^- >End_-._ s 

Same , ... : ;,j6jb : 9q^ 

Start • 77 ' - . - - : " End ' 

GI ' none • Score 

Exons 77,-244 



OJ990428 30.9922.C32 



5 24 4 

.....genscan.:; 

24 4- 
. 98 



Seq. No. 34744 

Gene No.' 717 7 3 

Start 297 

Name OJ990428_30 . 9922 . C36 . ol . gs 

Start 297 

GI none 

Exons 297. .365 



Seq. ID OJ990428_30.9922.C36 

Strand + 

End 365 

Method GENSCAN 

End 365 

Score .43 



Seq. No. 34745 Seq. ID OJ990428_30 . 9922 . C37 

Gene No; 71774 Strand + 

Start 1 End 257 

Name OJ990428_30 . 9922 . C37 . ol . np Method AAT/NAP 

Start 1 End 224 

GI 3924604 Score 103 

Exons .1. .224 

GI Descrip. (AF06944-2) putative leucine-rich 'repeat protein [Arabidopsis 
thaliana] 



Seq. No. 34745 Seq. ID 

Gene No. 71774 Strand 

Start 1 End 

Name OJ990428_30 . 9922 . C37 . ol . gs Method 

Start 30 End 

GI none Score 

Exons 30.. 257 



OJ990428_30.9922.C37 
+ 

257 

GENSCAN 
257 
. 99 



Seq. No. 34746 Seq. ID 

Gene No. 71775 Strand 

Start 28 End 

Name OJ9904 28_30 . 9922 . C39 . ol . gs Method 



OJ990428_30. 9922.C39 
+ 

231 

GENSCAN 



34635 



Start 
GI 

Exons 



28 

none 
28. .231 



End 231 
Score .88 



Seq. No. 34747 Seq. ID 

Gene No. 71776 Strand. 

Start ■ ..• ' 46 End 
Name ' OJ990428_30 . 9922 . C4 0 . ol . gs Method 

Start 46 End 

GI none Score 

Exons 46. .450 



OJ990428_30.9922.C40 
+ 

450 

GEN SCAN 

450 

.41 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq; No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990428 30.9922.C40 



34747 Seq. ID 

71777 Strand 
1 End 
OJ990428_30 . 9922 . C4 0 . ol . np Method 
1 End 
6063554 Score 
1..90, 208. .499 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene./ hypothetical 
., Rr P t e i n . J 0 ryjza . .sat Iv a J . _ . . _ f \ 



499 

AAT/NAP 

499 

373 



-34748 -* - •■ * ■ >• Seq.- -ID 

71778 Strand 

93 End 
OJ990428_30 . 9922 . C4 1 . ol . gs Method 

93 End 

none Score 
93. .380 



OJ990428_30~. 9922-.C41 
380 

GENSCAN 

380 

.64 



Seq. No. 34749 Seq. ID 

Gene No. 71779 Strand 

Start 1 End 

Name OJ990428_30 . 9922 . C42 . ol . np Method 

Start 1 End 

GI v. 2961377 Score 

Exons 1 . T551 

GI Descrip. (AL022141) putative receptor protein kinase [Arabidopsis 
thaliana] 



OJ990428_30. 9922.C42 
+ 

551 

AAT/NAP 
551 
113 



Seq. No. 34749 Seq. ID 

Gene No. . 71779 Strand 

Start 1" ' End' 

Name OJ990428_30 . 9922 . C4 2 . ol . gs Method 

Start 58 End 

GI none Score 

Exons 58.. 534 



OJ990428_30. 9922...C42. 

+• 

551 

GENSCAN 

534 

.82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34749 
71779 
1 

OJ990428_30. 9922.C4 2 .ol .tm 

157 

none 



Seq. ID OJ990428_30. 9922.C42 
Strand 
End 

Method 
End 
Score 



+ 

551 

TBLASTX: Maize 

415 

151 



157. .285, 158. .286, 265. .411, 266. .415 



34636 




Seq. No. 


34750 


Seq. ID 


OJ990428_30.9922.C43 


Gene No. 


71780 


Strand 




Start 


338 


End 


395 


Name 


OJ990428 30.9922.C43.ol.gs 


Method 


GENSCAN 


Start 


338 


End 


395 


GI 


none 


Score 


. 69 


Exons 


338. .395 






Seq. No. 


34751 


Seq. ID 


OJ990428_30.9922.C45 


Gene No. 


71781 


Strand 


+ 


Start 


23 


End 


304 


Name 


OJ990428 30.9922.C45.ol.gs 


Method 


GENSCAN 


Start 


23 


End 


304 


GI 


none 


Score 


. 52 


Exons 


23. .304 






Seq. No. 


34752 


Seq. ID 


OJ990428 30.9922.C52 


Gene No. 


71782 


Strand 




Start 


159 


• End 


522 


Name 


OJ990428 30.9922.C52.ol.np 


Method 


AAT/NAP 


Start 


. . 159 . .. . 


. End 


522 


.GI . 


3243234. 


_ Score 


123 ■ • . ■ . 


.Exon.S-^- 


_i5k. 3 .i.22_ „ 






GI Descrip. 


(AF0714-77) isoflavone - reductase related protein [Pyrus communis] 


Seq. No. 


34753 


Seq. ID 


OJ990528_30.9919.C1 


Gene No. 


71783 


Strand 




Start 


1 


End 


86 


Name 


OJ990528 30.9919.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


86 


GI 


2498930 


Score 


118 


Exons 


1. .86 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


34754 


Seq. ID 


OJ990528_30.9919.C2 


Gene No. 


71784 


Strand 


+ 


Start 


1168 


End 


5245 


Name 


OJ990528 30.9919.C2.ol.np 


Method 


AAT/NAP 


Start 


1168 


End 


2401 


GI 


5669656 


Score 


224 


Exons 


1168. .1257, "1702. .1776, 1899. 


-. 1970, 2219. .2401 


GI Descrip. 


(AF096263) ER33 protein ' [Lycopersicon esculentum] 


Seq. No. 


34754 


Seq. ID 


OJ990528 30. 9919. C2 


Gene No. 


71784 


Strand 


+ 


Start 


1168 


End 


5245 


Name 


OJ990528 30. 9919 . C2 . o2 . gp 


Method 


AAT/GAP 


Start 


1403 


End 


1780 


GI 


none 


Score 


410 


Exons 


.1403. .1606, 1711. .1780 






Seq. No. 


34754 


Seq. ID 


OJ990528_30.9919.C2 


Gene No. 


71784 


Strand 


+ 


Start 


1168 


End 


5245 


Name 


OJ990528 30.9919.C2.ol.gs 


Method 


GENSCAN 


Start 


1448 


End 


5245 



34637 



GI none Score . 67 

Exons 1448. .1606, 1899. .1964, 2261. .2382, 3841. .3890, 4267. .4358, 

4958. .5245 



Seq. No. 34754 Seq. ID 

Gene No. 71784 Strand 

Start 1168 End 

Name OJ990528_30 . 9919 . C2 . o3 . gp Method 

Start 1693 End 

GI 1990_1.R1084 Score 

Exons 1693. .1776, 1899. .1964, 2056. .2109, 

GI Descrip. 1 5 6 69 65 6 /gb | AAD4 6413.11 AF0962 63_1 1 
protein [Lycopersicon esculentum] 1 



OJ990528 
+ 

5245 
AAT/GAP 
2786 
1345 
2261. .2786 
0e-23 (AF096263) 



30. 9919. C2 



ER33 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq-. No. * 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34754 Seq. ID 

71785 Strand 

6197 End 

OJ990528_30 . 9919 . C2 . o2 . gs Method 

6197 End 

none Score 
6197. .6309, 7564. .7672, 8086. 

.9064, ..9327 ,...9507 , . 974 6_ 



OJ990528_30.9919.C2 
+ 

10055 
GENSCAN 
9746 
.79 

,8250, . 8282. .8453, 8735.. .8.934,. 



34754 - 

71785 
6197 

OJ990528_30. 9919.C2.o4 .gp 
8628 

2_1.R1084 

8628. .8934, 9064. .9411, 9507. 



S.eq. ID 

Strand 

End 

Method 
End 
Score 
.10055 



OJ990528_30. 99T9.C2 
+ 

10055 
AAT/GAP 
10055 
2264 



, 3618310/dbj IBAA33201 | 1.0e-108 (AB001883) zinc finger protein 
[Oryza sativa] ' 



Seq. No. 


34754 


Seq. ID 


OJ990528 


_30. 


9919 


.C2 


Gene No. 


71785 


Strand 


+ . 








Start 


6197 


End 


10055 








Name 


OJ990528 30. 9919 . C2 . o2 . np 


Method 


AAT/NAP 








Start 


8749 


End 


9743 








GI 


3618310 


Score 


1293 








Exons 


8749. .8934, 9064. .9411, 9507.. 


9743 










GI Descrip. 


(AB001883) zinc finger protein [Oryza 


sativa] 








Seq. No. 


34 754 * 


Seq. ID 


' OJ990528 


_30. 


9919 


.C2 


Gene No. 


71786 


Strand 


+ 








Start 


10097 


End 


10537 








Name 


OJ990528 30. 991 9 . C2 . o5 . gp 


Method 


AAT/GAP 








Start 


10097 


End 


10537 








GI 


4715695 


Score 


859 








Exons 


10097. .10537 




•* 








Seq. No. 


34754 


Seq. ID 


OJ990528 


_30. 


9919 


.C2 


Gene No. 


71787 


Strand 


+ 








Start 


11114 


End 


11735 








Name 


OJ990528 30. 9919 . C2 . 06 . gp 


Method 


AAT/GAP 








Start 


11114 


End 


11735 








GI 


11536 1.R1084 


Score 


600 








Exons 


11114. .11430, 11639. .11735 













34638 



GI Descrip. ' 512394 8/emb | CAB4 5506 . 1 | 3.0e-35 (AL079349) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34754 
71788 
10841 

OJ990528_30.9919.C2.o2.tm 

1513 

none 

1513.. 1608, 1514.. 1606, 1528. 
1881.. 1970, 1898.. 1957, 2050. 
2249. .2347, 2260. .2346, 2333. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_30.9919.C2 
11425 

TBLASTX: Maize 

2386 

124 



,1608, 1708. .1785, 1737. .1784, 
.2124, 2054. .2110, 2055. .2111, 
.2386, 2345. .2386 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



34754 
71788 
10841 

OJ990528_30 

8588 

none 

8588. .8632, 
9061. .9231,. 
9321., ^9380, 
J>5 .0.6 ^35 8.3.,- 
9705.V9749; 



9919.C2.ol.tm 



8589. .8618, 8745. 
9063.. 9230, 9070. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 30. 9919. C2 



11425 

TBLASTX: Maize 
9750 
41 

8876, 8746. .8880, 8917. 
9168, 9076. .9267, 9234. 
9322, .9411,.- 9361. .9411, 9462. .9566, 9504. 

Mxi-« a634.,^^a..4i3a,r;laAi2;.^iil9^ s^i.., 

9705; .9749,- 9709. .9750 - ' : -- ' -*- -- : " 



.8934, 

.929.0,. 
.9584, 



Seq. No. 34754 

Gene No. 71788 

Start 10841 

Name OJ990528_30 . 9919 . C2 . ol . tc 

Start 8818 

GI none 

Exons 8818.. 8880, 8818.. 8880, 8917. 

9063.. 9203, 9597.. 9626, 9657, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 30. 9919. C2 



11425 

TBLASTX: Cress 
9755 
102 

,8934, 9055. .9204, 9061. .9168, 

,9755 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34754 Seq. ID 

71788 Strand 

10841 End 

OJ990528_30.9919.C2.ol.ts Method 

8818 End 

none Score 



OJ990528_30. 9919.C2 
11425 

TBLASTX : Soybean 

9417 

108 



8818. .8880, 8917. .8934, 9055. .9213, 9061. .9174, 9063. .9212, 
9355. .9417 



Seq. No. 34754 Seq. ID 

Gene No. 71788 Strand 

Start 10841 End 

Name OJ990528_30 . 9919 . C2 . o3 . gs Method 

Start 10841 End 

GI none Score 

Exons 10841 . . 11425 



OJ990528_30. 9919.C2 

11425 
GENS CAN 
11425 
.64 



Seq. No. 34754 Seq. ID 

Gene No. 71788 Strand 

Start 10841 End 

Name OJ990528_30 . 9919 . C2 . o3 ."tm Method 

Start 10972 End 

GI none Score 



OJ990528_30. 9919.C2 
11425 

TBLASTX: Maize 

11245 

127 



34639 



Exons 


10972. .11067, 10974. .11066, 


11067. .11228, 11068. .11238, 






11075. . 11230, 11083. .11238, 


11084. .11245 




Seq. No. 


34755 


Seq. ID 


OJ990528_30. 9919 


.C3 


Gene No. 


71789 


Strand 


4-' 




Start 


962 


End 


1154 




Name 


OJ990528 30. 9919 . C3 . ol . gs 


Method 


GEN SCAN 




Start 


962 


End 


1154 




GI 


none 


Score 


. 82 




Exons 


962. .1154 








Seq. No. 


34755 


Seq. ID 


OJ990528_30.9919 


.C3 


Gene No. 


71790 


Strand 


+ 




Start 


3047 


End 


4946 




Name 


OJ990528 30. 9919 . C3 . o2 . gs 


Method 


GENSCAN 




Start 


3047 


End 


4946 




GI 


none 


Score 


. 63 




Exons 


3047. .3212, 3214. .3312, 3553 


..3663, 4138. .4243, 4330. .'4404 




4766. .4946 








Seq. . No. 


34.75.5 


Seq. . ID 


OJ.9.905.28_30. 9919 


.C3. 


_Gene ..No,._.. ■„ 


;^7i79l:_ u .... „-...^ 


,., t Strand 






J^arxZ^-1- 




_..End___^ 






Name * • 


- OJ990528 30.9919~C3.ol~gp^ : • 


Method ■ 


AAT/GAP 




Start 


1 ■ 


End 


233 




GI 


11536 1.R1084 


Score 


450 




Exons 


1. .233 








GI Descrip. 


, 5123948/emb|CAB45506.1| 3.0e-35 (AL079349) putative prote: 




[Arabidopsis thaliana] ? 








Seq. No. 


34755 


Seq. ID 


OJ990528_30.9919, 


.C3 


Gene No. 


71791 


Strand 






Start 


1 


End 


1616 




Name 


OJ990528 30.9919.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1616 




GI 


4510396 


Score 


180 




Exons 


1..211, 822. .985, 1534. .1616 








GI Descrip: 


(AC006587) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


34755 


Seq. ID 


OJ990528_30.9919. 


.C3 


Gene No. 


71792 


Strand 






Start 


•4779 


End. 


4.961 




Name* 


OJ990528* 30. 9919.C3.ol. tm 


Method 


TBLASTX: Maize 




Start 


4779 


End 


4961 . 




GI 


none 


Score 


187 




Exons 


4779. .4961, 4780. .4959 








Seq. No. 


34755 


Seq. • ID 


OJ9?0528_30.9919, 


,C3 


Gene No. 


71792 


Strand 






Start 


4779 


End 


4961 




Name 


OJ990528 30.9919.C3.o2.np 


Method 


AAT/NAP 




Start 


4779 


End 


4961 




GI 


6041859 


Score 


220 




Exons 


4779. .4961 








GI Descrip. 


(AC009853) putative calmodulin [Arabidopsis thaliana] 




Seq. No. 


34756 


Seq. ID 


OJ990528_30.9919. 


C4 



34640 




Gene No. 71793 Strand + 

Start 10633 End 15201 

Name OJ990528_30 . 9919 . C4 . o2 . np Method AAT/NAP 

Start 10633 End 15201 

GI 5295971 Score 7542 

Exons 10633. . 15201 

GI Descrip. (AB026295) EST D24 315 ( R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777) [Oryza sativa] 

Seq. No. 34756 Seq. ID OJ990528_30 . 9919 . C4 

Gene No. 71794 Strand 

Start 1 End 96 

Name OJ990528_30 . 9919 . C4 . ol . np Method AAT/NAP 

Start 1 End 96 

GI 6041859 . . Score 116 

Exons 1 . . 96 

GI Descrip. (AC009853) putative calmodulin [Arabidopsis thaliana] 

Seq. No. 34756 Seq. ID OJ990528_30 . 9919 . C4 

Gene. No. . 71795 . ... . Strand. - . . 

Start _ _ ,_5727,._„.. . . ... ; ... ...End, . .8:521 _ , ^ 

_ w ^jName. v _ l^Z^^Z. 

O ' Start - -■ 5727 ■■• '--End.- - : ■■ 

j GI none Score .8- 

:»i Exons 5727.. 5771, 5989.. 6093, 6194.. 6259, 7108.. 7212, 7783.. 7919, 

;;;; 8491. .8521 

j « j Seq. No. . 34756 Seq. ID OJ990528_30 . 9919 . C4 

U! Gene No. 71795 Strand 

ul! Start 5727 End 8521 

I'M Name OJ990528_30 . 9919 . C4 . ol . gp Method AAT/GAP 

Start 6226 End 7853 

GI none Score 596 

Exons 6226.. 6296, 6399.. 6487, 7108.. 7212, 7783.. 7853 

L: Seq. No. 34756 Seq. ID OJ990528_30 . 9919 . C4 

!=: Gene No. 71796 Strand 

X Start 12472 End 12907 

Name OJ990528J30 . 9919 . C4 . o2 . gp Method AAT/GAP 

P Start 12472 End 12907 

.GI uC-os.flM2020118f01al Score 781 - : ■ 

Exons 12472. . 12907 

GI Descrip. 1 529597 1/dbj | BAA81872 . 1 | 4.0e-64 (AB026295) EST D24315 (R17 18 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 

Seq. No. 34756.. Seq. ID OJ990528_30 . 9919 . C4 

Gene No. 71797 Strand 

Start 14594 End 15110 

Name OJ990528_30 . 9919 . C4 . o4 . tm Method TBLASTX : Maize 

Start 5304 End 7180 

GI none Score 104 

Exons 5304. .5426, 5306. .5434, 5316. .5405, 5977. .6111, 5987. .6106, 
5987. .6115, 5989. .6108, 6177. .6293, 6197. .6298, 6197. .6298, 
6384. .6485, 6392. .6487, 6393. .6479, 6395. .6493, 7111. .7176, 



34641 



7112. .7180 



Seq. No. 34756 
Gene No. 71797 
Start 14594 

Name OJ990528_30 . 991 9 . C4 . o7 . tm 

Start 7783 
GI none 

Exons 7783.-7842, 7783. .7839, 7784. 

7817. .7930, 8001. .8114, 8005. 
8491. .8559, 8491. .8562, 8658. 
9080.. 9139, 9081.. 9146, 9081. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 30. 9919. C4 



15110 

TBLASTX: Maize 
9302 
96 

7843, 7800. .7919, 7816. .7929, 
8115, 8005. .8115, 8489. .8554, 
8792, 8658. .8792, 8660. .8797, 
9140, 9091. .9165, 9276. .9302 



Seq. No. 34756 

Gene No. 71797 

Start 14594 

Name OJ990528_30 . 9919 . C4 . o5 . tm 

Start 11019 

GI none 
Exons 



Seq. ID OJ990528_30. 9919.C4 



Strand 
End 

Method 

End 

Score 



15110 

TBLASTX: Maize 

11311 

353 



11019. .11234, 11020. .11310, 11038 .. 11310, 11270. .11311 



Sejq ... No , 
,G.ena-.Np . 
Start 
Name 
Start 
GI 

Exons 



. 34 756, 
_7.1J.97 , 



.. Seq.. JP,- OJ.9905^ 

v . ,_^_S.t rand.. '.. Jcw^i ».„ ., L ,^ 3 u CT - a 



14594 • •; End' 

OJ990528_30. 9919.C4 .ol .tm Method 
11544 End 
none Score 



■15110 

TBLASTX: Maize 

12264 

264 



1154 4. .11801, 1154 5. .11820, 11562. .11819, 11802. .11834, 
11839. .122 64, 11840. .12163, 118 99. .12264 



Seq. No. 34756 

Gene No. 71797 

Start 14594 

Name OJ990528_30 . 991 9 . C4 . ol . tw 

Start 12189 

GI none 

Exons 12189. .12494, 121 90 .. 12555, 
12562.. 12642 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_30. 9919.C4 
15110 

TBLASTX: Wheat 

12642 

340 



12193. .12570, 12550. .12 642, 



Seq. No. 34756 Seq. ID 

Gene No. 71797 Strand 

Start •145-94. • End ■ 

Name OJ990528_30 . 991 9 . C4 . 08 . tm Method 

Start 12279 End 

GI none Score 

Exons 12279. .12518, 12280.. 12519 



OJ990528_30. 9919.C4 

15110 • \ • 
TBLASTX: Maize 
12519 
307 



Seq. No. 34756 Seq. ID 

Gene No.. 71797 Strand 

Start 14594 End 

Name OJ990528_30 . 991 9 . C4 . o4 . ts Method 

Start 12580 End 

GI none Score 

Exons 12580. .12855, 12676.. 12756 



OJ990528_30.9919.C4 
15110 

TBLASTX: Soybean 

12855 

185 



Seq. No. 
Gene No. 



34756 
71797 



Seq. ID 
Strand 



OJ990528 30. 9919. C4 



34642 



Start 


14594 




End 


15110 




Name 


OJ990528 30 9919 C4 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


12715 ~~ 




End 


13266 




GI c 


none 




Score 


104 




Exons 


12715 . . 12855, 12913 


. . 13179, 


12930. .13079, 13182. .13253, 






13186 . . 13266 










Seq. No. 


34756 




Seq. ID 


• OJ990528 30. 9919 


.C4 


Gene No. 


71797 




Strand 






Start 


14594 




End 


15110 




Name 


OJ990528 30.9919 C4 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


12918 ~~ 




End 


13344 




GI 


none 




Score 


664 




Exons 


12918 . . 13343, 12922 


. . 13344 








Seq. No. 


34756 




Seq. ID 


OJ990528 30.9919 


C4 


Gene No. 


71797 . 




Strand 






Start 


14594 




End 


15110 




Name 


OJ990528 30 9919 C4 


. ol . ts 


Method 


TBLASTX: Soybean - 




Start 


12949 ~~ 




End 


13428 




GI 


none 




Score 


330 




Exons 


■ 1294 9.. . 13257, 12954 


. .1.324 4.,- 


;13282,. : vl34 


2-8 A .13312. .134 25, 




Seq. No. 


34756 - ' ' " ' 


- .. 


- Seq. ID 


-OJ990528_30.9919 


-C4- 


Gene No. 


71797 




Strand 






Start 


14594 




End 


15110 




Name 


OJ990528 30 9919 C4 


o2 . tc 


Method 


TBLASTX: Cress 




Start 


12964 ~ 




End 


13404 




GI 


none 




Score 


194 




i — t *\ W 1 1 o 


12964 13260. 13104 


. 13250, 


13282. .13404 




Seq. No. 


34756 




Seq. ID 


OJ990528_30. 9919 


C4 


Gene No. 


71797 




Strand 






Start 


14594 




End 


15110 




Name 


OJ990528 30 . 9919.C4 


o2 . ts 


Method 


TBLASTX : Soybean 




Start 


13878 ~ 




End 


14372 




GI 


5509260 




Score. 


223 




Exons 


13878 14162. 13958 


. 14131, 


14157. .14372, 14213. .14353 




GI Descrip. 












Seq. No. 


34756 




Seq. ID 


OJ990528_30. 9919. 


C4 


Gene No. -■ 


71797 • ■ 




Strand ■ 






'Start 


14594 




End 


' 15110 




Name 


. OJ990528 30. 9919. C4. 


06 . tm 


" Method 


TBLASTX: Maize 




Start 


13929 ~~ 




End 


14222 




GI 


none 




Score 


289 




Exons 


13929. . 14180, 13955. 


. 14131, 


14157. .14222, 14157. .14222 




Seq. No. 


34756 




Seq. ID 


OJ990528_30.9919. 


C4 


Gene No. 


71797 




Strand 






Start 


14594 




End 


15110 




Name 


OJ990528 30. 9919. C4. 


o3.tc 


Method 


TBLASTX: Cress 




Start 


14000 




End 


14261 




GI 


none 




Score 


152 




Exons 


14000. .14131, 14001. 


.14174, 


14157. .14261 




Seq. No. 


34756 




Seq. ID 


OJ990528_30.9919. 


C4 



34643 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 

Starts „;,; 

g i 

Exons 



71797 
14594 

OJ990528_30 . 9919 . C4 . o2 . tw 

14045 

none 

14 04 5. .14131, 1404 6. .14174, 
14196. .14363, 14373 .. 14483, 

34756 
71797 
14594 

OJ990528_30. 9919.C4 .o3.tm 

14424 

none 

14 424. .14516, 14 424 .. 14 513, 
14513. . 14740, 14517. .14810, 

34756 
71797 
14594 

OJ990528_30.9919.C4.o3.ts 

t -14520_.., ; „ _ 
none .,.\....^ 
■14 520-.-. 14 909 



Strand 

End 15110. 

Method TBLASTX : Wheat 

End 14594 

Score 120 
14 0 61. .14159, 14157. .14387, 
14517. . 14594 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14426 

14517 



OJ990528 30. 9919. C4 



15110 

TBLASTX: Maize 
14812 
143 

14521, 14426. .14515, 
14810, 14783. .14812 



Seq. ID 

Strand 

End 

Method 
£nd „• 
.....Score,,,. .., 



OJ990528_30.9919.C4 

15110 
. TBLASTX: Soybean 
14909 . _ , _ 



OJ990528 30. 9919. C4 



Seq. No. 34756 Seq. ID _ 

Gene No. 71797 Strand - ~ 

Start 14594 End 15110 

Name OJ990528_30 . 9919 . C4 . o3 . gp Method AAT/GAP 

Start 14594 End 15048 

GI 36280_1.R1084 Score 850 

Exons 14594. .15048 

GI Descrip. 1 529597 1/dbj | BAA8 1872 . 1 | 1.0e-81 (AB026295) EST D24315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 



Seq. No. 


34756 






Seq. ID 


OJ990528_30.9919 


.C4 


Gene No. 


71797 






Strand 






Start 


14594 






End 


15110 




Name 


OJ990528 30. 


9919. C4 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


14595 - 






■ End • • 


14906 




GI ■ 


* none 






Score 


64 * • 




Exons 


14595. .44702 


, 14727, 


. .14906 








Seq. No. 


34756 






Seq. ID 


OJ990528_30.9919< 


.C4 


Gene No. 


71797 ■ 






Strand 






Start 


14594 






End 


15110 




Name 


OJ990528 30. 


9919. C4 . 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


14727 






End 


15104 




GI 


none 






Score 


257 




Exons 


14727. .15017 


, 14789, 


. .14899, 


14 921. . 15016, 15023. .15100, 






15024. .15104 












Seq. No. 


34756 






Seq. ID 


OJ990528_30. 9919, 


,C4 


Gene No. 


71797 






Strand 






Start 


14594 






End 


15110 





34 64 4 



Name 


OJ990528 30 9919 C4 


o9 . tm 


Method 


TBLASTX: Maize 


Start 


14813 ~~ 




End 


15110 


GI 


none 




Score 


303 


Exons 


14813 . .14899. 14814 


. 15110, 


14933. .15109 


Seq. No. 


34757 




Seq. ID 


OJ990528_30.9919.C5 


Gene No. 


71798 




Strand 


— 


Start 


549 




End 


1597 


Name 


OJ990528 30 9919 C5 


o 1 . qs 


Method 


GENSCAN 


Start 


549 ~ 




End 


1586 


GI 


none 




Score 


. 88 


Exons 


549 645. 767 1025. 


1180 . . 1 


371, 1565.. 


1586 


Sea. No. 


34757 




Seq. ID 


OJ990528_30. 9919.C5 


Gene No. 


71798 




Strand 




Start 


549 




End 


1597 


Name 


OJ990528 30. 9919. C5 . 


ol . tm 


Method 


TBLASTX: Maize 


Start 


601 




End 


976 


GI 


none 




Score 


176 


Exons 


601. .645, 603. .650, 


763. .939, 765. .938, 


766. .951, 768. .944, 




.. 943. .9.75, 944.. 976, 


94 5. . 97.4 


-,_ 946. . 975 





,,S.e.q.....JNp,., ......... 

Gene- No. - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



71798 • 
549 

OJ990528_30.9919.C5.ol.np 
780 

6857781 



,.aeq._ . i ID_.Oa9a05.25^3.Q^99ia^CA, 

Strand - ....... 

End 1597 
Method AAT/NAP 
End 1597 
Score 103 



780. .862, 1180. .1437, 1553. .1597 

eukaryotic translation initiation factor 2 alpha kinase 3 
gi 1 4107513 (AF076681) type-I transmembrane ER-resident 
serine/threonine kinase PERK [Mus musculus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34758 Seq. ID 

71799 Strand 

1 End 

OJ990528_30.9919.C6.ol.np Method 

1 End 

121064 Score 



OJ990528_30.9919.C6 

4870 
AAT/NAP 
4870 
191 



1..211, 605. .989, 1089. .1162, 2047. .2136, 2752. .2792, 4833. 
PROTEIN KINASE GCN2 gi 1171578 (M27082) GCN2 [ Saccharomyces 
cerevisiae] 

34758 Seq. ID OJ990528_30 . 9919 . C6 

71799 Strand 

1 End 4870 

OJ990528_30 . 9919 . C6 . ol . gs Method GENSCAN 

24 End 4492 

none Score .89 

24. .211, 823. .989, 2954. .3040, 3139. .3225, 3304. .3429, 

4025. .4492 



4870 



Seq. No. 34759 Seq. ID 

Gene No. 71800 Strand 

Start 5770 End 

Name OJ990528_30 . 9919. C7 . o2 . gs Method 

Start 5770 End 



OJ990528_30.9919.C7 
+ 

10163 

GENSCAN 

10163 



34645 




GI 


none 






Score 


.73 


Exons 


5770. .5827, 


6644 


..6958, 9136 


. .9311, 9996. .10163 


Seq. No. 


34759 






Seq. ID 


OJ990528__30. 9919.C7 


Gene No. 


71801 






Strand 




Start 


298 






End 


6858 


Name 


OJ990528 30 


.9919 


. C7 . ol . gs 


Method 


GENSCAN 


Start 


298 






End 


5341 


GI 


none 






Score 


.74 


Exons 


298. .402, 1092.. 


1197, 1299. . 


1448, 3461 


..3627, 3835. .4057, 




4147. .4289, 


4606 


. .4706, 4785 


..4851, 4982. .5044, 5210. .5341 


Seq. No. 


34759 






Seq. ID 


OJ990528_30. 9919.C7 


Gene No. 


71801 






Strand 




Start 


298 






End 


6858 


Name 


OJ990528 30 


.9919 


.C7.ol.gp 


Method 


AAT/GAP 


Start 


3318 






End 


4095 


GI 


16145 1.R1084 




Score 


973 


Exons 


3318. .3627, 


3835 


. .4095 






GI Descrip. 


f 3763940 1. 


Oe-35 


(AC004450) 


hypothetical protein [Arabidops 




thaliana] 1 










..Sejq.^NQ.-^.-^ 








_.,Seq.:^j:i)_ 


,0.099-0 5.2JB = aa.,9S49...X5_ 


Gene No. : 


- 71801 ' ^ 


- - 




- Strand" 




Start 


298 






End 


6858 


Name 


OJ990528 30 


.9919 


. C7 . o2 . tm 


Method 


TBLASTX: Maize 


Start 


3333 






End 


3593 


GI 


none 






Score 


89 


Exons 


3333. .3434, 


3334 


. .3402, 3336 


..3407, 3443..3592, 3451. .3591, 




3455. .3592, 


3459 


. . 3593 






Seq. No. 


34759 






Seq. ID 


OJ990528_30. 9919.C7 


Gene No. 


71801 






Strand 




Start 


298 






End 


6858 


Name 


OJ990528 30 


.9919 


. C7 . ol . ts 


Method 


TBLASTX: Soybean 


Start 


3449 






End 


4065 


GI 


none 






Score 


115 


Exons 


3449. .3577, 


3454 


. . 3591, 3457 


..3588, 3583. .3684, 3599. .3628, 




3835. .4023, 


3836 


. . 4009. 4003 


..4065, 4004. .4063 


Seq. No. 


34759 






Seq. ID 


OJ990528_30.9919.C7 


Gene No . 


■ 71801 






Strand 




Start 


2 98- 






End * 


6*58 


Name 


OJ990528 30 


.9919 


.C7.ol.np 


Method 


AAT/NAP . 


Start 


3460 






End 


5341 


GI 


2288982 






Score 


874 


Exons 


3460. .3642, 


3799 


..4289, 4399 


..4443, 4606. .4706, 4785. .4851, 




4982. .5044, 


5210 


. .5341 






GI Descrip. 


(AC002335) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


34759 






Seq. ID 


OJ990528_30.9919.C7' 


Gene No. 


71801 






Strand 




Start 


298 






End 


6858 


Name 


OJ990528 30 


.9919 


.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


3595 






End 


5345 


GI 


none 






Score 


369 


Exons 


3595. .3645, 


3835 


.4107, 3836 


..4111, 4126. .4290, 4137. .4295, 



34646 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4137. .4292, 4157. .4306, 4381. .4455, 4400. .4444, 4600. .4707, 
4603. .4713, 4604. .4708, 4770. .4853, 4781. .4867, 4783. .4866, 
4977. .5045, 4980. .5051, 4981. .5046, 5210. .5341, 5211. .5345 



34759 
71801 
298 

OJ990528_30. 9919.C7 .o2.gp 
4190 

15521 1.R1084 



Seq. ID OJ990528_30. 9919.C7 
Strand 

End 6858 

Method AAT/GAP 

End 6858 

Score 1541 



4190. .4289, 4399. .4443, 4606. .4706, 4785. .4851, 4982. .5044, 
5210. .5349, 6534. .6858 

1 2288982 5.0e-61 (AC002335) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 34760 

Gene No. 71802 

Start 30 

Name OJ990528_30 . 9919 . C8 . ol . gs 

Start 30 
GI . none . 
Exons - - 



Seq. ID OJ990528_30. 9919.C8 

Strand + 

End 3503 

Method GENSCAN 

End 3503 

. Score ..5-9 . ... L 



■ 30. .142, 255.. 367., 1659 .. 1793,^2553 .. 2686, . 3233 ... 3350^ . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No.' 

Start 

Name 

Start 

GI 

Exons 



34760 Seq. ID OJ990528_30 . 991 9 . C8 

71803 Strand 
3045 End 17316 

OJ990528_30. 9919 . C8 . ol . np Method AAT/NAP 

3045 End 14623 

5902062 Score 2385 

3045. .3086, 4259. .4450, 4558. 
5327. .5482, 5839. .5990, 6282. 
7918. .8016, 8502. .8693, 9030, 
1064 9. .10837, 1094 4. .11084, 11170. .11314, 1138 6. .11534, 
11610. . 11830, 12485. .12584, 12681. .127 64, 12888. .12 955, 
13063. .1338 9, 1347 6. .13625, 13787. .13910, 1457 6. .14 623 
polymerase (RNA) III (DNA directed) (155kD) 

gi | 3122765 |sp | 014802 | RPC1_HUMAN DNA- DIRECTED RNA POLYMERASE III 
LARGEST SUBUNIT (RPC155) gi 12460208 (AF021351) RNA polymerase 
III largest subunit [Homo sapiens] 



.4762, 4978. .5057, 5133. .5248, 
,6434, 6689. .6941, 7023. .7226, 
,9264, 9644..9737, 10100 10313, 



Seq. No. 
Gene No. 



34760 
71803 
3045 

OJ990528_30. 9919 . C8 . o2 . gs 
4002 
none 
4002. . 
5327. . 
7918. . 
10649. 
11610. 
13285. 
14331. 

34760 
71803 



■.Seq. ID- 
Strand 
End 

Method 
End 
Score 



OJ990528 30. 9919. C8 



4053, 

5482, 

8016, 

. 10837 

.11810 

.13389 

.14480 



4248. .4450, 4558 
5839.. 5961, 6666 
8502.. 8693, 9030 
, 10944. .11084, 
, 12465. . 12564, 
,• 13476. .13625, 
, 15148. . 15201, 



17316 
GENSCAN 
17316 
.87 

4762, 4978.. 5057, 5133.. 5249, 
6941, 7023.. 7226, 7403.. 7492, 
..9264, 9644. .9737, 10100 .. 10313, 
11170. . 11311, 1138 6. . 11534, 
12661. .12773, 12906. .13127, 
13787. .13916, 14 017. .14250, 
17108. .17316 



Seq. ID 
Strand 



OJ990528 30. 9919. C8 



34647 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



3045 

OJ990528_30. 991 9 . C8 . ol . gp 
5153 

LIB34 33-02 1-P1-K1-F11 



17316 
AAT/GAP 
6351 
836 



End 

Method 
End 
Score 

5153. .5249, 5327. .5482, 5839. .5990, 6282. .6351 
'5902062/ref I NP__008 98 6 . 1 1 pRPC155 I 1.0e-31 polymerase (RNA) 
{ DNA directed) (155kD) >gi_31227 65_sp_O14 802_RPCl_HUMAN 
DNA-DIRECTED RNA POLYMERASE III LARGEST SUBUNIT (RPC155) 
>gi_24 60208 (AF021351) RNA polymerase III largest subunit [Homo 
sapiens] f 



III 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.GI_ DescrjLp^ _ 



34760 
71803 
3045 

OJ990528_30. 991 9 . C8 . o2 . np 

7508 

133332 

7508.. 7530, 7861.. 8016, 8502 
10268. .10313, 10649. .10837, 
11351. .11534, 11.610. .11728, 
12666. .12764, 13094 .... 13610, 
JDNA- DIRECTED^ RNA. £QL . YME RAS E . 

Trypanosoma -brucei -gi*| 10505-j 
polymerase II largest subuni 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 30. 9919. C8 



17316 
AAT/NAP 
14808 
633 

..8693, 9030. .9328, 
10944 . . 11084, 11170 
12207. .12326, 12488 
14785. . 14808 

II . LARGEST.. . S.UBUN I T ; _,^ _ 

lymar.aae~I X^lar-ge ^'jcka i n rr A^,~ m . 



10084. .10207, 
.11273, 
.12563, . 



emb | CAA3 1 8 : 4 6 | ' - ( X 1 3 4 91 ) RNA—" 
t [Trypanosoma brucei] 



Seq. No. 


34760 








Seq. ID 


OJ990528 


:_30. 9919.C8 


Gene No. 


71804 








Strand 






Start 


17639 








End 


18346 




Name 


OJ990528 30 


.9919. 


C8.ol. 


tc 


Method 


TBLASTX : 


Cress 


Start 


4268 








End 


4758 




GI 


none 








Score 


64 




Exons 


4268. .4453, 


4364. 


.4459, 


4558. 


.4758 






Seq. No. 


34760 








Seq. ID 


OJ990528 


_30. 9919.C8 


Gene No. 


71804 








Strand 






Start 


17639 








End 


1-8346 




Name 


OJ990528 30 


.9919. 


C8 .ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4388 








End 


5384 




GI 


none 








Score 


36 




Exons 


4388. .4414, 


4403. 


.4465, 


4407 . 


.4451, 4557. .4763, 


4558. .4764, 




4558.... -4761, 


4559. .4792, 


~ 4964 . 


.5002, 5007-. .5063, 


5019.-. 5063, 




5128. .5250, 


5131T.5250, 


5133. 


.5255, 5133. .5252, 


5327. .5383, 




. 5327'.. 5383, 


5328. 


.5384 








Seq. No. 


34760 








Seq.. ID 


OJ990528 


__30.9919.C8 


Gene No. 


71804 








Strand 






Start 


17639 








End 


18346 




Name 


OJ990528 30 


.9919. 


C8.ol. 


ts 


Method 


TBLAST.X : 


Soybean 


Start 


■ 5151 








End 


7227 


GI 


none 








Score 


124 




Exons 


5151. .5252, 


5327. 


.5482, 


5836. 


.5991, 5837. .5986, 


5851. .5991, 




6020. .6073, 


6279. 


. 6428, 


6280. 


.6429, 621 


33. . 6432, 


7029. .7226, 




7029.. 7223, 


7036. 


.7227 










Seq. No. 


34760 








Seq. ID 


OJ990528 


_30. 9919.C8 


Gene No. 


71804 








Strand 







34648 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17639 End 

OJ990528_30 . 9919 . C8 . ol . tw Method 

6783 End * 

none Score - 



18346 

TBLASTX : Wheat 

7228 

53 



6783. .6851, 6794. .6853, 6842. .6943, 6849. .6941, 6862. .6942, 
7017. .7223, 7018. .7227, 7021. .7227, 7022. .7228 



34760 
71804 
17639 

OJ990528_30.9919.C8.o2.ts 

8581 

none 

8581. .8694, 8583. .8696, 9024, 
9649. .9738 



OJ990528_30.9919.C8 
18346 

TBLASTX: Soybean 

9738 

128 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9251, 9028.. 9267, 9644.. 9733, 



Seq. No. 34760 
Gene No. 71804 
Start 17639 

Name OJ990528_30 . 9919 . C8 . o3 . gs 

Start .1.7639 . .. . 

.•GI ■„ . W .-;A- W i- .nojie ^ c __. v . • 



Seq. ID 

Strand 

End 

Method 
End 
Score . 



OJ990528_30.9919.C8 

18346 

GENSCAN 

.18346 

.93 . . . 



i. [ ; 


■Seq. No. 


34761 


Seq. ID 


OJ990528_30. 


9919. C9 


ff- 


Gene No. 


71805 


Strand 








Start 


111 


End 


4659 






Name 


OJ990528 30.9919.C9.ol.gp 


Method 


AAT/GAP 






Start 


111 


End 


684 






GI 


none 


Score 


1042 






Exons 


111. .684 










Seq. No. 


34761 


Seq. ID 


OJ990528_30. 


9919. C9 




Gene No. 


71805 


Strand 








Start 


111 


End 


4659 






Name 


OJ990528 30.9919.C9-.ol.gs 


Method 


GENSCAN 






Start 


527 


End 


4645 






GI 


none 


Score 


.75 . 




': e : 


Exons 


527. .809, 991. .1117, 1201. 


.1300, 1382. 


.1453, 1798.. 


1887, 


• s 3 
s . 




1977. .2067, 2154. .2261, 2546. .2634, 2707. .2811, 314 


9. .3334, 


: : : : 




3836. .3938, 4521. .4645 









Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



34761 * 
71805 
111 

OJ990528 3 
539 
3335347 
539. .611, 
1623. .1670 
2707. .2811 
(AC004512) 
gb|X98309 
gb|W43120, 
gb|AA04235 



OJ990528 30:9919.C9 



_30.9919.C9.ol.np 



Seq. ■ ID 
.Strand 
End 

Method 
End 
Score 

648. .809, 991. .1117, 1201. 
, 1798. .1887, 1977. .2067, 
, 3149. .3321, 3412. .3525, 

Contains similarity to ARI, RING finger protein 
from Drosophila melanogaster . ESTs gb|T44383, 

gb|N65868, gb|H36013, qb I AA04 22-4 1 , gb|T76869 and 
9 come from this gene. [Arabidopsis thaliana] 



4659 
AAT/NAP 
4659 
1712 
..1300, 1382, 
2154 . .2261, 
3836. .3936, 



.1453, 
2546. .2634, 
4519. .4659 



Seq. No. 



34761 



Seq. ID OJ990528 30. 9919. C9 



34649 



Gene No. 71805 Strand 

Start 111 * End 

Name OJ990528_30 . 9919 . C9 . ol . tm ■ Method 

Start 702 End 

GI none Score 

Exons 702.. 809, 706.. 810, 722. .811, 723.. 818, 

993.. 1118, 1195.. 1302, 1199.. 1303, 1200.. 

1383. .1454, 1384. .1455, 1615. .1671, 1620. 

1798. .1887, 1977. .2066, 1978. .2067, 1979. 

2154 . .2261 



4659 

TBLASTX: Maize 
2261 
159 

981. .1115, 992. .1117 
1304, 1379.. 1456, 
.1724, 1782. .1889, 
.2068, 2153.. 2260, 



Seq. No. 34761 
Gene No. 71805 
Start 111 

Name OJ990528_30 . 9919 . C9 . ol . ts 

Start 1080 
GI none 
Exons 1080. 

1379. 

1981. 

2546, 



,1115, 1198. .1290, 1199. 
1453, 1627.. 1671, 1793. 



Seq. ID OJ990528_30.9919.C9 
Strand 

End 4 659 

Method TBLASTX : Soybean 

End 3220 

Score 64 

,1303, 1200.. 1304, 1377 
,1909, 1798.. 1887, 1980 



.2067, 2144. .2260, 2152. .2265, 2154 2261, . 2530 . 
.2632, 2546.. 2635, 2707.. 2757, 2708.. 2758, 2708, 



1478, 
2066, 
2634, 
2767,. 



,_2755 1 2817,,, . 2756,,., 280.6,. ..314 9 „ 322j0, 



-Seq. No.-' 34761 ■'- " • - ; • 

Gene No. 71805 

Start 111 

Name OJ990528_30 . 9919 . C9 . ol . tc 

Start 1274 

GI none 

Exons 1274.. 1303, 1379.. 1453, 1797, 
1802. .1906, 1980. .2066, 1981, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1889, 1798 
.2067, 2153 



OJ9-90528--30'-. 991-9 rC 9 



4659 

TBLASTX: Cress 
2216 
94 

1890, 1798. 
2215, 2154. 



.1890, 
.2216 



Seq. No. 34761 
Gene No. 71805 
Start 111 

Name OJ990528_30 . 9919 . C9 . o2 . tm 

Start 2387 
GI none 

Exons ' 2387.. 2443, 2530.. 2637, 2546. 

2702. .2812, 3138. .3323, 3145. 
3410. .3484, 3411. .3485 



Seq. ID OJ990528_30.9919.C9 
Strand 

End 4659 
Method TBLASTX: Maize 
End 3485 
Score 136 

.2632, 2546. .2641, 2701. .2814, 
.3327, 3149. .3352, 3410. .3484, 



Seq. No. -34761 

Gene No. 7i805 

Start 111 

Name OJ990528_30 . 9919 . C9 . o2 . tc 

Start 2707 

GI none 

Exons 2707.. 2814, 2708.. 2812, 3145. 
3153.. 3305 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3300, 



OJ990528 30.9919TC9 



4659 

TBLASTX: Cress 
3307 
90 

3146.. 3301, 3146.. 3307, 



Seq. No. 34761 Seq. ID 

Gene No. 71805 Strand 

Start 111 End 

Name OJ990528_30 . 9919 . C9 . o3 . tm Method 

Start 3832 End 

GI none Score 



OJ990528_30. 9919.C9 
4659 

TBLASTX: Maize 

4648 

131 



34650 



# • 

Exons 3832.. 3939, 3833.. 3940, 3833.. 3937, 3835.. 3975, 4519.. 4647, 

4520. .4648, 4521. .4646 



Seq. No. 


34762 




Seq. ID 


OJ990528 


30 . 9919 


.C10 


Gene No . 


71806 




Strand 


+ 






Start 


10181 




End 


11385 






Name 


OJ990528 30. 9919. CIO 


. o3 . gs 


Method 


GENSCAN 






Start 


10181 




End 


11385 






GI 


none 




Score 


. 92 






Exons 


10181. .10383, 10531. 


.10676, 


11126. .11385 






Seq. No. 


34762 




Seq. ID 


OJ990528 


_30.9919 


C10 


Gene No. 


71807 




Strand 


+ 






Start 


12857 




End 


14291 






Name 


OJ990528 30. 9919. C10 


o2 . np 


Method 


AAT/NAP 






Start 


12857 




End 


14291 






GI 


2289003 




Score 


549 






Exons 


12857. .13004, 13523. 


13628, 


13673. .14008, 14250 


. . 14291 




GI Descrip. 


(AC002335) putative membrane transporter [Arabidopsis thaliana] 


Seq. No. 


. 34762 ... 




Seq. ID 


OJ990528_ 


_30. 9919 


.C10 


Gene No. ( _ ^ 


- 71808 




Strand 






..-».i.r 


S.tar.t.^ _„. mJr , r 


^Aie£ r ^^. 




JT,End.C 








Name 


OJ990528 30. 9919. C10. 


ol . np 


Method - 


AAT/NAP 






Start 


4362 




End 


•7780 






GI 


5852181 




Score 


114 






Exons 


4362. .4597, 7703. .7780 










GI Descrip. 


(AL117265) zhbOOll.l 


[Oryza 


sativa] 








Seq. No. 


34762 




Seq. ID 


OJ990528_ 


_30.9919 


CIO 


Gene No . 


71809 




Strand 








Start 


12043 




End 


14038 






Name 


OJ990528 30. 9919. C10. 


o4 . gs 


Method 


GENSCAN 






Start 


12043 


End 


13779 






GI 


none 




Score 


.55 






Exons 


12043. .12462, 12564.. 


12660, 


12668. .12895, 13649 


. .13779 




Seq. No. ' 


34762 ■ 




Seq. ID 


OJ990528_ 


_30.9919. 


C10 


Gene No. 


71809 




Strand 








Start 


12043 




End 


14038 






Name 


OJ990528 30. 9919. C10. 


ol .ts 


Method 


TBLASTX: Soybean 




Start 


.12853 




End 


14011. 






GI 


none ■ 




S&ore 


•113 






Exons 


12853. .12900, 12902. . 


13009, 


12928. .13005," 13519 


.13593, 






13521. .13580, 13663. . 


14010, 


13673. .14011 






Seq. No. 


34762 




Seq. ID 


OJ990528_ 


_30.9919. 


C10 


Gene No. 


71809 




Strand 








Start 


12043 




End 


14038 






Name 


OJ990528 30. 9919. C10. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


13524 




End 


14011 






GI 


none 




Score 


80 






Exons 


13524. .13595, 13525. . 


13593, 


13670. . 13870, 13672 


.13893, 






13673. .13894, 13895. . 


13936, 


13900. . 14010, 13922 


.13963, 






13964 . . 14011 












Seq. No. 


34762 




Seq. ID 


OJ990528_ 


_30. 9919. 


C10 



34651 



Gene No. 71809 

Start 12043 

Name OJ990528_30 . 9919 . CIO . ol . gp 

Start 13661 

GI 428259 

Exons 13661. .14038 

GI Descrip. 2289003 1.0e-29 (AC002335) 
[Arabidopsis thaliana] 



Strand 
End 

Method 

End 

Score 



14038 
AAT/GAP 
14038 
680 



membrane transporter Dl isolog 



Seq. No. 34763 Seq. ID 

Gene No. 71810 Strand 

Start 145 End 

Name OJ990528_31 . 9919 . CI . ol . gp Method 

Start 145 End 

GI none Score 

Exons 145 . . 405 



OJ990528_31.9919.C1 
405 

AAT/GAP 

405 

506 



Seq, No. 34764 Seq. ID 

Gene No. 71811 Strand 

Start 1 End 

Name . OJ990528_31 . 991 9 . C2 . ol . gp Method 

,Start_, ; _ l r ^ w : v .-,,^.End. 

J5I~n, . .nqhe ^..^.^^J.',.^..^ v ^^„-.,^ . — w- Score_..._ 

Exons - 1 . . 84 - •. - ' - ~ 



OJ990528_31.9919.C2 
84 

AAT/GAP 



Seq. No. 34764 

Gene No. 71812 

Start 18 

Name OJ990528__31 . 991 9 . C2 . o2 . tm 

Start 2 

GI none 
Exons 



Seq. ID OJ990528_31. 9919.C2 



Strand 
End 

Method 

End 

Score 



1162 

TBLASTX: Maize 

224 

115 



2. .103, 3. .122, 5. .133, 6. .137, 125. .223, 126. .224 



Seq. No. 


34764 








Seq. ID 


OJ990528_31. 9919.C2 


Gene No. 


71812 








Strand 




Start 


18 








End 


1162 


Name 


OJ990528 


31. 9919. 


C2. 


ol . gs 


Method 


GENS CAN 


Start . 


18 








End 


1066 


GI 


none 








Score 


.79 


Exons 


18. .1066 












Seq. No, . 


34764 








Seq. ID 


OJ990528_31. 9919. C2 


Gene No. 


71812 








' Strand' 




Start 


18 








End 


1162 


Name 


OJ990528 


31.9919. 


C2. 


o2.ts 


Method 


TBLASTX: Soybean 


Start 


68 








End 


457 


GI 


none 








Score 


222 


Exons 


68. .457, 


69. .296, 


7 4 


. .457 






Seq. No. 


'34764 








Seq. ID 


OJ990528_31.9919.C2 


Gene No. 


71812 








Strand 




Start 


18 








End 


1162 


Name 


OJ990528 


31.9919. 


C2. 


ol . tm 


Method 


TBLASTX: Maize 


Start . 


242 








End 


1162 


GI 


none' 








Score 


' 1149 


Exons 


242. .331, 


255. .1151, 


298. . 


1152, 299.. 


1162, 367. .1146, 371. 



381. .1154 



34652 




Seq. No. 


34764 


Seq. ID 


OJ990528_31.9919.C2 


Gene No . 


71812 


Strand 




Start 


18 


End 


1162 


Name 


OJ990528 31. 9919.C2 . ol . tc 


Method 


TBLASTX : Cress 


Start 


245 ~~ 


End 


706 


GI 


none 


Score 


344 


Exons 


245. .604, 255. .602, 275. .604, 


578 . .706 




Seq. No. 


34764 


Seq. ID 


OJ990528 31. 9919. C2 


Gene No. 


71812 


Strand 




Start 


18 


End 


1162 


Name 


OJ990528 31.9919.C2.ol.ts 


Method 


TBLASTX: Soybean 


Start 


536 


End 


1090 


GI 


none 


Score 


101 


Exons 


536. .640, 537. .641, 650. .775, 


653. .775, 


654. .779, 819. .1004, 




821. .1012, 822. .1013, 1034. .1090 





Seq. No. 


34764 






Seq. ID 


OJ990528 


_31. 


9919. C2 


Gene No . 


71812 






Strand 








Start 


18 






. End 


1162 






Name 


..... OJ990528. 31 


. 9919 


. C2 . o2 . gp . 


...Method, , 


AAT/GAP 






At art I m i 








.J. 'End V. 








GI 


■ ■ none* * * 






- Score * 


• 533 ' -- 






Exons 


835. .1124 














Seq. No. 


34765 






Seq. ID 


OJ990528 


_31. 


9919. C4 


Gene No. 


71813 






Strand 








Start 


358 






End 


504 






Name 


OJ990528 31 


.9919 


.C4 .ol .gs 


Method 


GENSCAN 






Start 


358 






End 


504 






GI 


none 






Score 


.43 






Exons 


358 . . 504 














Seq. No. 


34766 






Seq. ID 


OJ990528 


_31. 


9919. C5 


Gene No. 


71814 






Strand 


+ 






Start 


3880 






End 


10056 






Name 


OJ990528 31 


.9919 


.C5.o2 .gs 


Method 


GENSCAN 






Start 


3880 






End 


10056 






GI 


none 






Score 


.69 






Exons 


3880. . 4334, 


4583 


.4702, 8998 


..9074, 9654.. 9883,. 


9937. .10056 


Seq. No. • 


34766 






Seq. ID 


OJ990528 


_31. 


9919rC5. 


Gene No.' 


. 71815 






Strand 








Start 


10554 






End 


16079 






Name 


OJ990528 31 


.9919 


C5 . o3 . gs 


Method 


GENSCAN 






Start 


10554 






End 


16055 






GI 


none 






Score 


.95 






Exons 


10554. .10638, 10784 .. 11026, 


12817. .16055 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34766 
71815 
10554 

OJ990528_31. 9919 . C5 . o2 . np 

11500 

4680203 



Seq. ID OJ990528_31.9919.C5 

Strand + 

End 16079 

Method AAT/NAP 

End 16079 

Score 2017 



11500. .11566, 12817. . 14478, 14 638 .. 14 862 , 15139. .16079 



34 653 



GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. No. 


34766 


Seq. ID 


OJ990528 31.9919 


.C5 


Gene No . 


71816 


Strand 






Start 


268 


End 


4579 




Name 


OJ990528 31.9919.C5.ol.gs 


Method 


GENSCAN 




Start 


268 


End 


2088 




GI 


none 


Score 


.86 




Exons 


268. .920, 2055. .2088 








Seq. No. 


34766 


Seq. ID 


OJ990528_31.9919 


,C5 


Gene No. 


71816 


Strand 






Start 


268 


End 


4579 




Name 


OJ990528 31.9919.C5.ol.np 


Method 


AAT/NAP 




Start 


293 


End 


4579 




GI 


4835767 


Score 


541 




Exons 


293. .816, 3895. .4579 








GI Descrip. 


(AC007202) T8K14.16 [Arabidopsis thaliana] 




Seq. No. 


34766 


Seq. ID 


OJ990528_31.9919 


.C5 


Gene No. 


718.16 


. Strand 






Start., ;; ; t : 


_268_ .,. ■ , 


;_End_ _ _ ; 






.Name^.-^. „.^., ; 


. ...a js'ab 5,2.8 . iL . 9 9 1 9, , ,c3,.:.o tJjxi:^ 


C_.Me.tho.dU- 


;..TBLASik;:.Mai.2:e,,,/ , 




Start 


-343 - 


End. 


• 4 04 7 - ' • - 




GI 


none 


Score 


102 




Exons 


343.-459, 344. .460, 422. .484 


, 487. .579 


, 556.-585, 580.. 


735, 




583. .822, 587. .820, 3940. .4047, 3950.. 


4042 




Seq. No. 


34766 


Seq. ID 


OJ990528_31.9919 


.C5 


Gene No. 


71816 


Strand 






Start 


268 


End 


4579 




Name 


OJ990528 31.9919.C5.o2.ts 


Method 


TBLASTX : Soybean 




Start 


343 


End 


715 




GI 


none 


Score 


81 




Exons 


343. .432, 344. .433, 460. .711 


, 551. .715 






Seq. No. 


34766 


Seq. ID 


OJ990528_31.9919 


.C5 


Gene No . 


71816 


Strand 






Start 


268 


End 


4579 




Name 


OJ990528 31.9919.C5.o6.ts 


Method 


TBLASTX: Soybean 




Start 


721 


End 


4221 




GI 


none 


• Score. 


107 




Exons 


721. .822, 394*0. .4068, 3950.'. 


4069','.4132 ,*.*422r 




Seq. No. 


34766 


Seq. ID 


OJ990528_31.9919 


.C5 


Gene No . 


71816 


Strand 






Start 


268 


End 


4579 




Name 


OJ990528 31.9919.C5.o5.tm 


Method 


TBLASTX: Maize 




Start 


4048 


End 


4471 




GI 


none 


Score 


84 




Exons 


4048. .4074, 4114. .4176, 4148 


..4234, 4165. .4221, 4205. .4234, 




4339. .4422, 4373. .4471 








Seq. No. 


34766 


Seq. ID 


OJ990528_31.9919 


.C5 


Gene No. 


71817 


Strand 






Start 


13176 


End 


14309 




Name 


OJ990528 31.9919.C5.o2.tw 


Method 


TBLASTX: Wheat 





34654 



# • 

Start 13176 End 13856 

GI none Score 24 7 

Exons 13176. .13592, 13265 .. 134 65, 13601 .. 13711 , 13605 13724 , 
13731.. 13856 

Seq. No. 34766 Seq. ID OJ990528_31 . 9919 . C5 

Gene No. 71817 Strand 

Start 13176 End 14309 

Name OJ990528_31 . 9919 . C5 . ol . ts Method TBLASTX : Soybean 

Start 13248 End 13585 

GI none Score 4 7 

Exons 13248. .13295, 13253 13303, 13301 13585, 13302.. 13583 

Seq. No. 34766 Seq. ID OJ990528_31 . 9919 . C5 

Gene No. 71817 Strand 

Start 13176 End 14309 . 

Name OJ990528_31 . 991 9 . C5 . o4 . ts Method TBLASTX : Soybean 

Start 13604 End 13871 

GI none Score 226 

Exons 13604. .13852, 13608 .. 1387 1 , 13629.. 13853 

-„ . 7 , ■ .Secj,.... No, _ _34 766 , . . . rf , Seq, ID ._OJ990528^31. : ,9919 

Start - 13176 ' ■ • " ■ -End 14309 

Name OJ990528_31. 9919.C5 .ol . tc Method . TBLASTX : Cress 

!;!! Start 13605 End 13952 

li j GI none Score 334 

O Exons 13605. .13952, 13610 .. 13759, 13799.. 13951 

"X Seq. No. 34766 Seq. ID OJ990528_31 . 9919 . C5 

«:! Gene No. 71817 Strand 

jU Start 13176 End 14309 

* Name OJ990528_31 . 9919 . C5 . o2 . tm Method TBLASTX : Maize 

Q Start 13791 End 14240 

sj GI none Score 230 

L.'i Exons 13791. .13922, 13796 .. 14023, 137 97 .. 14039, 14 021 .. 14224 , 

;*;; • 14046.. 14240 

O Seq. No. 34766 Seq. ID OJ990528J31 . 9919 . C5 

r\ Gene No. 71817 Strand 

Start 13176 End 14309 

■ Name ■ ' OJ990528_31 . 9919 . C5 . o3 . tw. . . .Method TBLASTX : Wheat 

■ Start • 13860 End . % -14201 ' • •• 

GI " none ... Score ,49 

Exons 13860. .13892, 13905 .. 14000, 13907 .. 14002, 13952 .. 14 200 , 
14046. .14201 

Seq. No. 34766 Seq. ID OJ990528_31 . 9919 . C5 

Gene No. 71817 Strand 

Start 13176 End 14309 

Name OJ990528_31 . 9919 . C5 . o5 . ts Method TBLASTX : Soybean 

Start 14075 End 14309 

GI none Score ' 223 

Exons 14075. .14236, 14076 .. 14309, 14100.. 14300 

Seq. No. 34766 Seq. ID OJ990528_31 . 9919 . C5 

Gene No. 71818 Strand 



34655 




Start 


14400 




End 


14624 




Name 


OJ990528 31. 9919. C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


14400 




End 


14615 




GI 


none 




Score 


229 




Exons 


14400. .14600, 14424. 


.14615, 


14426. . 14614 




Seq. No. 


34766 




Seq. ID 


OJ9.90528_31.9919. 


C5 


Gene No. 


71818 




Strand 






Start 


14400 




End 


14624 




Name 


OJ990528 31. 9919. C5. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


14420 




End 


14624 




GI 


none 




Score 


167 




Exons 


14420. . 14536, 14421. 


. 14540, 


14421. . 14537, 14 54 1 . . 14 624 , 






14552. .14593 










Seq. No. 


34766 




Seq. ID 


OJ990528_31.9919. 


C5 


Gene No. 


71819 




Strand 






Start 


14712 




End 


16001 




Name 


OJ990528 31. 9919. C5. 


o7 . ts 


Method 


' TBLASTX : Soybean 




Start 


14712 




End 


15095 




GI . 


none 




Score 


85 . 




Exons ... 


14 71 2. if 1 484 0 14 8 50. 


1,50 9 5_. 








Seq. No. 


34766 




Seq. ID 


OJ99052-8_31. 9919; 


C5 


Gene No. 


71819 




Strand 






Start 


14712 




End 


16001 




Name 


OJ990528 31. 9919. C5. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


14751 




End 


16001 




GI 


none 




Score 


509 




Exons 


14751. . 15293, 14795. 


. 15295, 


15300. . 15500, 15353. .15490, 






15498. . 15638, 15512. 


. 15637, 


15654 15704, 15661 .. 15705, 






15705. . 15758, 15776. 


. 15880, 


15777. .15881, 15882.. 16001 




Seq. No. 


34766 




Seq. ID 


OJ990528_31.9919. 


C5 


Gene No. 


71819 




Strand 






Start 


14712 




End 


16001 




Name * 


OJ990528 31. 9919. C5. 


o3 . tm 


Method 


- TBLASTX: Maize 




Start 


14792 




End 


15107 




GI 


none 




Score 


298 




Exons 


14792. .15088, 14793. 


. 15107 








Seq. . No. 


34766 ... . 




Seq.. ID 


OJ990528 31.9919. 


Q5 


Gene No. 


71819 




Strand 


♦ ■ — ■ 

«- 




Start 


14712 




" End 


16001 




Name 


OJ990528 31. 9919. C5. 


o2 . tc 


Method 


TBLASTX: Cress 




Start 


15038 




End 


15464 




GI 


none 




Score 


238 




Exons 


15038. .15295, 15042. 


. 15293, 


15300. .15464, 15353 .. 154 60" 




Seq. No. 


34766 




Seq. ID 


OJ990528_31.9919. 


C5 


Gene No . 


71819 




Strand 






Start 


14712 




End 


16001 




Name 


OJ990528 31. 9919. C5. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


15690 




End 


15938 




GI 


none 




Score 


241 




Exons 


15690. .15938, 15692. 


. 15874 









34656 




Seq. No. 


34767 






Seq. ID 


OJ990528 


_31.9919 


.C6 


Gene No. 


71820 






Strand 


+ 






Start 


1075 






End 


3179 






Name 


OJ990528 31 


. 9919.C6.ol. 


gs 


Method 


GENSCAN 






Start 


1075 






End 


3179 






GI 


none 






Score 


.65 






Exons 


1075. .1468, 


2071. .2627, 


2706. 


.3179 








Seq. No. 


34767 






Seq. ID 


OJ990528 


_31.9919 


.C6 


Gene No. 


71821 






Strand 


+ 






Start 


5424 






End 


7103 






Name 


OJ990528 31 


. 9919.C6.ol. 


np 


Method 


AAT/NAP 






Start 


5424 






End 


7103 






GI 


6907086 






Score 


1228 






Exons 


5424. .6193, 


6251. .6504, 


6725. 


.7103 








GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


34767 






Seq. ID 


OJ990528 


_31. 9919 


.C6 


Gene No. 


71822 






Strand 








Start 


3817 






End 


4409 






Name . . 


OJ990528 31 


. 9919.C6.o2. 


gs . . 


Method 


GENSCAN . 






.Starts 


... 3817.,___ r ._ 






_End 


4.409._^ 








.....aoj^e,,,,.,,...,,.^, 






-.„S.co.r.e™*~ 








Exons 


3817. .3890, 


: 4 26Ef.-74 315, 


4355. V 


.4409 • ■ 






- - ..■ 


Seq. No. 


34767 






Seq. ID 


OJ990528 


_31. 9919 


.C6 


Gene No. 


71823 






Strand 








Start 


11834 






End 


11998 






Name 


OJ990528 31 


.9919.C6.o4. 


gs. 


Method 


GENSCAN 






Start 


11834 






End 


11998 






GI 


none 






Score 


.74 






Exons 


11834 . .11998 












Seq. No. 


34768 






Seq. ID 


OJ990528 


_31. 9919 


.C7 


Gene No. 


71824 






Strand - 


+ 






Start 


156 






End 


4253 






Name 


OJ990528 31 


.9919.C7.ol. 


gs 


Method 


GENSCAN 






Start 


156 






End 


4179 ' 






GI 


none 






Score 


.52 






Exons 


156. .249, 437. .592, 2025. .2626, 2756.. 


2953, 3436.-3526, 






3645. .3791, 


3908. .4000, 


4078. 


.4179 








Seq. No; 


34768 






Seq. ID- 


OJ990528 


__31. 9919 


.C7 


Gene No. 


"71824 






Strand 


+ 






Start 


156 






End 


4253 






Name 


OJ990528 31 


.9919.C7.ol. 


gp 


Method 


AAT/GAP 






Start 


1381 






End 


2377 






GI 


none 






Score 


1076 






Exons 


1381. .1592,' 


2025. .2377 












Seq. No. 


34768 






Seq. ID 


OJ990528 


_31.9919 


C7 


Gene No. 


71824 






Strand 


+ 






Start 


156 






End 


4253 






Name 


OJ990528 31 


.9919.C7.ol. 


np 


Method 


AAT/NAP 






Start 


2518 






End 


4253 






GI 


6735365 






Score 


785 






Exons 


2518. .2626, 


2756. .2870, 


3099. 


.3164, 3254.. 3342, 


3436. .3526, 



34657 






3645. .3791, 


3908 


. .4000, 


4078 


. .4253 




GI Descrip. 


(AL137082) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


34768 








Seq. ID 


OJ990528_31.9919.C7 


Gene No. 


71824 








Strand 


+ 


Start 


156 








End 


4253 


Name 


ujyyuozo oi 


. 9919 


. C7 . o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


2526 








End 


3478 


GI 


none 








Score 


122 


Exons 


2526. .2627, 




. . 2o2y , 


O C *D O 

2o3o 


..2630, 2744. .2872, 2748. .2873, 




3094. .3162, 


3098 . 


. .3163, 


3099 


..3167, 3253.-3348, 3254. .3349, 




3437. .3478 












Seq. No. 


34768 








Seq. ID 


OJ990528J31.9919.C7 


Gene No. 


71824 








Strand 


+ 


Start 


156 








End 


4253 


Name 


OJ990528_31 


n ft i ft 

. y 919 , 


. C / . ol . 


ts 


Method 


TBLASTX : Soybean 


brart 


oc-37 








End 


4191 


GI 


none 








Score 


125 


Exons 


2537. .2629, 


2538 - 


. . 2630, 


2744 


..2872, 2748. .2873, 3098. .3163, 




3099. .3.167, 


O O C *3 

3253 . 


. . 334 0 , 


3254 


..3349, 3436. .3471, 3437. .3475, 




; 3472.. 3525, 


34 7 3 . 


. .. 3526, 


36 4 4 , 


,..J3697,,. 3645. . 3737 ,_374 1 . ,379.1, 




. r ^iab5.... ; ...4„Q,6'a,. 


.3310., 


.,..3.9-9-0-.,. 


-4.06.6 


.,,,4 L9 1„_4.QZ5_ . A !ZeL_ _ , 


Seq. No. 


34 7 68 








Seq. ID 


OJ990528J31. 9919\C7 


Gene No. 


71824 








Strand 


+ 


Start 


loo 








End 


4253 


Name 


OJ990528 31 


. 9919 , 


, C7 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


3099 








End 


3501 


GI 


none 








Score 


116 


Exons 


3099. .3167, 


3100 . 


. . 3174 , 


3101 


..3163, 3252. .3341, 3253. .3348, 




3254. .3349, 


3431 . 


, .3493, 


3436 


..3501, 3437.. 3493 


Seq. No. 


34768 








Seq. ID 


OJ990528_31.9919.C7 


Gene No. 


71824 








Strand 


+ 


Start 


loo 








End 


4253 


Name 


' OJ990528 31 


. 9919 . 


. C7 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


3119 








End 


3680 


GI 


none 








Score 


51 


Exons 


3119. .3160, 


3120 . 


, . 3167 , 


3253 


..3348, 3254..3349, 3436. .3525, 




3437. .3526, 


3645 . 


"5 f O C\ 

. 3680 • 








Seq. No. 


' 34768 








Seq. ID 


OJ990528_31. 9919.C7 


Gene No. . 


■ 71824 








Strand 


+ 


Start 


loo 








End 


4253 


Name 


OJ990528 31 


. 9919 . 


C7 . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


3699 








End 


4182 


GI . . 


none 








Score 


85 


Exons 


3699. .3791, 


3702 . 


. 3797, 


3905 , 


..4009, 3907. .3999, 40,75. .4176, 




4084. .4182 












Seq. No. 


34768 








Seq. ID 


OJ990528_31.9919.C7 


Gene No. 


■ 71824 








Strand 


+ 


Start 


156 








End 


4253 


Name 


OJ990528 31 


. 9919. 


C7.o2. 


tm 


Method 


TBLASTX :Maize 


Start 


3768 








End 


4184 


GI 


none 








Score 


45 



34658 



Exons 3768. .3791, 3905. .4009, 3907. .3996, 4075. .4182, 4077. .4184 

Seq. No. 34769 \" Seq. ID OJ990528_31 . 9919 . C8 

Gene No. 71825 * Strand + 

Start 21 End 2277 

Name OJ990528_31 . 9919 . C8 . ol . gs * Method GEN SCAN 

Start 21 End 2277 

GI none Score .78 

Exons 21.. 375, 1156.. 1532, 2116.. 2277 

Seq. No. 34769 Seq. ID OJ990528_31 . 991 9 . C8 

Gene No. 71826 Strand 

Start 981 End 2274 

Name OJ990528_31 . 9919 . C8 . ol . gp Method AAT/GAP 

Start 981 End 2274 

GI 24051_.2.R1084 Score 1096 

Exons 981.. 1470, 2180.. 2274 

GI Descrip. ■ 2739219/emb | CAA04565 | 2.0e-20 (AJ001161) rpS28 [Hordeum 
vulgare] 1 

Seq. No. 34769 . Seq. ID . OJ990528_31 . 9919 . C8 

...Gene, No. w , m 71827_ ...... _ _ Strand. . - to ... 

_Start_-_-._ End. ,... .8524.. Z^Z,.^Z,\SZLZJi - 

Name ■ ■ • OJ9905-28_31 . 991 9-. C8 . o2 . gs • - Method ' - GEN SCAN- ' - - - - - 

Start 3746 • End 8655 

GI none Score .44 

Exons 3746. .3913, 4561.. 4622, 5167.. 5231, 5320.. 5393, 5565.. 5642, 
5855. .6015, 6196. .6282, 6373. .6551, 7537. .7667, 7705. .7883, 
8151. .8330, 8595. .8655 

Seq. No. 34769 Seq. ID OJ990528_31 . 9919 . C8 

Gene No. 71827 Strand 

Start 3746 End 8924 

Name OJ990528_31 . 9919 . C8 . o2 . gp Method AAT/GAP 

Start 8086 End 8924 

GI 5461_1.R1084 Score 1566 

Exons 8086.. 8924 

GI Descrip. * 4587611/gb | AAD25839 . 1 | AC006951_18 3.0e-53 (AC006951) putative 
40S ribosomal protein S17 [Arabidopsis thaliana] 1 

Seq. No. 34769 Seq. ID OJ990528_31 . 9919 . C8 

Gene. No. 71828 Strand 

Start- ■ 9938 End * 13873 ■ 

Name OJ990528_31 . 9919 . C8 . o3 . tm Method TBLASTX : Maize 

Start 108 End 278 

GI none Score 138 

Exons 108. .269, 110. .271, 113. .274, 114. .278 

Seq. No. 34769 Seq. ID OJ990528_31 . 991 9 . C8 

Gene No. 71828 Strand 

Start 9938 End 13873 

Name OJ990528_31 . 9919 . C8 . o3 . t s Method TBLASTX : Soybean 

Start 114 End 278 

GI ', none Score 211 

Exons 114.. 278, 125.. 274 

Seq. No. 34769 Seq. ID OJ990528_31 . 9919 . C8 



34659 




Gene No. 


71828 








Strand 




Start 


9938 








End 


13873 


Name 


OJ990528 31 


. 9919. 


,C8.o2. 


tc 


Method . 


TBLASTX: Cress 


Start 


1254 








End 


1508 


GI 


none 








Score 


88 


Exons 


1254 . . 1379, 


1317. 


.1373, 


1356. 


.1508, 1375. .1506 


Seq. No. 


34769 








Seq. ID 


OJ990528_31.9919.C8 


Gene No. 


71828 








Strand 




Start 


9938 








End 


13873 


Name 


OJ990528 31 


. 9919. 


C8.o2. 


tm 


Method 


. TBLASTX: Maize 


Start 


1256 








End 


1473 


GI 


none 








Score 


274 


Exons 


1256. . 1312, 


1258. 


. 1473, 


1317. 


.1472, 1360. .1473 


Seq. No. 


34769 








Seq. ID 


OJ990528_31.9919.C8 


Gene No. 


71828 ' 








Strand. 




Start 


9938 








End 


13873 


Name 


OJ990528 31 


. 9919. 


C8.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1265 








End 


1473 


.GI. 


none 








Score. 


. 108 


, Exons ^ ^ ^. 


12 65.^1312^ 


.-1266. 


^1394, 


,,13.1,21 


,1 4 73, 131 7 „\ 4 6 9_ ; . ... 


Seq. No . - • 


34769 r ■ 




„ ■ . 




- Seq-.-' ID 


- 'OJ990-528-_31;-991-9 rC8-- 


Gene No. 


. 71828 








Strand 




Start 


9938 








End 


13873 


Name 


OJ990528 31 


. 9919. 


C8.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1271 








End 


1480 


GI 


none 








Score 


159 


Exons 


1271. .1312, 


1275. 


. 1391, 


1312. 


.1476, 1317. . 1472, 1360. .1476, 




1382. . 1480 












Seq. No. 


34769 








Seq. ID 


OJ990528_31.9919.C8 


Gene No . 


71828 








Strand 




Start 


9938 








End 


13873 


Name 


OJ990528 31 


. 9919. 


C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8039 








End 


8623 


GI 


none 








Score 


592 


Exons 


8039. .8080, 


8193. 


.8267, 


8195. 


.8566, 8196. .8570, 8565. .8621, 




8570. .8623 












Seq.- No. 


34769- 








Seq. ID 


. OJ99.0528^31,9?1?.C8.. 


Gene Nd. 


71828 








Strand 




Start 


; 9938 








End .. 


13873 


Name 


OJ990528 31, 


. 9919. 


C8.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


8187 








End 


8567 


GI 


none 








Score 


493 


Exons 


8187 . . 8528, 


8195. 


. 8542, 


8196. 


.8567 




Seq. No. 


34769 








Seq. ID 


OJ990528_31.9919.C8 


Gene No. 


71828 








Strand 




Start 


9938 








End 


13873 


Name 


OJ990528 31. 


.9919. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


8190 








End 


8507 


GI 


none 








Score 


211 


Exons 


8190. .8267, 


8192. 


.8353, 


8195. 


.8452, 8196. .8507, 8313. .8507 



34660 



Seq. No. 


34769 


Seq. ID 


OJ990528 


_31.9919.C8 


Gene No. 


71828 


Strand 






Start 


9938 


End 


13873 




Name 


OJ990528 31.9919.C8.ol.tc 


Method 


TBLASTX • 


Cr e s s 


Start 


8195 


End 


8570 




GI 


none 


Score 


501 




Exons 


8195. . 8542, 8196. .8570 








Seq. No. 


34769 


Seq. ID 


OJ990528 


31.9919 C8 


Gene No. 


71828 


Strand 






Start 


9938 


End 


13873 




Name 


OJ990528 31.9919.C8.o3.gs 


Method 


GENSCAN 




Start 


9938 


End 


13873 




GI 


none 


Score 


.65 




Exons 


9938. .10501, 10694. .10851, 11096. .1122' 


6, 11687. 


. 11858, 




12041. .12134, 12692. . 12836, 13782. .13873 




Seq. No. 


34770 


Seq. ID 


OJ990528 


_31.9919.C9 


Gene No. 


71829 


Strand 


+ 




Start 


3845 


End 


6392 




Name 


OJ990528 31.9919.C9..ol.gp 


Method 


AAT/GAP 




Start^„_ 


_.3845^. ____ _ 


: End _ 


-4862^. : 




,gL[ ZZZZZZ^ 


,,->,none,.... . _..,..^„ ! . 


.JScpie .....^ 


ai2^..._: 




Exons ■ " - 


3845. .4052, 41 60 .. 4255, 4604 : 


.4659, 4835. .4862- 




Seq. No. 


34770 


Seq. ID 


OJ990528 


_31. 9919.C9 


Gene No. 


71829 


Strand 


+ 




Start 


3845 


End 


6392 




Name 


OJ990528 31.9919.C9.ol.gs 


Method 


GENSCAN 




Start 


3876 


End 


6188 




GI 


none 


Score 


.77 




Exons 


3876. .4052, 4160. .4255, 4375. 


.4400, 4604. .4659, 


5292 5471 




5864. .5935, 6070. .6188 






Seq. No. 


34770 


Seq. ID 


OJ990528 


31 9919 C9 


Gene No. 


71829 


Strand 


+ 




Start 


3845 


End 


6392 




Name 


OJ990528 31.9919.C9.o2.gp 


Method 


AAT/GAP 




Start 


6061 


End 


6392 




GI 


57980 1.R1084 


Score 


487 




Exons 


. 6061. .6392 








GI Descrip. 


'5714761/gb|AF173881.1|AF173881 1.0e-117 Oryza : 


sativa subsp. 




•indica serine /threonine protein phosphatase PP2A-4 -"catalytic 




subunit ( PP2A) gene, complete 


cds 1 






Seq. No. 


34770 


Seq. ID 


OJ990528_ 


_31.9919.C9 


Gene No. 


71830 


Strand 


+ 




Start 


15629 


End 


21471 




Name 


OJ990528 31.9919,.C9.o4.gs 


Method 


GENSCAN 




Start 


15629 


End 


17382 




GI 


none 


Score 


.74 




Exons 


15629. .15861, 15929 .. 1608 9, 16280 .. 16401 , 16546 


. .17382 


Seq. No. 


34770 


Seq. ID 


OJ990528_ 


31 . 9919 ;C9 


Gene No. 


71830 


Strand 


+ 




Start 


15629 


End 


21471 




Name 


OJ990528 31.9919.C9.o2.np 


Method 


AAT/NAP 





34661 



Start 


17210 




End 


21471 






GI 


4206306 




Score 


3048 






Exons 


17210. .17296, 17629. .21471 










GI Descrip. 


(AF049110) prpol 


[Zea mays] 










Seq. No. 


34770 




Seq. ID 


OJ990528_ 


31. 9919 


C9 


Gene No. 


71831 




Strand 


+ 






Start 


26422 




End 


27565 






Name 


OJ990528 31.9919. 


C9.o7 .gs 


Method 


GEN SCAN 






Start 


26422 




End 


27565 






GI 


none 




Score 


.85 






Exons 


26422. .26601, 2 67 97 27156, 


27260. .27565 






Seq. No. 


34770 




Seq. ID 


OJ990528_ 


31.9919. 


C9 


Gene No. 


71832 




Strand 


+ 






Start 


28121 




End 


28468 






Name 


OJ990528 31.9919. 


C9.o8.gs * 


Method 


GENSCAN 






Start 


28121 




End 


28468 






GI 


none 




Score 


.86 






Exons 


28121 . . 28468 












.Seq... .No ,„ .„ 


.... 34 770 _ _ 




_Seg... ID. 


_OJ9.9052.JL 




^C9^_^ 


^Gene...NQ..,. r _ „ 


.^jSs'i i_,. :r . _ 


, .. m . ... ,. r , .^.^ S.tra nd., 








Start ■ ■ • 


■ -284 93 - - ■■' " ■ 




- End - ■ 


28 834 " '-^ 






Name 


OJ990528_31. 9919. 


C9.o4 .np 


Method 


AAT/NAP 






Start 


28493 




End 


28834 






GI 


2213632 




Score 


297 






Exons 


28493. .28834 












GI Descrip. 


(AC000103) F21J9. 


24 [Arabidopsis thaliana] 






Seq. No. 


34770 




Seq. ID 


OJ990528_ 


31.9919. 


C9 


Gene No. 


71834 




Strand 








Start 


7168 




End 


11785 






Name 


OJ990528 31.9919. 


C9.o2.gs 


Method 


GENSCAN 






Start 


7168 




End 


11785 






GI 


none 




Score 


.88 






Exons 


7168. .7194, 7547. 


.7654, 7993 


..8082, 8172. .8363, 


9034. .9100, 




9271. .9311, 9515. 


.9586, 9829 


. .9900, 9998. .10081, 


11181. . 


11237, 




11690. .11785 












Seq. No. 


34770 




Seq. ID 


OJ990528^ 


31.9919. 


C9 


Gene No. 


71834 




Strand 








St-art 


7168 




End 


"11785 






Name 


OJ990528 31.9919. 


C9.ol.np- 


Method 


AAT/NAP 






Start 


7245 




End 


11785 






GI 


5714762 




Score 


1369 






Exons ■ 


7245. .7307, 7547. 


.7654, 7993 


..8082, 8172. .8363, 


9034. .9100, 




9271.. 9311, 9515. 


.9586, 9829 


. .9900, .9998. .10081, 


11181. . 


11237, 



11690. .11785 

GI Descrip. (AF173881) serine/threonine protein phosphatase PP2A-4 catalytic 
subunit [Oryza sativa subsp. indica] 



Seq. No. 34770 Seq. ID 

Gene No. 71835 Strand 

Start 12654 End 

Name OJ990528_31 . 991 9 . C9 . o3 . gs Method 

Start 12654 End 



OJ990528_31.9919.C9 

15531 

GENSCAN 

15531 



34662 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score . 77 

12654. .12717, 12859 13087 , 14 614 .. 14730, 15318. .15531 



34770 
71836 
22191 

OJ990528_31 . 9919 . C9 . 06 . tm 

3936 

none 

3936. .4055, 3941. .4054, 4157. 
4604. .4657, 4816. .4950, 4829. 

34770 
71836 
22191 

OJ990528_31.9919.C9.ol.ts 

7200 

none 

7200. .7316, 7219. .7317, 7547. 
7997.. 8083, 8151.. 8363, 8165. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 31. 9919. C9 



25715 

TBLASTX: Maize 
4979 
171 

4255, 4159.. 4254, 4603.. 4659, 
4975, 4833. .4979 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 31. 9919. C9 



25715 

TBLASTX: Soybean 
8370 
114 

7672, 7547.. 7660, 7993.. 8085, 
8365, 8170.. 8370 



. Seq. . No . 
jG.ene No.. 

Start ■ 

Name 

Start 

GI 

Exons 



.34770.... . _ - ..^Seq,. , ID 

.,7.i&3&« ^ . Strand 

22191- •• • - - • - End 

OJ990528_31.9919.C9.ol.tc ' Method 
7242 End 
none Score 
7242. .7316, 7246. .7308, 7547. .7660, 
7997. .8086, 8151. .8363, 8172. .8363, 
9032. .9100, 9270. .9314, 9479. .9586, 
9826. .9900, 9827. .9901, 9831. .9914, 
11181. .11240, 11182. . 11238, 11681.. 



OJ990528_31 . 991 9 .C9,_, 

2 5 71 5 : ■ T - r : '" - 
TBLASTX: Cress 
11743 
98 

7551. .7655, 7993. .8085, 
8176. .8364, 9022. . 9102, 
9519. .9587, 9821. .9892, 



10001. .10087, 
11743 



10002. . 10082 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34770 
71836 
22191 

OJ990528_31.9919.C9.ol.tm 
7242 
none 

7242. .7316, 7246. .7308, 7547 
7997. .8083, 8151. .8363, 8172 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 31. 9919. C9 



25715 

TBLASTX : Mai ze 
11743 ' 
98 

7660, 7566. .7655, 7993. .8085, 
8348, 8176.. 8364, 9022.. 9102, 
9032. .9100, 9247. .9315, 9270..9314, 9479. :9586, ."'9516.'. 9587, 
9826.*. 9903, 9827.'. 990-4, '9829 . . 9'927 , -9998 . . 10087 , 9999^.10082, 
11181. .11240, 11182. .11238, 11681 11743, 11682.'. 11738 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



34770 
71836 
22191 

OJ990528_31.9919.C9.o2.tw 

7547 

none 

7547. .7660, 7572. .7661, 7991, 
8151.. 8363, 8176.. 8346, 9031, 

34770 
71836 
22191 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 31. 9919. C9 



25715 

TBLASTX: Wheat 
9102 
90 

8083, 7996. .8085, 7999. .8085, 
9102, 9038.. 9100 



Seq. ID OJ990528_31. 9919.C9 
Strand 

End 25715 



34663 



Name 


OJ990528 31.9919.C9.o2.ts 


Method 


TBLASTX: Soybean 


Start 


9031 




End 


11743 


GI 


none 




Score 


98 


Exons 


9031. , 


.9102, 9032.. 9100, 9033. 


.9101, 9247.. 9312, 9270.. 9314, 




9479. . 


.9586, 9519.. 9587, 9826. 


.9903, 9827. .9904, 9831. .9911, 




9832. . 


.9924, 9852.. 9917, 9942. 


.10064, 


9998.. 10087, 9999.. 10082, 




11181. 


..11240, 11185. .11238, 11687. .11743 


Seq. No. 


34770 




Seq. ID 


OJ990528_31. 9919.C9 


Gene No. 


71836 




Strand 




Start 


22191 




End 


25715 


Name 


OJ990528 31.9919.C9.oll.tw • 


Method 


TBLASTX: Wheat 


Start 


9247 




End 


10075 


GI 


none 




Score 


90 


Exons 


9247. . 


,9315, 9247. .9315, 9254. 


.9334, 9279. .9338, 9479. .9586, 




9516. . 


,9587, 9516.. 9587, 9517. 


.9588, 9848.. 9892, 9850.. 9897, 




9854. . 


,9898, 9998.. 10075, 9999 


. .10073 




Seq. No. 


34770 




Seq. ID 


OJ990528_31. 9919.C9 


Gene No. 


71836 




Strand 




Start 


22191 




End 


25715 . 


Name,,,... t , r 


. , 0 J 9 90 5 28 ...31.9 919 , C 9^o 8„..t w , „ . , 


Method, 


TB LAS ; TX: Wheat . 


,S..t.ar.t ..,..,*.. , 






"..End-- J ^ 




GI 


none - 




Score 


190 - ' - • --- -- • • 


Exons 


16567. 


.16941 






Seq. No. 


34770 




Seq. ID 


OJ990528_31. 9919.C9 


Gene No. 


71836 




Strand 




Start 


22191 




End 


25715 


Name 


OJ990528 31.9919.C9.o9.tm 


Method 


TBLASTX: Maize 


Start 


16585 




End 


16854 


GI 


none 




Score 


187 


Exons 


16585. 


.16854 






Seq. No. 


34770 




Seq. ID 


OJ990528_31.9919.C9 


Gene No. 


71836 




Strand 




Start 


22191 




End 


25715 


Name 


OJ990528 31.9,9T9.C9.o7.tw 


Method 


TBLASTX: Wheat 


Start 


17788 




End 


18147 


GI 


none 




Score 


86 


Exons 


17788. 


.17919, 17926. . 18147, 17946. .18; 


146 


Sfeq. No." 


34*770' 




Seq; ID 


-OJ9905-28_31. 9919.C9 ' ' 


Gene No. 


71836 




Strand 




Start 


22191 




End 


25715 


Name 


OJ990528 31.9919.C9.o4.tw 


Method 


TBLASTX: Wheat 


Start 


18379 




End 


18705 


GI 


none 




Score 


309 


Exons 


18379. 


.18705, 18411. .18704 






Seq. No. 


34770 




Seq. ID 


OJ990528_31.9919.C9 


Gene No. 


71836 




Strand 




Start 


22191 




End 


25715 


Name 


OJ990528 31.9919.C9.o5.tm. 


Method 


TBLASTX : Maize 


Start 


18480 




End 


18837 


GI 


none 




Score 


362 


Exons 


18480. 


.18836, 18550. .18837 







34664 



Seq. No. 


34770 




Seq. ID 


OJ990528_31.9919 


.C9 




71836 




Strand 






Start 


22191 




End 


25715 




Name 


OJ990528 31 9919 C9 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


18706 ~~ 




End 


19125 




GI 


none 




Score 


461 




Exons 


18706. . 19125, 18708 


. . 18875, 


18718. .19122, 18909. .19124 




Seq. No. 


34770 




Seq. ID 


OJ990528_31. 9919 


.C9 


Gene No . 


71836 




Strand 






Start 


22191 




End 


25715 




Name 


OJ990528 31 9919 C9 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


18865 ~~ 




End 


19248 




GI 


none 




Score 


373 




Exons 


18865. . 19248, 18886 


. 19137, 


18912. .19235 




Seq. No. 


34770 




Seq. ID 


OJ990528_31.9919 


.C9 


Gene No. 


71836 




Strand 






Start 


22191 




End 


25715 




Name 


OJ990528 31 9919 C9 


o3 . ts 


Method 


. TBLASTX : Soybean 




Start 


18 967- _ 


* " ** -. ■■ 


; ....End... 


■19350 


— 


..GI. 


^ none „ ... |* 




.;._..Scoxe 






r,vnnc 

i—i Si. \J i 1 o 


-18 967- 1924 8 19017 


. 19124,- 


19276. .19350- - - 




Seq. No. 


34770 




Seq. ID 


OJ990528_31.9919 


.C9 


Gpne No 


71836 




Strand 






Start 


22191 




End 


25715 




Name 


OJ990528 31 9919 C9 


olO . tw 


Method 


TBLASTX: Wheat 




Start 


19126 ~~ 




End 


19341 




GI 


none 




Score 


179 




E von ^ 


19126 19341. 19155 


. 19235 








Seq. No. 


34770 




Seq. ID 


OJ990528_31.9919 


.C9 


Gene No. 


71836 




Strand 






Start 


22191 




End 


25715 




Name 


OJ990528 31 9919 C9 


o4 . t s 


Method 


TBLASTX : Soybean 




Start 


19615 ~ 




End 


19982 




GI 


none 




Score 


212 




Rxon ^ 

j_j a x i o 


19615 19974 19755 


. 19982 








Seq. Nov 


34770 




Seq.- ID 


OJ99052-8_31. 9919 


.C9 


Gene No 


*71836 ' • * 




• Strand 






Start 


22191 




End 


25715 




Name 


OJ990528 31 9919 C9 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


19617 _ 




End 


20042 




GI 


none 




Score 


315 




F, von 


19617 1 9730 1 961 8 


2004 0 


19758. .20042 




Seq. No. 


34770 




Seq. ID 


OJ990528_31.9919 


.C9 


Gene No. 


71836 




Strand 






Start 


22191 




End 


25715 




Name 


OJ990528 31. 9919. C9. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


20251 




End 


20517 




GI 


none 




Score 


215 




Exons 


20251. .20517, 20358. 


.20516 









34665 



Seq. No. 34770 

Gene No. 71836 

Start 22191 

Name OJ990528_31 . 9919 . C9 . 06 . tw 

Start 20359 

GI none 

Exons 20359. .20748 



Seq. ID OJ990528_31. 9919.C9 
Strand 

End 25715 

Method TBLASTX: Wheat " ' 

End 20748 

Score 255 



Seq. No. 34770 

Gene No. 71836 

Start 22191 

Name OJ990528_31 . 9919 . C9 . o2 . tm 

Start 20518 

GI none 

Exons 20518. .20880, 20610.. 20879 



Seq. ID OJ990528_31.9919.C9 
Strand 

End 25715 

Method TBLASTX: Maize 

End 20880 

Score 377 



Seq. No. 

Gene No. 

Start 

Name 
. Start 
. GI. . ^ ;/ 
, Exqixs ,.- ,, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34770 
71836 
22191 

OJ990528_31. 9919 . C9 . o5 . ts 
20521 ... 

none _. ^ L ■ - - - „ 

ri6i2iC.iS_^ 2A8,8,8 r , 3A67AZ.20 S&5, 



Seq. ID OJ990528_31.9919.C9 
Strand 

End 25715 

Method TBLASTX : Soybean 

.End. 20895 . 

Score -94 



34770 , 

71836 

22191 

OJ990528_31.9919.C9.o9.tw 

20866 

none 

20866. .20985, 21012 .. 2114 3, 



Seq. ID OJ990528_31. 9919.C9 
Strand 

End 25715 

Method TBLASTX : Wheat 

End 21462 

Score 98 
21013. .21210, 21337. .21462 



Seq. No. 34770 

Gene No. 71836 

Start 22191 

Name OJ990528_31 . 9919 . C9 . 08 . tm 

Start 20911 

GI none 

Exons 20911. .21153, 20916 .. 20960, 



Seq. ID OJ990528_31. 9919.C9 
Strand 

End 25715 

Method TBLASTX : Mai ze 

End 21153 

Score 191 
21006. .21152 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



34770 

71836 • • - - . . 

22191- • • - 

OJ990528_31. 991 9 . C9 . 06 . gs 
22191 
none 

22191. .22202, 22451 .. 2254 0, 
24878. .25008, 25048. .25715 



Seq. ID OJ990528_31. 9919.C9 
: . • Strand . - - . ■:. v 

End v 25715 
Method GENSCAN 
End 25715 
Score . 9 
22835. .23650, 23805 .. 24 7 90, 



34770 
71837 
28283 

OJ990528__31.9919.C9.o4 . tm 
28283 
none 

28283. .28738, 28336 .. 28773, 28778. .28834 



Seq. ID OJ990528_31. 9919.C9 
Strand 

End 28834 

Method TBLASTX : Mai ze 

End 28834 

Score 353 



34666 



Seq. No. 


34770 






Seq. ID 


OJ990528 


J31.9919 


.C9 


Gene No. 


71837 






Strand 








Start 


28283 






End 


28834 






Name 


OJ990528 31 


.9919 


.C9.o5.tw 


Method 


TBLASTX: 


Wheat 




Start 


28283 






End 


28657 






GI 


none 






Score 


289 






Exons 


28283.-28657, 28333 28572 , 


28358. .28633 






Seq. No. 


34771 






Seq. ID 


OJ990528 


_31.9919 


.C10 


Gene No. 


71838 






Strand 








Start 


213 






End 


3535 






Name 


OJ990528 31 


.9919 


.C10.ol.gs 


Method 


GENSCAN 






Start 


213 






End 


3535 






GI 


none 






Score 


.88 






Exons 


213. .503, 2078. . 


2131, 2838.. 


3030, 3472 


. .3535 






Seq. No. 


34772 






Seq. ID 


OJ990528 


_31. 9919 


.Cll 


Gene No. 


71839 






Strand 


+ 






Start 


475 






End 


600 






Name 


OJ990528 31 


. 9919 


.Cll.ol.gs 


Method 


GENSCAN 






Start 


475 






End 


600 






GI 


jione _ . s . 






, .. Score_ 





— — 




£xons - 


■ 














Qprr No 


34772 






Seq. ID 


OJ990528 


_31. 9919 


Cll 


Gene No. 


71840 






Strand 








Start 


2000 






End 


7617 






Name 


OJ990528 31 


.9919 


.Cll.o2.gs 


Method 


GENSCAN 






Start 


2000 






End 


7058 






GI 


none 






Score 


.82 






L-J £\ \*f llu 


2000. .2317, 


2400 


..2531, 3403 


..3543, 3686. .3862, 


4290. .4407, 




4726. .5192, 


6727 


..6880, 6970 


. .7058 








Qpn No 


34772 






Seq. ID 


OJ990528 


_31. 9919 


Cll 


(TIJptiP No 


71840 






Strand 








Start ■ 


2000 






End 


7617 






Name 


OJ990528 31 


.9919 


.Cll.ol.np 


Method 


AAT/NAP 






Start 


3238 






End 


6891 






GI 


5091616 






Score 


239 






j_j *w v>y 110 


3238. .3310, 


3403 


..3509, 3676 


..3862, 3946. .4086, 


4136. .4215, 




4696. .4908, 


6845 


. . 6891 










GI De scrip. 


(AC007454) 


F23M1-9. 3- -[Arabidopsis thaliana] 






Seq. No. 


34772 






Seq. ID 


OJ990528 


_31. 9919 


Cll 


Gene No. 


71840 






Strand 








Start 


2000 






End 


7617 






Name 


OJ990528 31 


.9919 


.Cll.o2. tm 


Method 


TBLASTX: 


Maize 




Start 


4549 






End 


4910 






GI 


none 






Score 


65 






Exons 


4549. .4644, 


4549 


..4644, 4556 


. .4669, 4722. .4910, 


4725. .4907 


Seq. No. 


34772 






Seq. ID 


OJ990528 


_31. 9919. 


Cll 


Gene No. 


71840 






Strand 








Start 


2000 






End 


7617 






Name 


OJ990528 31 


. 9919 


.Cll.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


4549 






End 


4929 






GI 


none 






Score 


66 







34 667 



Exons 


4549. .4644, 


4556 


. .4666, 


4722 . 


.4907, 4725. .4928, 


4837 . .4929 


Seq. No. 


34772 








Seq. ID 


OJ990528 


31.9919 Cll 


Gene No. 


71840 








Strand 






Start 


2000 








End 


7617 




Name 


OJ990528 31 


.9919 


.Cll.o2, 


.np 


Method 


AAT/NAP 




Start 


5214 








End 


7617 




GI 


4530126 








Score 


314 




Exons 


5214 . . 5237, 


6496, 


. .6661, 


6734. 


.6880, 6970. .7192, 


7330. .7397, 




7449. .7617 














GI Descrip. 


(AF078082) 


receptor-like protein kinase homolog 


RK20-1 




[ Phaseolus 


vulgaris] 










Seq. No. 


34772 








Seq. ID 


OJ990528 


31. 9919. Cll 


Gene No. 


71840 








Strand 






Start 


2000 








End 


7617 




Name 




. 9919. 


.Cll.ol. 


, tm 


Method 


TBLASTX: 


Maize 


Start 


6486 








End 


7181 




GI 


none 








Score 


78 




Exons 


6486. . 6641, 


6501, 


. . 6641, 


6769 , 


.6879, 6770.. 6880, 


6770. . 6880, 




6771. . 6881, 


6772 . 


. . 6888, 


6965 . 


.7156,. 6969. .7172, 


6 97 0..... 7.1 7 3.,- 








^Jl&L. 










Seq. No. ■- 


34772 -•■ - 






■— — 


Seq. ID- 


OJ990528 


-31. 991-9 Cll 


Gene No. 


71840 








Strand 






Start 


2000 








End 


7617 




Name 


OJ990528 31 


. 9919. 


, Cll.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6504 








End 


7603 


GI 


none 








Score 


67 




Exons 


6504 . . 6596, 


6630. 


, . 6653, 


6775 . 


.6879, 6776.. 6880, 


6972. .7115, 




6973. .7107, 


7104. 


, .7181, 


7108. 


.7161, 7343. .7408, 


7436. .7603 


Seq. No. 


34772 








Seq. ID 


OJ990528 


_31. 9919. Cll 


Gene No. 


71840 








Strand 






Start 


2000 








End 


7617 




Name 


OJ990528 31 


.9919. 


Cll.ol. 


t w 


Method 


TBLASTX: 


Wheat 


Start 


6755 








End 


7137 




GI 


none 








Score 


96 




Exons 


6755. . 6880, 


6769. 


.6879, 


67 96 


.6888, 6972. .7136, 


6973. .7137 


Seq. No. 


34772 ■ 








Seq. ID 


OJ990528 


31.9919 Cll 


Gene No. 


•:: 7-1*8 4 0 








Strand-' 






■Start 


4 2000 








End 


• 7 617 - • 




Name 


OJ990528 31 


.9919. 


Cll.ol. 


tc 


Method 


TBLASTX: 


Cress. 


Start 


6775 








End 


7603 




GI 


none 








Score 


65 




Exons 


6775. . 6876, 


6776. 


.6868, 


6972. 


.7106, 6973. .7107, 


7104 . .7181. 




7343.'. 7408, 


7436. 


.7603 










Seq. No. 


34773 








Seq. ID 


OJ990528 


T1 QQl Q pn 

Jl • ^ Ji^ t LI J 


Gene No. 


71841 








Strand 






Start 


1 








End 


56 




Name 


OJ990528 31 


.9919. 


C13.ol. 


gp 


Method 


AAT/GAP 




Start 


1 








End 


56 




GI 


3767869 








Score 


112 




Exons 


1. .56 















34668 




Seq. No. 


34773 


Seq. ID 


OJ990528_31.9919 


.C13 


Gene No. 


71842 


Strand 






Start 


374 


End 


980 




Name 


OJ990528 31.9919.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


648 




GI 


none 


Score 


180 




Exons 


1..177, 3. .167, 4. .180, 360.. 


488, 378. 


.485, 389. .496, 579.. 




580. .648, 581. .646 








Seq. No. 


34773 


Seq. ID 


OJ990528_31.9919 


.C13 


Gene No. 


71842 


Strand 






Start 


374 


End 


980 




Name 


OJ990528 31.9919.C13.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1 


End 


763 




GI 


none 


Score 


89 




Exons 


1..99, 3. .74, 76. .168, 78. .167, 389. .487, 390. .491, 414 


. . 49 




581. .760, 597. .761, 612. .761, 


617. .763 






Seq. No. 


34773 


Seq. ID 


OJ990528_31.9919 


.C13 


Gene No. 


71842 


Strand 






•Start . . . 


. 374 . 


End 


980 . 




Name . 


OJ99.0528 31.9919.C13.ol.np 


^Method r 


AAT/NAP . . 






.J3.5i_ _ 


^Ead™ZI^ 


. 9.8 


Cy-^-t-SK 


GI- ■ r ■ - 


- 5080816- - -■ 


• Score" ■ - 


459- • ' •-- ™- 




Exons 


350. .484, 581. .980 








GI Descrip. 


(AC007258) Putative ATPase .[Arabidopsis thaliana] 




Seq. No. 


34773 


Seq. ID 


OJ990528_31.9919 


.C13 


Gene No . 


71842 


Strand 






Start 


374 


End 


980 




Name 


OJ990528 31.9919.C13.o2.gp 


Method 


AAT/GAP 




Start 


363 


End 


903 




GI 


16650 1.R1084 


Score 


783 




Exons 


363. .484, 581. .903 








GI Descrip. 


f 5080816/gb| AAD39325. 1 | AC007258 14 2.0e-77 (AC007258) Putat. 




ATPase [Arabidopsis thaliana] 


i 






Seq. No. 


34773 


Seq. ID 


OJ990528__31.9919 


.C13 


Gene No. 


71842 


Strand 






Start 


374 


End 


980 




Name 


OJ990528 31.9919.C13.ol.gs 


Method 


GENSCAN 




Start ■ . • . 


374 . , . ■ , . 


End. 


801 . . 




GI 


* none • - 


Score 


.57 




Exons 


374. .484, 581. .801 








Seq. No. 


34773 


Seq. ID 


OJ990528__31.9919 


.C13 


Gene No. 


71842 


Strand 






Start 


374 


End 


980 




Name 


OJ990528 31. 991 9 . C13 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


755 


End 


904 




GI 


none 


Score 


151 




Exons 


755. .901, 756. .899, 761. .904 








Seq. No. 


34774 


Seq. ID 


OJ990528_31.9919 


- C14 


Gene No. 


71843 


Strand 


+ 




Start 


182 


End 


342 




Name 


OJ990528 31.9919.C14.ol.gs 


Method 


GENSCAN 





34669 




Start 


182 


End 


342 


GI 


none 


Score 


. 5 


Exons 


182. .342. 






Seq. No. 


34775 


Seq. ID 


OJ990428_29.9922.C2 


Gene No. 


71844 


Strand 




Start 


11 


End 


2175 


Name 


OJ990428 29.9922.C2.ol.gs 


Method 


GENSCAN 


Start 


11 


End 


1858 


GI 


none 


Score 


.58 


Exons 


11. .86, 745. .887, 1683. .1858 






Seq. No. 


34775 


Seq. ID 


OJ990428 29. 9922. C2 


Gene No. 


71844 


Strand 




Start 


11 


End 


2175 


Name 


OJ990428 29.9922.C2.ol.gp 


Method 


AAT/GAP 


Start 


451 


End 


883 


GI 


3762167 


Score 


797 


Exons 


451. .883 






GI Descrip. 


14 0288 9/emb|CAA66820 | 3.0e-18 


(X98130) 


unknown [Arabidopsis 




t ha liana] , . 






-U.. Seq,._No.._ 


' ^3^4775 *^„-SS^zr~— 


r 5.eq.... ID. 




V Gene No. 


71844 ■ - ■ ----- 


Strand - 




Start 


11 


End 


2175 


Name 


OJ990428 29.9922.C2.ol.tc 


Method 


TBLASTX: Cress 


1 Start 


696 


End 


1772 


GI 


none 


Score 


128 


j Exons 


696..857, 707. .856, 854. .886, 


858 . . 905, 


965. .1006, 1008. .11. 




1010. .1126, 1682. .1762, 1683. 


. 1772 




Seq. No. 


34775 


Seq. ID 


OJ990428 29. 9922. C2 


Gene No. 


71844 


Strand 




Start 


11 


End 


2175 


j Name 


OJ990428 29. 9922.C2.ol.np 


Method 


AAT/NAP 


] Start 


698 


End 


2175 


i GI 


1402889 


Score 


292 


Exons 


698. .887, 1683. .1807, 2149. .2175 




; GI Descrip. 


(X98130) unknown [Arabidopsis 


thaliana] 




Seq. No. 


34775 


Seq. ID 


OJ9904 28 29 . 9922 . C2 


Gene No. 


71844 


Strand 




Start • 


11 


End 


2175 


. Name 


OJ990428 29. 9922.C2.ol. tm 


Method 


TBLASTX: Maize 


Start 


711 


End 


1042 


GI 


none 


Score 


143 


Exons 


711.. 818., 711.. 809, 713. .817, 


796. .879, 


813. .887, 815. .886, 




970. .1041, 971. .1042, 972. .1040, 973. .1041 


Seq. No. 


34776 


Seq. ID 


OJ990428_29. 9922.C3 


Gene No. 


71845 


Strand 


+ 


Start 


48 


End 


116 


Name 


OJ990428 29.9922.C3.ol.gs 


Method 


GENSCAN 


Start 


48 


End ■ 


116 


n t 


none 


Score 


.75 


Exons 


48. .116 







34670 



Seq. No. 34777 Seq. ID 

Gene No. 71846 Strand 

Start 253 End 

Name OJ990428_29 . 9922 . C4 . ol . gs Method 

Start 253 End 

GI none Score 

Exons 253.. 367 



OJ990428_29. 9922.C4 
367 

GENSCAN 

367 

.88 



Seq. No. 


34778 




Seq. ID 


OJ990428_ 


29. 9922. C5 


Gene No. 


71847 




Strand 


+ 




Start 


222 




End 


533 




Name 


OJ990428 29. 9922. C5 


ol . np 


Method 


AAT/NAP 




Start 


222 




End 


533 




GI 


6539588 




Score 


165 




Exons 


222. .533 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sat iva] 




Seq. No. 


34778 




Seq. ID 


OJ990428 


29 . 9922 . C5 


Gene No. 


71848 




Strand 






Start 


1450 




End 


1517 




Name 


OJ990428 29. 9922. C5. 


o2 . gs 


■ Method 


GENSCAN 




Start 


.,14 50_ 




..End_ 


1517 ■ 




j^U- — ..... 


...... none__, fW ...... 




^ Score... ,. . r 


... f 8i,,. 




Exons 


1450.;1517 










Seq. No. 


34779 




Seq. ID 


OJ990428_ 


2°>.9922.C§ 


Gene No. 


. 71849 




Strand 






Start 


1 




End 


233 




Name 


OJ990428 29. 9922. C6. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


233 




GI 


4522005 




Score 


94 




Exons 


1. .233 










GI Descrip. 


(AC007069) putative 


non-LTR 


retroelement reverse 


transcriptase 



[Arabidopsis thaliana] 



Seq. No. 34780 Seq. ID 

Gene No. 71850 Strand 

Start 197 End 

Name OJ990428_29 . 9922 . C7 . ol . gs Method 

Start 197 End 

GI - none Score 

.Exons 197.. 254, 470.. 591 ..." 



OJ990428_29.9922.C7 
+ 

591 

GENSCAN 

591 

.71 



Seq. No. 34781 ... s ^ ^ 

Gene No. 71851 Strand 

Start 4153 End 

Name OJ9904 28_2 9 . 9922 . C9 . ol . gp Method 

Start 4153 ' End 

GI none Score 

Exons 4153.. 4574 



OJ990428_29. 9922.C9 
+ 

4574 
AAT/GAP 
457'4 
772 



Seq. No. 34781 Seq. ID OJ990428_29 . 9922 . C9 

Gene No. 71852 Strand + 

Start 5817 End 8946 

Name OJ990428_2 9 . 9922 . C9 . o2 . gs Method GENSCAN 

Start 5817 End 8946 

GI none Score .48 



34671 




Exons 5817. .5856, 7194. .7350, 7440. .7580, 8002. .8077, 8839. .8946 

Seq. No. 34781 Seq. ID OJ990428_29 . 9922 . C9 

Gene No. 71852 Strand . + 

Start 5817 End 8946 

Name OJ990428_29 . 9922 . C9 . o4 . np Method AAT/NAP 

Start. 6608 End . 7580 

GI 6539570 Score 235 

Exons 6608. .6647, 7194.. 7354, 7514. .7580 

GI Descrip. (AP000836) hypothetical protein [Oryza sativa] 

Seq. No. 34781 Seq. ID OJ990428_2 9 . 9922 . C9 

Gene No. 71852 Strand + 

Start 5817 End 8946 

Name OJ990428_29 . 9922 . C9 . o3 . np Method AAT/NAP 

Start 6947 End 7024 

GI 6630699 Score 82 

Exons 6947.. 7024 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] . . 

Gene No." ■ 71853 - Strand ■ - 

Start 1 End 5327 

Name OJ990428_29 . 9922 . C9 . ol . np Method AAT/NAP 

Start 1 End 2049 

GI 2852640 Score 165 

Exons 1..410, 2029.. 2049 
GI Descrip. (AF007157) unknown [Homo sapiens] 

Seq. No. 34781 Seq. ID OJ990428_29 . 9922 . C9 

Gene No. 71853 Strand 

Start 1 End 5327 

Name OJ990428_29 . 9922 . C9 . ol . tm Method TBLASTX : Maize 

Start 15 End 5132 

GI - .none Score 103 

Exons 15. .86, 117 . . 287 , 280 . . 393, 288 .. 413, - 4995 .. 5132, 5032. .5121 

Seq. No. 34781 Seq. ID OJ990428_2 9 . 9922 . C9 

Gene No. 71853 Strand 

Start ■ 1 . \ • End 5327 . ; . 

Name - OJ990428_29 . 9922 C9 . ol . ts flethod '• TBLASTX: Soybean 

Start 15 End 413 

GI none Score 77 

Exons 15. .86, 22. .84, 114. .287, 288. .413 

Seq. No. 34781 Seq. ID OJ990428_2 9 . 9922 . C9 

Gene No. 71853 .. Strand 

Start 1 End 5327 

Name OJ990428_2 9 . 9922 . C9 . ol . gs Method GENSCAN 

Start 73 End 5327 

GI none Score " .54 

Exons 73. .465, 558. .609, 2041. .2200, 2217. .2329, 2885. .3053, 
4059. .4347, 5038. .5327 

Seq. No. 34781 Seq. ID OJ990428_29 . 9922 . C9 



34672 




Gene No. 


71853 


Strand 






Start 


1 


End 


5327 




Name 


OJ990428 29.9922 C9 ol tw 


Me t hod 


TBLASTX * Wheat 




Start 


147 ~ 


End 


413 




GI 


none 


S core 


42 




Exons 


147. .200, 165. .194, 201. .287 


, 247 . . 282, 


283 . . 393, 291 . . 


413, 




348 . . 413 








Seq. No. 


34781 


Seq. ID 


OJ990428 29.9922 


. C9 


Gene No. 


71853 


Strand 






Start 


1 


End 


5327 




Name 


OJ990428 29. 9922.C9.o2.np 


Method 


AAT/NAP 




Start 


4989 


End 


5123 




GI 


6498433 - 


Score 


140 




Exons 


4989. .5123 








GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sat i va ] 




Seq. No. 


34782 


Seq. ID 


OJ990428_29.9922 


.Cll 


Gene No. 


71854 


Strand 


+ 




Start 


19347 


End 


21469 




Name 


. OJ.9904 28 29. 9922.Cll..o4 .gs 


Method . . 


GEN SCAN .. . . . 




Start 


193.47.. ,... ._„ ..; _ . 


....,EncT _ 


21469 • 




GI 


.nQne., !r - m ,.,..^. . „~ 


_,,Sc.Qxe.^ 






Exons 


1934 7 . .1944 4, -20302 .-. 20613, - 


21358. .21469 




Sea No 


34782 


Seq. ID 


OJ990428_29.9922 


.Cll 


Gene No. 


71855 


Strand 






Start 


1311 


End 


9098 




Name 


OJ990428 29. 9922.Cll.ol.gs 


Method 


GENSCAN 




Start 


1311 


End 


6641 




GI 


none . 


Score 


.95 




Exons 


1311. .1734, 2028. .2521, 3108 


..3221, 4360. .4692, 4730. .4918, 




5793. .5906, 6462. .6641 








Seq.* No. 


34782 


Seq. ID 


OJ990428_29.9922 


.Cll 


Gene No. 


71855 


Strand 






Start 


1311 


End 


9098 




Name 


OJ990428 29.9922.Cll.ol.np 


Method 


AAT/NAP 




Start 


2460 


End 


6157 




GI 


2702273 


Score 


205 




Exons 


2460.. 2521, 3108. .3221, 4348 


. .4587, 6136. . 6157 




GI Descrip. ■ 


(AC003033) unknown protein [Arabidopsis 


; t ha liana-] - ■- r 




Seq. No. 


.34782 


Seq. ID 


OJ990428_29.9922 


'.Cll' 


Gene No. 


71855 


Strand 






Start 


1311 


End 


9098 




Name 


OJ990428 29. 9922.Cll.o2.np 


Method 


AAT/NAP 




Start 


5395 ' 


End 


9098 




GI 


2702273 


Score 


153 




Exons 


5395. .5428, 5791. .5906, 7286 


..7550, 908 


10. . 9098 




GiT Dp c r r i n 

~L Us^Z* O J- J_ Y*J * 


(AC003033) unknown protein [Arabidopsis 


; thaliana] 




Seq. No. 


34782 


Seq. ID 


OJ990428_29.9922 


.Cll 


Gene No. 


71856 


. Strand 






Start 


ncnc 


End 


18404 




Name 


OJ990428 29.9922.Cll.ol.gp 


Method 


AAT/GAP 




Start 


9452 


End 


10787 





34673 



GI 17997_1.R1084 Score 1177 

Exons 9452.. 9793, 9885.. 9953, 10041 10088, 104 97 .. 10592, 10672.. 10787 

GI Descrip. ■ 1888357/emb | CAA66821 | 3.0e-57 (X98130) alpha-mannosidase 
[Arabidopsis thaliana] >gi_1890154_emb__CAA724 32_ (Y11767) 
alpha-mannosidase precursor [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 



GI Descrip. 



34782 Seq. ID 

71856 Strand 

9575 End 

OJ990428_29. 9922.Cll.o3.np Method 

9558 End 

1888357 Score 



OJ990428_29.9922.C11 

18404 
AAT/NAP 
18395 
2595 



9558. .9793, 9885. .9953, 10041 .. 10088, 104 97 .. 10592 , 
10672. .10781, 11122. . 11206, 11574 .. 11686, 12219 .. 12284 , 
12531. .12650, 12808. .12855, 13028 .. 13099, 13245 .. 13304 , 
13385. .13479, 13904 .. 14005, 14099 .. 14318 , 14 4 95 .. 14 551 , 
14674. .14739, 14 891 14 980, 15065 .. 15232, 15357 .. 154 50 , 
15539. .15639, 1574 7 .. 15860, 16200 .. 16271, 1634 9 .. 164 35 , 
16537. .16656, 16963 .. 17 137 , 17229 .. 17317, 17879 .. 17962 , 
18192.. 18395 

(X98130). .alpha-mannosidase [Arabidopsis thaliana] 
„.gi J. 1 8 901 54 1 embj CAA7 24 32, 1., ( Yl 17 67 ). ; alpha -mannps idase ^precursor.. 
...^Arabidopsia ±haJL.iana .-.-.i^ 



Seq. No. 34782 

Gene No. 71856 

Start 9575 

Name OJ9904 28_29 . 9922 . Cll . o3 . gs 

Start 9575 

GI none 
Exons 



Seq. ID OJ990428_29. 9922. Cll 
Strand 

End 18404 
Method GENSCAN 
End 18404 
Score .88 

9575. .9793, 9885. .9953, 10387 .. 104 96, 10586. . 10676, 
11122. .11206, 11574. .11686, 12531 .. 12650, 12808 12855 , 
13304, 13385. . 13453, 13875 .. 13972, 14 099 14 318 , 
14551, 14674 .. 14739, 15065 .. 15232 , 15357 15450, 
15639, 15747. . 15860, 16200 .. 16271, 1634 9 1 64 35, 
16656, 16963. . 17137, 17229 .. 17317 , 17538 .. 17585, 



13245. 
14495. 
15539. 
16537. 

17879. .17 962, 18105. .18404 



Seq. No. 34782 Seq. ID 

Gene No. 71856 Strand 

Start 9575 End 

Name ■ OJ9904 28_2 9 ; 9922 .Cll .o2.. gp ■■ Method-; 

Start ■ ' 11581 • , End 

GI '. . 31977_1.R1084 Score 

Exons 11581. .11686, 12219 .. 12284 , 12531 

13028. .13099, 1324 5 .. 13304 , 13385 

GI Descrip. 



OJ990428- 29. 9922. Cll 



18404 
AAT/GAP - 
.1401*1 
1176 
12650, 12808, 
13453, 13875, 



12855, 
14011 



, 1888357/emb|CAA66821| 4.0e-56 (X98130) alpha-mannosidase 
[Arabidopsis thaliana] >gi_1890154_emb_CAA724 32_ (Y11767) 
alpha-mannosidase precursor [Arabidopsis thaliana] ? 



Seq. No. 34782 

Gene No. 71857 

Start 24071 

Name OJ990428_29 . 9922 . Cll . o7 . tm 

Start 3102 

GI none 

Exons 3102.. 3146, 3144.. 3224, 314? 



OJ990428_29. 9922. Cll 
35695 

TBLASTX: Maize 

11467 

75 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3246, 4355. .4588, 4357. .4587, 



34674 



5829. .5909, 5833. .5910, 7293. .7403, 7295. .7405, 7408. .7527, 
7416. .7526, 11405. .11467 



Seq. No. 34782 

Gene No. 71857 

Start 24071 

Name OJ990428_29 . 9922 . Cll . o5 . ts 

Start 3144 

GI none 
Exons 



Seq. ID OJ990428_29. 9922. Cll 
Strand 

End 35695 

Method TBLASTX: Soybean 

End 7526 

Score 150 



3144. .3224, 4357. .4626, 4358. .4630, 5829. .5909, 5833. .5907, 
7295. .7405, 7296. .7406, 7405. .7524, 7461. .7526 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34782 Seq. ID 

71857 Strand 

24071 End 

OJ990428_29. 9922. Cll. o5.tc Method 

4357 End 

none Score 



OJ990428_29. 9922. Cll 
35695 

TBLASTX: Cress 

7523 

115 



4357. .4584, 4433. .4585, 7295. .7405, 7416. .7523 



Seq.. No. . . 34782. ....... - .. . Seq. ID . OJ99.0428_29 . 9922.. Cll. . 

Gene.No. ■■ -:71857 • ■ / _ v \* ■ Strand . _ . . 

..Start,, __...240i;U ^ ^,"1.-^, ^^1^-^- ^,^Eri]dl . ^-3.5-6. ■"■ IT" 

•Name ■ - OJ990428_29 . 9922 ■■ Cll . ol . tw- Methbd - TBLASTX- Wheat 

Start 9491 . End 9908 

GI none Score 59 

Exons 9491.. 9538, 9491. .9511, 9564. .9794, 9565. .9744, 9579. .9797, 

9605.. 9796, 9868.. 9906, 9882.. 9908 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



34782 
71857 
24071 

OJ990428_29. 

9574 

none 

9574. .9753, 
9886. .9954, 
10489. .10593 



9922. Cll. o5.tm 



10672, 
11119, 
11574 . 
12518. 
•12790, 
13025. 
13260, 
13872. 
14101. 



.10740 
.11226 
.11696 
.12649 
.12858 
.13102 
.13337 
.14015 
.14277 



Seq. ID OJ990428 
Strand 

End 35695 
Method TBLASTX: 
End 14277 
Score 98 
9575. .9796, 9585. .9797, 9708. .9812, 
10041. . 10091, 10042. . 10089, 10487.. 
,10491.. 10595, 10497. .10595, 10670 
10742, 10740. .10781, 10750 
11188, 11555. .11695, 11574 
12284, 12210. .12293, 12211 
12650., -12528. .12650,' 12532 
13023. .13100,' 13*024. .13101, 13025 
13228. .13314, 1324 1 .. 13306, 1324.2 
13455, 13385. . 13453, 13386 



10698, 
11126. 
12210. 
12525. 



13384 , 



13874 .. 14014, 14073. . 14276, 14100 



29. 9922. Cll 



Maize 



9882. . 9953, 
10594, 
. .10741, 
. .10776, 
. .11687, 
. . 12285, 
. . 12651, .. . 

13108, ' ■ 
. . 1.3310, 
. . 13478, 
. . 14276, 



Seq. No. 34782 Seq. ID 

Gene No. 71857 Strand 

Start 24071 End 

Name OJ990428_29 . 9922 . Cll . o2 . tc Method 

Start 9596 End 

GI none Score 

Exnns 9596, 



OJ990428_29. 9922. Cll 
35695 

TBLASTX: Cress 

18330 

61 



9/96, 9693.. 9779, 10038 .. 10091 , 
104 97 . . 10595, 10501 . . 10593, 10670. . 10741, 10672. . 1074 0, 
10743. .10781, 11119. . 11229, 11119 . . 1122 6, 11573 .. 11 695, 



34675 



12210. 


.12293, 


12528. 


. 12650, 


12535. 


. 12648, 


12793. 


. 12867, 


13025. 


.13093, 


13254. 


. 13310, 


13385. 


. 13459, 


13908 . 


. 13997, 


14085 . 


.14318, 


14116. 


. 14298, 


14492. 


. 14551, 


14493. 


. 14552, 


14653. 


. 14742, 


14663. 


. 14740, 


14946. 


. 14981, 


15065. 


. 15238, 


15066. 


.15233, 


15333. 


.15449, 


15337. 


.15450, 


15353. 


.15451, 


15355. 


.15459, 


15533. 


.15640, 


15535. 


.15642, 


15536. 


.15640, 


15538. 


.15642, 


15743. 


. 15847, 


15747. 


.15863, 


15747. 


.15857, 


16176. 


.16283, 


16222. 


.16284, 


16355. 


.16438, 


16392. 


.16445, 


16513. 


.16659, 


16549. 


.16659, 


16963. 


. 17136, 


16964 . 


.17194, 


16976. 


.17143, 


17205. 


.17318, 


17222. 


. 17317, 


17870. 


. 17968, 


18165. 


.18326, 


18187. 


.18330 











Seq. No. 34782 
Gene No. 71857 
Start 24071 

Name OJ990428_29 . 9922 . Cll . 06 . ts 

Start 9596 
GI none 

Exons 9596.-9772, 9605.. 9796, 9606 

10501. .10608, 10675. .10740, 
10750. . 10776, 11119. .11208, 
... _ - 11567, . 11695,_11580, ^11684, 

• 130-28. .1-3102,- 132 69V. 13304, 



Seq. ID OJ990428_29. 9922. Cll 
Strand 

End 35695 
Method TBLASTX : Soybean 
End 13465 
Score 73 
. .97 94, 10038. .10091, 104 97. .10607, 
10676. .10741, 10740. . 10781, . 
11119. .11214, 11517. .11678, • - • 
12210-. .12287, 12525. . 12650, . . 
12.7 9 Q^.„L2.8.5£^ 1 3-Q2..2U „.£$X lX f ^^^L^- 
13391. .134 65 ■ — 



Seq. No. 34782 . Seq. ID 

Gene No. 71857 Strand 

.Start 24071 End 

Name OJ990428_29 . 9922 . Cll . o4 . ts Method 

Start 13917 End 

GI none Score 
Exons 



OJ990428_29. 9922. Cll 
35695 

TBLASTX : Soybean 

14742 

92 



13917. .14003, 14041. .14217, 14097 14348 , 14 133 .. 14 303 , 
14492. .14551, 14 653 .. 14742, 14663. .14740 



Seq. No. 34782 

Gene No. 71857 

Start 24 071 

Name OJ990428_29 . 9922 . Cll . o2 . tm 

Start 14892' 

GI none 

Exons 14892. .14972, 14908 

. - .-15066.:. 15233, . 15357 

' " 15534 . . 15641, 15535 
15747. .15860' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 29. 9922. Cll 



14985, 15063. 
15449, 153.57 ; 



35695 

TBLASTX: Maize 
15863 
83 

15131, 15065. . 15238, 
15449, - 15358. ..15450, 



15642, 15541. . 1-5642, 1574 7 .. 158 63, * 



Seq. No. 34782 

Gene No. 71857 

Start 24071 

Name OJ990428__29 . 9922 . Cll . o3 . ts 

Start 15534 

GI none 

Exons 15534 .. 15638, 15535 .. 15642 , 15536 
15747. .15860, 15757 .. 158 61, 15787 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 29. 9922. Cll 



35695 

TBLASTX : Soybean 
15861 
82 

15643, 15747. .15857, 
15861 



Gene No. 
Start 



34782 
71857 
24071 



Seq. ID 

Strand 

End 



OJ990428 29. 9922. Cll 



35695 



34676 




Name 


OJ990428 29.9922.C11. 


o4 . tm 


Method 


TBLASTX: Maize 




-Start - 


16176 




End 


16674 




GI 


none 




Score 


95 




Exons 


16176. . 16277, 16193. . 


16279, 


16196. .16273, 16325 16438, 






16347 . .16433, 16349. . 


16435, 


16534. .16659, 16537. .16674, 






16539. .16667 










Seq. No. 


34782 




Seq. ID 


OJ990428_29.9922 


Cll 


Gene No. 


71857 




Strand 






Start 


24071 




End 


35695 




Name 


OJ990428 29.9922.C11. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


16960 ~ 




End 


18306 




GI 


none 




Score 


178 




Exons 


16960. . 17136, 16961. . 


17140, 


17222. .17317, 17223 .. 17318 , 






17870. .17968, 18165. . 


18305, 


18187. .18306 




Seq. No. 


34782 




Seq. ID 


OJ990428_29.9922 


Cll 


Gene No. 


71857 




Strand 






Start 


24071 




End 


35695 




Name 


OJ990428 29.9922.C11. 


08 . ts 


Method 


TBLASTX: Soybean 




Start . 


17056- 




. End . 


17320 . . . 




GI ; 


- none . . • * 




Score 


78 




Expns ^ 


'lSj\l.Q5.$Z3. 113^~jl7 0J5/£I. 




A 72.05^-17,31 8„,.. .17,222..- J,7 3 ? 0 „ , 






17222-. .17317, 17232."'. 


"17318 






=-.-.-. 


Seq. No. 


34782 




Seq. ID 


OJ990428_29.9922. 


Cll 


Gene No. 


71857 




Strand 






Start 


24071 




End 


35695 




Name 


OJ9904 28 29.9922.C11. 


o7 . ts 


Method 


TBLASTX: Soybean 




Start 


17870 ~~ 




End 


18338 




GI 


none 




Score 


71 




Exons 


17870 17968. 17882 


17965, 


18165. . 18338, 18196. . 18315 




Seq. No. 


34782 




Seq. ID 


OJ990428_29.9922. 


Cll 


Gene No . 


71857 




•Strand 






Start 


24071 




End 


35695 




Name 


OJ990428 29.9922.C11. 


o3 . gp 


Method 


AAT/GAP 




Start 


24071 




End 


27603 




GI 


99 1.R1084 




Score 


3289 




Exons 


24071 . . 25454, 27322 . . 


27603 








GI Descrip 


' 4586676/dbj | BAA76438 


.11 0. 


0e+00 (AB025047) sterol 






14-demethylase~ [Oryza 


sativa] 1 ' ; 






Seq. .No. 


34782 




Seq. ID 


OJ990428_29. 9922. 


Cll . 


Gene No . 


71857" 




Strand 






Start 


24071 




End 


35695 




Name 


OJ990428 29.9922.C11. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


24450 




End 


27388 




GI 


none 




Score 


202 




Exons 


24450. .24698, 24450. . 


25475, 


24451. .25215, 24735 .. 254 51 , 






24986. .25510, 24995.. 


25456, 


25273. .25479, 27312 .. 27353, 






27320. .27352, 27352.. 


27387, 


27353. .27388 




Seq. No. 


34782 




Seq. ID 


OJ990428_29.9922. 


Cll 


Gene No . 


7ibS7 




Strand 






Start 


24071 




End 


35695 




Name 


OJ990428 29.9922.C11. 


ol.ts 


Method 


TBLASTX: Soybean 





34677 




Start 24450 End 25206 

GI none Score 192 

Exons 24450. .24941, 24450 2504 6, 24 4 63 .. 25047 , 25047 25163, 

25047. .25205, 25048.. 25206 



Seq. No. 34782 Seq. ID OJ990428_29 . 9922 . Cll 

Gene No. 71857 Strand 

Start 24071 End 35695 

Name OJ990428_29 . 9922 . Cll . o4 . np Method AAT/NAP 

Start 24456 End 27789 

GI 5921924 Score 2262 

Exons 24456. .25454, 27322.. 27789 

GI Descrip. CYTOCHROME P450 51 (CYPL1) (P450-L1A1) (OBTUSIFOLIOL 14-ALPHA 
DEMETHYLASE) gi 11658193 (U74319) obtusifoliol 14-alpha 
demethylase CYP51 [Sorghum bicolor] 



Seq. No. 34782 
Gene No. ' 71857 

Start 24071 

Name OJ990428_2 9 . 9922 . Cll . o3 . tc 

Start . . . . 24468 . „ 

GI_ . none , . __.....„ 

,Expns : ^., ; 



Seq. ID OJ990428_29. 9922. Cll 



Strand 
End 

Method 

End 

Score 



35695 

TBLASTX: Cress 
2.4 812 . .. 
233 



^ , 2 44^.,.-24 ; 74JD,^..Z44A9^...2.46,6.6 ,,_2J7. 20... . Z4 7 7-0.^., ^4X6,5^.-24,8.12,. 



Seq. No. 34782 

Gene No. 71857 

Start 24071 

Name OJ990428_2 9 . 9922 . Cll . o4 . tc 

Start 24813 

GI none 
Exons 



Seq. ID OJ990428_29. 9922. Cll 
Strand 
End 

Method 
End 
Score 



35695 

TBLASTX: Cress 

25140 

44 



24813. .24995, 24 8 15 .. 24 922 , 24 924 .. 25139, 24931. .25140 



Seq. No. 34782 

Gene No. 71857 

Start 24071 

Name OJ9904 28_2 9. 9922 .Cll . ol 

Start 25140 

GI none 

Exons 25140. .25196, 25179.. 25 
27320. .27739, 27322.. 27 

. Seq.. No. - "■ 34782. ■ ' 
Gene "No. *' -'. .71857 

Start 24071 .. 

Name OJ9904 28_2 9 . 9922 . Cll . o2 

Start 25208 

GI none 

Exons 25208. .25342, 25209.. 25 
27320. .27754, 27320.. 27 

Seq. No. 34782 

Gene No. 71857 

Start 24071 

Name OJ9904 28_2 9 . 9922 . CI 1 . 65 

Start 27158 

GI 4539386 

Exons 27158. .27177, 27523.. 27 



Seq. ID OJ990428_29. 9922. Cll 
Strand 

End 35695 
.tc Method TBLASTX : Cress 

End 27739 

Score 168 
451, 25182. .25457, 25195 .. 25479, 
654, 27634.. 27687 

Seq. ID OJ990428_29.9922.C11 . 
Strand 

End 35695 
. t s Method TBLASTX : Soybean 

End 27754 

Score 67 
451, 25209. .25475, 25273 .. 254 73, 
409, 27322.-27687 

Seq. ID OJ990428_29. 9922. Cll 
Strand 

End 35695 

.np . Method AAT/NAP 

End 35695 

Score 88 
583, 28095. .28453, 284 8 9 .. 28 624 , 



34678 



29830. .29934, 29982 30151 , 35675.. 35695 
GI Descrip. (AL035526) extensin-like protein [Arabidopsis thaliana] 



Seq. No. 34782 Seq. ID 

Gene No. 71857 Strand 

Start 24071 End 

Name OJ990428_29 . 9922 . Cll . o3 . tm Method 

Start 27406 End 

GI none Score 
Exons 



OJ990428_29. 9922. Cll 
35695 

TBLASTX: Maize 

27795 

393 



27406. .27795, 27407 .. 27691, 27 644 277 66, 27739. .27795 



Seq. No. 


34782 








Seq. ID 


OJ990428_ 


_29. 9922. Cll 


Gene No. 


71857 








Strand 






Start 


24071 








End 


35695 




Name 


OJ990428 29.9922 


.Cll.o7. 


gs 


Method 


GENSCAN 




Start 


35366 






End 


35497 




GI 


none 








Score 


.96 




Exons 


35366, 


. .35497 












Seq. No. 


34783 








Seq. ID 


OJ990428_ 


_29.9922.C12 


Gene No., 


71858 








Strand 


+ 




Start 


2576 ... 








-End, . 


fc 4 84 9 ... w 






, . : .Q J9 aa42,8_29,..9 9,2 2 


.ClX-O.r. 




_,Met,hod„ 






Start * 


- 257 6 








End 


4769 - • - 




GI 


none 








Score 


.49 




Exons 


2576. . 


2893, 2899 


. .3061, 


3343. 


.3533, 4070. .4345, 


4563. .4769 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

GI Descrip. 



34783 Seq. ID 

71858 Strand 
2576 End 
OJ9904 28_29. 9922.C12.ol.np Method 
2596 End 
6815107 Score 
2596. .3367, 3413. .3554, 3668. .3894, 4155. .4441, 4593. .4849 
(AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, 
clone F20D10;hypothetical protein (AL035538) [Oryza sativa] 



OJ990428_2 9. 9922.C12 
+ 

4849 
AAT/NAP 
4849 
408 



BAC 



34783 Seq. ID 

71859 Strand 
8430 End 
OJ9904 28^29. 9922. C12.o3.np Method 
■84.30 . .... - - • End - 

4680207 ' ' - ' Score 

8430. .8459, 1 1687 .. 12553, 13380 .. 147 17 , 14775 .. 15269, 
15636. .15800 

(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



OJ990428_29. 9922.C12 
+ 

25561 
AAT/NAP 

15800 . . . 

1067 ^ 



Seq. No. 34783 Seq. ID 

Gene No. 71859 Strand 

Start 8430 End 

Name OJ9904 28_29 . 9922 . C12 . o3 . gs Method 

Start 11688 End 

GI none Score 

Exons 11688 . 

15509. 

17482. 



OJ990428_ ; 29. 9922.C12 
+ 



, 12553, 13296. . 14251, 14 305. 
, 15630, 15737 . .16003, 16087 . 
17679, 18074. .18292, 20882. 



25561 
GENSCAN 
25561 
. 64 

14764, 14801. 
16284, 17108, 
21044, 21233. 



.14967, 
.17374, 
.22038, 



34679 



22243. .23191, 232 93 23424 , 23987 .. 24 136, 24543. .25561 



Seq. No. 


34783 




Seq. .ID 


OJ990428_29. 9922.C12 


Gene No. 


71859 




Strand 


+ 


Start 


8430 




End 


25561 


Name 


OJ990428 29.9922.C12 


. o 4 . np 


Method 


AAT/NAP 


Start 


11969 




End 


17285 


GI 


3033389 




Score 


28 


Exons 


11969. .11999, 14305. 


.14376, 


14436. .14630, 17247. .17285 


GI Descrip. 


(AC004238) putative 


disease 


; resistance protein [Arabidopsis 




thaliana] 








Seq. No. 


34783 




Seq. ID 


OJ990428_29.9922.C12 


Gene No. 


71859 




Strand 


+ 


Start 


8430 




End 


25561 


Name 


OJ990428 29.9922.C12 


. o 6 . np 


Method 


AAT/NAP 


Start 


15424 




End 


15973 


GI 


121528 




Score 


256 


Exons 


15424 . .15616, 15726. 


. 15973 






GI Descrip. 


GOS9 PROTEIN gi | 100683 | pir | | S19115 GOS9 protein - rice 




gi | 20242 1 emb | CAA361.8 


9| .(.X519.0.9)..GOS9. 


[Oryza .sat.iva] 


^S.eq.^.Np,^^... 


Z3i 3 s 3 ^ZZZZ**- Z^ZZZZZl Z 




-^.Jeq^-ID. 


Z.QJ33-& 'I ' L 


Gene No . - • 


" 71859 ■ - ' - • • "~ ■ " ■ : 




- - Strand- 




Start 


8430 




End 


25561 


Name 


OJ990428 29.9922.C12 


. o7 . np 


Method 


AAT/NAP 


Start 


15433 ~~ 




End 


15976 


GI 


1167955 




Score 


344 


Exons 


15433. . 15616, 15726. 


. 15976 






GI Descrip. 


(U43497) putative 32 


.7 kDa 


jasmonate-. 


induced protein [Hordeum 




vulgare] gi 12465428 


(AF021257) 32 kDa 


protein [Hordeum vulgare] 


Seq. No. 


34783 




Seq. ID 


OJ990428_29. 9922.C12 


Gene No. 


71859 




Strand 


+ 


Start 


8430 




End 


25561 


Name 


OJ990428 29.9922.C12 


. o5 . np 


Method 


AAT / NAP 


Start 


15436 




End ' 


15976 


GI 


1167955 " 




Score 


318 


Exons 


15436. .15616, 15726. 


.15976 






GI Descrip. 


(U43497) putative 32 


.7 kDa 


jasmonate-induced protein [Hordeum 




vulgare] gi | 2465428 


(AF021257) 32 kDa 


protein [Hordeum vulgare] 


• • • 

Seq. *Nb. • 


34783 " " 




Seq.- ID 


OJ990428_2"9". 9922>C12 


Gene No. 


71859 




Strand 


+ 


Start 


8430 




End ' 


25561 


Name 


OJ990428 29.9922.C12 


. 08 .np 


Method 


AAT/NAP 


Start 


16936 




End 


23295 


GI 


6691191 




Score 


2229 


Exons 


16936. .16958, 20925. 


.23295 






GI Descrip. 


(AC007534) F7F22.15 


[Arabidopsis thaliana] . 


Seq. No. 


34783 




Seq. ID 


OJ990428 29.9922.C12 


Gene No. 


71859 




Strand 


+ 


Start 


8430 




End 


25561 


Name 


OJ990428 29. 9*922. C12 


. o9.np 


Method 


AAT/NAP 


Start 


23289 




End 


23849 


GI ■ 


6063557 




Score 


378 



34680 




Exons 23289. .23468, 23717.. 23849 

GI Descrip. (AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



Seq. No. 


34783 






Seq. ID 


OJ990428 29.9922 


. C12 


Gene No. 


71860 






Strand 


+ — 




Start 


25826 






End 


26302 




Name 


OJ990428 29.9922.C12 


. o4 . gs 


Method 


GENSCAN 




Start 


25826 






End 


26302 




GI 


none 






Score 


. 62 




Exons 


25826. 


.25891, 26240. 


.26302 








Seq. No. 


34783 






Seq. ID 


OJ990428 29.9922 


. C12 


Gene No. 


71861 






Strand 






Start 


27201 






End 


27350 




Name 


OJ9904 


28_29. 9922. C12 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


3955 






End 


4285 




GI 


none 






Score 


186 




Exons 


3955. . 


4077, 3965..428S 








Seq. No.. 


34783 






Seq. ID 


OJ990428_29.9922 


.C12 


Gene No . . 


71861 






Strand 






^ Starts _ 


,,27201 






End r 


,27350 




J^ajne^-.^^,.^.,. 


. ,, oaaao 4 2,8_2a..,9 92 z..„c 12. 


.0.4 r . ts,. 


^^..jyie.thocl.^.. 


.I'BLASXX,:.SQ.yb.ean. w __,„. 


Start 


13495 






- End 


138 93 - - -- -- - -~ 




GI 


none 






Score 


262 




Exons 


13495. 


.13893, 13527.. 


13889 








Seq. No. 


34783 






Seq. ID 


OJ990428_29.9922 


.C12 


Gene No. 


71861 






Strand 






Start 


27201 






End 


27350 




Name 


OJ9904 


28_29.9922.C12. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


13810 






End 


14226 




GI 


none 






Score 


235 




Exons 


13810. 


.14025, 13834.. 


14043, 


14064. .14156, 14 0 68. . 14157, 






14152. 


.14226 










Seq. No. 


34783 






Seq. ID 


OJ990428_29.9922 


.C12 


Gene No. 


71861 






Strand 






Start 


27201 






End 


27350 




Name 


OJ990428 29.9922.C12. 


ol . tm 


Method' 


TBLASTX : Maize 




Start 


15442 






End 


18319 




GI . 


none 






Score . 


150 • 




Exons 


' 15442. 


.15639, 15447. i 


15599, 


"15737. ,1579-9,' 15809; .15862, 






15811. 


.15861, 15848.. 


15967, 


15850. .15966, 1 6099 1 6287 , 






16104 . 


.16271, 17179.. 


17232, 


17192. .17338, 17212. .17337, 






17487. 


.17609, 17491. . 


17664, 


18073. .18123, 18074. . 18124, 






18176. 


.18319, 18214.. 


18318 








Seq. No. 


34783 






Seq. ID 


OJ990428_29. 9922 


.C12 


Gene No. 


71861 






Strand 






Start 


27201 






End 


27350 




Name 


OJ990428 29.9922.C12. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


21089 






End 


21486 




GI 


none 






Score 


232 




Exons 


21089. 


.21277, 21101. . 


21274, 


21276. .213£ 


3, 21277. .21486, 






21277. 


.21462, 21420.. 


21476 









34681 




Seq. No. 


34783 






Seq. ID 


OJ99042( 


3_29.9922 


.C12 


Gene No. 


71861 






Strand 








Start 


27201 






End 


27350 






Name 


OJ990428 29.9922.C12 


.o2 . tm 


Method 


TBLASTX 


:Mai ze 




Start 


21289 






End 


21633 






GI 


none 






Score 


261 






Exons 


21289. 


,21633 












Seq. No. 


34783 






Seq. ID 


OJ99042* 


3_29.9922 


.C12 


Gene No. 


71861 






Strand 








Start 


27201 






End 


27350 






Name 


OJ990428 29.9922.C12 


.o2. ts 


Method 


TBLASTX 


Soybean 




Start 


21346 






End 


21699 




GI 


none 






Score 


65 






Exons 


21346. 


21411, 21412. 


.21699, 


21423. .21644 " 






Seq. No. 


34783 






Seq. ID 


OJ99042S 


3_29.9922 


.C12 


Gene No . 


71861 






Strand 








Start 


27201 






End 


27350 






Name 


OJ990428 29.9922.C12 


. o4 . tw 


Method 


TBLASTX: 


Wheat 




Start.. 


21486 






. ■ . End. 


21783 






GI fc .. 


none. 






„ ... Score . 


.269. . .. 






-Ex ons..^ : __ ........... 






121.6.9.9^ 


..2.1 699. ...2 1.7,8.2,.,. 2 LZ0Q.^.Z1Z83 


"~*™' 

™ - z • 


Seq. No. 


34783 






Seq. ID 


OJ99042E 


i__29.9922 


.C12* 


Gene No. 


71861 






Strand 








Start 


27201 






End 


27350 






Name 


OJ990428 29.9922.C12 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


21684 






End 


21927 






GI 


none 






Score 


185 






Exons 


21684. . 


21845, 21709. 


.21927 










Seq. No. 


34783 






Seq. ID 


OJ99042E 


_29.9922 


.C12 


Gene No. 


71861 






Strand 








Start 


27201 






End 


27350 






Name 


OJ990428 29.9922.C12 


. o3 . tw 


Method 


TBLASTX: 


Wheat 




Start 


21796 






End 


22266 






GI 


none 






Score 


196 






Exons 


21796. . 


21996, 21798. 


.21980, 


21988. .22059, 22075 


. .22266 




Seq. No. 


34783 






. Seq. ID . 


.OJ990428 


_29.9922 


.C12 


Gene No. . 


71861 






-.. Strand. 








Start " 


27201 


a 




End . 


27350 


* 




Name 


OJ990428 29.9922.C12 


, o5 . ts 


Method 


TBLASTX: 


Soybean 




Start 


21802 






End 


21980 




GI 


none 






Score 


207 






Exons 


21802. . 


21942, 21802. 


.21918, 


21816. .21941, 21948 


. .21980 




Seq. No. 


34783 






Seq. ID 


OJ990428 


_29. 9922 


C12 


Gene No. 


71861 






Strand 








Start 


27201 






End 


27350 






Name 


OJ99042 


8_29. 9922.C12 


. ol . tc 


Method 


TBLASTX: 


Cress 




Start 


21979 






End 


22362 






GI 


none 






Score 


51 . 






Exons 


21979. . 


22056, 22060. 


22362, 


22212. .22334 






Seq. No. 


34783 






Seq. ID 


OJ990428 


29. 9922. 


C12 



34682 




Gene No. 


71861 






Strand 








Start 


27201 






End 


27350 






Name 


OJ990428 29.9922.C12, 


o3 . ts 


Method 


TBLASTX : 






Start 


22383 






End 


22707 






GI 


none 






Score 


75 






Exons 


22383. . 


22424, 22384.. 


22425, 


22422. .22706, 22423 


. .22707 




Seq. No. 


34783 






Seq. ID 


OJ990428 


_29.9922 


.C12 


Gene No. 


71861 






Strand 








Start 


27201 






End 


27350 






Name 


OJ990428 29.9922.C12. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


22384 






End 


22716 






GI 


none 






Score 


265 






Exons 


22384. . 


22716, 22389.. 


22664 










Seq. No. 


34783 






Seq. ID 


OJ990428 


29 . 9922 


.C12 


Gene No. 


71861 






Strand 








Start 


27201 






End 


27350 






Name 


OJ990428 29.9922.C12. 


ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


22708 






End 


23196 






GI 


.none 






Score 


377 






Exons 


...227,08...., 


23017, r _227.ip_._.., 


22946, 


_2 3 110. . 2 3 1 96_ 






Seq. No. 


""34 783-"- 




■ ■ -»■■ 


• Seq. ID 


^OJ990428 


- 29 . 9922- 


rei2-- 


Gene No. 


71861 






Strand 








Start 


27201 






End 


27350 






Name 


OJ990428 29.9922.C12. 


o2 . tw 


Method 


TBLASTX: 


Wheat 




Start 


22719 






End 


23100 






GI 


none 






Score 


407 






Exons 


22719. . 


22742, 22720.. 


23100, 


22776. .22937 






Seq. No. 


34783 






Seq. ID 


OJ990428 


29 . 9922 


.C12 


Gene No. 


71861 






Strand 








Start 


27201 






End 


27350 






Name 


OJ990428 29.9922.C12. 


o5 . gs 


Method 


GENSCAN 






Start 


27201 






End 


27350 






GI 


none 






Score 


.59 






Exons 


27201. . 


27350 












Seq. No. 


34784 






Seq. ID 


OJ990428 


_29. 9922 


. C13 


Gene No . 


71862 






■ Strand 


+ 






Start . ; 


1 . 






-. .End ... 


3671 






Name 


. OJ99042 


S^2"9. 9922 ;C13. 


o 1 . np 


Method 


AAT/NAP 






Start - 


1 






. End 


2089 






GI 


5852181 






- - Score * 


142 






Exons 


1..24, 


695. .951, 1944 


. .2089 










GI Dsscric 


(AL117265) zhbOOll.l 


[ Or y za 


sativa] 








Seq. No. 


34784 






Seq. ID 


OJ990428 


^29.9922 


.C13 


Gene No. 


71862 






Strand 


+ 






Start 


1 






End 


3671 






Name 


OJ99042 


8_29. 9922.C13. 


o2 .np 


Method 


AAT/NAP 






Start 


1 






End 


3605 






GI 


6721512 






Score 


180 






Exons 


1..24, 


1704. .1819, 1847.. 1979, 2022. .2059, 2173 


. .2211, 





3523. .3605 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



34683 



Seq. No. 34784 

Gene No. 71862 

Start 1 

Name OJ990428_29 . 9922 . C13 . ol . gs 

Start 780 

GI none 
Exons 



Seq. ID OJ990428 29.9922.C13 



Strand 
End 

Method 

End 

Score 



+ 

■3671 
GENSCAN 
3671 
.59 



780. .906, 1152. .1218, 1765. .1975, 3362. .3492, 3627. .3671 



Seq. No 


34784 




Seq. ID 


OJ990428_29. 9922.C13 


Gene No 


71863 




Strand 




Start 


3793 




End 


4049 


Name 


OJ990428 29. 9922.C13.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3696 ~ 




End 


3928 


GI 


none 




Score 


54 


Exons 


3696. .3746, 3697. .3747, 


3698 . 


.3745, 3739. .3795, 3739. .3780, 




3744 .. 3797, 37 91 .. 3928, 


3796 . 


.3918, 3812. .3928 


Sea. No 


34784 




Seq. ID 


OJ990428_2 9. 9922.C13 


Gene No. 


71863 




Strand 




Start 


. . 3793 




End 


404 9 


Name, _ 


.-.OJ-99Q4 2 8 29. 9922.C13.o2.. 




. M^ejth.od^ 




£t art 21 






^d:l™J 




GI 


■ ■ none- • 




Score'-- - 


v92- - • - 


Exons 


3793.. 4049 








Seq. No. 


34785 




Seq. ID 


OJ9904 28_29. 9922.C14 


Gene No. 


71864 




Strand 


+ 


Start 


306 




End 


2399 


Name 


OJ990428 29.9922.C14.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


293 




End 


818 


GI 


none 




Score 


225 


Exons 


293. .697, 296. .619, 616. 


.720, 


617. .661 


, 722. .805, 722. .817, 




771. .818 







Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons.. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ., 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



34785 
71864 
306 

OJ990428_29. 9922 .C14 .ol.gs 

306 

none 

306. .405,. 2052. .2399 - 



Seq. ID OJ990428_29. 9922.C14 

Strand + 

"End 2399 

Method GENSCAN 

End 2399 

Score .92 . 



34786 
718 65 
1 

OJ990428_29. 9922.C15.ol.np 
1 

6705984 
1. .965 

(AB033235 ) gag-pol polyprotein [Oryza sativa] 



Seq. ID. OJ990428_29. 9922.C15 

Strand + ' 

End 965 

Method AAT/NAP 

End 965 

Score 428 



34786 
71865 
1 

OJ990428_29.9922.C15.ol.tw 
334 



Seq. ID OJ990428_29.9922.C15 

Strand + 

End 965 

Method TBLASTX : Wheat 

End 648 



34684 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 284 

334... 615, 354.. 581, 617.. 643, 619.. 648 



34787 Seq. ID 

71866 Strand 
750 End 
OJ990428_2 9.9922.C16.ol.np Method 
750 End 
730141 Score 
750. .972 

NITRATE REDUCTASE [ NAD ( P ) H ] (NR) gi | 100900 | pir | | S2454 4 nitrate 

reductase (NAD(P)H) (EC 1.6.6.2) - maize (fragment) 

gi 122377 | emb | CAA45776 | (X64446) nitrate reductase (NAD(P)H) [Zea 

mays] 



OJ990428_29.9922.C16 
+ 

2359 
AAT/NAP 
972 
177 



Seq. No. 


34787 










Seq. ID 


OJ99042S 


_29. 


9922 


.C16 


Gene No. 


71866 










Strand 


+ 








Start 


750 










End 


2359 








Name 


OJ99042 


8_2 9 


. 9922 


.C16.ol 


.gs 


Method 


GENS CAN 








Start 


864 










End 


2359 








GI 


none 










. Score . 


■ . 7 








Exons • - • - 


,_8.64.v jL107„i.„ 




4359_ 














Seq. No. 


34 787- • 










■ Seq. ID- 


: ' : 'OJ990'426 


^-29v 


-9922 


.Cl-6 


Gene No . 


71867 • 










Strand 


+ 








Start 


3707 










End 


5488 








Name 


OJ990428 29 


. 9922 


.C16.o2 


.np 


Method 


AAT/NAP 








Start 


3707 










End 


5488 








GI 


3335361 










Score 


321 








Exons 


3707. .3895, 


4004 


. .4115, 


'5467. 


.5488 










GI Descrip. 


(AC003028) 


putative acetyltransf erase 


[Arabidopsis 


thaliana] 


Seq. No. 


34787 










Seq. ID 


OJ990428 


_29. 


9922 


.C16 


Gene No. 


71868 










Strand 










Start 


3494 










End 


4417 








Name 


OJ99042 


3_2 9 


. 9922 


.C16.o2 


.gs 


Method 


GENS CAN 








Start 


3494. 










End 


4417 








GI 


none 










Score 


. 67 








Exons 


3494. .4417 


















Seq. No. 


34787 










Seq. ID 


OJ990428 


_29. 


9922 


.C16 


Gene No . . 


- 71868 \ 










Strand 










Start. 


~'34 94 f 










End 


4417 




* 




Name . 


OJ9904.2J 


B_2 9 


. 9922 


.C16.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


3742 










End 


4114 








GI 


none 










Score 


235 








Exons 


3742. .31 


382, 


3743 


. .3883, 


3965. 


.4114, 3988. .4113 








Seq. No. 


34787 










Seq. ID 


OJ990428 


_29. 


9922 


.C16 


Gene No. 


71868 










Strand 










Start 


3494 










End 


4417 








Name 


OJ99042? 


3_2 9 


. 9922 


.C16.ol 


. ts 


Method 


TBLASTX: 


Soyb 


ean 




Start 


3748 










End 


4146 








GI 


none 










Score 


229 








Exons 


3748. .3870, 


3749 


. .3883, 


4006. 


.4146, 4007. .4114 








Seq. No. 


34787 










Seq. ID 


OJ990428 


_29. 


9922 


.C16 



34685 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



71868 Strand 

34 94 End 

OJ990428_29.9922.C16.ol.tc Method 

3764 End 

none Score 



4417 

TBLASTX: Cress 

4114 

204 



3764. .3883, 3772. .3882, 4006. .4113, 4007. .4114 



34788 Seq. ID 

71869 Strand 

23 End 

OJ990528_23 . 9921 . C2 . ol . gs Method 

23 End 

none Score 
23. .289 



OJ990528__23.9921.C2 
+ 

289 

GENSCAN 
28 9 
. 42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

-GI_De;s.cr.ip,. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34789 Seq. ID 

71870 Strand 

1 End 

OJ990528_23.9921.C4 .ol.np Method 

1 End 

.3033385 - . Score 

.1. .21^AB0^iM^.M^\lA^ : _ = 

I {AC Q.0423.8 ), -iin kn aw'n J ,pr.ot^in\:^;[J(r i ab4-dop.sJ.;sL, thalaanaj,^.^. 



OJ990528_23. 9921.C4 
+ 

748 

AAT/NAP 
748 
286 



34789 
71870 
1 

OJ990528_23 . 9921 . C4 . ol . tm 

155 

none 

155. .301, 163. .327, 177. .347, 

34789 
71870 
1 

OJ990528_23. 9921 . C4 . ol . gs 

180 

none 

180. .353 



Seq. ID OJ990528___23.9921.C4 

Strand + 

End 748 

Method TBLASTX : Maize 

End 748 

Score 244 

180. .341, 668. .748 

Seq. ID OJ990528_23. 9921.C4 

Strand + 

End 748 

Method GENSCAN 

End 353 

Score . 8 



Seq. No. 34790 Seq. ID 

Gene No. - .71871 - Strand 

Start ' 1 ■ End 

Name ' OJ990528_23 . 9921 . C5 . ol . np . ■ Method 

Start 1 End 

GI 3033385 Score 

Exons 1..85, 194. .384, 477. .580, 677. .873, 
GI Descrip. (AC004238) unknown protein 

Seq. No. 34790 Seq. ID 

Gene No. 71871 Strand 

Start 1 End 

Name OJ990528_23 . 9921 . C5 . ol . gs Method 

Start 33 End 

GI none Score 

Exons 33. .384, 477. .580, 972. .1169 



OJ990528___23.9921.C5 
■ + • .' '. 

1169' ' 
AAT/NAP . 
1127 
231 
972. .1127 



[Arabidopsis thaliana] 



OJ990528_23. 9921.C5 
+ 

1169 
GENSCAN 
1169 
.81 



34686 




Seq. No. 


34790 


Seq. ID 


OJ990528_23.9921.C5 


Gene No. 


71871 


Strand 


+ 


Start 


1 


End 


1169 


Name 


OJ990528 23. 9921 . C5 . ol . gp 


Method 


AAT/GAP 


Start 


291 


End 


1012 


GI 


LIB34 34-04 1-P1-K1-C11 


Score 


748 


Exons 


291. .384, 477. .580, 677. .873, 


972. . 1012 


GI Descrip. 


'4926825/gb|AAD32935.1|AC004135 10 2. 


0e-35 (AC004135) T17H" 




[Arabidopsis thaliana] 1 






Seq. No. 


34791 


Seq. ID 


OJ990528_23.9921.C6 


Gene No. 


71872 


Strand 




Start 


1 


End 


578 


Name 


OJ990528 23. 992 1 . C6 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


578 


GI 


4895172 


Score 


359 


Exons 


1. .578 






GI Descrip. 


(AC007662) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


34791 


Seq. ID 


OTQQn^9P 0~K QQ91 P£ 


Gene No . . . 


. 71872 


Strand 




S.ta,rt_ . 






578^_ ... . - 


Nam£u_. ;tt> ,,,^._ 


116 J 95.05 2S?2£3b2^ 


.Method,,.. 


^JBLAsiX-;Malie 11 


Start-- - 


-6T - - ; - - - - - - - -•• 


End- 


54 4 - - 


GI 


none 


Score 


40 . . 


Exons 


67. .105, 70. .105, 112.. 174, 172. .435, 


175. .357, 248. .439, 




431. .505, 432. .491, 509. .544 






Seq. No. 


34791 


Seq. ID 


OJ990528_23.9921.C6 


Gene No . 


71872 


Strand 


- 


Start 


1 


End 


578 


Name 


OJ990528 23. 9921 . C6 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


79 


End 


500 


GI 


none 


Score 


122 


Exons 


79. .306, 79. .315, 254. .313, 255. .314, 


316. .435, 431. .499, 




432. .500 






Seq.. No. 


34792 


Seq. ID 


OJ990528_23. 9921.C9 


Gene No. 


71873 


Strand 


+ 


Start 


50 


End 


260 


Name 


OJ990528 23.9921.C9.ol.gs 


Method 


GENSCAN 


Start ,. 


- 50 ■: - . 


End,. 


260 


GI ■ ; ' 


~ none • x 


Score 


.-77 - " " . ; ' 


Exons 


50. .260 






Seq. No. 


34792 


Seq. ID 


OJ990528_23. 9921.C9 


Gene No. 


71874 


Strand 


+ 


Start 


1063 


End 


1142 


Name 


OJ990528 23.9921.C9.o2.gs 


Method 


GENSCAN 


Start 


1063 


End 


1142 


GI 


none 


Score 


.89 


Exons 


1063. .1142 






Seq. No. 


34793 


Seq. ID 


OJ990528__23. 9921.C12 


Gene No. 


71875 


Strand 


+ 


Start 


1 


End 


1021 


Name 


OJ990528 23.9921.C12.ol.np 


Method 


AAT/NAP 



34687 



Start 1 ' End 1021 

GI 5139348 Score 170 

Exons 1..26, 263 . . 394 , ' 609 . . 653, 739.-878, 945. .1021 

GI Descrip. (AJ007046) [acyl-carrier protein] S-malonyltransf erase [Brassica 
napus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34794 Seq. ID OJ990528_23 . 9921 . C16 

71876 Strand + 

920 End 1265 

OJ990528_23 . 992 1 . C16 . o2 . np Method AAT/NAP 

920 End 1265 

6721561 Score 69 

920. .1006, 1249. .1265 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds, to a region of the predicted gene.; hypothetical 





nrnf pin 














Seq. No. 


34794 




Seq. ' ID 


OJ990528 


_23. 


9921 


n 

. J. \j 


Gene No. 


71877 




Strand 










.Start_^_^ 


._.lp^50 : _ :: ,. 




..End 


. 2188_.,__ 








Name.. ^ ^/ t : r ( „ 


J $90528 




^, iir .MethacU~. 


..iAi/ijAP™, 








Start 


•798 




- ■• End 


917 






. - - . 


GI 


4680183 




Score 


128' 








Exons 


798 . . 917 














GI Descrip. 


(AF11170 


9) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


34794 




Seq. ID. 


OJ990528_ 


_23. 


9921 


.C16 


Gene No. 


71877 




Strand 










Start 


1050 




End 


1188 








Name 


OJ990528 


_23.9921.C16.ol.gs 


Method 


GENSCAN 








Start 


1050 




End 


1188 








GI 


none 




Score 


. 69 








Exons 


1050. .11 


B8 












Seq. No. 


34795 




Seq. ID 


OJ990528 


_23. 


9921 


-C17 


Gene No. 


71878 • 




Strand 


+ 








Start 


730 




End 


862 








Name 


OJ990528 


_23.9921.C17.ol.np 


Method 


AAT/NAP 








Start 


730 




End 


862 








GI . . : . . .'. • 


, ; 2244963 . 




Score 


. 53 . 








Exons 


730. .8-62 














GI Descrip. 


(Z97340) 


hypothetical protein [Arabidopsis thaliana 


] 




Seq. No. 


34795 




Seq. . ID 


OJ990528_ 


_23. 


9921 


.C17 


Gene No. 


71879 ' 




Strand 










Start 


1057 




End 


1168 








Name 


OJ990528 


_23.9921.C17.ol.gs 


Method 


GENSCAN 








Start 


1057 




End 


1168 








GI 


none 




Score 


.76 








Exons 


1057. .1168 












Seq. No. 


34796 




Seq.. ID 


OJ990528_ 


23. 


9921 


.C18 


Gene No. 


71880 




Strand 










Start 


20 




End 


1937 








Name 


OJ990528 


_23.9921.C18.ol.gs 


Method 


GENSCAN 









34688 



Start 


20 


End 


1937 




GI 


none 


Score 


.83 




Exons 


20 120. 256 363 892 1061 


, 1923.. 1937 




Seq. No. 


34796 


Seq. ID 


OJ990528 


_23.9921.C18 


Gene No. 


71881 


Strand 






Start 


2300 


End 


2702 




Name 


OJ990528 23 9921 C18 ol tw 


Method 


TBLASTX: 




Start 


2300 ~ 


End 


2702 




GI 


none 


Score 


94 




Exons 


2300.. 2416, 2432..2533, 2539 


..2610, 2607.. 2702 




Seq. No. 


34797 


Seq. ID 


OJ990528 


_23.9921.C19 


Gene No. 


71882 


Strand 


+ 




Start 


55 


End 


570 




Name 


OJ990528 23 9921 C19 ol as 


Method 


GENSCAN 




Start 


55 ~ 


End 


570 




GI 


none 


Score 


. 97 




Exons 


55 182, 234 570 








Seq . No ... 


34.797 


Seq. ID 


OJ990528 


_2.3..992.1...C19 


Gene No. • 


71883 ... 


SJ^rand_, r , 


- + .• 




JS.tari 


^7 ..^ XXII ZIXXXZXI ^ X 


XebcLXX,' 






Name 


■GJ99052-8 ' 23 . 9921 . 019 ; ol . gp ■ 


- Method • 


AAT/GAP - 




Start 


799 


End 


5264 




GI 


10672 1.R1084 


Score 


2437 




Exons 


799. .895, 2512. .2579, 3079.. 


3279, 3549 


..3828, 3914. .3985, 




4482. .4598, 4693. .4758, 4843 


. .5264 






GI Descrip. 


'82264/pir | IS20015 1.0e-132 


ubiquinol- 


-cytochrome-c reductase 



(EC 1.10.2.2) cytochrome cl precursor (clone pC(l)8I) - potato 
(fragment) >gi_498789_emb_CAA56109_ (X79597) cytochrome cl 
[Solanum tuberosum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No . * 

Gene No. 

Start ' 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



34797 
71883 
799 

OJ990528_23. 9921 . C19 . o3 . gs 

2520 

none 

2520.. 2579, 3079.. 3217, 3623. 
4693. .4758, 4843. .4959 



Seq. ID OJ990528_23.9921.C19 

Strand + 

End 5264 

Method GENSCAN 

End 4 9'59 

Score .95 

.3828, 3914. .3985, 4482. .4598, 



34797' " ' *" • " 
71883 
799 

OJ990528_23. 9921 . Cl 9 . ol . np 
3119 
82263 

3119. .3279, 
4843. .4956 

ubiquinol — cytochrome-c reductase (EC 1 
precursor (clone pC (1)311) - potato 



"Seq. ID 
Strand , 
End 

Method 

End 

Score 



OJ9905 ; 28_23. 9921:C19 

+ - 

5264 

AAT/NAP 

4956 

1076 



3549. .3828, 3914. .3985, 4482. .4598, 4693. .4758, 

10.2.2) cytochrome cl 



34797 Seq. ID 

71884 Strand 

711 End 

OJ990528_23 . 9921 . C19 . o2 . gs Method 



OJ990528_23. 9921.C19 

1291 
GENSCAN 



34689 



Start 
GI 

Exons 



711 
none 

711. .989, 1103. .1291 



End 
Score 



1291 
.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons. 

Gene No-. 

Start 

Name 

Start 

GI 

Exons 



34797 Seq. ID OJ990528_23 . 992 1 . C19 

71885 Strand 

7512 End 8900 

OJ990528_23.9921.C19.o2.gp Method AAT/GAP 

7455 End 8675 

LIB3433-034-P1-K1-D10 Score 701 

7455. .7720, 8520. .8675 

•4959460/gbl AF126053. 1 IAF126053 1.0e-10 Zea mays RACB small GTP 
binding protein mRNA, complete cds 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



34797 Seq. ID 

71885 Strand 

7512 End 
OJ990528_23. 9921.C19.o4 .gs Method 

7512 End 

none Score 

7512. .7720/. 8520. .8687, 8785. .8900 



OJ990528_23.9921.C19 

8900 
GENSCAN 
8900 
.98 



_34-19^.,,_,,_._,-_ 

71886 • - ■ ■ 

10833 

OJ990528_23.9921.C19.ol.tm 

2513 

none 

2513.. 2566, 2516. .2575, 2520. 
3245. .3280, 3246. .3278, 3547, 
3710.. 3835, 3896.. 3988, 3911. 
4482. .4601, 4646. .4750, 4690. 



^Seq^aD_, f O.q9,90.5;2B._23^,9.921^,QL^ 



Strand 
End 

Method 
End 
Score 



10898 

TBLASTX: Maize 
5112 
68 

2579, 3045. .3245, 3084. .3227, 
3828, 3549.. 3833, 3564.. 3830, 
3985, 4478. .4597, 4479. .4604, 
4761, 4692. .4757, 4841. .5050, 



4842. .5054, 4843. .4998, 5039. .5053, 5071. .5112 



34797 
71886 
10833 

OJ990528_23 . 99M . C19 . ol . ts 

3135 

none 

3135.. 3245, 3181. .3246, 3245. 
3896. .3988, 3922-. .3981, -4481. 

34797 
71886 
10833 

OJ990528__23.9921.C19.ol.tc 
3168 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 23.9921.C19 



10898 

TBLASTX <: Soybean 
4544 
65 

3280, 3547. .3828, 3549. .3824, 
4543, 4488 .--.4544. • ■ 



none 
3168. 
3549. 
4480. 



,3245, 3181. 
,3824, 3555. 
,4599, 4481, 



4689. .4757, 4690. 

34797 
71886 
10833 



Seq. ID OJ990528_23.9921.C19 
Strand - 
End 10898 
Method TBLASTX: Cress 
End 4959 
Score 7-£ 
,3246, 3245. .3280, 3246. .3275, 3547. .3828, 
,3830, 3896. .3991, 3913. .4041, 3922. .3993, 
,4594, 4482. .4601, 4686. .4754, 4688. .4756, 
,4761, 4836.-4928, 4842. .4955, 4843. .4959 



Seq. ID 

Strand 

End 



OJ990528 23.9921.C19 



10898 



34690 



Name OJ990528_23 . 9921 . C19 . o2 . 

Start 4575 

GI none 

Exons 4575.. 4601, 4686.-4757, 
4842. .4955, 4843. .4989, 

Seq. No. 34797 

Gene No. 71886 

Start 10833 

Name OJ990528_23 . 9921 . C19 . o2 . 

Start 7473 

GI none 

Exons 7473.. 7715, 7476.. 7721, 
8590. .8688, 8766. .8900, 

Seq. No. 34797 

Gene No. 7188 6 

Start 10833 

Name OJ990528_23 . 9921 . C19 . ol . 

.Start 7536 

GT . . .none 

.,Expns_ 7536v .7715, .7542 _ 7721,,, 
_ _8.5 8Z^S£AsL^-~-~ ^ L :^r^ : 

Seq. No. 34797 

Gene No. 71886 

Start 10833 - 

Name OJ990528_23 . 9921 . C19 . o3 . 

Start 8585 

GI none 

Exons 8585.. 8665, 8587.. 8664, 

Seq. No. 34797 

Gene No. 71886 

Start 10833 

Name OJ990528_23 . 9921 . C19 . o2 . 

Start 8590 

GI none 

Exons 8590.. 8670, 8757.. 8894, 

Seq. No.. 34797 

Gene No. 7188 6 

Start • 10833 

Name. . OJ990528_23 . 9921 . C19 . o3 . 

Start 10833 

GI LIB34 77-003-P1-K1-E9 

Exons 10833. . 10898 
GI Descrip. '-24 9858 6/sp | Q4 0638 | MPOl 

S 1 PRECURSOR (ORY's.I)" 

sativa] ' 

Seq. No. 34798 

Gene No. 71887 

Start 846 

Name OJ990528_23 . 9921 . C20 . ol . 

Start 846 

GI none 



ts Method TBLASTX : Soybean 

End 4989 

Score 42 
4690. ".4761, 4692. .4757, 4842. .4958, 
4843. .4989 

Seq. ID OJ990528_23.9921.C19 
Strand 

End 10898 
tm Method TBLASTX : Maize 

End 8902 

Score 117 
7481. .7726, 8525. .8686, 8576. .8689, 
8771. .8893, 8783. .8902, 8784. .8897 

Seq. ID OJ990528_23.9921.C19 
Strand 

End 10898 

tw Method TBLASTX : Wheat 

End 8 641 

Score 120 
.7.54 4 . . 772 6.,_ 8 52JB ^,„ ; 8 638 ,,,, 8576, _ 864 L,_ 



Seq. ID OJ990528_23.9921.C19 
Strand 

End 10898 

ts Method TBLASTX : Soybean 

End 8896 

Score 56 
8766. .8894, 8768. .8893, 8783. .8896 

Seq. ID OJ990528_23.9921.C19 
Strand 

End 10898 

tc Method TBLASTX : Cress 

End 8901 

Score " 139 
8771. .8893, 8773. .8901 

Seq. ID OJ990528_23.9921.C19 

Strand . - . — :: - ' • .. 

End • 108 98 v - ■ 

gp Method AAT/GAP- 

End 10898 

Score 86 

ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
>gi_1173557 (U31771) Ory s 1 [Oryza 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_23.9921.C20 

1233 
GENSCAN 
1233 
.46 



34691 



Exons 



846. . 1233 



Seq. No. 34799 

Gene No. 71888 

Start 1 

Name OJ990528_23 . 9921 . C21 . ol . gp 

Start 1 

GI 35940_1.R1084 

Exons 1..442, 603. .827, 1678. .1708 

GI Descrip. ' 5918 187/emb | CAB56225 . 1 | 3.0e-58 (AJ133278) ribophorin I 
[Hordeum vulgare] ' 



Seq. ID OJ990528_23.9921.C21 
Strand 

3991 
AAT/GAP 
1708 
1348 



End 

Method 

End 

Score 



Seq. No. 34799 

Gene No. 71888 

Start 1 

Name OJ990528_23 . 9921 . C21 . o2 . 

Start 73 

GI none 

Exons 73.. Ill, 227.. 451, 231.. 

Seq. No. 34799 

^Gene^Np;. _ 71888 ^ . „ 

Js.ta r t„ .^___ Pff Jl. __ r w ._ w .. r:T . ; _ T ^ 

Name OJ990528_23 . 9921 :. C21 -.o3 . 

Start 251 

GI none 

Exons 251.. 445, 255.-443 



Seq. ID OJ990528_23.9921.C21 
Strand 

End 3991 

tm Method TBLASTX : Maize 

End 828 

Score 4 6 

443, 600. .788, 601. .828, 665. .790 

. Seq. ID OJ990528_23.9.921.,C21 
- _™ S t r and,- ^ - , _ ™ ,-. 

11 - ■• -i — 1> err anr-.. r r E Jld ...... - , _ ? ,- 3 »9 <^ -1 - - T *— - V~»-vs; 1 .T*-; • - arrs: -^•^.SSV' Ti' 

tc - Method - - TBLASTX : Cress 



End 
Score 



445 
153 



Seq. No. 34799 Seq. ID 

Gene No. 71888 Strand 

Start 1 End 

Name OJ990528__23 . 9921 . C21 . ol . gs Method 

Start 262 End 

GI none Score 

Exons 262. .442, 603. .827, 2048 .. 2137 ,' 224 1 . . 
2962. .3013, 3204. .3832 



OJ990528_23. 9921.C21 

3991 
GENSCAN 
3832 
. 66 

2309, 2689.-2865, 



Seq. No. 34799 
Gene No. 71888 
Start 1 

Name OJ990528_23 . 992 1 . C21 . ol . ts 

-Start 1675 .-. ... - ■ ■ . • .-■ - 

GI " none * ■•■ ' ' 

Exons.' 1675.. 1845, 1 67 6 . . 1837 , . 1677 

2046. .2135, 2241. .2321, .2242. 

2710. .2868, 2951. .3082, 2953. 

3201. .3419, 3203. .3418, 3333. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 23.9921.C21 



3991 

TBLASTX: Soybean 
3419 -. . - . - . 

14 4 " * 

1838, 1677.. 1847, 2045.. 2140, 

2310, 2675. .2860, 2677. .2868, 

3120, 2970. .3083, 3174. .3293, 
3419 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34799 
71888 
1 

OJ990528_23.9921.C21.ol.np 

1678 

2894378 



Seq. ID OJ990528_23.9921.C21 
Strand 

End 3991 

Method AAT/NAP 

End 3991 

Score 1786 



1678. .1836, 2048. .2131, 2241. .2309, 2689. .2865, 2962. .3109, 
3204. .3991 

(Y14573) putative ribophorin I homologue [Hordeum vulgare] 



34692 



Seq. No. 34799 
Gene No. 71888 
Start 1 

Name OJ990528_23 . 9921 . C21 . ol . tm 

Start 1685 
GI none 

Exons 1685.. 1741, 1687.. 1740, 

1759. .1845, 1767. .1844, 

2239.. 2310, 2256.. 2321, 2675.. 2860, 2677 
2953.. 3120, 3199.. 3447, 3203.. 3448, 3203 
3453. .3830, 3453.-3833, 3455. .3847 



Seq.. ID 
Strand 
End 

Method 
End 
Score 
1751.. 1837, 1753 
2045. .2140, 2046 



OJ990528 23.9921.C21 



3991 

TBLASTX: Maize 
3847 
71 

.1839, 1754..1843, 
.2138, 2238. .2321, 
.2871, 2951. .3115, 
,3454, 3452. .3829, 



Seq. No. 34799 

Gene No. 71888 

Start 1 

Name OJ990528_23 . 9921 . C2 1 . ol . tc 

Start 2779 

GI none 

Exons 2779.. 2868, 2789.. 2860, 2950. 

3203.. 3340, 3371.. 3433, 3372. 



Seq. ID OJ990528_23.9921.C21 
Strand 

End 3991 

Method TBLASTX: Cress 

End 3433 

Score 94 

.3120, 2951. .3094, 3203. .3322, 
.3425 



T ,Seq^No-^™,^, 
Gene No. 
Start. 
Name 
Start 
GI 

Exons 

GI Descrip. 



\342'9?..:. . ^ 

71888 
l' 

OJ990528_23.9921.C21.o2.gp 
3196 
2312454 
3196. .3581 

2894378/emb|CAA74910.1| 2.0e-51 (Y14573) putative ribophorin I 
homologue [Hordeum vulgare] 



;..seq_.j.D_;; ^j99A5^a_a3-v3.a2^ t x2i:^,...- 

Strand 

End 3991 

Method AAT/GAP 

End 3581 

Score 706 



Seq. No. 34799 

Gene No. 71888 

Start 1 

Name OJ990528_23 . 9921 . C21 . o2 . ts 

Start 3422 

GI none 

Exons 3422.. 3676, 3423.. 3653, 3434. 



Seq. ID OJ990528_23.9921.C21 
Strand 

End 3991 

Method TBLASTX : Soybean 

End 3676 

Score 138 
.3664 



Seq. No. 34799 

Gene No. ■ 71888 • . .- . 

Start ■ 1 

Name OJ990528_23 . 9921 . C21'..o2 . tc ' 

Start 3434 

GI none 

Exons 3434.. 3730, 3435.. 3653, 3692.' 

Seq. No. 34799 .. 

Gene No. 71888 

Start 1 

Name OJ990528_23 . 9921 . C21 . o3 . gp 

Start 3600 

GI 32381_1.R1084 

Exons 3600. . 3834 

GI Descrip. ' 2894378/emb | CAA74910 . 1 | 6.0e- 
homologue [Hordeum vulgare] ' 



Seq. ID OJ990528_23.9921.C21 

Strand-.*' — ■ ■. ■ 

End'- '3991 ■ 

Method ' TBLASTX: Cress 

End 3832 

Score 79 
.3832 

Seq. ID OJ990528_23.9921.C21 
Strand 

End 3991 

Method AAT/GAP 

End 3834 

Score 425 

38 (Y14573) putative ribophorin I 



34693 



Seq. No. 


34800 


Seq. ID 


OJ990528_23 


.9921. C22 


Gene No. 


71889 


Strand 






Start 


1 


End 


385 




Name 


OJ990528 23.9921.C22.ol.np 


Method 


AAT/NAP 




Start 


1 ~ 


End 


330 




GI 


2894378 


Score 


125 




Exons 


1. .104, 223. .330 








GI Descrip. 


(Y14573) putative ribophorin 


I homologue [Hordeum vulgare] 


Seq. No. 


34800 


Seq. ID 


OJ990528_23 


. 9921. C22 


Gene No. 


71889 


Strand 






Start 


1 


End 


385 




Name 


OJ990528 23. 9921 . C22 . ol . gp 


Method 


AAT/GAP 




Start 


57 


End 


385 




GI 


32381 1.R1084 


Score 


364 




Exons 


57 . . 104, 223. . 385 








GI Descrip. 


1 28 94378/emb| CAA74 910. 1 | 6.0e 


-38 (Y14573) putative 


ribophorin 




homologue [Hordeum vulgare] 1 








Seq. No.. 


.3.4800 


Seq. ID 


OJ930528_23 


. 9921 . C22 


Gene - No .* 


J1889*. „.__v.„^:, 


_ Strang 






^S.ta r.t _ n „ 






3'§ 5 ' _ 


>3 a -trrr nv- 


Name 


OJ990528 23 . 9921 .C22 ."ol ^gs- - 


■Method ' 






Start 


60 ~ 


End 


336 




GI 


none 


Score 


. 92 




Exons 


60. .104, 223. .336 








Seq. No. 


34801 


Seq. ID 


OJ990528_23 




Gene No. 


71890 


Strand 


+ 




Start 


1467 


End 


1956 




Name 


OJ990528 23. 9921 . C23 . ol . np 


Method 


AAT/NAP 




Start 


1464 


End 


1956 




GI 


1666236 


Score 


227 




Exons 


1464. .1956 








GI Descrip. 


(U76261) unknown [Hordeum vulgare] 






Seq. No. 


34801 


Seq. ID 


OJ990528_23 


.9921. C23 


Gene No. 


71890 


Strand 


+ 




Start 


1467 


End 


1956 




Name 


OJ990528 23. 9921 . C23 . ol . gs 


Method . 


GENSCAN 




Start 


1467 . , .■ - . . 


End. 


1952. - .. . 




GI 


none * * 


Score 


'. 54 * ■■; 




Exons 


1467.. 1952 








Seq. No. 


34801 


Seq. ID 


OJ990528_23 


. 9921. C23 


Gene No . 


71891 


Strand 


+ 




Start 


2808 


End 


2893 




Name 


OJ990528 23.9921.C23.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1632 


End 


1966 




GI 


none 


Score 


105 




Exons 


1632. .1748, 1764. .1838, 1847. 


. 1966 






Seq. No. 


34801 


Seq. ID 


OJ990528_23 


9921. C23 


Gene No. 


71891 


Strand 


+ 




Start 


2808 


End 


2893 




Name 


OJ990528 23.9921.C23.ol.gp 


Method 


AAT/GAP 





34694 



Start 


2808 


End 


2893 




GI 


uC-osflcyp088bl2bl 


Score 


135 




Exons 


2808. .-2893 








GI Descrip. 


? 5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza 


sat iva genomic 




DNA, chromosome 8, clone : P0026F07 ' 






Seq. No. 


34802 


Seq. ID 


OJ990528 


_23.9921.C24 


Gene No. 


71892 


Strand 


+ 




Start 


466 


End 


1134 




Name 


OJ990528 23.9921.C24.ol.gs 


Method 


GEN SCAN 




Start 


466 


End 


1134 




GI 


none 


Score 


.41 




Exons 


466. . 634, 1085. . 1134 








Seq. No. 


34802 


Seq. ID 


OJ990528 


_23.9921.C24 


Gene No. 


71893 


Strand 


+ 




Start 


1838 


End 


2147 




Name 


OJ990528 23. 9921.C24 ,o2.gs 


Method 


GEN SCAN 




Start ■ 


1838 


End 


2147 




GI 


none 


Score 


. 52 




Exons 


1838. .190.4,. 1942. .2147 












^-Se^-iqf;. 






Gene No-. 


' 71894- • • • ■-■■>-' ■ 


- -Strand 






Start "* 


961 


End 


1388 




Name 


OJ990528 23.9921.C24.ol.np 


Method 


AAT/NAP 




Start 


961 


End 


1388 




GI 


6539570 


Score 


91 




Exons 


961. .1031, 1187. .1388 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sat iva] 




Seq. No. 


34803 


Seq. ID 


OJ990528 


_23.9921.C26 


Gene No. 


71895 


Strand 


+ 




Start 


921 


End 


2300 




Name 


OJ990528 23.9921.C26.ol".tc 


Method 


TBLASTX: 


Cress 


Start 


908 


End 


1760 




GI 


none 


Score 


61 




Exons 


908. .1000, 1005. .1523,, 1528. 


.1557, 1659.. 1760 




Seq. No. 


34803 


Seq. ID 


OJ990528 


23.9921.C26 


Gene No. 


71895 


Strand 


+ 




Start * . . - ■ 


921 - . - • •. 


End-.. 


.2300; 




Name *-"■- 


: - OJ990528 23V992lVc2'6.ol:np v 


Method: 


AAT'/NAP 




Start 


921 


End' 


1523 




GI 


3283026 


Score 


263 




Exons 


921. .1523 








GI Descrip. 


(AF051562) putative transposase [Arabidopsis thaliana] 


Seq. No. 


34803 


Seq. ID 


OJ990528 


_23.9921.C26 


Gene No. 


71895 


Strand 


+ 




Start 


921 


End 


2300 




Name 


OJ990528 23.9921.C26.ol.gs 


Method 


GENSCAN 




Start 


990 


End 


2300 




GI 


none 


Score 


.56 




Exons 


990. .1298, 1377. .1534, 2165. 


.2300 







Seq. No. 



34803 



Seq. ID OJ990528_23.9921.C2-6 



34695 




Gene No. 


71895 




Strand 


+ 


Start 


921 




End 


2300 


Name 


OJ990528 23 


. 9921.C26.ol. tm 


Method 


TBLASTX: Maize 


Start 


1002 ~~ 




End 


1343 


GI 


none 




Score 


70 


Exons 


1002 . . 1079, 


1009. . 1080, 1017 . 


.1118, 1155. .1343, 1157. .1255, 




1230. . 1343 








Seq. No. 


34803 




Seq. ID 


OJ990528_23. 9921.C26 


Gene No. 


71895 




Strand 


+ 


Start 


921 




End 


2300 


Name 


OJ990528 23 


. 9921.C26.o2.tm 


Method 


TBLASTX: Maize 


Start 


1523 




End 


1913 


GI 


none 




Score 


47 


Exons 


1523. . 1561, 


1528 . . 1563, 1662 . 


.1856, 1662. .1856, 1663. .1857, 




1664 . . 1861, 


1854 . . 1910, 1866. 


.1913 




Seq. No. 


34804 




Seq. ID 


OJ990528_23. 9921.C27 


Gene No. 


71896 




Strand 


+ 


Start 


110 




End 


3383 


Name 


OJ990528 23 


9921.C27.ol.gs 


Method 


GENSCAN . . 


Starts... • 


_ll£i-.~- ; 




End- 


- 3383 


.gi;- w 


, t ,„;npne SiL^* 




.'Sep 




Exons 


- MO.. -210, 441.. 565;' -908-. ;1122, 


1920. .2047->- -3311'; .-3383 


Seq . No . 


34805 




Seq. ID 


OJ990528_23. 9921.C28 


Gene No . 


71897 




Strand 




Start 


1330 




End 


2253 


Name 


OJ990528 23. 


9921.C28.ol.gp 


Method 


AAT/GAP 


Start 


1330 




End 


2253 


GI 


85912 1.R1084 


Score 


764 


Exons 


1330. . 1700, 


2198. .2253 






GI Descrip. 


! 4 324 617/gb|AF106619|AF106619 


4.0e-36 


Cloning vector pDR114 9 




complete sequence 1 




Seq. No. 


34806 




Seq. ID 


OJ99052 8_23 . 9921 . C2 9 


Gene No . 


71898 




Strand 




Start 


195 




End 


5017 


Name 


OJ990528 23. 


9921.C29.ol.np 


Method 


AAT/NAP 


Start 


195 




End 


4699 


GI 


6728879 




Score 


409 


Exons - 


195. .334,-423. r 584 ,- • 725.. .839, 


916.. . 98 £ 


i, 1080.-. 1265,. 1350. . 141 


''a 


"3431. -.3693, ■ 


3838 .'. 3988, 4088. . 


4204, 4269.. 4369, 4 58 9 . . 4 6'99 - ' 


GI Descrip. 


(AC008113) F12A21.7 [Arabidops 


is thaliana] 


Seq. No. 


34806 




Seq. ID 


OJ990528_23.9921.C29 


Gene No. 


71898 




Strand 




Start 


195 




End 


5017 


Name 


OJ990528 23. 


9921.C29.ol.gs . 


Method 


GENSCAN 


Start 


241 




End 


5017 


GI 


none 




Score 


. 9 


Exons 


241.. 334, 695.. 839, 1160.. 1271 


, 1350.. 


1489, 3431. .3721, 




3838. .3988, 


4088. .4174, 4269.. 


5017 




Seq. No. 


34806 




Seq. ID 


OJ990528_23. 9921.C29 


Gene No. 


71898 




Strand 




Start 


195 




End 


5017 



34696 






V_/»J ^ j \J ,J o *J 




-f- m 


Method 


TBLASTX: 


Maize 




Start 


1076 ~ 






End 


1273 






GI 


none 






Score 


115 






F.xnns 
j_i \^/ 1 1 <j 


1076 1222 


1078 1257 


1079 


..1273, 1080. .1256, 


1081. .1257 


Qpn No 


34806 






Seq. ID 


OJ990528 


_23. 9921 


C2 9 


Gene No. 


71898 






Strand 








Start 


195 






End 


5017 






Name 


OJ990528 23 


9921 C29 o2 


tm 


Method 


TBLASTX: 


Maize 




Start 


3875 ~~ 






End 


4649 






GI 


none 






Score 


116 






Rxon s 


3875 3991 


3877 3996 


4088 


..4204, 4090. .4176, 


4091. .4177, 




4262 4342 


4317 4370 


*i «J -L Zf 


..4372, 45 


89. .4648, 


4590. .4649 


Qpa No 


34807 






Seq. ID 


OJ990528 


_23.9921. 


C31 


Gene No. 


71899 






Strand 


+ 






Start 


1 






End 


672 






Name 


OJ990528 23 


.9921.C31.ol. 


np 


Method 


AAT/NAP 






Start 


1 _ 






End 


672 






GI 


58 52084 






Score 


92 






J—J \.J 1 1 O 


• 1 53 555 


. 672 












GI Descrip. 


(AL117264) 


zwhOOpi-X [,pryza_ 


sativaX 








Seq-. No. - 


-■-3 4-80 8 - ;V -' 






- -Seq.- - ID- 


W KJ Z/ \J ^> O 


_23. 992^ 


-C32 


Gene No. 


71900 






Strand 








Start 


128 






End 


232 






Name 


OJ990S2R 2 3 


.9921.C32.ol. 


gs 


Method 


\_i i_l IN VyrilN 






Start 


128 _ 






End 


232 






GI 


none 






Score 


.77 






"Rxon s 


128 . .232 














Seq. No. 


34809 






Seq. ID 


v/C -/ Zt \J \J 


_23. 9921. 


C33 


Gene No. 


71901 






Strand 


+ 






Start 


164 






End 


1132 






Name 


OJ990528 23 


.9921.C33.ol. 


gs 


Method 


W i—J LN l_) 






Start 


164 






End 


1132 






GI 


none 






Score 


.85 






Exons 


164.. 171, 414. .607, 1044 


..1132 








Seq. No. 


34810 






Seq. ID 


OJ990528 


__23.9921. 


C34 


Gene No . 


71902 






Strand 








Start 


- 1920 ■ - 






< End- 


3534- ■ • 






ISIame * 


OJ990528 23 


.9921. C34.ol'. 


gs 


Method 


.GEN SCAN 






Start 


1920 






-End 


3534 






GI 


none 






Score 


.75 








1920. .2026, 


3417. .3534 












Sea No 


34810 






Seq. ID 


OJ990528 


_23. 9921. 


C34 


Gene No. 


71903 






Strand 








Start 


3817 






End 


4031 






Name 


OJ990528 23 


.9921.C34.ol. 


np 


Method 


AAT/NAP 






Start 


3817 






End 


4031 






GI 


4538624 






Score 


71 






Exons 


3817. .4031 














GI Descrip. 


(AJ133502) hypothetical 


protein [Nicotiana tabacum] 




Seq. No. 


34811 






Seq. ID 


OJ990528 


_23. 9921. 


C36 



34697 



Gene No. 


71904 




Strand 


+ 




Start 


86 




End 


1357 




Name 


OJ990528 23 


. 9921.C36.ol.gs 


Method 


GENSCAN 




Start 


86 




End 


1357 




GI 


none 




Score 


. 65 




Exons 


86. .199, 78 


3. .871, 1292. .1357 








Seq. No. 


34811 




Seq. ID 


OJ990528 23.9921. 


C36 


Gene No. 


71905 




Strand 






Start 


1917 




End 


2818 




Name 


OJ990528 23 


.9921.C36.ol.tm 


Method 


TBLASTX: Maize 




Start 


118 




End 


2818 




GI 


none 




Score 


88 




Exons 


118. .204, 125. .202, 2383. .2433, 2433.. 


2489, 2485 . .2682, 






2703. .2807, 


2724. .2816, 2726. 


.2818 






Seq. No. 


34811 




Seq. ID 


OJ990528__23. 9921. 


C36 


Gene No. 


71905 




Strand 






Start 


1917 




End 


2818 




Name 


OJ990528 23 


.9921.C36.o2.gs . 


Method 


GENSCAN 




Start 


.. 1917 




End 


2574 




■GI; ^ 


none, . . . 




v Score 


,,.94. _ _ 




gxp,ris.,. ,,. 


;la9l.7,'.^"20.i4^ 










Seq. No. 


34812 




Seq. ID 


OJ990528 23 9921 


C37 


Gene No. 


71906 




Strand 


+ ~ 




Start 


1 




End 


532 




Name 


OJ990528 23 


9921.C37.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


532 




GI 


5262163 




Score 


222 




Exons 


1..24, 150.. 


532 








GI Descrip. 


(AL080253) putative protein [Arabidopsis thaliana] 




Seq. No. 


34812 




Seq. ID 


OJ990528_23. 9921. 


C37 


Gene No. 


71906 




Strand 


+ 




Start 


1 




End 


532 




Name 


OJ990528 23. 


9921.C37.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 * 




End 


371 




GI 


none 




Score 


96 




Exons 


1..24, 144.. 


242, 148. .258, 14! 


5. .244, 245. .319, 246. .320, 






318. .371 










Seq. No. 


34813 " 




Seq. ID 


OtJ990528_23. 9921'-. 


C41 


Gene No . 


71907 




Strand 






Start 


632 




End 


879 




Name 


OJ990528 23. 


9921.C41.ol.gs 


Method 


GENSCAN 




Start 


632 


End 


879 




GI 


none 




Score 


. 91 




Exons 


632. .879 










Seq. No. 


34814 




Seq. ID 


OJ990528_23. 9921. 


C42 


Gene No. 


71908 




Strand 


+ 




Start 


4455 ■ 




End 


6877 




Name 


OJ990528 23. 


9921.C42.o3.np 


Method 


AAT/NAP 




Start 


4455 


End 


6877 




GI 


5091513 




Score 


601 




Exons 


4455. .4475, 


6258. .6877 









34698 



GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34814 Seq. ID 

71908* Strand 
4455 End 
OJ990528_23 . 9921 . C42 . ol . gp Method 
4 627 End 
8022_1.R1084 Score 
4627. .4844 

'5091496/dbj | AB023482 . 2 | AB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



OJ990528_23. 9921.C42 
+ 

6877 
AAT/GAP 
4844 
288 



34814 Seq. ID 

71908 Strand 
4455 End 
OJ990528_23. 992 1 . C42 . o2 . gp Method 
4843 End 
72524_1.R1084 Score 
4843. .5150 

'5091496/dbj | AB0234 82 . 2 | AB0234 82 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, .clone P0680A03,. complete sequence 1 



OJ990528_23.9921.C42 
+ 

6877 
AAT/GAP 
5150 
428 



5ea No 


. a 3 4 8,1A .»,„.»..,. 




_.S.eq.. ,,ID„. 


..OJ.99,0.5,28. 


ficanp No- 


- 71908 - - ■ •- 




• Strand 


-+ 


Start 


4455 




End 


6877 


Name 


OJ990528 23 9921 C42 o3 


.gs 


Method 


GENSCAN 


Start 


6415 _ 




End 


6862 


GI 


none 




Score 


.93 


Exons 


6415. .6570, 6662. .6862 








Seq. No. 


34814 




Seq. ID 


OJ990528 


Gene No. 


71909 




Strand 




Start 


1 




End 


3395 


Name 


OJ990528 23. 9921.C42.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1707 


GI 


6907089 




Score 


255 


Exons 


1..211, 837. .1017, 1094 


. .1707 






GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


34814 




Seq. ID 


OJ990528_ 


Gene No. 


71909 




Strand 




Start 


1 • - • • • • 




End- 


3.3-95 - ; 


Namer - 


OJ990528 S3. 9921.C42.ol 


.gs 


Method; . 


GENSCAN 


Start 


55 




End 


3395 


GI 


' none 




Score 


.69 


Exons 


55. .307, 599. .793, 862. 


986, 


1081. .1239, 1702. 




2510.. 2618, 2748.^2813, 


3393. 


.3395 




Seq. No. 


34814 




Seq. ID 


OJ990528_ 


Gene No. 


71909 




Strand 




Start 


1 




End 


3395 . 


Name 


OJ990528 23. 9921.C42.o2 


np 


Method 


AAT/NAP 


Start 


2423 




End 


2754 


GI 


6721512 




Score 


136 


Exons 


2423.. 2463, 2506.. 2648, 


2676. 


.2754 




GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 



1918, 2426. .2463, 



34699 




Seq. No. 


34814 






Seq.' ID 


OJ990528 


_23 


.9921 


.C42 


Gene No. 


71910 






Strand 










Start 


4341 






End 


4879 








Name 


OJ990528 23 


.9921.C42.o2 


. as 


Method 


GENSCAN 








Start 


4341 ~ 






End 


4879 








GI 


none 






Score 


. 82 








Exons 


4341. . 4455, 


4869. .4879 














Seq. No. 


34815 






Seq. ID 


OJ990528 


23 


9921 


.C43 


Gene No. 


71911 






Strand 


+ 








Start 


1 






End 


2402 








Name 


OJ990528 23 


. 9921.C43.ol 


.np 


Method 


AAT/NAP 








Start 


1 






End 


2402 








GI 


5091513 






Score 


236 








Exons 


1 . . 315, 768 


. . 970, 1121. 


.1537, 


2369. .2402 








GI Descrip. 


(AB023482) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


34815 






Seq. ID 


OJ990528 


_23 


9921 


.C43 


Gene No. 


71912 






Strand 










Start 


1083 






End 


1531 








Name 


OJ99.0528 23 


. 9921.C43.o2 


.gs . 


Method 


.GENSCAN. 








Start 


1083 _ ^ 


• — - 




End.:...^,. 


1531 . - 








GL;.._. 


-..none,-, . 






.Score.,....,, 


-.81 






Exons " - ~ 


-1083.-.'1200v 


1452 1531- ■ 














Sea No 


34816 






Seq. ID 


OJ990528 


_23 


9921 




Gene No . 


71913 






Strand 


+ 








Start 


1 






End 


3724 








Name 


OJ990528 23 


. 9921.C44 .ol 


np 


Method 


AAT/NAP 








Start 


1 






End 


3724 








GI 


6815052 






Score 


2218 








Exons 


1 . . 116, 414 


. .513, 1372 . 


1464, 


2247. .2382, 2431. 


.3168, 






3250. . 3324, 


3606. . 3724 














GI Descrip. 


(AP001080) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


34816 






Seq. ID 


OJ990528 


_23. 


9921 


.C44 


Gene No. 


71914 






Strand 










Start 


3568 






End 


4188 








Name 


OJ990528 23 


.9921. C44 ol 


tw 


Method 


TBLASTX : 


/tfheat 




Start 


1698 ~ 






End 


2192 








GI 


none 






Score 


304 








Exons 


1698 . .2192, 
*■ 


1722 . . 1988, 


1970. 


.2092 










Seq. No. 


' 34816 






Seq. ID 


.OJ990528 


_23. 


9921 


.C44 


Gene No. 


71914- 






Strand ■' 










Start 


3568 






End 


4188 








Name 


OJ990528 23 


. 9921 . C44 . o2 


gs 


Method 


GENSCAN 








Start 


3568 ~~ 






End 


4188 








GI 


none 






Score 


.75 








Exons 


3568 . .3764, 


4017 . . 4188 














Seq. No. 


34817 






Seq. ID 


OJ990528_ 


_23. 


9921 


.C45 


Gene No. 


71915 






Strand 


■f 








Start 


63 






End 


265 








Name 


OJ990528 23 


. 9921.C45.ol. 


gs 


Method 


GENSCAN 








Start 


63 






End 


265 








GI 


none 






Score 


.74 









34700 



Exons 



63. .194, 248. .265 



Seq. No. 34818' 

Gene No. 71916 

Start 346 

Name OJ990528_23 . 992 1 . C4 6 . ol . gs 

Start 346 

GI none 

Exons 34 6. .44 6 



Seq. ID OJ990528_23.9921.C46 

Strand + 

End 44 6 

Method GENSCAN 

End 446 

Score .79 



Seq. No. 34819 

Gene No. 71917 

Start 197 

Name OJ990528_23 . 992 1 . C4 7 . ol . gs 

Start 197 

GI none 

Exons 197. .320 



Seq. ID OJ990528_23.9921.C47 
Strand 

End 320 

Method GENSCAN 

End 320 

Score . 9 



Seq. No. 34820 
Gene No. 71918 

Start .527 

. Name Mi: ^ OJ990528_23 . 9921 . C48 . ol .gs 

. . Start... ,,-,,.-.-., .,.5.27 . 

GI- - • -• - - - none- — -- ' " 

Exons 527. ..628 



Seq. ID OJ990528_23. 9921 ,C4« 
Strand + 

- ■ End 628 . . 

... ....... Me t hod • ... . GENSCAN . . 

_ .,;,,End., I'^ih, "1"J.T ,3 

-Score • '.'56— ------ - — ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No . 
■Start 
Name 
Start 
GI 

Exons 

GI-'Descrip. 

Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



34821 
71919 
10 

OJ990428_20.9924 .C2.ol.gs 
10 

none 

10. .18, 418. .549 

34821 
71920 
1 

OJ990428_20. 9924 .C2.ol.np 
1 

6358788 
1. .95 

-(AC010852) unknown - protein 

34821 ' 

71921 

1 

OJ990428_20.9924 .C2.ol.gp 
1 

29167_2.R1084 
1..92 

, 3451072/emb|CAA20468.1| 2. 
[Arabidopsis thaliana] 1 

34822 
71922 
1 

OJ990428_20. 9924 .C5.ol.gp 



Seq. ID OJ990428_20. 9924 .C2 

Strand + 

End 54 9 

Method • GENSCAN 

End 549 

Score .87 



Seq. ID OJ990428_20. 9924 .C2 
Strand 

End 95 .. 

Method AAT/NAP 

End 95 

Score 100 

[Arabidopsis thaliana] 

Seq. ID OJ990428_20 . 9924 .C2 

Strand 

End 92 

Method AAT/GAP 

End 92 

Score 165 

Oe-58 (AL031326) putative protein 



Seq. ID OJ990428_20 . 9924 . C5 

Strand + 

End 57 

Method AAT/GAP 



34701 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

JSI 

„ Exons. f , 



End 
Score 



57 
114 



uC-osrocyp006h05al 
1..57 . 
, 4680189/gb|AF111710.1|AF111710 7.0e-33* Oryza sativa subsp. 
indica putative dnaJ-like protein, putative myb-related protein, 
putative farnesyl pyrophosphate synthase, and hypothetical 
protein genes, complete cds 1 



34822 Seq. ID 

71923 Strand 

87 End 

OJ990428_20. 9924 .C5.ol.tm Method 

2 End 

none Score 
2. .46, 6. .44, 59. .319, 60. .317 

34822 Seq. ID 

71923 Strand 

87 End 

OJ990428_20.9924.C5.ol. ts Method 

86 End 

none _ _ _ _ • jScore 

'Se'.. 3i3!Z^^ZSoBZZ.ZZiZZ^ ZZZZ .1 : ZZ- 



OJ990428_20. 9924 .C5 
319 

TBLASTX: Maize 

319 

50 



OJ990428_20. 9924 .C5 
319 

TBLASTX: Soybean 
319 

72 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34822 
71923 
87 

OJ990428 
87 

none 
87. .273 



20.9924.C5.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_20.9924.C5 
319 

GENSCAN 

273 

.54 



Seq. No. 34823 Seq. ID 

Gene No. 71924 Strand 

Start 69 End 

Name OJ990428__20 . 9924 . C7 . ol . gs Method 

Start 69 End 

GI none Score 

Exons 69. . 229 



OJ990428_20.9924 .C7 
229 

GENSCAN 

229 

.47 



Seq. No. 

Gene No. ■ 

Start •■ 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ990428 20. 9924. C7 



34823 Seq. ID 

71925 - , - .Strand 

*506 •: - . • " • End' 59*7 " ; " - - ' - ' 

OJ990428_20.9924.C7.ol.gp Method AAT/GAP 

506 / End 597 

568662 Score 107 

506. .597 

4680189/gb|AF111710.1|AF111710 7.0e-33 Oryza sativa subsp. 
indica putative dnaJ-like protein, putative myb-related protein, 
putative farnesyl pyrophosphate synthase, and hypothetical 
protein genes, complete. cds 



34824 Seq. ID 

71926 ■ Strand 

3b9 End 

OJ990428_20. 9924 .C12.ol.gs Method 

359 End 



OJ990428_20.9924.C12 
+ 

413 

GENSCAN 
413 



34702 




PT 


none 


Score 








TT 1 *> /~\ t~v 


JJJ. . 4 1 J 










Oc4* LN (J . 




ocy • X u 


n.TQQnd^p 90 


y y£ 4 . 


PI A 


Gene No. 


71927 


Strand 


+ — 






Start 


1 


End 


581 






Name 


OJ990428 20.9924.C14.ol.np 


Method 


AAT /NAP 






O LaX L. 


1 


End 


Jul 








6907088 


Score 


"3d 9 






v on c 


1..33, 102. .345, 509. .581 










PT Hocr'T"! t™\ 
ul UcbLI ip . 


(AP001129) hypothetical protein [Oryza 


sat i va J 






Q Q /-T KI /-\ 

oeq. in o . 


34825 


Seq. ID 


Pj TQQOd 9ft on 


Q Q9 A 
y yZ. H . 


pi A 


Gene No. 


71927 


Strand 


+ _ 






Start 


1 


End 


581 






Name 


OJ990428 20.9924.C14.o2.np 


Method 


AAT /NAP 






Start 


476 


End 


581 






ox 


60696-59' 


Score 


i no 






HjAUIIO 


476. .581 










CI T Hoc p y l r~\ 
\J X UcoCi ip • 


(AP000616) hypothetical protein [Oryza 


oa t x Vd J 






Con Kl o 


.34 82^_ w _._,_, ( ._._. . 


w Seq.. ID,. _ 


n.TQQn49ft 90 
\j u y y i y f*. Za5 z jy_ 


Q Q9 A 
_ y y£.J± m . 


^Ul J. v ^ 


„bene_.N.o.,„^. 












Start 










~' 


Name 


OJ990428 20.9924.C15.ol.np 


Method 


AAT /NAP 






OLdlL 


1 


End 


142 






p t 


5902444 


Score 


242 






IT 1 s~\ y~\ c 1 


1. .142 










CI X Hoc P T" 1 r~\ 
VjX UCObl ip . 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


34827 


Seq. ID 


OJ990428_20. 


9924 . 


C16 


Gene No. 


71929 


Strand 


+ 






o i_ a x u 


4810 


End 


9031 






Name 


OJ990428 20.9924 .C16.o2.gs 


Method 


GENSCAN 








4810 


End 


8709 






CI J 

\3 X 


none 


Score 


.63 






Exons . 


4810. .4822, 6889. .6962, 8380. 


.8709 








Oa/-t Ma 
jc^i LN U . 


34827 


Seq. ID 


OJ990428_20. 


Q Q9 A 
y y£ h . 


pi £ 


p-pan^ Kin 


71929 


Strand 


+ 






Start 


4810 


End 


9031 






Name ,. . 


OJ990428 20.9924 -.C16.o2.gp" 


-Method 


AAT /GAP 








.•8309 : ' .. • • . • ■■ ■ 


End 


'9031 ' - "': ■ " 






PT 


. 666 12.R1084 


Score 


1353 






Exons 


8309.. 9031 










CZ. T riDCpyi n 


1 3402673 2.0e-19 (AC004697) unknown protein [Arabidopsis 




thaliana] ' 










O tr CJ . LN O . 


34827 


Seq. ID 


OJ990428_20. 


9924. 


C16 


Gene No . 


71929 


Strand 


+ 






Start 


4810 


End 


9031 






Name 


OJ990428 20.9924.C16.o2.np 


Method 


AAT /NAP 






Start 


8398 


End 


8706 






GI 


122106 ' 


Score 


523 






Exons 


8398. .87.06 










GI Descrip. 


HISTONE H4 gi | 70771 | pir | | HSZM4 histone 


H4 - maize 







gi I 81642 Ipir | | S06904 histone H4 - Arabidopsis thaliana 



34703 




gi I 2119028 Ipir I IS60475 histone H4 - garden pea 
gi|21795|emb|CAA24924| (X00043) histone H4 [Triticum aestivum] 
gi 1 166740 (M17132) histone H4 [Arabidopsis thaliana] gi 1166742 
(M17133) histone H4 [Arabidopsis thaliana] gi 1168499 (M36659) 
histone H4 (H4C13)" [Zea mays] 



Seq. No. 


34827 




Seq. ID 


OJ990428_ 


20.9924 


. C16 


Gene No . 


71930 




Strand 


+ 






Start 


15018 




End 


22220 






Name 


OJ990428 20.9924.C16 


. o4 . np 


Method 


AAT/NAP 






Start 


14994 




End 


22214 






GI 


3402673 




Score 


1365 






Exons 


14994 . .15778, 15968. 


.16446, 


16761. .168! 


36, 17877. 


.18007, 






19079. .19254, 19314 . 


.19760, 


19899. .2.0039, 20806. 


.20865, 






21329. .21463, 21585. 


.21714, 


21811. .22040, 22122. 


.22214 




GI Descrip. 


(AC004697) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


34827 




Seq. ID 


OJ990428_ 


20. 9924 


. C16 


Gene No . 


71930 




Strand 


+ 






Start 


15018 




End 


22220 






Name 


OJ990428 20.9924.C16 


. o4 . gs 


Method 


GENSCAN 






Starts 


._15018 




^ End 


22220 




~ — - - 




^.none ^ ^ ^ .. 




. — ^$c.9,re.„^.. 


.71 




•Exons- ' — 


■ -1 501-8™ 1 58-2-4-, -159 6 1 V 




-'■-1-78 7 7-- .1-7980-, ' 19079'; 


v!92T4t- 






19332. .19760, 19899. 


.20039, 


20806. .20865, 21329. 


.21459, 






21749. .22040, 22122. 


.22220 










Sea No 


34827 




Seq. ID 


OJ990428_ 


20.9924 


* \^ J. o 


Gene ^o . 


71930 




Strand 


+ 






Start 


15018 




End 


22220 






Name 


OJ990428 20. 9924 .C16 


. o3 . gp 


Method 


AAT/GAP 






Start 


19982 




End 


21644 






GI 


426262 




Score 


530 






Exons 


19982. .20039, 20806. 


.20865, 


21329. .21459, 21581. 


.21644 




GI Descrip. 


3402673 2.0e-19 (AC004697) 


unknown protein [Arabidopsis 






thaliana] 












Seq. No.. 


34827 




Seq. ID 


OJ990428_ 


20.9924 


.C16 


Gene No . 


71931 




Strand 


+ 






Start 


23537 




End 


24382 






Name 


OJ990428 20.9924.C16 


. o5 . gs 


Method 


GENSCAN 






Start 


23537 - 




: End. 


24382. ... 






GI . 


none" ' * . . . . ' „ •■ 




y "Score' 


. 6i : \ 


4 




Exons 

jlj \_y i x o 


23537. .23693, 23888. 


.24033, 


24224 . .24382 






Seq. No. 


34827 




Seq. ID 


OJ990428_ 


20. 9924 


.C16 


Gene No. 


71932 




Strand 


+ 






Start 


29116 




End 


31365 






Name 


OJ990428 20.9924.C16 


o5 . np 


Method 


AAT/NAP 






Start 


28182 




End 


31362 






GI 


3402672 




Score 


2172 






Exons 


28182. .28219, 29328. 


29457, 


29492. .31362 






GI Descrip. 


(AC004 697) putative ABC transporter [Arabidopsis 


thaliana] 


Seq. No. 


34827 




Seq. ID 


OJ990428_ 


20.9924 


.C16 


Gene No. 


71932 




Strand 


+ 






Start 


29116 




End 


31365 







34704 



Name 

Start 

GI 

Exons 



OJ990428_20.9924 .C16.o6.gs Method GENSCAN 

29116 End 31365 

none Score . .99 
29116. .31365 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

..GI_ .Descrip . 



34827 
71933 
1047 

OJ990428_20. 9924.C16.ol.np 

1047 

4544438 



Seq. ID OJ990428_20.9924.C16 
Strand 

End 3810 

Method AAT/NAP 

End 3383 

Score 723 



1047. .1720, 1772. .1961, 2004. .3383 

(AC006592) hypothetical protein [Arabidopsis thaliana] 



34827 
71933 
1047 

OJ990428_20.9924 .C16.ol.gp 
1081 
3761738 

1081. .1438 . ... 
. ^ . 4 54 4 4 38 /gb | AAD2234 6 . 1J AC.0Q65 92_3 1 ...Qe-15 J AC00 65 921. hyp^hetical 
, ^.protein^ti^rabi^ ^ r ^^,^..^^,,,^ ^.^^^ 



Seq. ID OJ990428_20.9924.C16 
Strand 

End 3810 

Method AAT/GAP 

End 1438 

Score 675 





















o e q . in o . 


1A Q 9 7 
Oft / 








oeq . iu 




z u . y yz 4 


.Lib 


Gene No. 


71933 








Strand 








Start 


1047 








End 


3810 






Name 


OJ990428 20 


. 9924 


,C16.ol 


.gs 


Method 


GENSCAN 






Start 


1269 








End 


3810 






GI 


none 








Score 


.73 






Exons 


1269. .1352, 


1488 


. .3457, 


3717 


. .3810 








Seq. No. 


34827 








Seq. ID 


OJ990428 


_20.9924 


.C16 


Gene No. 


71934 








Strand 








Start 


10921 








End 


12438 






Name 


OJ990428 20 


.9924 


.C16.o3 


. tm 


Method 


TBLASTX: 


Maize 




Start 


997 








End 


1352 






GI 


none 








Score 


67 - 






Exons 


997. .1071, 


998. . 


1072, 1074.. 


1352, 1078. 


.1338 






Seq. No. 


34827 








Seq. ID 


OJ990428 


_20. 9924 


.C16 


Gene No. - 


. 71934 








Strand 








.Start 


10921 . .. '_' ' 








. End ' 


12438 






Name 


OJ990428 20 


.9924 


.C16.o5 


. tm 


Method 


TBLASTX: 


Maize 




Start 


1492 








• End 


1843 






GI 


none 








Score 


145 






Exons 


1492. . 1.695, 


1492 


. .1791, ' 


' 1577 


..1843, 157 


'8. .1808 






-Seq. No. 


34827 








Seq. ID 


OJ990428 


_20.9924 


.C16 


Gene No. 


71934 








Strand 








Start 


10921 








End 


12438 






Name 


OJ990428 20 


. 9924 


.C16.o4 


. tm 


Method 


TBLASTX : 


Maize 




Start 


2487 








End 


2922 






GI 


none 








Score 


70 






Exons 


2487. .2561, 


2487 


. .2921, 


2512 


. .2922 








Seq. No. 


34827 








Seq. ID 


OJ990428 


_20.9924 


.C16 



34705 



Gene No. 71934 Strand 

Start 10921 End 12438 

Name OJ990428_20 . 9924 . C16 . o5 . ts Method TBLASTX : Soybean 

Start 3246 End 3471 

GI none Score 4 0 

Exons 3246. .3458, 3247. .3321, 3249.-3464, 3340. .3471 

Seq. No. '*• 34827 Seq. ID OJ9904 28_20 . 9924 . C16 

Gene No. 71934 Strand 

Start 10921 End 12438 

Name OJ990428_20 . 9924 . C16 . o2 . tm Method TBLASTX : Maize 

Start 8368 End 8705 

GI none Score 296 

Exons 8368. .8667, 8445. .8690, 8454. .8705, 8461. .8694 

Seq. No. 34827 Seq. ID OJ990428_20 . 9924 . CI 6 

Gene No. 71934 Strand 

Start • 10921 End 12438 

Name OJ990428_20 . 9924 . C16. ol . tw Method TBLASTX : Wheat 

Start 8389 End 8714 

GI . .none Score. . 187 

Exons_ 8389 A .. 8.6,64 t . J454,.„. 87,14,.. 84. 57,., ,857 9,. : 84 61.,.,. 8694_^,_ . , 



Seq-. No. 34827- • - - - ' ^ : - Seq.- ID- OJ9904 28_20 . 9924- .-Gl-6 - ■ 

Gene No. 71934 Strand 

Start ' 10921 End 12438 

Name OJ990428_20 . 9924 . CI 6 . o4 . ts Method TBLASTX : Soybean 

Start 8398 End 8705 

GI none Score 77 

Exons 8398. .8664, 8445. .8579, 8451. .8705, 8461. .8694 

Seq. No. 34827 Seq. ID OJ990428_20 . 9924 . C16 

Gene No. 71934 Strand 

Start 10921 End 12438 

Name OJ990428_20 . 9924 . C16 . o3 . tc Method TBLASTX : Cress 

Start 8451 End 8705 

GI none Score 38.6 

Exons 8451.. 8705, 8461.. 8694 

Seq. No. 34827 Seq. ID OJ9904 28_20 . 9924 . C16 

Gene No. 71934 Strand 

Start. . 10921 . End-. - 12438 • 

.Name ' . ..OJ990428'^20 . 9924 . C16 . o3 . np_ Method" „AAT./NAP : .;/ ... . \ .' 

Start 10921 End 12438 

GI 4966360 Score 70 
Exons 10921. .11144, 12360.. 12438 

GI Descrip. (AC006341) Is a member of the PF| 00083 sugar transporter family. 
[Arabidopsis thaliana] 

Seq. No. 34827 Seq. ID OJ9904 28^20 . 9924 . C16 

Gene No. 71935 Strand 

Start 19365 End 22220 

Name OJ990428_20 . 9924 . C16 . o2 . ts Method TBLASTX : Soybean 

Start ■ 19365 . ' End 21911. 

GI none Score 98 

Exons 19365. .19481, 19367 .. 1 9531 , 194 01 . . 1 9538 , 19584 .. 19766, 

19630. .19767, 19630 .. 19758 , 1964 3 .. 197 65, 19644 .. 19766, 



34706 




19889. .20041, 198 90 .. 20042, 20803 20865, 21318 .. 21455, 
21325. .21459, 21326 214 66, 21328 .. 214 59, 21582 .. 21722, 
21590. .21712, 21737. .21910, 21807.. 21911 



Seq. No. 34 827 Seq. ID 

Gene No. 71935 Strand 

Start 19365 End 

Name OJ990428_20 . 9924 . CI 6 . ol . tm Method 

Start 21398 End 

GI none Score 

Exons 21398, 

21809. 

21948. 

22119. 



OJ9904 2 8_20.9924 .CI 6 
22220 

TBLASTX: Maize 

22220 

78 



,21457, 21410. .21463, 21566 .. 21724 , 21579 .. 21722, 

,21934, 21810. .21953, 2194 4 .. 22012 , 21947 22012 , 

,22013, 21949. .22023, 22004 .. 22039, 22104 .. 22220 , 

,22208, 22141. .22209, 22142.. 22213 



Seq. No. 34827 Seq. ID 

Gene No. 71936 Strand 

Start 29496 End 

Name OJ990428_20 . 9924 . C16 . 06 . tc Method 

Start 29496 - End 

GI none. . . . . Score 

_Exons_ ........ 2 94 96^2&6.5^ _ 



OJ990428_20.9924 .C16 
30285 

TBLASTX: Cress 

29658 

212 



Seq. No. -34827- - - - - ■-- Seq.- ID- 
Gene No. " ' 71936 .' Strand 
Start 29496 End 
Name OJ990428_20 . 9924 . C16 . 06 . ts Method 
Start 29500 End 
GI none Score 
Exons 29500. .29880 



O J9 9042 8_2 0.-9 92-4- C-l 6- 
30285 

TBLASTX : Soybean 

29880 

203 



Seq. No. 


34827 






Seq. ID 


OJ990428_20.9924 


.C16 


Gene No. 


71936 






Strand 






Start 


. 29496 






End 


30285 




Name 


OJ990428 20.9924.C16. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


29668 






End 


30216 




GI 


none 






Score 


240 




Exons 


29668. . 


30045, 29685.. 


30053, 


30112.. 30216 




Seq. No. 


34827 






Seq. ID 


OJ990428_20. 9924 


.CI 6 


Gene No. 


71936 






Strand 






Start 


29496 






. End 


30285 




Name*"' 


_' -OJ99042 


8_20 . 9924. C16'. 


o4 :tc. . 


' 'Method, . .' 


TBLAS.T.X.rC.ress- 




Start 


29689 






End 


30060 




GI " 


none 






Score 


303 




Exons 


29689. . 


30060, 29790.. 


30041 








Seq. No. 


34827 






Seq. ID 


OJ990428_20.9924 


-C16 


Gene No . 


71936 






Strand 






Start 


29496 






End 


30285 




Name 


OJ99042 


8_20. 9924 .C16. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


29880 






End 


30285 




GI 


none 






Score 


224 




Exons 


29880. . 


30059, 29908.. 


30060, 


30112. .302* 


35, 30142. .30285 




Seq. No. 


34827 






Seq. ID 


OJ990428_20.9924 


.C16 


Gene No. 


71937 






Strand 







34707 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

( S,eq..„ .N.o.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No,. 
Start 



30324 

OJ990428_20.9924.C16. 

30324 

none 

30324. .30386, 30325.. 



End 

Method 
End ' 
Score 



ol.tc 

30387, 30400. .30738, 30426.. 30734 



30738 

TBLASTX: Cress 
30738 
81 



34827 
71938 
30700 

OJ990428_20. 9924 .C16.ol.ts 

30700 

none 

30700. .31104,. 30729. .31103 

34827 
71938 
30700 

OJ990428_20.9924 .C16.o6.tm 

30718 

none 

30718. .30996, 30720.. 30941 



Seq. ID OJ990428_20. 9924 .C16 
Strand 

End 31131 

Method TBLASTX : Soybean 

End 31104 

Score 4 64 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_20.9924.C16 
31131 

TBLASTX: Maize 

30996 

261 



.3.4 82X_ 

■71938 - ■ - ■ - 

30700 

OJ990428_20. 9924 .C16.o2.tc 
30741 
none 

30741. .30941, 3074 2 .. 31131, 30990. .31130 



_S.eq. ID„.,,0 J 9 9.0 4 2.8_2.Q.^9.9Z4-*CJU 

- Strand : - — - 

31131 

TBLASTX: Cress 
31131 
428 



End 

Method 

End 

Score 



34827 
71939 
31138 

OJ990428_20. 9924 .C16.o5.tc 

31138 

none 

31138.. 31380 

34828 
71940 
258 

OJ990428_20.9924.C17.ol.-gs- 

-258. • • ' ' ' " ." • ' 

none. 

258. .332, 515. .658 

34828 
71941 
4395 

OJ990428_20. 9924 .C17.ol.gp 

4395 

none 

4395. .4828 

34828 
71942 
1 



Seq. ID OJ990428_20.9924.C16 
Strand 

End 31380 

Method TBLASTX : Cress 

End 31380 

Score 233 



Seq. ID OJ990428_20.9924 .C17 

Strand + 

End 658 

Method GENSCAN • 

End . 6S8 

Score .79 



Seq. ID OJ990428_20. 9924 .C17 

Strand + 

End 4828 

Method AAT/GAP 

End 4828 

Score 7 97 



Seq. ID OJ990428_20. 9924 .C17 
Strand 

End 179 



34708 



# 



Name OJ990428_20 . 9924 . C17 . ol . np Method AAT/NAP 

Start 1 End 179 

GI 5257273 Score 75 

Exons 1. . 179 

GI Descrip. (AP000364) Similar to myristoylated alanine-rich C-kinase 
substrate. (P26645) [Oryza sativa] 



Seq. No. 34828 Seq. ID 

Gene No. 71943 Strand 

Start 1787 End 

Name OJ990428_20 . 9924 . C17 . o2 . np Method 

Start 1769 End 

GI 6682236 Score 

Exons 1769.. 2683 

GI Descrip. (AC0166.61) unknown protein [Arabidopsis thaliana] 



OJ990428_20.9924 .C17 

2683 
AAT/NAP 
2683 
402 



Seq. No. 34828 

Gene No. 71943 

Start 1787 

Name OJ990428_20 . 9924 . C17 . o2 . gs 

Start . 1787 

GI . . ; .„ „ none_ ... _ _ ^ m ^. . i . , 



Seq. No. 34828 

Gene No. 71944 

Start 4653 

Name OJ990428_20 . 9924 . C17 . ol . tc 

Start 1943 

GI none 
Exons 



Seq. ID 

Strand" 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_20. 9924 .C17 

2683 
GENSCAN 
2614 
. 99 - 



OJ990428_20. 9924 .C17 
5367 

TBLASTX: Cress 

5171 

199 



1943. .2158, 4824. .5171, 4827. .5129, 4828. .5169 



Seq. No. 


34828 








Seq. ID 


OJ990428 


_20. 9924 .C17 


Gene No. 


71944 








Strand 






Start 


4653 








End 


5367 




Name 


OJ990428 20, 


.9924 


.C17.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


1943 








End 


5361 




GI 


none 








Score 


86 




Exons 


1943. .2158, 


2168 


. .2371, 


2169. 


.2384, 46< 


59. .4989, 


4692. .5357, 




4720. .5361, 


4722 


. .5360 










Seq.- No. . 


- 34-828 • . . • ■. 








Seq.. ID .. 


OJ9904-28 


__20..9924 .C17 


Gene 1 No.' 


'* '71944 ' 








Strand' . 






Start 


4653 








End 


5367 




Name 


OJ990428 20. 


.9924 , 


.C17.ol, 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


1943 








End 


5367 


GI 


none 








Score 


378 




Exons 


1943. .2158, 


2168. 


. .2371, 


4738. 


. 5367, 4740. . 5366 




Seq. No.' 


34828 








Seq. ID 


OJ990428 


_20. 9924 .C17 


Gene No. 


71944 








Strand 






Start 


4653 








End 


5367 




Name 


OJ990428 20. 


9924 , 


,C17.ol. 


, tw 


Method 


TBLASTX: 


Wheat 


Start 


1952 








End 


4937 




GI 


none 








Score 


135 




Exons 


1952. .2050, 


4679. 


, .4915, 


4692. 


.4916, 4720. .4935, 


4722. .4937 



34709 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34828 
71944 
4653 

OJ990428_20. 

2395 

none 

2395. .2523, 
2604 . .2708 



9924.C17.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_20.9924.C17 
5367 

TBLASTX: Maize 

2708 

101 



2405. .2542, 2408. .2542, 2564. .2662, 2564. .2683, 



Seq. No. 34828 Seq. ID 

Gene No. 71944 Strand 

Start 4653 End 

Name OJ990428_20 . 9924 . C17 . o3 . gs Method 

Start 4 653 End 

GI none Score 

Exons 4653.. 5345 



OJ990428_20. 9924 .C17 

5367 
GENSCAN 
5345 
.81 



Seq. No. 
Gene No . * 
Start 
Name 
Start _ 

,Gi,~ J..:~:- 

Exons - - 
GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 

Name ■ • - • 
.Start;' - :.. 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



34828 
71944 
4653 

OJ9904 28_20. 9924 .C17.o3.np 
4656 . ^ . . 

...6.63,2 236, _ „ „_ .„ 

4656. -.5367- • ' -- - - 

(AC016661) unknown protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 
End . 



OJ990428_20.9924.C17 

5367 
AAT/NAP 
5367 



OJ990428 20.9924.C17 



34828 
71944 
4653 

OJ990428_20. 9924 .C17.o2.gp 
4929 

43980_1.R1084 
4929. .5367 

1 6006379/dbj | BAA84809.il 1.0e-52 (AP000559) ESTs 

AU078277 (S1084) , AU078273 ( S13585 ) , D4 7857 ( S13585 ) correspond to a 
region of the predicted gene.; Similar to Caenorhabditis elegans 
cosmid C15H9; hypothetical protein (U56965) [Oryza sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



5367 
AAT/GAP 
5367 
845 



34829 
71945 
1 ■ 

OJ99042 
1 . . . 
43980_1 
1. .194 
1 600637 
AU07827 
region 
cosmid 



J_20.9924.C18.ol.gp 
R1084' 



Seq. ID 

Strand 

End 

Method ■ 

End 

Score 



OJ990428_20.9924.C18 

358 

AAT/GAP' 

.1.94' : -\ ' ' ■ 

368 



9/dbj IBAA84809.il 1.0e-52 (AP000559) ESTs 

7 (S1084) ,AU078273 (S13585) , D47857 ( S13585 ) correspond to a 
of the predicted gene.; Similar to Caenorhabditis elegans 
C15H9; hypothetical protein (U56965) [Oryza sativa] 1 



34829 Seq. ID 

71945 Strand 

1 End 
"OJ990428_20. 9924 .C18.ol.np Method 

1 " End 

6682236 Score 
1..346 



OJ990428_20.9924 .C18 
358 

AAT/NAP 

346 

117 
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(ai uescrxp . 


(AC016661) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


34829 


Seq. ID 


OJ990428_20.9924.C18 


Gene No. 


71945 


Strand 


_ 


Of- -a y~4- 


i 
± 


End 


358 


Name 


O TQQH/I 9Q 0C\ QQO/1 P1 Q f-m 


Method 


TBLASTX : Maize 


Cf -) y-f 


o 
z 


End 


277 


(IT 


none 


Score 


57 


P" 1 v r\ t\ q 


9 67 ^ £R RO 977 

z . . u / , j . .00/ ou . . z / / , Ori . . 


275 




Seq. No. 


34829 


Seq. ID 


OJ990428_20. 9924 .C18 


Gene No. 


71945 


Strand 


- 




X 


End 


358 


Name 


ujyyu4zo z u . y y/. 4 . l.x o . o x . cjs 


Method 


GEN SCAN 


OLaiL 


1 A 
X H 


End 


358 




none 


Score 


.99 




X *i • • JJO 






C d rr NT r% 

oeq . ino . 




Seq. ID 


OJ990428_20. 9924 .C21 


Gene No. 


71946 


Strand 


+ 


Start 


. 1 


End 


4 97 


^ Name , _ • - m t - 


OJ990428 20. 9924 ..C21.ol.np 


Method 


AAT/NAP . 


Of -> v-f- 


—1 _ 




.497 




2191149 '■ 


Score 


14-4 ' 


Exons 


1..56, 381. .497 






GI Descrip. 


(AF007269) Similar to protein kinase 


[Arabidopsis thaliana] 


beq . no . 


34830 


Seq. ID 


OJ990428_20. 9924 .C21 


bene ino . 


71946 


Strand 


+ 


Start 


1 


End 


497 


Name 


OJ990428 20. 9924 .C21.ol.gp 


Method 


AAT/GAP 


Cf a r*f 


392 


End 


497 


r 1 t 


20801 1.R1084 


Score 


188 


Exons 


392. .497 






ox uescnp. 


1 2505874 /emb|CAA73303| 1 . Oe 


-75 (Y12776) putative kinase 




[Arabidopsis thaliana] 1 






Seq. No. 


34831 


. Seq. ID 


• OJ990428 20. 9924 .C22 


Gene No. 


71947 


Strand 


+ 


OLal L 


841 


End 


3475 


Name 


OJ990428 20.9924.C22.ol.gs 


Method 


GENSCAN 


Cf -a v-f 

o l a r l 


■ 841 " ' ; - 


■ End 


- 34-75- . .. 




none ' _ ' ' • "; J : 


Score" 


: 4- • ' • - - . • • 


Exons 


841'.. 977, 2894 . .3134/ 3254 . 


.3475 




o e q . ln o . 


34831 


Seq. ID 


OJ990428 20.9924.C22 


bene ino . 


71948 


Strand 


+ 


Start 


5776 


End 


10258 


Name 


OJ990428 20. 9924 .C22.o2.gs 


Method . t 


GENSCAN 


Cf a -K-f 


5776 


End 


10060 




none 


Score 


. 93 


Exons 


S776..5844, 6352. .6688, 7995. .8021, 8156. .8309, 8392. .8440, 




8521. .8635, 8746. .8837, 8981. .9097, 9440. .9537, 9689. .9794, 




9908. .10060 






Seq. No. 


34831 


Seq. ID 


OJ990428_20. 9924 ,C22 


Gene No. 


71948 


Strand 


+ 



34711 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



5776 End 10258 

OJ990428_20.9924.C22.ol.gp Method AAT/GAP 
6546 End 8446 

LIB3431-043-P1-K1-H11 Score 917 

6546. .6688, 7307. .7484, 7995. .8021, 8156. .8309, 8392. .8446 
? 2146745/pir| IS71169 9.0e-53 protein kinase (EC 2.7.1.-) - 
Arabidopsis thaliana >gi_642132_dbj_BAA08215_ (D45354) protein' 
kinase [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



20.9924.C22 



34831 ' 
71948 
5776 

OJ990428_20.9924.C22.ol.np 
6578 
1703200 

6578. .6679, 7307. .7484, 7995 
8521. .8635, 8746. .8864, 9014 
9689.. 9794, 9908.. 10042 

PROTEIN KINASE AFC2 gi 1601789 (U16177) protein kinase 
[Arabidopsis thaliana] gi | 642130 | dbj | BAA08214 | (D45353) 
kinase [Arabidopsis thaliana] gi | 4 220516 | emb | CAA22 98 9 | . 
„J AL03_535 6.) _ jpxojtein ^kinase ^( AFC2 XAr ab idops i s ^.t ha 1 i a na L~ 



Seq. ID 

Strand 

End 

Method 

End 

Score 
.8021, 
.9137, 



8156 
9257 



OJ990428_ 
+ 

10258 
AAT/NAP 
10042 
1224 
.8309, 
.9321, 



8392. 
9440. 



8440, 
9537, 



protein 



Seq. No.- ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34 831 - •. - - Seq. ID 

71948 - - Strand 

5776 End 
OJ990428_20 . 9924 . C22 . o2 . gp Method 
9720 End 
2317599 Score 
9720.. 9794, 9908.. 10258 

1703199/sp| P51566|AFC1_ARATH 4.0e-28 PROTEIN KINASE AFC1 
>gi_601787 (U16176) protein kinase [Arabidopsis thaliana] 



OJ990428_20. 992-4-762-2 
+ 

10258 
AAT/GAP 
10258 
803 



Seq. No. 


34831 




Seq. ID 


OJ990428 


_20.9924 


.C22 


Gene No. 


71949 




Strand 


+ 






Start 


12075 




End 


18022 






Name 


OJ990428 20.9924.C22 


.o3.gs 


Method 


GENSCAN 






Start 


12075 




End 


18022 






GI 


none 




Score 


.76 






Exons 


12075. .12295, 12403. 


.12525, 


12835. .12935, 13218 


. .13268, 






13824. .14201, 15397. 


.15512, 


15607. .15852, 16361 


. .16441, 






16624. .16857, . 17672'. 


.18.022 - 










Seq. No. 


. 34831 




Seq. ID 


OJ990428 


_20. 9924 


.C22 


Gene No. 


71949 




Strand 


+ 






Start 


12075 




End 


18022 






Name 


OJ990428 20.9924.C22, 


.o3.gp 


Method 


AAT/GAP 






Start 


13791 




End 


14065 






GI 


2431380 




Score 


509 






Exons 


13791. .14065 












Seq. No. 


34831 




Seq. ID 


OJ990428_ 


_20. 9924 


.C22 


Gene No. 


71949 




Strand 


+ 






Start 


1 2075 




End 


18022 






Name 


OJ990428 20.9924.C22, 


. o2 . np 


Method 


AAT/NAP 






Start 


14031 




End 


18016 






GI 


3355474 




Score 


1407 
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Exons 14031. .14201, 15403 .". 15512, 15607 15852, 16361 .. 1644 1 , 

16624. .16857, 17 672. .18016 
GI Descrip. (AC004218) unknown protein [Arabiciopsis thaliana] 



Seq. No. 34831 Seq. ID 

Gene No. 71949 Strand 

Start 12075 End 

Name OJ990428_20 . 9924 . C22 . o4 . gp Method 

Start 16360 End 

GI 700032 Score 

Exons 16360. .16441, 16624.. 16877 

GI Descrip. 3355474 3.0e-37 (AC004218) unknown protein [Arabidopsis 
thaliana] 



OJ990428_20. 9924 .C22 
+ 

18022 
AAT/GAP 
16877 
652 



Seq. No. 34831 Seq. ID 

Gene No. 71950 Strand 

Start 18727 End 

Name OJ990428_20 . 9924 . C22 . 06 . gp Method 

Start 18722 End 

GI 2428885 Score 
Exons . 18722. . 19021 



OJ990428_20.9924.C22 
+ 

22869 
AAT/GAP 
19021 
596 



•Gene No.'- - -71950 - - 

Start 18727 

Name OJ990428_20 . 9924 . C22 . o4 . gs 

Start 18727 
GI none 
Exons 



...Seq I D_,...OJ.a9.0,42.8_2.a .,992 4.,..£ 2.2,_ 



"Strartd 
End 

Method 

End 

Score 



■+■ 

22869 
GENSCAN 
22869 
.55 



18727. .18895, 19198 .. 19244 , 19474 .. 19570, 20922 .. 2 1112 , 
21659. .21841, 22603. .22869 



Seq. No. 34831 

Gene No. 71951 

Start 23327 

Name OJ990428_20 . 9924 . C22 . o5 . gs 

Start 23327 

GI none 
Exons 



Seq. ID OJ990428_20.9924.C22 



Strand 
End 

Method 

End 

Score 



+ 

25932 
GENSCAN 
25932 
.68 



23327. .23380, 23398.-23678, 244 10 .. 24512, 25235 . .25288 , 
25293. .25403, 25596. . 25712, 25804.. 25932 



Seq. No. 

Gene No. 

Start- . : 

Name 

Start 

GI 

Exons 

GI Descrip. 



34831 Seq. ID 

71952 . . . - .-Strand •• 

32 698' W " . ; '-End " / ' 

OJ990428_20. 9924 .C22.o4 . np Method 

32698 End 

4580390 Score 



OJ990428_20. 9924 .C22 

.+..-■-.■ ■ • . 

36004 ; ;: 

AAT/NAP 

36004 

128 



32698. .32830, 34 627 .. 34 997 , 35961.. 36004 

(AC007171) putative disease resistance response protein 

[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34831 Seq. ID 

71953 Strand 

38083 End 
OJ990428_20. 9924 .C22.o7.gs Method 

38083 End 

none Score 

38083. .38723, 39260.. 39344 



OJ990428_20. 9924 .C22 
+ 

39344 
GENSCAN 
39344 
.43 
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Seq. No. 34831 Seq. ID OJ990428_20 . 9924 . C22 

Gene No. 71954 Strand + 

Start 46668 End 50495 

Name OJ990428_20 . 9924 . C22 . olO . gs Method GENSCAN 

Start 46668 End 50495 

GI none Score .89 

Exons 46668 .. 46844, 4 74 4 3 .. 4 7577 , 47591 .. 47906, 4 8 683 .. 4 9095, 
49662. .50495 

Seq. No. 34831 Seq. ID OJ9904 28_20 . 9924 . C22 

Gene No. 71954 Strand + 

Start 46668 End 50495 

Name OJ990428_20 . 9924 . C22 . ol6 . gp Method AAT/GAP 

Start 47757 End 48938 

GI LIB3433-042-P1-K1-D10 Score 688 

Exons 47757. .47906, 48683.. 48938 

GI Descrip. '4056491 3.0e-15 (AC005896) unknown protein [Arabidopsis 
thaliana] 1 

Seq. No. 34831 Seq. ID OJ9904 28_20 . 9924 . C22 
_ Gene. No v _ 71954 . ^ _ „ A J3.tr and .+ . ■ _ „-„ 

,Xu. start, ___.._4^.a.^ri_ 

■ Name - OJ990428 _20 . 9924 . C22 . 08 . np • Method- AAT/NAP- - : - 

rf; Start 47846 End 50492 

GI 6682234 Score 1466 

; s |; Exons 47846 .. 47906, 48683 .. 49095, 49662.. 50492 

]"\ GI Descrip. (AC016661) putative ankyrin [Arabidopsis thaliana] 

U Seq. No. 34831 Seq. ID OJ990428_20 . 9924 . C22 

rji Gene No. 71954 Strand + 

Start 46668 End 50495 

L Name OJ990428_20 . 9924 . C22 . ol7 . gp Method AAT/GAP 

! - ! Start 50184 End 50367 

: M GI 6025112 Score 292 

= = Exons 50184.. 50367 

; ": Seq. No. 34831 ; Seq. ID OJ990428_20 . 9924 . C22 

Gene No. 71955 Strand 

U Start 17908 End 18282' 

Name OJ990428_20 . 9924 . C22 . o5 . gp Method AAT/GAP 

Start 17908 - \ . ■■. . End-' 18282 - • . • 

GI. - " . -968994 '." - y ;•■ ;" Score.- ".693- ~- • 

Exons 17908. . 18282 



Seq. No. 34831 Seq. ID 

Gene No. 71956 Strand 

Start 22438 End 

Name OJ9,90428_20 . 9924 . C22 . 08 . gp Method 

Start 22438 End 

GI none Score 

Exons 22438 . .22837 



OJ990428_20.9924.C22 

22837 
AAT/GAP 
22837 
778 



Seq. No. 34831 < Seq. ID 

Gene No. 71957 - Strand 

Start 26417 End 

Name OJ990428_20 . 9924 . C22 . 06 . gs Method 



OJ990428_20. 9924 .C22 

38697 
GENSCAN 
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Start 
GI 

Exons 



26417 End 37336 

none Score .72 

26417. .26475, 26712 26835, 26891 .. 27004 , 27251. 

27919. .27988, 28487 28578 , 28657 28794 ,. 28897 . 

29243. .29308, 294 18 .. 29552 , 30295. 

31066. .31197, 32278.-32559, 32614. 

33682.-33888, 34 402 .. 34 94 9, 35515. 



,30450, 30772. 
,32781, 32982. 
,35699, 35772. 



36296. .36370, 364 66.-3654 9, 37032 .. 37111, 37201. 



,27403, 
.28998, 
.30921, 
.33100, 
.35864, 
.37336 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



jSeg.... Nq%: 

.Gene-,NQ,. r 

Start • 

Name 

Start 

GI 

Exons 

GI Descrip. 



34831 Seq. ID OJ990428_20 . 9924 . C22 

71957 Strand 

26417 End 38697 

OJ990428_20.9924 -C22.o9.gp ' Method AAT/GAP 

27472 End 27686 

uC-osflM202014dllbl Score 418 

27472. .27686 

f 2225877/dbj IBAA20875.il 1.0e-15 (AB002406) TIP49 [Rattus 
norvegicus] >gi_4106528 (AF100694) Pontin52 [Mus musculus] 
>gi_4 52127 6_dbj_BAA76313.'l_ (AB001581) DNA helicase p50 [Rattus 
norvegicus] 1 

,.34831_/,__ _ _.v_Seq. ID , OJ9 904 2 8_20 . .992.4 ,.C22~. ^ 

. 1195.7. : Strand; 

■ 264-17 - ■ -- -End -■ 38697 

OJ990428_20.9924.C22.ol0.gp Method AAT/GAP 

27527 End 27992 

2798347 Score 535 

27527. .27785, 27919. .27992 

2225877/dbj IBAA20875.il 1.0e-15 (AB002406) TIP49 [Rattus 
norvegicus] >gi_4106528 (AF100694) Pontin52 [Mus musculus] 
>gi_4521276_dbj_BAA76313. 1_ (AB001581) DNA helicase p50 [Rattus 
norvegicus ] 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name ; 

Start 

GI 

Exons 



GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428 20.9924.C22 



34831 
71957 
26417 

OJ990428_20. 9924 .C22. oil. gp 
27609 - 
2798347 
27609. .27785, 27919.. 27996 

2225877/dbj IBAA20875.il 1.0e-15 (AB002406) TIP49 [Rattus 
norvegicus] >gi_4106528 (AF100694 )- Pontin52 [Mus musculus]. ■ 
>gi_452127fr_dbj_BAA7 6313-. 1 j (AB00i581) DNA" helicase p50 [Rattus 
norvegic.us] 



38697 
AAT/GAP 
27996 
402 



34831 
71957 
26417 

OJ990428_20. 9924.C22.o3.np 

27699 

4506753 



OJ990428 20.9924.C22 



Seq. ID 
Strand 

End 38697' 
Method AAT/NAP 
End 32694 
Score 1401 

27699. .27785, 27919 .. 27988, 284 87 .. 28578 , 28657 .. 28752, 
28885. .28998, 29243 .. 29308, 294 18 .. 29552 , 302 95 .. 304 50, 
30772. .30921, 31066 .. 31197 , 32278 324 66, 32614. .32694 
TATA binding protein interacting protein 4 9 kDa 
gi|3132308|dbj IBAA28169I (AB012122) TIP49 [Homo sapiens] 
gi 1 3243035 (AF070735) RuvB-like protein RUVBL1 [Homo sapiens] 
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gi I 3892584 |emb|CAA08986| (AJ010058) Nuclear matrix protein 
NMP238 [Homo sapiens] gi|4151525 (AF099084) Pontin52 [Homo 
sapiens] gi | 5327000 | emb | CAB4 6271 . 1 | (Y18418) erythrocyte 
cytosolic protein of 54 kDa, 



Seq. No. 34831 

Gene No. 71957 

Start 26417 

Name OJ990428_20 . 9924 . C22 . ol3 . gp 

Start 30377 

GI uC-osflM202020b08bl 

Exons 30377. .30450, 30772 
GI Descrip. 



OJ990428 20,9924. C22 



Seq. ID 
Strand 

End 38697 
Method AAT/GAP 
End 32407 
Score 900 
30921, 31066. .31197, 32278.. 32407 
'2497541/ sp | Q4 05451 KPYA_TOBAC 8.0e-45 PYRUVATE KINASE ISOZYME A, 
CHLOROPLAST PRECURSOR >gi_482936_emb_CAA82222_ (Z28373) pyruvate 
kinase; plastid isozyme [Nicotiana tabacum] 1 



Seq. No. 
Gene No. 
Start 
Name 

Start . . 

GI _ 

-.Exons 

GI Descrip. 



34831 Seq. ID 

71957 Strand 
26417 End 
OJ990428_20 . 9924 . C22 . ol4 . gp Method 
35190. . End . 

22080^1 JR1 0.8.4 ; . ... Score 



OJ990428_20.9924.C22 

38697 
AAT/GAP 
37344 
1803. - 



..3519,0,.., , 35 6S.a,,~ 357 72:.., .,'3.5B 6 4 ,^362S&. ..3£3Z0.,_3 6,4.6.6 3.654,9.,,- 

-37032.t37111> -37201. -.37344 -"■ • ■ ■ - 

'3355471 4.0e-30 (AC004218) putative lysophospholipase- 

[Arabidopsis thaliana] 1 



Seq. No. 34831 
Gene No. 71957 
Start 26417 

Name OJ990428_20 . 9924 . C22 . o5 . np 

Start 35496 
GI 6729503 

Exons 35496..35699, 35772 .. 35858 , 

37032. .37111, 37201. .37348, 

GI Descrip. (AL132966) dTDP-glucose 4-6- 
[Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 

End 

Score 
36296. .36370, 
38134. .38697 
dehydratase-like 



OJ990428 20.9924.C22 



38697 
AAT/NAP 
38697 
1300 

36466. .36549, 

protein 



Seq. No. 34831 
Gene No. 71958 
Start 39867 

Name — , OJ990428_20 . 9924.-. C22 . 08; gs 

Start'..' . . '398 67 . ' '/> ; ./'. 

GI none 

Exons 39867. .40028, 40104. .40314 

41285. .41422, 4 1578 .. 4 1708 , 41852 .. 41942, 42307 
43030. .43291, 43393.. 43538 



Seq. ID 

Strand 

End 

Method 

End'' 

Score 



OJ990428 20.9924.C22 



43538 
GENSCAN 
43538 \. 
.68 



40418. . 40549, 40713. 



.40912, 
,42339, 



Seq. No. 34831 Seq. ID 

Gene No. 71958 Strand 

Start 39867 End 

Name OJ990428_20 . 9924 . C22 . 06 . np Method 

Start 40647 ' End 

GI 3355471 — Score ' 
Exons 



OJ990428_20. 9924 .C22 

43538 
AAT/NAP 
42345 
748 



40647. .40912, 4 1 103 . . 4 1201 , 41285 .. 41422, 4 1578 4 17 08 , 
41780. .41926, 42000 .. 42032 , 42128 .. 42221 , 42307. .42345 
GI Descrip. (AC004218) putative phospholipase [Arabidopsis thaliana] 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 
Gene No . 

-Name - - • 
Start 
GI 

Exons 



34831 Seq. ID OJ990428_20 . 9924 . C22 

71958 Strand 

39867 End ' 43538 

OJ990428_20. 9924 .C22.ol5.gp Method AAT/GAP 

41821 End 42475 

3107745 Score 516 

41821. .41926, 42000 .. 42032 , 42128 .. 42221, 42307 42339, 

42442. .42475 

3355471 4.0e-30 (AC004218) putative lysophospholipase 
[Arabidopsis thaliana] 



34831 
71959 
44391 

OJ990428_20. 9924.C22.o9.gs 

44391 

none 



Seq. ID OJ990428_20.9924.C22 
Strand 

End 47617 

Method GENSCAN 

End 45953 

Score .78 



44391. .44678, 44819 .. 44887, 45122 .. 45743, 45763. .45953 



34831 . Seq. ID 

71959_ _ „_ . , , ^Strand . 

,4439 L . ... . „, _ . , ... .....End, .... , _ 

-OJ990-4-28_20.-9924 . : C22.o?.np - Method 
44424 End 
6682233 Score 



OJ990428_20.9924.C22. 

'AAT/NAP - — 

47617 
944 



44424..44678, 44819. 
47469. .47617 



,44887, 45122. .45684, 457 67 .. 4588 6, 



GI Descrip. (AC016661) putative pectate lyase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34831 
71960 
53565 

OJ990428_20. 

6578 

none 

6578. .6685, 
8154. .'8303, ■ 
8392. .8442, 
8523. .8639, 
8978. .9142, 
92-60. .9322; 
9672. /9791, 



9924.C22.o2.tc 



6619.. 6684, 7403 

8155.. .8310, 8161 

8393.. 8443, 8506 

8712. .8837, 8740 

8989.. 9138, 8993 

9414... .9494, 9423 

9689. .9787^ 9902 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.7483, 
.8304, 
.8634, 
.8835, 
.9142, 
'.9491, 



OJ990428 20.9924.C22 



,10036,' 9'9 08 



54690 

TBLASTX: Cress 
10039 
132 

7411. .7479, 7997. .8023, 
8379.. 8420, 8379.. 8438, 
8512. .8634, 8514. .8636, 
8741. .8845, 8742. .8846, 
9255.. 9320, 9256.. 9312, 
9440. .9538,- 9457. .9537, 
10039 " 



Seq. No. 34831 Seq. ID OJ990428_20 . 9924 . C22 

Gene No. 71960 Strand 

Start 53565 End 54690 

Name OJ990428_20 . 9924 . C22 . olO . tm Method TBLASTX : Mai ze 

Start 6588 End 42209 

GI none Score 66 

Exons 6588. .6698, 4 1333 .. 4 1428 , 4 1561 .. 4 17 16, 4 1575 .. 4 17 15 , 
41769. .41927, 4 1791 .. 41916, 42126. .42209 



Seq. No. 34 8.31 

Gene No. 71960 

Start 53565 

Name OJ990428 20 . 9924 . C22 . o5 . tm 



Seq. ID OJ990428_20.9924.C22 
Strand 

End 54690 

Method TBLASTX : Maize 



34717 



Start 
GI 

Exons 



7992 
none 
7992. , 
8198. , 
8387. , 
8514. . 
9255. . 
9440. . 
9690. , 
9905. . 
10126. 



End 
Score 



10267 
64 



8021, 8151. .8201, 8154. .8201, 8155. .8202, 8155. .8202, 
8308, 8203. .8307, 8206. .8310, 8219. .8308, 8378. .8443, 
8431, 8391. .8444, 8506. .8634, 8512. .8634, 8514. .8639, 
8636, 8741. .8839, 8742. .8843, 8978. .9142, 8980. .9138, 
9320, 9256.. 9312, 9257.. 9322, 9258.. 9338, 9411.. 9536, 
9538, 9443. .9538, 9688. .9795, 9688. .9792, 9689. .9793, 
9800, 9693.. 9800, 9892.. 9942, 9902.. 10126, 9904.. 9942, 
10117, 9975. .10133, 9991. .10128, 10123 .. 10227 , 
.10260, 10127. .10267, 10128 .. 1024 4 , 10148. .10261 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.Seq.„.No. 
■Gene No. 
Start 
Name 
Start 
GI 

Exons 



34831 
71960 
53565 

OJ990428_20.9924.C22.o7.ts 

8744 

none 



Seq. ID OJ990428_20. 9924 .C22 
Strand 

End 54 690 

Method TBLASTX : Soybean 

End 10042 

Score 143 



8744. .8848, 8745. .8846, 9007. .9138, 9008. .9142, 9255. .9314, 
9256. .9312, 9260. .9325, 9440. .9538, 9454. .9537, 9690. .9719, 
9722. .9784, 9723. .9800, 9902. .10042, 9907. .9942. 



..34J8.ai_ ___. ,_ st ._ 

• 71960 * ■- - 

53565 

OJ990428_20 . 9924 . C22 . o7 . tm 
13991 



J_ Seq,,.. ZD ..O.ja9 0 4 2 8_2 0. .,9.9.2 4 ,,_C2.2. , 

--" * Strand - ■ - - - : - 

54690 

TBLASTX : Maize 
15852 
199 



End 

Method 
End 

none Score 
13991. .14047, 14104. ,14181, 15394 .. 1551 6, 15395 .. 15520 , 
15396. .15512, 15397 .. 15513 , -15605 .. 15697 , 15606 .. 158 30, 
15606. .15833, 15607 .. 15831 , 15832.. 15852 



Seq. No. 34831 
Gene No. 71960 
Start 53565 

Name OJ990428_20 . 9924 . C22 . o4 . ts 

Start 15397 
-GI none 

Exons 15397. .15513, 154 01 .. 15514 , 154 02 .. 15512 , 15418 

15603. .15857, 15604 .. 15864 , 15607 .. 15852 , 15630 
16345. . 16410, 16360. . 16455, 16603 .. 16794 , 16627 
■ ■ ■ 16629. .16793- - ■ : - 



Seq. ID OJ990428_20. 9924 .C22 
Strand - • 
End 54 690 

Method TBLASTX : Soybean 
End 16794 
Score 153 

,15513, 
, 15860, 
, 16791, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34831 
71960 - 
53565 

OJ990428_20.9924.C22.o6.tc 

15401 

none 



Seq. ID OJ990428_20. 9924.C22 
Strand 

End 54690 

Method TBLASTX: Cress 

End 15773 

Score 161 . 



15401. .15529, 15402. . 15512, 154 30 .. 15513, 15628 15681, 
15663. .15773, 15666. .15755 



Seq. No. 34831 Seq. ID 

Gene No. 71960 Strand 

Start 53565 End 

Name OJ990428_20 . 9924 . C22 . o2 . tm Method 

Start 16369 End 



OJ990428_20.9924.C22 
54690 

TBLASTX : Maize 
18024 



34718 



GI 

Exons 



none Score 95 

16369. .164 40, 16369. .164 4 0, 16608. .16853, 16612. .16863, 

16612. .16857, 1764 6. .1784 9, 17671. .17850, 17 672. .18022, 

17674. .18021, 17678. .18022, 17 925 .. 18023, 17926. .18024 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34831 
71960 
53565 

OJ990428_20.9924.C22.ol.tc 

16768 

none 



Seq. ID OJ990428_20.9924.C22 
Strand 

End 54690 

Method TBLASTX : Cress 

End 18013 

Score 55 



16768. .16809, 16810 .. 16863, 17653 17847, 17672 .. 18013, 
17683.. 18012 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34831 

71960 

53565 

OJ990428 

16794 

none 



20.9924.C22.o2.ts 



Seq. ID OJ990428 20.9924.C22 



Strand 
End 

Method 

End 

Score 



54690 

TBLASTX : Soybean 

18013 

87 



16794 .. 16856,. 16795 .. 16863,. 17 672 .. 18013, 17683. .18003 



. &e;q..,.No..,^ _ 

Gene No . - - -71-960 

Start ' 53565 

Name ' OJ990428_20 . 9924 . C22 . o5 . tw 

Start 27689 
GI none 
Exons 27689. .27787, 

27865. .27996, 

28474. .28572, 

28658. .28714 



, : .,.S.eq. _I D_. .0 J.9.9 0.4.2B ^Z0^3S,2-LJ122 F ^^ 



-Strand 
End 

Method 
End 
Score 

27697. .27786, 27698 .. 27787, 27699 
27896. .28000, 27917 .. 28000, 28466 



54-690 

TBLASTX: Wheat 
28714 
95 

27788, 
28561, 



28479. .28580, 28483 .. 28584 , 28 654 .. 287 13, 



Seq. No. 34831 
Gene No. 71960 
Start 53565 

Name OJ990428_20 . 9924 . C22 . o9 . ts 

Start 28525" 
GI none 
Exons 28525. 

28883, 

29241. 

• - ' ' ' ' * 29414 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 20.9924.C22 



.28581, 28649. .28759, 28654. 
.28999, 28885. .29001, 28894. 



54690 

TBLASTX : Soybean 
29495 
124 

28758, 28655 
29001, 29240 



.29309,^ 29243... 29314, 29397 . .294 95, 29398 . 
.29494- •• " "• ' 



28759, 
29308, 
29493, 



Seq. No. 34831 
Gene No. 71960 
Start 53565 

Name OJ990428_20 . 9924 . C22 . 

Start 28915 
GI none 

Exons 28915. .29001, 28916.. 

29241. .29309, 29242.. 
29415. .29558, 29416.. 
30295. .30453, 30322.. 
30770. .30922, 31063.. 
32276..32482, 32365.. 



'o9. tm. 



28999, 
29310, 
29559, 
30468, 
31203, 
32493, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 20.9924.C22 



54690 

TBLASTX : Maize 
32770 
123 

28924. .29001, 29240 .. 29308 , 
29243. .29314, 29397 .. 29558, 
30257. .30451, 30294. .30452, 
30769. .30921, 30770. .30922,- 
31066. .31218) 32275. .32466^ 
32614. .32694, 32615.. 32770 



34719 



Seq. ID OJ990428_20.9924.C22 
Strand 

End 54690 

Method TBLASTX : Soybean 

End 31128 

Score 146 

30769. .30903, 30773 .. 30895, 30898 .. 3092 1 , 31060.. 31128 



Seq. No. 34831 

Gene No. 71960 

Start 53565 

Name OJ990428_20 . 9924 . C22 . oil . ts 

Start 30769 

GI none 
Exons 



Seq. No. 34831 

Gene No. 71960 

Start 53565 

Name OJ990428_20 . 9924 . C22 . ol2 . ts 

Start 31129 

GI none 

Exons 31129. .31203, 31136 31204 , 
32614. .32694, 32615.. 32695 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ9904 28_20 . 9924 . C22 
54690 

TBLASTX: Soybean 

32695 

86 



32275. .32469, 32276 .. 32482, 



O C ^ . LN W ■ 


34831 








Seq. ID 


OJ990428 


\J . Zf Z> £- 1 


coo 


ftjfanp No 


71960 








Strand 








Cf art 


53565 








End 


54690 








OJ99042 


8 20.9924.C22 




Method 


TBLASTX: 


oTGSS 




p LdL L. ^ ^ ^ 


3227 5- _ 






i 


End 


32694 • 
















w S,cor.e_. 


..ISA- .- t ... 








• 32275.. 


32469,^ 


-32276.- 


- ^ 0 A ft 9 - 


32614. .32694,- 32615 


^9£ftQ - 
. . o z o o y 




Seq. No. 


34831 








Seq. ID 


OJ990428 


^20.9924 


.C22 


Gene No. 


71960 








Strand 








Cfarf 


53565 








End 


54690 






IN alUC 


OJ990428 20.9924.C22 


. \J J ■ U W 


Method 


TBLASTX: 






o Lai L 


34471 








End 


38388 






\3 -L 


none 








Score 


58 






DAUl 1 O 


34471. . 


34575, 


36466. 


• J U «J J J , 


36470. .36547, 37023 


. .37112, 






37054. . 


37113, 


37194. 




37199. .37348, 37199 


. .37348, 






37200. . 


37349, 


38132. 


. 38320, 


38134. .38388, 38134 


. .38325, 






38296. . 


38367 














Seq. No. 


34831 








Seq. ID 


OJ990428 


_20.9924 


.C22 


Gene No. 


71960 








Strand 








Start 


53565 








End 


54690 






Name 


OJ99042 


8 20.9924.C22 


. 06 . tm 


Method 


TBLASTX: 


Maize 




Start 


35434 








End 


37331 






GI- ■ 


■ none 








-Score ■ 


52 






Exons" 


..' ' 35434. . 


■354 84V 


35436V 


.35486, 


35436. :354 


33-,; 354S6 


. .35701, 






35501.. 


35701, 


35502. 


.35708, 


35503. .35718, 35754 


. .35864, 






35770.. 


35865, 


35771. 


.35896, 


36290. .36370, 36294 


. .36371, 






36295. . 


36372, 


36295. 


.36372, 


36296. .36373, 36461 


. .36550, 






36466. . 


36555, 


36470. 


.36550, 


37023. .37112, 37029 


. .37112, 






37030. . 


37116, 


37031. 


.37114, 


37194. .37328, 37199 


. .37327, 






37203. . 


37331, 


37204. 


.37329 










Seq. No. 


34831 








Seq. ID 


OJ990428 


_20. 9924 


.C22 


Gene No. 


71960 








Strand 








Start 


53565 








End 


54690 






Name 


. OJ99042 


8 20.9924.C22 


.02. tw 


Method 


TBLASTX: Wheat 




Start 


35512 








End 


36352 






GI 


none 








Score 


147 






Exons 


35512. . 


35700, 


35514 . 


.35708, 


35534. .35713, 35769 


. .35864, 





34720 









. O \3 O O C. 








Oon Kin 












POO 

. L-Z Z 


Gene No. 


71960 






Strand 






Start 


53565 






End 


54690 




NT m o 
v* o Hit? 


0.7990 4 


9ft ?f) Q9?d C?9 




Mo "f~ Vi n *H 






O Lai L 


-j ~j *j j. 






EjI Id 


Rft 
joj JO 




\j J. 


i lui it; 






Score 


lOD 




J_j A. 1>J 1 1 0 


35512. 


.35700, 35514. 


?S70ft 


t t; 7 c 4 *5c,ft 

O O / O ff . . JJO 


OH f O O / / U . .OOODO, 






36293. 


.36370, 36294. 


. O U O / .L , 


JD400 . .ODD 


OO, OOfirU..OODOO 




OC^t IN U • 


34831 






Seq. ID 


OJ990428_20. 9924 


COO 
. L-Z Z 


UC liC LN U • 


71960 






Strand 






Start 


53565 






End 


54690 




LN CLiLIC 


OJ990428 20.9924.C22 


r\A i~ 


Method 


TBLASTX: Cress 




Start 


35512 






End 


38368 




GI 


none 






Score 


180 






' 35512. 


.35700, 35514. 




35570. .35701, 35754. .358 64, 






35770. 


.35865, 36293. 


. JO j / U , 


36294. .36371, 364 61 .. 36550, 






36466. 


.36555, 36470. 




37023. .37112, 37032 .. 37112, 






37051. 


.37.113., 37199.. 


^7 ^4 ft 


37200. .37340, 38132 3836.8,.. 




. ..... - .. ..... . ■ ... ... 


..... 38134. 


.38367 










Oclj . LNtJ . 


-34 831 " 






■ Seq. ID 


" O J9904! : 8_20 . 992 4 : 


. t,Z z 


Gene No. 


' . 71960 






Strand 






Start 


53565 






End 


54690 




IN dllLC 


OJ990428 20.9924.C22, 


. o5 . t s 


Method 


TBLASTX: Soybean 




oLdl l 


37199 






End 


38391 




OX 


none 






Score 


169 






37199. 


.37348, 37200., 


. 3 f O 4 U , 


37210. .37347, 38132 .. 38368 , 






38134. 


.38391, 38134., 


^ft ^67 
. jo OD / 








Cpo; Kin 


34831 






Seq. ID 


OJ990428_20. 9924. 


. cz z 


ucllfc; LNCJ . 


71960 






Strand 






Start 


53565 






End 


54690 




Name 


OJ990428 20.9924.C22. 


,o8 . tm 


Method 


TBLASTX : Maize 




O LGi. L 


38132 






End 


38701 






none 






Score 


78 




T* 1 von c; 


38132. 


.38197, 38134.. 


^ft 9 1 7 


38134. .38223, 38218 .. 384 12 , 






38224. 


.38367, 38440.. 


^ft Rd 1 


38450. .38491, 38506 .. 38 616, 






38669. 


.38701 










Cpo ■ NT n 


34 831 






. Seq/ ID - 


OJ990428_2'0. 9924 . 


.coo 

. L,Z Z 


Gene No. 


71960 






Strand 






Start 


53565 






End 


54690 




Name 


OJ9904, 


28_20.9924.C22. 




Method 


TBLASTX: Cress 




OLdii 


40682 






End 


41428 




PT 


none 






Score 


126 




E xon s 


40682. 


.40759, 40738.. 


/I H Q 1 A 
H U y X H , 


40760. .40984,.. 40776. .40910, 






40781. 


.40915, 41076.. 


4 ± Z U ± , 


41303. .41428 




Seq. No. 


34831 






Seq. ID 


OJ990428_20. 9924 . 


C22 


Gene No. 


71960 






Strand 






Start 


53565 






End 


54690 




Name 


OJ990428 20.9924.C22. 


olO. ts 


Method 


TBLASTX: Soybean 




Start 


40700 






End 


40916 




GI 


none 






Score 


129 





34721 



Exons 40700. .40777, 40757 .. 4 0915, 40776.. 40916 

Seq. No. 34831 Seq. ID OJ990428_20 . 9924 . C22 

Gene No. 71960 Strand 

Start 53565 End 54690 

Name OJ990428_20 . 9924 . C22 . ol2 . tm Method TBLASTX: Maize 

Start 40709 End 41201 

GI none Score 56 

Exons 40709. .40777, 407 18 4 0777 , 40772 .. 40 915 , 4 077 6 .. 40937 , 
40786. .40929, 41109. .41201 

Seq. No. 34831 Seq. ID OJ9904 28_20 . 9924 . C22 

Gene No. 71960 Strand 

Start 53565 End 54690 

Name OJ990428_20 . 9924 . C22 . o4 . tw Method TBLASTX : Wheat 

Start 41282 End 41922 

GI none Score 8 6 

Exons 41282. .41428, 41571 .. 4 1672, 41572 .. 41664 , 4 1575 .. 4 1697 , 

41579. .41671, 4 1579 .. 4 1698, 41580 .. 41696, 4 1784 .. 4 1921 , 

41791.. 41922 

.. ,,.Seg. f . No. .34831 _ _ . - „ , - Seq,. ID . OJ? 9 042 8^2.° * ?- 92 A t C22 

Gene.-.No.,_. .._;ua6.Q____.^^ .J„^^^.S. 

M;!i • Start-- - • - • ' 53565 " ' End 54690 - — " 

Name OJ990428_20 . 9924 . C22 . 08 . ts Method TBLASTX : Soybean 

fl] Start 41282 End 42230 

«ii GI none Score 14 6 

V j Exons 41282. .41425, 4 1560 .. 4 1751, 4 157 6 .. 4 17 13, 41748 41927, 

P 41776. .41916, 42126 .. 42155, 42168. .42230 

Seq. No. 34831 Seq. ID OJ990428_20 . 9924 . C22 

:--i S j Gene No. 71960 . Strand 

Mi Start 53565 End 54690 

1 Name OJ990428_20 . 9924 . C22 . o5 . tc Method TBLASTX : Cress 

P Start 41561 End 42233 

S\ GI none Score 132 

j-B ■ Exons 41561. .41713, 41575 .. 41715, 41781 .. 4 1930, 41782 .. 41925, 
; 42118. .42231, 421^0. . 42233 

J P Seq. No. 34831 Seq. ID OJ990428_20 . 9924 . C22 

O Gene No. 71960 Strand 

. Start : 53565" . . - • . ... End 54690 

Name ■. OJ'990428_20. 9924 . C22 .ol . tm Method - TBLASTX: Maize 

Start 44442 .End 45897 

GI none Score 242 

Exons 44442. .44540, 4 4 601 .. 44 684 , 4 47 99 .. 4 4 837 , 45113 .. 45685, 

45129. .45356, 45426 . . 4 564 1 , 45431 .. 45697 , 454 8 6 .. 4568 6, 
45768. .45884, 45778. .45897 

Seq. No. 34831 Seq. ID OJ990428_20 . 9924 . C22 

Gene No. 71960 Strand 

Start 53565 End 54690 

Name OJ990428_20 . 9924 . C22 . ol . ts Method TBLASTX : Soybean 

Start 44604 - End 45914 

GI none Score 142 

Exons 44604. .44696, 44819 .. 44890, 4511 9 .. 4 534 9, 45119 .. 454 63, 

45126. .45464, 45470 .. 4 5685, 45471 .. 45641, 457 69 .. 45855 , 



34722 



45771. .45914 





34831 






Seq. ID 


OJ990428_20. 9924 


coo 


Gene No. 


71960 






Strand 






Start 


53565 






End 


54690 




Name 


OJ990428 20.9924.C22 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


47765 






End 


50377 




GI 


none 






Score 


70 




L_j 1 1 O 


47765 . . 


47821, 47792 


47 90S 

. *i / Z> \J -J , 


47861. .47899, 4 8 682 .. 488 13, 






48699 . . 


48776. 48775 


. 4 9101, 


48811. .49107, 48814. .49110, 






48820 . . 


49101. 48823 


.4 9119, 


49652. .50377, 4 9656.-49964, 






500.88. . 


50372 










Qpn No 

O vZ^ v^j . i 1 ! w . 


34831 






Seq. ID 


OJ990428_20. 9924 


coo 




71960 






Strand 






Start 


53565 






End 


54690 




Name 


OJ99042 


!8_20.9924.C22 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


47765 






End 


50516 






none 






Score 


64 




Ej A. ^ 1 1 O 


47765. . 


47830, 47816. 


.47899, 


47843. .47899, 4 7851 4 78 98 , 






48685. . 


48807, 48799. 


.49101, 


48814. .49119, 4 8820 .. 4 9104 , 


~' - 


.... . ....... -. ~ ^ 


48838. . 


4 9074,. 48840. 


.4 9085,-,. 


4 88 68., 4 9101, -..4 8904..... 4 9104. 


™ — 






A996i, T .-,i.9.;66.1.... 


...50,334^49 691....;,4998,i;,;^5 0JSM^'Q5.l£u. 






50334.-. 


50516- - -■ ■ 










Seq. No. 


34831 






Seq. ID 


OJ990428_20.9924 


.C22 


Gene No. 


71960 






Strand 






Start 


53565 






End 


54690 




iNctiUtr 


OJ990428 20.9924.C22 


. ol . tw 


Method 


TBLASTX: Wheat 




c+- o -ri- 

OLdi L 


49948 






End 


50547 




ox 


none 






Score 


180 




Fv on <^ 


49948. . 


50160, 49949. 


.50062, 


49950. .50447, 50032 .. 50154 , 






50088. . 


50447, 50221. 


.50463, 


50401. .50547, 50448 .. 5054 6, 






50449. . 


50547, 50473. 


.50496 








Sea No 


34831 






Seq. ID 


OJ990428_20.9924 


coo 


rip> n p> KTo 


71960 






Strand 






Start 


53565 






End 


'54690 




Name 


OJ990428 20.9924.C22 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


50027 






End 


50374 




GI 


none 






Score 


385 






50027. . 


50374, 50088. 


.50372 •■ 








Seq. No. 


34831 






Seq. ID 


OJ990428_20.9924 


.C22 


f^£i n £i KIo 


71960 






Strand 






uldi L 


53565 






End 


54690 






OJ99042 


8_20. 9924 .C22 


.oil. tm 


Method 


TBLASTX: Maize 




JLal L 


53490 






End 


53780' . 




riT 
o ± 


none 






Score 


44 




Exons 


53490. . 


53534, 53493. 


.53531, 


53560. .5377 


8, 53571. .53780, 






53577. . 


53780 










Seq. No. 


34831 






Seq. ID 


OJ990428_20. 9924 


.C22 


Gene No. 


71960 






Strand 






Start 


53565 






End 


54690 




Name 


OJ99042 


8_20. 9924 .C22 


. oil . gs 


Method 


GENSCAN 




Start 


53565 






End 


54659 





34723 




GI 


none 


Score 


o o 




Exons 


jjjDj . . D4boy 








beq. NO. 


0 4 o O 1 


beq. ID 


ujyyu4zo zu.yyz4 


o o ■ 


Gene No. 


71960 


Strand 






Start 


53565 


End 


54690 




Name 


r^TQQflil9f3 0C\ QQOA COO r^Q r\r\ 

uu r^ufizo z u . y y z 4 . z . o y . np 


Method 


AAT/NAP 




Of -iyf 


Djjyo 


End 


54659 




C T 


4 uoo4 y± 


Score 


281 




Exons 


d ooyo . . ojy oz , o4UjZ. . j4bjy 








T r\ c» n ir*\ 

ui uescnp , 


i/iLuu joyoj unKnown protein 


[Arabidopsis thaliana] 




beq. NO. 


O /I Q 1 1 

O 4 o 0 1 


Seq. ID 


OJ990428_20.9924 


f* n o 


Gene No. 


71960 


Strand 






Start 


53565 


End 


54690 




Name 




Method 


TBLASTX: Maize 




Of a t-+- 


S "3 Q7 Q _ 
D O _7 / y 


End 


54545^ 




bl 


none 


Score 


290 




Exons 


Doy/y. .j4^oi/ jjy tsz . . 04 oyo , 


53983. .54288, 54297 .. 54542 , 






RylOQQ c;/ic;//| c/onn CL/RylC 

3 4 Z y y . . 04 04 4 , o4oUU . . o4o4o, 


54383. .54544 




.Seg^ ,„No . 


. .34 oJl^ ^ v , . ^ ^ . _ _ 


Seq. .ID 


OJ9904 28^20,. 9924. 


n o 

•„G22 


be n.e ~.imo 




^.-.^S.tr.arid,. 






Start • - ■ 


53565 " " - - 


- End- - - 


•54 690 - : - • '- 




Name 


OJ990.428_20. 9924.C22.ol8.gp 


Method 


AAT/GAP 




Of -.y-l- 

b tar c 


c/i i no 
3 4 ± UZ 


End 


54690 




GI 


o by 1 y 1 


Score 


840 




Exons 


o 4 lUz . . o4 by U 








GI Descrip. 


4 u o o 4 y i j.ue-io ( al u u d o y b j 


unknown protein [Arabidopsis 






thaliana] 








Seq. No. 


34832 


Seq. ID 


OJ990428__20. 9924 


.C23 


Gene No. 


71961 


Strand 






b car u 




End 


95 




Name 


ujyyu4zo zu . y yz4 . lzo . 01 . gs 


Method 


GENSCAN 




btart 


t n 


End 


95 




bl 


; none 


Score 


.81 




Exons 


jU, . y o 








beq . no . 


"3 yl Q "3 *3 


Seq. ID 


OJ990428__20.9924 




bene no . 


71962 


Strand 


+ 




Start 


! . . 


" End 


210 - . . • ■; 




Name ■ 


OJ990428 20.9924 .'C2'51ol.np 


Method 


' AAT/NAP . 




Of 3 r--f 


1 


End 


210 




bi 


2129613 


Score 


133 




Exons 


1.-.94, 188. .210 








GI Descrip. 


homeotic protein BEL1 - Arabidopsis thaliana gi 11122533 


( U3994 4 




BELLI [Arabidopsis thaliana 


] 






Seq. No. 


34833 


Seq. ID 


OJ990428_20.9924 , 


.C25 


Gene No. 


71962 


Strand 


+ 




Start 


1 


End 


210 




Name 


OJ990428 20. 9924 .C25.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


97 




GI 


none 


Score 


172 





Exons 2.. 97, 3.. 95 



34724 



Seq. No. 34833 Seq. ID 

Gene No. 71962 . Strand 

Start 1 End 

Name OJ990428_20 . 9924 . C25 . ol . gs Method 

Start 3 End 

GI none Score 

Exons 3..94 



OJ990428_20.9924.C25 
+ 

210 

GENSCAN 

94 

1 



Seq. No. 34834 Seq. ID 

Gene No. 71963 Strand 

Start 503 End 

Name OJ990428_22 . 9924 . CI . ol . gs Method 

Start 503 End 

GI none Score 

Exons 503.. 664 



OJ990428_22.9924.C1 
664 

GENSCAN 

664 

.49 



Seq. No. 34835 
Gene No. 71964 
Start 159 

Name OJ990428_22 . 9924 . C2 . ol . gp 

Start 159 
GI_ _ . uC-osf Icyp033a04bl 

,„Ex.c-ns, r __l5.a-....5A.i. v ; ^i. _ '.. . . 

GI Descrip'.- " ' -601 68-45 /'dbj-| AP000570 .1 1 AP000570- 3 
DNA, chromosome 1, clone : P07liE10 J 



Seq. ID 
Strand 
End 

Method 
End. 

Score . - 



OJ990428_22. 9924 .C2 
+ 

8155 
AAT/GAP 
54 3 

616. . . - ... 



0e-59 Oryza -" sativa genomic 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34835 
71964 
159 

OJ990428_22.9924 .C2.ol.gs 

264 

none 



Seq. ID OJ990428_22.9924.C2 

Strand + 

End 8155 

Method GENSCAN 

End 8155 

Score .68 



264. .329, 1428. .2193, 2232. .2260, 2486. .6908, 7635. .8155 



34835 Seq. ID 

71964 Strand 

159 End 

OJ990428_22. 9924 .C2.o3.gp Method 

1703 End 

95437_1 .R1084 Score 
1703. .2157 

'4512226/dbj | AB014738 . 1 | AB014738 1 . Oe-134 ■■ Oryza sativa ■■ 

gypsy-type .retrotransposon RIRE3' DNA, internal, region," completer' 
sequence 1 



OJ990428_22.9924.C2 
+ 

8155 
AAT/GAP 
2157 
782 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



34835 Seq. ID 

71964 Strand 

159 ■ End 

OJ9904 28_22 . 9924 . C2 . ol . np Method 

2483 End 

4680179 Score 
2483. .3487, 3521. .6922 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ990428_22.9924.C2 
+ 

8155 
AAT/NAP 
6922 
5396 



34835 
71964 
159 



Seq. ID OJ990428_22.9924.C2 
Strand + 
End 8155 



34725 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990428_22. 9924 .C2.o2.np Method AAT/NAP 

7499 End 7998 

559557 ' ; Score 69 

7499. .7575, 7651. .7998 

(U14009) arabinogalactan-protein [Pyrus communis] 



34835 
71965 
9140 

OJ990428_22. 9924 .C2.o5.gp 
9035 

uC-osflcyp033a04bl 
9035. . 9419 

1 601684 5/dbj | AP000570 . 1 | AP000570 3 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428_ 
+ 

12316 
AAT/GAP 
9419 
612 



22. 9924. C2 



Oe-59 Oryza sativa genomic 



Seq. No. 
Gene No. 
Start 
Name 
Start 
...GI. ... 

. Exons _ ^ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 



34835 
71965 
9140 

OJ990428_22. 9924 .C2.o3.gs 
9140 

none • . : • . . 



Seq. ID OJ990428 22. 9924. C2 



Strand 
End 

Method 

End 

Score 



+ 

12316 
GENSCAN 
12316 . 
.58. ,. 



_9a4.Q-,..A2Q.5^a i 0.67a^.l2Q52^.a21 1 61 4 ^ L23JJS.. ...... ^ 



34835 
71965 
9140 

OJ990428_22. 9924 .C2.o4 .np 
11240 
6324074 
11240. . 11411, 



Seq. ID OJ990428_22.9924.C2 
Strand + 
End 12316 
Method AAT/NAP 
End 11965 
Score 122 
11861. .11965 

Contains seven cysteine rich zinc finger motifs of the 1 CCHC 
retroviral-type 1 ; Gis2p gi | 1730843 | sp | P5384 9 | YNZ5_YEAST 
HYPOTHETICAL 17.1 KD PROTEIN IN SIP3-MRPL30 INTERGENIC REGION 
gi|2131945|pir| IS63228 hypothetical protein YNL255c - yeast 
(Saccharomyces cerevisiae) gi | 1255963 | emb | CAA65489 | (X96722) ORF 
N0852 [Saccharomyces cerevisiae] .gi | 1302303 | emb | CAA961 62 | (Z71 



11574. .11734, 



34835 Seq. ID 

71966 Strand 

8405 End 

OJ990428_22.9924-.C2'.o2'.gs Method ■ 

: 8405' • * . >■ • .'.End - 

none ■ . Score . 
8405. .8590 



OJ990428_22.9924.C2 
8590 

GENSCAN • " 

8590' . ' "• . - ' ' 
.47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



34835 
71967 
8964 

OJ990428_22. 9924 .C2.o9.tw 

2565 

none 



Seq. ID OJ990428_22.9924.C2 
Strand 

End 10917 

Method TBLASTX : Wheat 

End 2907 

Score 211 



2565. .2597, 2681. .2701, 2708. .2905, 2710. .2907, 2817. .2906 



34835 
71967 
8964 



Seq. ID OJ990428_22. 9924 .C2 
Strand 

End 10917 



34726 



Name 

Start 

GI 

Exons 



OJ990428_22 . 9924 . C2 . o7 . tw Method 

2941 End 

none Score 
2941. .3135, 2942. .3292 



TBLASTX: Wheat 

3292 

293 



Seq. No. 34835 Seq. ID 

Gene No. 71967 Strand 

Start 8964 End 

Name OJ990428_22 . 9924 . C2 . 06 . tm Method 

Start 2942 End 

GI none Score 

Exons 2942.. 3247, 2956.. 3072 



OJ990428_22.9924.C2 
10917 

TBLASTX: Maize 

3247 

232 



Seq. No. 


34835 








Seq. ID 


OJ99042* 


3_22.9924 


.C2 


Gene No. 


71967 








Strand 








Start 


8964 








End 


10917 






Name 


OJ990428 22 


. 9924 


.C2.o7. 


tm 


Method 


TBLASTX 


:Maize 




Start 


3512 








End 


3867 






GI 


none 








Score 


189 






Exons 


3512. .3865, 


3622 


. . 3684, 


3775. 


.3867 








Seq,, Jo.,., 


34835 ■ - 








...Seq.-. .ID.-.. 


,OJ99042j 


3^2-2 , .9924^ 


tSZ 


G.e,ne...„NQ 


71,9.61 








.. St r.and... 








Start - - 


8964 ■ * • 








End 


10917- 






Name 


OJ990428 22 


.9924 


.C2.p8. 


tw 


Method 


TBLASTX 


: Wheat 




Start 


3548 








End 


3970 






GI 


none 








Score 


166 






Exons 


3548. .3757, 


3616 


. .3756, 


3802. 


.3915, 3803.. 3970 







Seq. No. 34835 

Gene No. 71967 

Start 8964 

Name OJ990428_22 . 9924 . C2 . o4 . tw 

Start 4081 

GI none 

Exons 4081.. 4524, 4085.. 4135, 4190. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_22.9924.C2 
10917 

TBLASTX: Wheat 

4567 

52 



,4567, 4199. .4564 



Seq. No. 34835 Seq. ID 

Gene No. 71967 Strand 

Start 8964 End 

Name OJ990428_22 . 9924 . C2-. o5 . tm Method 

Start 4096 t ■• .. End ■ 

GI " none" ? - ' Score * * 

Exons 4096. . 4386,- 4097 4384 



OJ990428_22. 9924 .C2 
10917 

TBLASTX: Maize 

4386 . • 

27 6 - '_' • " " 



Seq. No. 34835 

Gene No. 71967 

Start 8964 

Name OJ990428_22 . 9924 . C2 . o3 . tm 

Start 4454 

GI none 

Exons 4454.. 4633, 4462.. 4608, 4640. 



OJ990428_22. 9924 .C2 
10917 

TBLASTX: Maize 
4954 
167 

.4954, 4780. .4833, 4861. .4947 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 34835-. Sen. ID OJ9904 28_22 . 9924 . C2 

Gene No. 71967 Strand - ~ 

Start 8964 End 10917 

Name OJ990428_22 . 9924 . C2 . ol . ts Method TBLASTX: Soybean 



34727 



Start 


4508 








End 


4903 






GI 


none 








Score 


57 






Exons 


4508 . . 4540, 


4510 


. . 4539, 


4544 . 


.4903, 4546. .4584, 


4612. .4902 


Seq. No. 


34835 








Seq. ID 


OJ99042S 


l_22. 9924 


.C2 


Gene No. 


71967 








Strand 








Start 


8 964 








End 


10917 






Name 


- OJ990428 22. 


9924 


. C2 . o5 . 


tw 


Method 


TBLASTX : 


Wheat 




Start 


4 616 








End 


4918 






GI 


none 








Score 


382 






Exons 


4 616. ,4918, 


4 617 


. . 4 697 , 


4 618 . 


.4902 








Seq. No. 


34835 








Seq. ID 


OJ99042S 


_22.9924 


-C2 


Gene No. 


71967 








Strand 








Start 


8964 








End 


10917 






Name 


OJ990428 22. 


9924 


. C2 . o3 . 


tw 


Method 


TBLASTX: Wheat 




Start 


4919 








End 


5341 






GI 


none 








Score 


598 






Exons 


4919 . . 5341, 


4951 


. . 534 0 












Seq.. No. ■ 


34835 








Seq. ID 


OJ990428 


_22.9924 


.C2 


Gene .No . ■ 


.....7l967.„^^. .... 








. Strand 


-J..-.-. 






-Start,/. 


. s . ..8.9.6,4 ,. V ..,-....„ T .'„; 




; 






J.,03.17„_. 


... „ — 




Name 


OJ990428_22. 


9924 


,C2.o3. 


ts ' 


• Method 


TBLASTX: 


Soybean - 




Start 


4925 








End 


5170 






GI 


none 








Score 


210 






Exons 


4925 . . 5170, 


4942 


. .5169 












Seq. No. 


34835 








Seq. ID 


OJ990428 


_22.9924 


.C2 


Gene No. 


71967 








Strand 


- 






Start 


8964 








End 


10917 






Name 


OJ990428 22. 


9924 


C2 . o2 . 


tm 


Method 


TBLASTX: 


Maize 




Start 


4990 








End 


5353 






GI 


none 








Score 


482 






Exons 


4990 . . 5340, 


4 991 


. 5344 , 


4991 . 


.5353 








Seq. No. 


34835 








Seq. ID 


OJ990428 


_22. 9924 


.C2 


Gene No. 


71967 








Strand 








Start 


8964 








End 


10917 






Name 


OJ990428 22. 


9924 


C2 . o2 . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


5344 








End 


5911 






GI 


none 








. Score - 


646 






Exons - " 


534 4 . . 5907,, 


5:375" 


..5'911, 


5447 . 


.5911 ' 








Seq. No. 


34835 








Seq. ID 


OJ990428 


_22.9924 


.C2 


Gene No. 


71967 








Strand 








Start 


8964 








End 


10917 






Name 


OJ990428_22 . 


9924 


C2.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


5618 








End 


5935 






GI 


none 








Score 


90 






Exons 


5618 . . 5791, 


5792 . 


. 5935, 


5794 . 


.5934 








Seq. No. 


34835 








Seq. ID 


OJ990428 


_22. 9924 


.C2 


Gene No. 


71967 








Strand 








Start 


8964 








End 


10917 






Name 


OJ990428 22. 


9924. 


C2.o2. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


5699 








End 


5959 







34728 










Score 


9 Q7 




Exons 


SfiQQ SQRQ R7H4 


. J^JO 








Seq. No. 


34835 




Seq. ID 


OJ990428_22. 9924 


.C2 


Gene No. 


71967 




Strand 






O L, a X U 


8964 






1 DQT 7 

x \j y x / 




Name 




P9 r\ A -hm 


K>1 1~\ 4- l-i \ 


i d xj.rto i a . L v ja lze 




o Lai t 


5757 ~~ 




LjIIQ 


D U 4 J 






none 




Score 


1 Q 






S7S7 SQOQ r 7 c; q 


c.C\A c; r 7 c q 
. OU4 J, D t Dy . 








Seq. No. 


34835 




Seq. ID 


OJ990428_22. 9924 


C2 


Gene No. 


71967 




Strand 






o l a x u 


8964 




did 


i n qi 7 

X \J _? X / 




Name 




. O 1 . LW 


Kyr^ 4" /**\ 
L v ie cnoa 


i dj_i/\o ia . wneat 




u Lai L 






IjUQ 


Dj 4 4 




\J X 


none 




Score 


7 07 






5918. .6544, 5974. 


.6432, 6419. 


• D O 4 X 






Seq. No. 


34835 




Seq. ID 


OJ990428_22. 9924 


C2 


Gene No.. 


-., 71967 . . 




Strand 








-;8 964;,, . _ . '■ . 




.JSncL 


. 10917.; ^ 




„ .Name .„ , v . r , . ^ 




_Me.tho.cL... - 


..T.BlKsi}6-Mai ze.___ 




cj-3 r f - - - 

OLal L 


- 6098 • - 




End- - ■ 


6682 • 




c't 
bl 


none - 




Score- 


231 




tiAUilO 


6098.':6259, 6106. 


.6252, 6256. 


.6681, 6257. .6682 




Seq. No. 


34835 




Seq. ID 


OJ990428_22. 9924 . 


C2 


Gene No. 


71967 




Strand 






o L- ax L- 


8964 




End 


10917 




Name 


OJ990428 22.9924. 


C2.o6. tw 


Method 


TBLASTX: Wheat 




j Lai L 


6544 




End 


6877 




\J X 


none 




Score 


324 




U 1 V /-^i T1 C 
LAUIlo 


6544. .6813, 6545. 


.6877, 6548. 


. 6856 








34835 




Seq. ID 


OJ990428_22.9924. 




Gene No. 


71967 




Strand 






Start 


8964 




End 


10917 




Name 


OJ990428 22.9924. 


C2.o3.np 


Method 


AAT/NAP 




o L. a X L 


8964 




End 


10917 




(IT 

\J X 


4680186 




Score 


222 




T^ 1 V /^i fl Q 


. 8964.. 9168, - 10896 


..10917 








ui ucoLi ip t 


■'(AF111709) unknown" [Dryza . sativa s'ub.sp 


' indie a.];/* V- V 




Cnrr Ma 
OctJ. IN O . 


34836 




Seq. ID 


OJ990428_22.9924. 


Lj 


Gene No . 


71968 




Strand 


+ 




Start 


7852 




End 


8244 




Name 


OJ990428 22.9924. 


C3 . ol\ gp 


Method 


AAT/GAP 




o u a X L. 


7852 




End 


8244 




\J X 


2135 1.R1084 




Score 


714 




Exons 


7852. .8244 










GI Descrip. 


" , 11957/emb|X15901 


ICHOSXX l.Oe- 


-159 Rice 


complete chloroplast 




' genome ' 










Seq. No. 


34836 




Seq. ID 


OJ990428_22. 9924 . 


C3 


Gene No. 


71969 




Strand 


+ 




Start 


8282 




End 


8340 





34729 



Name 

.Start- 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990428_22 . 9924 . C3 . o2 . gp Method AAT/GAP 

8282 End 8340 

2721_1.R1084 Score 84 

8282. .8340 

1 114 622/sp| P12087 |ATPF_ORYSA 1.0e-20 ATP SYNTHASE B CHAIN 

(SUBUNIT I) >gi_67929_pir LWRZ1 H+- transport ing ATP synthase 

(EC 3.6.1.34) chain I - rice chloroplast 

>gi_669080_emb_CAA33992_ (X15901) ATPase I subunit [Oryza 
sativa] >gi_226695_prf 1603356W ATPase I [Oryza sativa] 1 



34836 Seq. ID 

71970 Strand 

15274 End 

OJ9 904 28_22. 9924 .C3.o3.np Method 

15274 End 

5922634 Score 
15274. .15375, 15564. .15635 

(AP000492) hypothetical protein [Oryza sativa] 

gil 6016867 |dbj IBAA85210.il (AP000570) hypothetical protein 

[Oryza sativa] 



OJ990428_22. 9924 .C3 
+ 

15635 
AAT/NAP 
15635 
83 . 



.Seq.r,.. No ^34 83.6 ... Seq. ID 

Start ~ 440 - • End ■ ■ 

Name OJ990428_22 . 9924 . C3 . ol . gs Method 

Start 440 End 

GI none Score 

Exons 440.. 2353 



0 J 9 9 0 4.2 8_2 2 9 9 24 .C3 , 

*235-3 ■ " ~ " : - - 
GENSCAN 
2353 
.76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34836 
71971 
440 

OJ990428_22.9924.C3.ol.np 
613 

4680203 
613. .2353 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990428_22. 9924 .C3 
Strand 

End 2353 

Method AAT/NAP 

End 2353 

Score 1039 



Seq. No. 
Gene No. 
Start 
Name. 
■Start ' . 
GI 

Exons 

GI Descrip. 



34836 
71972 
2330 

OJ990428_22. 9924 .C3.o2 . np 
:.2330' : . • / • . 1 ■ 

6539553 

2330.. 2353, 4352. .4502, 7537.. 7873, 8340.. 8873, 8955.. 9269 
(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 
End ■;" 
Score 



OJ990428_22. 9924 .C3 

11599 

AAT/NAP 

9269 .. .-; : . 

1220 



Seq. No. 34836 

Gene No. 71972 

Start 2330 

. Name OJ9904 28_22 . 9924 . C3 . o3 . gs 

Start 8385 

GI none 

Exons 8385.. 8679, 8964.. 9185, 9706. 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990428_22. 9924 .C3 

11599 
GENS CAN 

11599 
. 68 



10262, 11537. .11599 



34730 




Seq. No. 


34836 


Seq. ID 


OJ990428_22. 9924 


.C3 


Gene No. 


71973 


Strand 






O Lai L 


13955 


End 


14140 




Name 


OJ990428 22.9924 .C3.o2.tm 


Method 


TBLASTX: Maize 




OLdlL 


878 


End 


1363 






none 


Score 


74 






878. .967, 882. .971, 971. .1018, 1019. .1066, 1060. .1095, 






1163.. 1252, 1164.. 1256, 1259 


..1363, 1260. .1355 




Seq. No. 


34836 


Seq. ID 


n i TQQD49ft 99 QQ94 
UU3?U4^0 ZZ.ZJjZfi 


.C3 


Gene No. 


71973 


Strand 






o Lai (- 


13955 


End 


14140 




Name 


OJ990428 22.9924 .C3.o3.tw 


Method 


TBLASTX: Wheat 




otal L 


929 


End 


1264 






none 


Score 


57 






929. .967, 977. .1075, 993. .1064, 1121.. 


1219, 1122.. 1217, 














Seq. No. 


34836 


Seq. ID 


OJ990428_22. 9924 


.C3 


well" LN W • 


71973 


Strand 


- 




^OLciXC^ ^ 


'4- *5 3 X, 


... jy?P--. „ 


_14140 _ ^ 


— 




...-^^^.U m^S^JJ " Z u.~-.Z,Z--^"7-Z.i* r ,. L*O,.^0 J, —L..C 


K . j-Yi e x n q u - 


^IBLisix.:..Crje as,. 1™- 




: . OLal L 


1 1 D ^' , 




1501- - ' 




*'i : = n T 


none 


Score 


82 . 




LXUIlb 


1 1 1 Rni 1 994 1 1 


1 A 1 R 






Seq. No. 


34836 


Seq. ID 


OJ990428_22. 9924 


.C3 


• ■ ■ otrllfcr IN (J • 


71973 


Strand 








1 OQCC 

10!7JJ 


TT n H 


14140 




* ; N3IT16 


nTQQfl/19R 99 QQ9/I p"} r\0 -He? 

uuyyu^zo zz . yyz4 . l. j . oz . r.s 


Method 


TBLASTX: Soybean 




: = OLdIL 


± z o u 


Hjna 


1525 






none 


Score 


130 




y \ Exons 










; ,; Seq. No. 


34836 


Seq. ID 


OJ990428_22.9924 


.C3 


|: ' : Gene No. 


71973 


Strand 






s s • OL dX L 


. "13955 


End 


14140 




l . ! . Name 


OJ990428 22.9924.C3.o2.tw 


Method 


TBLASTX: Wheat 




Of ar f 


1265 


End 


1858 




(IT 


none 


Score 


69 






- 1265. .1390, 1266. .1-373, 1394 


. .1510, 14 


09. .1507, 1566. .1856, 




■ -1568 .-.1858 / •;: . • v - ; ' 








Seq. No.. 


. 34836 


Seq. ID 


OJ990428_22. 9924 


.C3 




71973 


Strand 






C4- ar f 

oldlL 


13955 


End 


14140 




Name 


OJ990428 22/9/924 .C3.ol.ts 


Method 


TBLASTX: Soybean 




O Id ITT, 


1568 


End 


1840 .. 




P T 


none 


Score 


101 




Exons 


1568. .1840, 1575. .1823 








Seq. No. 


34836 


Seq. ID 


OJ990428_22. 9924 


.C3 


Gene No. 


71973 


Strand 






Start 


13955 


End 


14140 




Name 


OJ990428 22.9924.C3.o3.tm 


Method 


TBLASTX: Maize 




Start 


7540 


End 


7771 





34731 



GI none Score 153 

Exons 7540.. 7677, 7550.. 7678, 7557.. 7685, 7560.. 7676, 7597.. 7677, 

7665.-7748, 7666. .7749, 7678. .7749, 7679. .7762, 7679. .7771 



Seq. No. 34836 
Gene No. 71973 
Start 1395.5 

Name OJ990428_22 . 9924 . C3 . ol . tm 

Start 7868 
GI none 

Exons 7868.. 7951, 7889.. 7975, 7895, 

7971.. 8036, 8005.. 8043, 8037, 
8123.. 8260, 8133.. 8261, 8145. 
8262.. 8339, 8262.. 8339, 8263, 



Seq. ID OJ990428_22.9924.C3 
Strand 

End 14140 
Method TBLASTX : Mai ze 
End 8340 
Score 106 

.8008, 7968. .8036, 7969. .8037, 
.8141, 8037. .8183, 8123. .8254, 
.8285, 8146. .8262, 8251. .8328, 
.8340 



Seq. No. 34836 

Gene No. 71973 

Start 13955 

Name OJ990428_22 . 9924 . C3 . ol . tw 

Start 7937 

GI none . 

Exons. 7.937. .8056, .7939.,. 80,52^7 94.6. 

.,..J ; oi"i^ Siel ,_^55.....:aia5,,_a63^, 

... , . " 8139.^. 8261/ 8143V .8262, ■ 8251 : . 

829S..8339, 8295.. 8360, 8299. 



Seq. ID 
Strand 
End 

Method 
End 
Score . 



OJ990428 22. 9924. C3 



14140 

TBLASTX: Wheat 
8360 
133 

797 8-> .8.052.-^8135, ..8053... 8136,,, 

,^8.i3 7 ... .^8 2 sa^.^aii 8 .,,:.a£6iu 

8298/ -8260. .-8298>- 82 69. ;8328>- 
8355 



Seq. No. 34836 Seq. ID 

Gene No. 71973 Strand 

Start 13955 . End 

Name OJ990428_22 . 9924 . C3 . o4 . gs Method 

Start 13955 End 

GI none Score " 

Exons 13955. .14140 



OJ990428_22.9924.C3 

14140 
GENSCAN 
14140 
.56 



Seq. No. 


34837 


Seq. ID 


OJ990428_22.9924.C4 


Gene No. 


71974 


Strand 


+ 


Start 


1073 


End 


1166 


Name 


OJ990428 22.9924.C4.ol.np 


Method 


AAT/NAP 


Start 


1073 


End 


1166 


GI 


4098238 


Score 


85 


Exons 


1073. .1166 






GI Descrip .* 


(U7 6384) o-methyl transferase . 


[Triticum 


aestivum] ■ ■ • 


Seq. No. 


34838 ' - 


Seq. ID " 


OJ9904 2'8_22. 9924.C5 


Gene No . 


71975 


Strand 


+ 


Start 


6323 


End 


9443 


Name 


OJ990428 22. 9924 .C5.o2.gs 


Method 


GENSCAN 


Start 


6323 


End 


9443 


GI 


none 


Score, 


.65 


Exons 


6323. .6402, 6797. .6912, 8137. 


.8228, 8630.. 8719, 9270.. 9443 



Seq. No. 34838 Seq. ID 

Gene No. 71976 Strand 

Start 18811 End 

Name OJ990428_22 . 9924 . C5 . o5 . gs Method 

Start 18811 End 

GI none Score 



OJ990428_22.9924.C5 
+ 

24273 
GENSCAN 
24273 
. 66 



34732 



Exons 



18811. .18950, 19468. .19595, 20429 20701 , 22031 22074 , 
22277. .22741,. 234 95 .. 23639, 24197.. 24273 



Seq. No. 34838 Seq. ID 

Gene No. 71977 Strand 

Start 25756 End 

Name OJ990428_22 . 9924 . C5 . o3 . gp Method 

Start 25756 End 

GI none Score 

Exons 25756. .25979, 26263.. 26283 



OJ990428_22.9924 . C5 
+ 

26283 
AAT/GAP 
26283 
352 



Can Wr\ 

o e q • in o . 


34838 


Seq. ID OJ990428 


11 . 


9924 


. C5 


bene no . 


71978 


Strand 










12594 


End 13217 








Name 


OJ990428 22.9924.C5.o3.gs 


Method GENSCAN 








OLdlL 


12594 


End * 13217 








C T 


none 


Score .41 








DA vllo 


12594. .12701, 12770. .13105, 


13140. . 13217 








Seq. No. 


34838 


Seq. ID OJ990428 


_22. 


9924, 


.C5 


Gene No. 


71979 


Strand 








_Start_ . ■„ 


14JL64 ■ _ „ 


. . - End .„ 1 7 7 4 8^_ 








JSIame.,^ 












Starts 


-141-64- -'- • - - .- - 


-• End ----- 17 638 — 








GI 


4234852 


Score 2232 








Exons 


14164. .17428, 17462. .17638 










GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 








Seq. No. 


34838 


Seq. ID OJ990428 


_22. 


9924 , 


.C5 


Gene No. 


71979 


Strand 








Start 


14164 


End 17748 








Name 


OJ990428 22.9924.C5.o4.gs 


Method GENSCAN 








Start 


15730 


End 17632 








GI 


none 


Score .74 








Exons 


15730. .15836, 16791 .. 16897 , 


16941. . 17632 









Seq. No. 


34838 


Seq. ID 


OJ990428 


_22. 9924 .C5 


Gene No. 


71979 


Strand 






Start 


14164 


End 


17748 




Name 


OJ990428 22.9924.C5.ol.gp 


Method 


AAT/GAP 




Start 


16432 


End 


17005 




GI 


■uC-osfl.cyp006al0bl 


Score : 


834 




Exons.' ' .... 


16432. .16683, 1*67 9.1 . ..'17005 








GI Descrip. 


"4234846" 7. 0e-13 "(AF082130) 


gag-pol' polyprotein 


{Zea mays] 


Seq. No. 


34838 


Seq. ID 


OJ990428_ 


_22. 9924 .C5 


Gene No. 


71979 


Strand 






Start 


14164 


End 


17748 




Name 


OJ990428 22.9924.C5.o2.xjp 


Method 


AAT/GAP 




Start 


17237 


End 


17748 




GI 


uC-osflM202052c07bl 


Score 


999 




Exons 


17237. .17748 








GI Descrip. 


'4234848 1.0e-12 (AF082131) 


gag-pol polyprotein 


[Zea mays] 


Seq. No. 


34838 


Seq. ID 


OJ990428_ 


_22.9924.C5 


Gene No. 


71980 


Strand 






Start 


25583 


End 


27309 





34733 



OJ990428_22 . 9924 . C5 . 06 . gs Method GENSCAN 

25583 End 27309 

none Score .79 

25583. .25737, 26837 2 6929, 27166. .27309 



34838 Seq. ID 

71981 Strand 

28939 End 

OJ990428_22. 9924 ,C5.o4 . tm Method 

11873 End 

none Score 

11873. .1204 6, 11881. .12033 



OJ990428__22. 9924 .C5 
29056 

TBLASTX: Maize 

12046 

201 



34838 
71981 
28939 

OJ9904 28_22. 9924 .C5.o2.tm 
12595 



OJ990428 22. 9924. C5 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

12702, 12725. .12751, 1274 3 .. 12 901 , 12744 .. 12896,. 
13007, 12953... 13006, 13068 13106, 13070 .. 13090, 
13159,.. 14135., .14293. 



none 
12595. 
12801. 
.13130.. 

34 838- -- • --- - • — 

71981 
28939 

OJ990428_22. 9924.C5.o2.tw 
14215 
none 

14215. . 14430, 14438. . 14611, 14439. .14579 



29056 

TBLASTX: Maize 
14293 
46 



Seq; ID • QJ9904 28_ 1 22 \ 9924- €-5*- 
Strand 

End 29056 
Method TBLASTX : Wheat 
End 14611 
Score 75 



34838 Seq. ID 

71981 Strand 

28939 End 

OJ990428_22 . 9924 . C5 . o3 . tm Method 

14680 End 

none Score 

14680. .14964, 14690. .14830 



OJ990428_22.9924.C5 
29056 

TBLASTX :Maize 

14964 

80 



34838 
71981 

•28939 ./ ■ 

OJ990.428_22 . 9924'.-. C5. ol.tw 
14770 . 
none 

14770. .14976, 14774. 
14955. . 15173, 15180, 
15274. .15498, 15498, 



14968, 
15263, 
15548 



Seq. ID 

Strand 

End . 
.* Method 
• ; End • 

Score 
14909 
15250 



OJ990428 22. 9924. C5 



29056 

TBLASTX: Wheat .". 
15548 
.66 

15145, 14955. . 15137, 
15489, 15263. . 15397, 



34838 Seq. ID 

71981 Strand 

28939 End 

OJ9904 28_22 . 9924 . C5 . ol . ts Method 

15259 End 

5509260 Score 



OJ990428_22. 9924 .C5 
29056 

TBLASTX : Soybean 

1 5666 

70 



15259. .15489, 15320. 
15511. . 15642, 15634. 



15481, 15325. .15498, 154 86 . . 1564 1 , 
15666 



34734 




GI Descrip. 



oeq. ino . 


Jt o jO 


Seq. ID 


OJ990428_22.9924 


. bO 


Gene No. 


*7 1 QQ 1 

/ 1 yo 1 


Strand 










End 


29056 




Name 


ujyyu4<co c <l . y y z h. . Lo . od . urn 


Method 


TBLASTX: Maize 




Q+- a r*4- 


Ijj / j 


End 


15677 




C T 


none 


Score 


66 




Exons 


15373. .15489, 154 86 .. 15677, 


15511. .15669 




Con \dr\ 
OctJ . INO . 


9/1 O Op 
Jt O JO 


Seq. ID 


OJ990428_22.9924 


. bo 


Ljene ino. 


/ X y 0 1 


Strand 






otaiL 


z 0 y 


End 


29056 




Name 


OJ990428 22 9924 CS oT tm 


Method 


TBLASTX: Maize 




Qf-3 r- 1- 




End 


17545 




P T 


none 


Score 


113 




Exons 


1£Q/19 17991 1CQC7 nc/ic 


16977. .17423 




Seq. No. 


34838 


Seq. ID 


OJ990428_22.9924 


.C5 


Gene No. 


71981 


Strand 








9P no q 

z 0 y 0 y 


End 


29056 




Name ^ 


ATQQH/1 OQ 99 QQ9/I .PC ~ / ____ 


Method tt 


AAT/GAP . . - 




. o z a r.u ~ „- - 




._.Ead;: ; _ 








9 1/17/1 ~1. - D1..A Q./l . ■ . _ _ „ 


- - Score - - 


207- - - - ---- 




n»xons 


z a y 0 y . . z y u 0 0 








GI Descrip. 


1 QQQ/i 1 cq 9 n ^ in / Apnnt; 01 0 \ 

ooy4ioy z.ue-iu (aluuooiz) 


hypothetical protein [Arabidop 




1 - --1 1 

tnaiiana J 








Seq. No. 


34839 


Seq. ID 


OJ990428_22.9924 


.C6 


bene ino . 


1 1 Qfi 9 

/ 1 y 0 z 


Strand 






otart 


0 b J. 


End 


4138 




Name 


OTQQfi/OQ 99 QQ9/I PC ^1 

ujyyu4Zo zz . y yz4 . id . 01 . gs 


Method 


GENSCAN 




Of 3 y-4- 


"3 £i 

jDI 


End 


4138 




P T 


none 


Score 


.72 




Exons 


"3 £ 1 R A £ CQQ 70/1 Q1 Q QQ1 

jdi..04d, oyy. ,/z4, o i y . . o y 1 


, 976. .1086, 1183. .1356, 1466. 




2153..2448, 2574. .2715, 2790 


. .4138 






Seq. No. 


34839 - 


Seq. ID 


OJ990428_22.9924 


.C6 


bene ino . 


71982 


Strand 






otar l 


361 


End . 


4138 




Name 


OJ990428 22.9924.C6.ol.np 


Method 


AAT/NAP 




OLaiL 


379 


End - 


4100 






4680204 ; ' : , ..' ■ " ■ 


'""Score 


1130 




Exons 


379.. 516, 867. .108.6--, 1183.. 1356, 1-466. 


.2715, "2790. -.4100 




GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] • 




oeq. in o . 


34839 


Seq. ID 


OJ990428_22.9924 


.C6 


Gene No . 


71982 


Strand 






bcarr 


-361 


End 


4138 




Name 


OJ990428 22.9924.C6.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1017 


End 


1539 




GI 


none 


Score 


58 




Exons 


1017. .1088, 1188. .1370, 1195 


. .1320, 1459. .1539 




Seq. No. 


34839 


Seq. ID 


OJ990428_22.9924 


.C6 


Gene No. 


71982 


Strand 






Start 


361 


End 


4138 





34735 




Name 


O.TQQn49fl 99 QQ94 ol fu 

UU jjUtZO .LO.Ol. LW 


Method 


TBLASTX: 


wnedt 




"31 RH 


End 


3583 




C T 


none 


Score 


50 




Exons 




..3480, 3345. .3581, 


OH OZ . . JJOl, 




?44' : i ^Sfl^ ^467 ^Rft^ 








Seq. No. 


34840 


oeq . ±u 


n.TQQD4 9R 
Uu 53U4Z0 


_22.9924.C7 


Gene No. 


71983 


Q 4- y -i H 






Of- -a r +- 


^69 




4 n q 

4 U .7 




IN dlllc 


nTQQH49fi 99 QQ94 P7 nl nc 
uu7i?u4zo z z . :? 3>z ft . / . o ± . gs 


i v ie uiiou 








^69 ~~ 


CjIIU. 


4 f) Q 

4 \j y 






none 


Score 


.52 




Exons 










Can M n 


O 4 O 4 U 


Seq. ID 


OJ990428 


9 9 Q Q 9 A n 

zz.yyz4.c/ 


Gene No. 


71984 


Strand 






Start 


236 


End 


1090 




Name 


Pj,TQQn49ft 99 QQ94 P7 nl nn 
VJU .? .? u 4 z o zz . ;? ;?z 4 . ^ / . o J. • np 


Method 


AAT/NAP 




Of avf- 


9^6 ~~ 


End 


1090 






9ft 97 R 1 
Z O Z / JlD 


Score 


84 




DXUIlo 


9^^ ^ri i nm i riQn 

ZOO. .001/ IUUj . . 










- * .\ f*-^ 1 V.-^. -k- o o J../ tppois ouic rase 


, like-protein .J Arab 


loo p s l s ^ p_na.^ isna j 


Seq. -No. - 


34 841" - ^ - " 


: 'Seq. -ID - 


-OJ99042-8 




Gene No. 


71985 


Strand 


+ 






ff 


End 


918 




Name 


nTQQHA9R 99 QQ9 A CQ no 

uj yyu'iZo z z . :? i?z 4 . . o ± . gs 


Method 


GENSCAN 




OLqiL 


D D 


End 


918 




CI 


none 


Score 


.77 




Exons 


ff 1 R7 7 Q£ Q1 R 








C o rf NT r\ 
o c q . IN O . 


^4 fl 4 1 


Seq. ID 


OJ990428 


_22.9924.C8 


Gene No. 


71986 


Strand 






Start 


753 


End 


12830 




LN diUC 


O.TQQn49R 99 QQ94 PR nl m~> 


Method 


AAT/NAP 




Of a 




End 


8305 






9ft 97 S 1 £ 

Z O Z / Jiu 


Score 


883 




Exons 


7^*3 Rflfl 9^R4 TAfm ^QRR 


4240, 5558 


..5751, 8225. .8305 


fl T Ho Qpyi n 
ul UCOL-I L £J • 


( A T.O 9 1 f ^ "3 \ HKIZi f onoi cnmoraco 
^ rtljvj Z ± D O O / ULNrt. UUpUloUIUcrdbc 


like-protein [Arabidopsis thaliana] 


O fcr . Ln (J . 


^4 ft 4 1 

O 4 O 4 X 


Seq. ID 


OJ990428 


_22.9924.C8 




1 1 Qft f 


Strand 






Start ■ 


753 .7 '. ' • 


.1 End 


1283.0 . :\ 




Name 


OJ990428 22. 9924.C8.o2.gs 


Method 


GENSCAN 




u Lai L 


17 7 9' * 


■ End ' 


" 12256". 






none 


Score 


.41 




Exons 


1779 1 QOH 91 RR 994/1 9"3R1 
1/ / Z. . lyUU/ Z10O. .ZZ4fi, ZJD1 


..3005, 3886. .4931, 


5406. .5489, 




^497 ^449 £4QQ ^7 1 Pi ^"7^0 
OflZ/..DftfiZ/ D400..0/XU/ D/Oy 


..6854, 7841. .8031, 


8325. .8624, 




1 nfil R i i -571; 117 6 9 11QH£ 
IUDIj . . 11j / J, 1X/DZ. . IiyUD/ 


12203. .12256 






^4R41 


Seq. ID 


OJ990428 


_22.9924.C8 


Gene No. 


71986 


Strand 






Start 


753 


End 


12830 




Name 


OJ990428 22.9924.C8.o2.nD 


Method 


AAT/NAP 




Start 


5618 


End 


8010 




GI 


401190 


Score 


252 




Exons 


5618.. 5700, 6558.. 6846, 7897 


. .8010 







34736 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



THAUMATIN-LIKE PROTEIN PRECURSOR gi | 1007 15 | pir | | S25551 
thaumatin-like protein - rice gi | 2037 6 | emb | CAA4 827 8 I (X68197] 
thaumatin-like protein [Oryza sativa] 



34841 Seq. ID 

71986 Strand 

753 End 

OJ990428_22 . 9924 . C8 . o3 . np Method 

10570 End 

1172874 Score 



OJ990428_22.9924.C8 

12830 
AAT/NAP 
12830 
243 



10570. . 10713, 10741. .11175, 12810. .12830 
DEHYDRATION-RESPONSIVE PROTEIN RD22 PRECURSOR 
gi I 479589 Ipir | | S34823 dehydration-induced protein RD22 - 
Arabidopsis thaliana gi I 391608 | dbj | BAA01546 | (D10703) rd22 
[Arabidopsis thaliana] gi | 447134 | prf | | 1913421A rd22 gene 
[Arabidopsis thaliana] 



Oc(|. IN O . 


34841 






Seq. ID 


OJ990428_22.9924 


C Q 


ocxie l\o . 


'71987 






Strand 






Start 


13403 






End 


14126 




Name 


OJ990428 22. 9924. C8 


. o3 . gs 


Method 


GENSCAN 




C 4- -a -r -j- 


_ _ 13403, 






End :^ , , 


14126 ... 




pi 


_;__jaope_ 












Exons 


13403: 


'. 13484^ 3987 : 










ocq. LN o . 


34841 






Seq. ID 


OJ990428_22.9924 


. to 


bene ino . 


71988 






Strand 








15666 






End 


16188 




Name 


OJ990428 22. 9924. C8, 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


2818 






End 


3926 




C T 


none 






Score 


160 




HiXons 


2818. . 


3006, 2852.. 3007, 2865 


...3002, 3885. .3926 




o e q . no. 


34841 






Seq. ID 


OJ990428_22. 9924 


r*Q 
. Lo 


Gene No. 


71988 






Strand 






Start 


15666 






End 


16188 




Name 


OJ990428 22. 9924. C8. 


. ol. tm 


Method 


TBLASTX: Maize 




Start 


10573 






End 


11837 




GI 


none 






Score 


53 




Exons 


10573. 


.10623, 10574. 


. .10624, 


10612. .10710, 10613. . 10711, 






10759. 


.10836, 10766, 


. .10837, 


10784 . . 10837, 10912. . 11076, 






- 10913. 


.11089, 10917- , 


. .11093, 


11087. .11239; 11089. ..11250, 






11760. 


.118.37.;-.. . 










Seq. No. 


34841 






Seq. ID 


OJ990428__22. 9924 


.C8 


Gene No. 


•71988 






Strand 






Start 


15666 






End 


16188 




Name 


OJ990428 22. 9924. C8. 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


10573 






End 


11831 




GI 


none 






Score 


73 




Exons 


10573. 


.10713, 10574. 


, .10705, 


10759. .10E 


S45, 10796. .10891, 






10921. 


.11025, 11092. 


.11172, 


11769. '. HE 


131 




Sea;. No. 


34 841 






Seq, ID 


OJ9904 28 22.9924 


. C9 


Gene No. 


71988 






Strand 






Start 


15666 






End 


16188 




Name 


OJ990428 22. 9924. C8 . 


ol. tc 


Method 


TBLASTX: Cress 





34737 






iuj / y 


End 


11031 








none 


Score 


58 






Exons 


i nmo imi^ i n find 1 07 rm 

lUJ / y. . 1U / 1 J/ XUDU4. . 1U / U J, 


10759. .10902, 107 66. .1084 3, 
















Seq. No. 


34841 


Seq. ID 


OJ990428_22 


.9924 


.C8 


Gene No. 


71988 


Strand 








u Lai L 


-L .J O O O 


End 


16188 






IMallie 


nTQQfl49P 99 QQ94 PR n 1 t- t*t 


Method 


TBLASTX: Wheat 




Ol.ar L 




End 


11244 






VjX 


none 


Score 


164 






Exons 


luyio. . iiz jy / x u yz / . . x x z 44 , 


10930. .11238 






Seq. No. 


34841 


Seq. ID 


OJ990428_22 


.9924 


C8 


Gene No. 


71988 


Strand 


- 






Start 


15666 


End 


16188 






Name 


n,TQQn49fi 99 QQ94 PR od rr<s 


Method 


GENSCAN 








IjDDD 


End 


16188 






o X 


none 


Score 


■ D IP 






Exons 


J.JDDD. . 1 jOjZ/ ±303//. . IDIQO 










_Seq.. JNIp. 


■;,-34542_ <v _/ v _ ^ ^ ..^^ . • 




^OJ99pi28 22 




..£?. 


G.ene^No. V! _^ 




;,;..atxand„ 










4 / Z 


- End 


; 662 • - •• 






Naiue 


r» TQQH / OQ 99 QQ9/ PQ 1 /r c 

ujyyu^zo . y y z 4 . ty . ox . gs 


Method 


GENSCAN- 






otdlC 


A 7 9 
4 / Z 


End 


662 






p t 


none 


Score 


A Q 






Exons 


^T) £ £9 
4 / Z . . DoZ 










C d n Ma 

oeq . ino . 


^ / Q /I 9 
0 4 O 4 Z 


Seq. ID 


OJ990428_22 


.9924. 




Gene No. 


71990 


Strand 


+ 






Start 


7073 


End 


10337 






Name 


OJ990428 22.9924.C9.o2.np 


Method 


AAT/NAP 






Of a y-4- 


7073 


End 


10334 






PT 


6907089 


Score 


4 z y o 






Hi lo 


7073. .8334, 8432. .10334 










P_ T Do epr t n 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


34842 


Seq. ID 


OJ990428_22 


.9924. 


C9 


Gene No. 


71990 


Strand 


+ 






C-(- -j y-f- 


7073 


End 


10337 






Name 


OJ990428 22.9924.-C9.o4,gs 


Method 


GENSCAN- 






o u a xx 


; 7.073 ■■ : " •■ .. : . ... 


End" . • 


. 10337 ..; . 






P,T 

LjX 


none 


Score 


.99 . 








7073. .8334, 84 32 .'. 10337- . " 










Seq. No. 


34842 


Seq. ID 


OJ990428_22 


9924. 


C9 


Gene No. 


71991 


Strand 








o UdiL 


1901 


End 


3369 






Name 


OJ990428 22.9924.C9.o2.gs 


Method 


GENSCAN 






b tar t. 


1901 


End 


3348 






GI 


none 


Score 


.85 






Exons 


1901. .2767, 2815. .3348 . 










Seq. No. 


34842 


Seq. ID 


OJ990428_22 


9924. 


C9 


Gene No. 


71991 


Strand 








Start 


1901 


End 


3369 







34738 




Name OJ990428_22 . 9924 . C9 . ol . np Method AAT/NAP 

Start 2004 End 3369 

GI 4836933 Score 625 

Exons 2004.. 3369 

GI Descrip. (AC006085) Highly similar to UDPG glucosyltransf erase 
[Arabidopsis thaliana] 

Seq. No. 34842 Seq. ID OJ990428_22 . 9924 . C9 

Gene No. 71992 Strand 

Start 5207 End 5909 

Name OJ990428_22 . 9924 . C9 . o3 . gs Method GENSCAN 

Start 5207 End 5909 

GI none Score .89 

Exons 5207.. 5224, 5387.. 5560, 5832.. 5909 

Seq. No. 34842 Seq. ID OJ990428_22 . 9924 . C9 

Gene No. 71993 Strand 

Start 10976 End 14065 

Name OJ990428_22 . 9924 . C9 . ol . tc Method " TBLASTX : Cress 

Start 2079 End 2303 

GI none Score 142 . : 

Seq. No\ ' 34 84-2 r: ■ - .'. - ■ ■ Seq. -ID OJ990428_22 . 9924VC9 -■ 

Gene No. 71993 Strand 

Start 10976 End 14065 

Name OJ9904 28_22 . 9924 . C9 . ol . ts Method TBLASTX : Soybean 

Start 2117 End 3312 

GI none Score 118 

Exons 2117. .2311, 2166. .2360, 2387. .2728, 2451. .2561, 3214. .3312 

Seq. No. 34842 Seq. ID OJ990428_22 . 9924 . C9 

Gene No. 71993 Strand 

Start 10976 End 14065 

Name OJ990428_22 . 9924 . C9 . o2 . tm Method TBLASTX: Maize 

Start 2141 End 2311 

GI none Score 65 

Exons 2141.. 2311, 2166.. 2306 

Seq. No. 34842 Seq. ID OJ990428_22 . 9924 . C9 

Gene No. 71993 Strand 

Start 10976 - -End 14065 

■Name'/- '. " OJ9904 28j22 . 9924 . C9*. o4 . tw • Method. TBLASTX : Wheat' M 

Start 2147 ' , "End ' 2327. 

GI none ' " Score 124 

Exons 2147.. 2311, 2166.. 2327 

Seq. No. 34842 Seq. ID OJ990428_22 . 9924 . C9 

Gene No. 71993 Strand 

Start 10976 End 14065 

Name OJ990428_22 . 9924 . C9 . o3 . ts Method TBLASTX : Soybean 

Start 2827 End 3163 

GI none Score 4 9 

Exons ' 2827.. 2976, 2903.. 2971.. 3088.. 3156.. 3089 8S 3163 

Seq. No. 34842 Seq. ID OJ9904 28_22 . 9924 . C9 

Gene No. 71993 Strand 



34739 



Start 
Name 
Start 
GI 

Exons 



10976 End 

OJ990428_22 . 9924 . C9 . o4 . tm Method 

10955 End 

none Score 
10955. .11119, 10980. .11114 



14065 

TBLASTX: Maize 

11119 

116 



Seq. No. 34842 Seq. ID 

Gene No. 71993 Strand 

Start 10976 End 

Name OJ990428_22 . 9924 . C9 . o5 . gs Method 

Start 10976 * End 

GI none Score 

Exons 10976. . 13905 



OJ990428_22.9924.C9 

14065 
GENSCAN 
13905 
.69 



Seq. No. 34842 Seq. ID 

Gene No. 71993 Strand 

Start 10976 End 

Name OJ990428_22 . 9924 . C9 . o3 . np Method 

Start 10979 End 

GI 6498441 Score 

Exons. 10979. .11260, 11354, 
: GX-yDe scrip,. 



OJ990428_22.9924.C9 

14065 
AAT/NAP 
14065 
3819 



.12751, 12923. .13402,. 13787. .14065 -. 
: (;APQPp81^ C7 2 7 8 6IE2258}_cprx ^region of, .the,. 

• retrotransposon RetroSorl. (AF098806) ' [Oryza sativa ] : ---- 



Seq. No. 


34842 




Seq. ID 


OJ990428_22.9924 


.C9 


Gene No. 


71993 




Strand 






Start 


10976 




End 


14065 




Name 


OJ990428 22. 9924. C9. 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


10988 




End 


11590 




GI 


none 




Score 


80 




Exons 


10988. .11113, 10992, 


. . 11114, 


11306. . 115 


90, 11307. .11585 




Seq. No. 


34842 




Seq. ID 


OJ990428_22.9924 


• C9 


Gene No. 


71993 




Strand 






Start 


10976 




End 


14065 




Name 


OJ990428 22. 9924. C9. 


. ol.tw 


Method 


TBLASTX: Wheat 




Start 


11591 




End 


11971 




GI 


none 




Score 


172 




Exons 


11591. .11971, 11622. 


. .11870, 


11717. .11962 




Seq. No. 


34842 ' . 




Seq. ID 


OJ990428_22.9924, 


.C9. 


'Gene 'No. 


"- 71993 - • 




\ Strand"* 






Start 


10976 




■ • End . 


14065 




Name 


OJ990428" 22. 9924. C9. 


, ol.tm : 


Method:' 


TBLASTX: Maize 




Start 


11786 




End 


. 12109 




GI 


none 




Score 


189 




Exons 


11786. .12109, 11787. 


: .12092 









Seq. No. 34842 

Gene No. 71993 

Start 10976 

Name OJ990428_22 . 9924 . C9 . o5 . tw 

Start 12302 

GI none 

Exons 12302. .12562, 124 13 .. 12601, 12438.. 12614 



Seq. ID OJ990428__22. 9924 .C9 
Strand 

End 14065 

Method TBLASTX : Wheat 

End 12614 

Score 80 



34740 



beq. no. 






Seq. ID 


OJ990428_22. 9924 


. cy 


Gene No. 


71993 




Strand 






Start 


10976 




End 


14065 




Name 


OJ990428 22. 9924. C9, 


.o2.ts 


Method 


TBLASTX: Soybean 




otart 


12362 




End 


12928 






5666795 




Score 


68 




Exons 


12362. . 12562, 12617, 


. .12754, 


12830. . 12928 




oi uescnp . 


4206306 2-0e-10 (AF049110) 


prpol [Zea 


mays] 




beq. no. 


34842 




Seq. ID 


OJ990428_22. 9924 




Gene No. 


71993 




Strand 






Start 


10976 




End 


14065 




Name 


OJ990428 22. 9924. C9. 


.o2 . tw 


Method 


TBLASTX: Wheat 




otdit 


12617 




End 


13075 






none 




Score 


92 




Exons 


12617. . 12766, 12618. 


. . 12755, 


12620. . 12757, 12813. .1298 6, 






12827. .13075, 12827. 


. . 13051 








Seq. No. 


34842 




Seq. ID 


OJ990428_22.9924 


.C9 


Gene No. 


71993 




Strand 






C -|- -a >~4- 


. 10976 




. End 


1.4065 




N ape _ ^ ;;. . 


.-OJ990428 : .2 2^9924 T ;C9 . o6-. tw Vi ; 


Method, 


TBLASTX: Wheat 




..b £.a rx. _ „ „ . 


_13:Z8^._^.;_._ 




, End.!, .r, 








: none 




- Score 


-14 3: : 




Exons 


13784. .13909, 13909. 


, . 14064 








o e q . IN O . 


34842 




Seq. ID 


OJ990428_22.9924 




Gene No. 


71993 




Strand 






Start 


10976 




End 


14065 




Name 


OJ990428 22. 9924. C9. 


, o3 . tm 


Method 


TBLASTX: Maize 




Start 


13814 




End 


14065 




GI 


none 




Score 


55 




Exons 


13814. .13897, 13815. 


, .13895, 


13915. .14 064, 13916. .14 065 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34843 
71994 
1 

OJ990428_22. 9924 .C10. ol.np 
1 

6742729 
1..43, 1062. .2035 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990428_22. 9924. C10 

Strand + 

End 11690 

Method AAT/NAP 

End 2035 

Score 660 



34843 * 
'71994'- 
1 

OJ990428_22. 9924 .C10. ol.gs 

121 

none 



Seq. ID- OJ990428_22. 9924. C10 

Strand '+ 

End 11690 

Method GENSCAN 

End .;; 11690 

Score .46 



121. .206, 1295. .2522, 3238. .3591, 4198. .4253, 4279. .4402, 
4493. .6726, 6812. .7063, 7344. .7425, 7700. .7866, 8168. .8335, 
10074. .104 38, 11194. .11690 



Seq. No. 34843 

Gene No. 71995 

Start 12832 

Name OJ990428_22 . 9924 . C10 . o2 . gs 



Sea, ID OJ990428 22. 9924. C10 

Strand + ~ 

End 17291 

Method GENSCAN 



34741 




Old! L 


1 9 P *3 9 


End 


17156 






none 


Score 


.62 




Exons 


1 OQTO 1 Qnn^ 1*34 67 l^&AZ 


15505. .15737, 16697. .17156 




C /-•> /T M /-\ 

oeq. in o . 


*3 ^1 Q A *5 
J fl 0 H 3 


Seq. ID 


OJ990428_22.9924 


.C10 




71 QQS 

' x zj z* >j 


Strand 


+ 




Start 


12832 


End 


17291 




Name 


OJ990428 22.9924.C10.o2.gp 


Method 


AAT/GAP 




Start 


X VJ C *l .7 


End 


16836 




yj x 




Score 


299 






1 694Q 169R6 1 66Q7 16R^6 








OX L>C O 0 1 I^-' 


Sft R9 1 R 9 /pTTih 1 PARS S 4 90 11 Q 


-13 (AL117265) zhb0012.1 [Oryza 




Sal lVa J 








C /-r Ma 
oeq . 1NO . 




Seq. ID 


OJ990428__22 . 9924 


.C10 


Gene No. 


71995 


Strand 


+ 




Start 


12832 


End 


17291 




Name 


O.TQQ049R 99 QQ94 PI 0 nn 


Method 


AAT/NAP 




O L. Ct X. L 


1 66Q7 _ 


End 


17291 








Score 


544 




F von c 


1 66Q7 1 79Q1 








PT Dp^rri n 


f A F1 1 4171 ) TKJP9- 1 i -r, r*r\+- oin 


„ [Sorghum^ 


bicolor]. . , ^ 




Seq.- No. 




• Seq. - ID 


- OJ9904-28_22. 992-4 


rC-1-0' 


Gene No. 


71996 


Strand 






q+- o rh 

O L- Ci i. L. 


'SI 1 o 


End 


11664 




Name 


H TQQfl/1 9Q 99 GQ9^ r*1 Pi ^ 1 4-m 

ujyyu^izo zz.yyz4.LiU.oi.tin 


Method 


TBLASTX: Maize 




OLai I. 


117^ ~~ 


End 


1556 






none 


Score 


59 




pvnnc; 


1 1 7 "3 1941 1941 I^RR 1949 

X X 1 O • i 1Z41, 1(14 1 . . ljj J, I Z fl Z 


. .1556 






Qp^f Ma 
uCU ■ LN » 


^4 R 4 ^ 

J *± O 1 o 


Seq. ID 


OJ990428_22. 9924 


.C10 


Gene No. 


71996 


Strand 






Start 


3112 


End 


11664 




Name 


O.TQQ049R 99 QQ94 P1 0 a1 *-t*t 


Method 


TBLASTX: Wheat 




Of- -* r f 
O Lai L 


1 1 Q7 

X X Zf I 


End 


2330 






none 


Score 


551 






11Q7 1Q1^ 1 Oqfi 1 QOC 1Q99 


..2104, 1932. .2120, 2097. .2198, 




910R 9997 999Q 9T30 9991 


. .2323 






Seq. No. 


34843 


Seq. ID 


OJ990428_22. 9924 


C10 


Gene No.- 


-71996 . - 


; Strand 






Sta.rt * 


JIIl - , ... 


End 


116-64 • 




Name 


ujyyu^izo zz . yyz4 . Liu . oi . tc 


Method 


TBLASTX: Cress 




o Lai L 


1 4 ft R _ 

X 4 O O 


End 


1913 




\J I 


none 


Score 


317 




TP von <5 


14RR 1 Q1 ^3 1 /I Q C 1 QOC 








Seq. No. 


34843 


Seq. ID 


• ; OJ990428_22. 9924 . 


C10 


Gene No. 


71996 


Strand 






Start 


3112 


End 


11664 




Name 


OJ990428 22. 9924 ,C10.o2. tm 


Method 


TBLASTX: Maize 




Start 


1806 


End 


2096 




GI 


none 




146 




Exons 


1806. .1976, 1854. .1970, 1988. 


.2095, 1989. .2096 




Seq. No. 


34843 


Seq. ID 


OJ990428_22.9924. 


C10 



34742 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



71996 Strand 

3112 . End 

OJ990428_22. 9924 .CIO. ol ,ts Method 

2178 End 

none Score 
2178. .2390, 2178. .2336 



34843 
71996 
3112 

OJ990428 
3112 
121640 
3112. .3580, 



11664 

TBLASTX: Soybean 

2390 

187 



OJ990428 22. 9924. CIO 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10028. .10112, 

GLYCINE-RICH CELL WALL STRUCTURAL PROTEIN PRECURSOR 
gi I 72320 | pir | | KNMU glycine-rich cell wall protein precursor - 
Arabidopsis thaliana gi 1 16293 | emb | CAA4 124 9 | (X58338) glycine 
rich protein [Arabidopsis thaliana] 



22.9924.C10.o2.np 



5994. .6183, 



11664 
AAT/NAP 
11664 
275 

11260. .11358, 



11470. .11664 



Seq. No. 

Gene No. 
..Starts . . : ... 
,.N.anie, v ,.... 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
■GI ■' 
Exons 

GI Descrip. 



34843 Seq. ID OJ990428_22 . 9924 . C10 

71996 Strand 

,-3112 . ,. r End. . . .11664.,, ^ ^ 

j5.a99.0A2 8_2 Z^SSIA^Q lit. AL..gp__ ...Met hpd _ „I^x2g&P^S<~-. L_JLi. 

10776- ■■ • ■ End- 10937 r.^.-,^.. 

286806 Score 247 

10776. .10937 

5441872/dbj IAP000366.1 IAP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 (contig a) 



34843 
71997 
17048 

OJ990428_22. 9924 .C10. o2.tw 
17048 
none 

17048. .17155, 17138. .172 90, 1714 6. .17277 



Seq. ID OJ990428_22. 9924. C10 
Strand 
End 

Method 
End 
Score 



17290 

TBLASTX: Wheat 
17290 
103 



34844 
71998 
1 

OJ990428_22.9924.C11 
1 . 

342_1:R1084 * 
1..2301, 2337. .2356, 
M574406/gb|AAD24042, 
sativa] 1 



Seq. ID 

Strand 

End 

ol.gp Method 
End 

. * ■ .Score 
2439.. 2533, 2643 



OJ990428_22. 9924 .Cll 
+ 

3038 
AAT/GAP 
3038. 
4837 • 
.3038 



1| O.Oe+00 (AF121139) RIM2 protein [Oryza 



Seq. No. 34844 Seq. ID 

Gene No. 71998 Strand 

Start 1 End 

Name OJ990428_22 . 9924 . Cll . o3 . gp Method 

Start 1 End 

GI 342_1.R1084 Score 

Exons 1..2301, 2337.. 2356, 2439.-2533.. 26*3 = 
GI Descrip. 



OJ990428_22. 9924. Cll 
+ 

3038 
AAT/GAP 
2983 
4736 



*4574406/gb|AAD24042.1| 0 . 0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



34743 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34844 
71998 
1 

OJ990428_22. 9924 .Cll.o2.gp 
1 

342 1.R1084 



Seq. ID OJ990428_22. 9924 .Cll 

Strand + 

End 3038 

Method AAT/GAP 

End 2989 

Score 4748 



1..2301, 2337. .2356, 2439. .2533, 2643. .2989 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 
.Start. 
Jaraa. m ,^. r _ 

Start • 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 



34844 
71998 
1 

OJ990428_22. 9924 .Cll. ol.np 
1 

6742729 
1..1670 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990428_22. 9924 .Cll 

Strand + 

End 3038 

Method AAT/NAP 

End 1670 

Score 2507 



34844 
71998 

2 - - ■ - 

none 

2. .244, 2. .244, 254 . .448 . 

34844 
71998 
1 

OJ990428_22. 9924. Cll. o2.tw 

2 

none 



Seq. ID OJ990428_22. 9924 .Cll 

Strand '+ 

..End .3-0 3JL ^ 

. Method , .TBLA.a^M^lz,e.:Cl 1 

End 4 48- - - ------^ 

-Score 247 



Seq. ID OJ990428_22. 9924 .Cll 

Strand + 

End 3038 

Method TBLASTX : Wheat 

End 414 

Score 138 



2. .103, 10. .99, 107. .205, 112. .204, 185. .409, 206. .409, 208. .414 



34844 
71998 
1 

OJ990428_22. 9924 .Cll. ol . gs 
50 

none 

50. .860, 92.6.., 2229 



Seq. ID OJ990428_22. 9924 .Cll 

Strand + 

End 3038 

Method GENSCAN 

End 2229 

Score . 63 



Seq. No. 34844 

Gene No. 71998 

Start 1 

Name OJ990428_22 . 9924 . Cll . ol . ts 

Start 278 

GI none 

Exons 278 . . 520 



Seq. -ID OJ990428_22;992"4.C11 

Strand •+'-■.' 

End 3038 

Method TBLASTX : Soybean 

End 520 

Score 219 



Seq. No. 34844 

Gene No. 71998 

Start 1 

Name OJ990428_22 . 9924 . Cll . o3 . tw 

Start 509 

GI none 



Seq. ID OJ990428_22. 9924 .Cll 

Strand + 

End 3038 

Method TBLASTX : Wheat 

End 844 

Score 106 



34744 



Exons 



509. .631, 511. .654, 628. .807, 629. .844, 641. .811 



Seq. No. 34844 

Gene No. 71998 

Start 1 

Name . OJ9904 28_22 . 9924 . Cll . ol . tw 

Start 845 

GI none 
Exons 



Seq. ID OJ990428_22. 9924. Cll 

Strand + 

End 3038 

Method TBLASTX : Wheat 

End 2154 

Score 301 



845. .1303, 867. .1562, 867. .1739, 868. .1755, 1423. .1740, 
1750. .17 94, 1754. .1789, 17 97. .18 92, 1801. .18 60, 1839. .1979, 
1840. .1980, 1908. .1988, 1993. .2073, 2062. .2154, 2088. .2153 



Seq. No. 34844 

Gene No. 71998 

Start 1 

Name OJ990428_22 . 9924 . CI 1 . o2 . tm 

Start 880 

GI none 
Exons 



Seq. ID OJ990428_22. 9924. Cll 

Strand + 

End 3038 

Method TBLASTX: Maize 

End 1194 

Score 311 



880. .1194, 891. .1166, 964. .1194 



Seq. No. 34844 Seq. ID OJ990428_22 . 992.4 ..Cll 

Gene. Np, 71998 ~. ...Strand,..-^. +-......: . 

Name -•■OJ9904-28_22 : . 9924-. CI 1--.- 61 ; to - - • Method --- TBL-SSTX-: : ere.ss 

Start 1125 End 1572 

GI none Score 160 

Exons 1125. .1562, 1125. .1568, 1129. .1572, 1423.. 1572" 



Seq. No. 34845 

Gene No. 71999 

Start 869 

Name OJ9904 28_22 . 9924 . C13 . ol . tm 

Start 857 

GI none 
Exons 



Seq. ID OJ990428_22.9924.C13 
Strand 

End 1018 

Method TBLASTX : Mai ze 

End 1018 

Score 109 



857. .1018, 870. .1016, 893. .1018 



Seq. No. • 

Gene No. 

Start 

Name 

Start 

GI .. 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34845 
71999 
869 

OJ990428_22. 9924 .C13.ol.np 
869 

1353193 

869. .1018 . • 

O-METHYLTRANSFERASE ZRP4 (OMT) gi | 542186 | pir | f JQ22 68 ' 
O-methyltransferase (EC 2.1.1.-) - maize gi 1404070 (L14063) 
O-methyltransf erase [Zea mays] 



Seq. ID OJ990428_22.9924.C13 
Strand 

End 1018 

Method AAT/NAP 

End 1018 „ 

Score .. 177 



34846 

7200.0 
321 

OJ990428_22. 9924 .CI 4 .ol.np 
321 

4098238 
321. . 671, 711. . 1160 

(U76384) o-methyltransferase [Triticum aestivum] 



Seq. ID OJ990428__22.9924.C14 
Strand 

End 1160 

Method AAT/NAP 

End 1160 

Score 601 



Seq. No. 



34846 



Seq. ID OJ990428 22.9924.C14 



34745 



Gene No. 


72001 


Strand 






Start 


3080 


End 


14482 




Name 


HTQQn/IOQ OO QQ94 PI A +- «=■ 

ujyyu4Zo zz . yyz 4 . bi 4 . 01 . t s 


Method 


TBLASTX : Soybean 




Start 


JZ 1 


End 


1136 




bl 


none 


Score 


51 




Exons 


ooi ooc ooyi otc /til con 
J^l, , JoOf 334. .3/0, 411.. DoU, 


412. .531, 534. .665, 553.. 


D/8 , 




O Z 0 . . IIjD 








beq. no. 


O A Q A C 

j4o4o 


Seq. ID 


OJ990428_22. 9924 


. CI 4 


Gene No. 


72001 


Strand 






Start 


3080 


End 


14482 




Name 


ujyyu4Zo zz . yyz 4 . bi 4 . oz . tni 


Method 


TBLASTX: Maize 




CM 1 vf 

b tart 


o c /i 
JO 4 


End 


1124 






none 


Score 


96 




Exons 


oo4 . . jy o , jy y . . jjj, 4 uu . . oZ4 , 


543. .668, 729. .797, 825.. 


O C C\ 

oo9, 




Q C yt 110/1 QQO ~\ ClH A 

o o4 . . 1 1 z 4 , oyz. . i u / 4 








Seq. No. 


34846 


Seq. ID 


OJ990428_22. 9924 


.C14 


Gene No. 


72001 


Strand 






Of *iv>f 

b t a r t 


jUoU 


End 


14482 




Name 


ATQQHyl OQ O 0 QQO A A ^ 1 4-tt 

ujyyu4Zo zz . y yz4 . bi4 . oi . tw 


Method 


TBLASTX: Wheat 




- ... _ _■. . „- J? P 3T£w — «... , 




..End , . 


668 






^npoe:^.:_,^-.^. r ^.^. : .. r ; r ^ > .. ^ ^. 


..Score.- 






■ s aa i' * Exons • • 


TQQ CO/T " ACiH con c: O £ C*3"7 

jyy . . jjo, iuu. . do /, ojd. . dj/,- 


-537 . .668, 537 ; -.668 - ^ - - 




fh Seq. No. 


34846 


Seq. ID 


OJ990428_22.9924 


.C14 


iljj Gene No. 


72001 


Strand 






■ - : C -1 i -w- +- 

btart 


"5 n q n 


End 


14482 




:=::: Name 


ATOQH^ OO OO QQO/I r^1>1 4-tt 

ujyyu4Zo zz . y yz4 . bi4 . oz . tw 


Method 


TBLASTX: Wheat 




btart 


ODD 


End 


1124 






none 


Score 


158 




i : i j Exons 


oDj. . IUoU, OOO..HZ4 








.= s. beq. no. 


"3 A Q A C 

o4 o 4 O 


Seq. ID 


OJ990428_22. 9924 


. C14 


: — : Gene No. 


/ ZUU1 


Strand 






'"'"A Start 


3080 


End 


14482 




U: Name 


OJ990428 22.9924.C14.o2.gs 


Method 


GENSCAN ' 




; btart 


3080 


End 


13951 




— ' /-i -r 
.= r . b 1 


none 


Score 


.78 




* Exons 


3080. .3211, 4207. .4371, 8399. 


.8494, 8568. .8633, 8747. .8 


O O f 

o36, 




8918.. 9029, 9520.. 9596, 10580 


. .10687, 


11359. .11430, 






12 608. .12 667, 134 64. .13532, ■ 13661 ... 1374 4/ 138 68. .13951 




beq . . no . ■ 


34846 


Seq..- ID 


OJ9*90428^22. 9924. 


. C14 


bene no . 


72001 


Strand ■ 






Start 


3080 


End 


14482 




Name 


OJ990428 22.9924.C14.ol.gp 


Method 


AAT/GAP 




bt art 


4916 


End 


4996 




bl 


38012 1.R1084 


Score 


101 




Exons 


4916. .4996 








-i- ^ fc^J J_ _J_ L/ . 


M097947/gb|U72255|OSU72255 2 


. Oe-23 Oryza sativa 






beta-1 , 3-glucanase precursor 


(Gns9) gene, complete cds 1 




Seq. No. 


34846 


Seq= ID 


O-J990428 22.9924 


. CI 4 


Gene No. 


72001 


Strand 






Start 


3080 


End 


14482 




Name 


OJ990428 22.9924.C14.o2.gp 


Method 


AAT/GAP 





34746 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 
Gene No. 
Start . 
..Name ■ 

-GI "-■ 
Exons 



7765 End 9248 

9684_1.R1084 Score 1122 

7765. .7802, 7920. .8097, 8399. .8494, 8568. .8633, 5747. .8836, 
8918. .9029, 9171. .9248 

, 2827516/emb|CAA16524.1| 2.0e-39 (AL021633) DNA topoisomerase 
like-protein [Arabidopsis thaliana] 1 



34846 Seq. ID 

72001 Strand 

3080 End 

OJ990428_22. 9924 .C14 . o2 . np Method 

7960 End 

2827516 Score 



OJ990428__22.9924.C14 

14482 
AAT/NAP 
14482 
559 



7960. .8097, 8399. .8494, 8568. .8633, 8747. .8836, 8918. .9035, 
10554. .10687, 11359 .. 11430, 12608 .. 12667 , 134 64 .. 13532 , 
13661. .13744, 138 68 .. 13951 , 14440. .14482 

(AL021633) DNA topoisomerase like-protein [Arabidopsis thaliana] 



34846 
72001 
3080 

OJ990.4 28_22. 9924 ..C14 

none- " • • - ■■ • :"- 

7996.. 8100, 8000. .809 

8557. .8634, 8568. .863 

8764. .8868, 8904. .902 

9150. .9257, 9167. .927 

9522. .9599, 10577. .10 



Seq. ID OJ990428_22. 9924 .C14 
Strand 

End . 14482 
ol,tm ; ._.. Methods . TBLASTX : Maize ^ . 

-*■ ■• -Score"'- 104 - -' - - " - " 

8495, 8399. .8494, 8400. 



8, -8379. 

6, 8568. 

9, 8905. 

7, 9167. 
672 



.8642, 8700. 
,9030, 8909. 
,9256, 9521. 



,8837, 8744. 
,9034, 8910. 
,9598, 9522, 



,8495, 
,8839, 
, 9032, 
. 9659, 



Seq. No. 


34847 




Seq. ID 


OJ9904 28_22. 9924 .CI 6 


Gene No. 


72002 




Strand 


+ 


Start 


1 




End 


768 


Name 


OJ990428 22. 9924 .C16.ol 


np 


Method 


AAT/NAP 


Start 


1 




End 


768 


GI 


3845248 




Score 


115 


Exons ■ 


1..330, 746. .768 








GI Descrip. 


(AE001410) hypothetical 


protein [Plasmodium falciparum] 


Seq. No. 


34847 




Seq. ID 


OJ990428_22. 9924 .C16 


Gene No. 


72002 




Strand 


+ 


Start ■ • •. 


1 • - . ■ - ■ 




End 


768; • • • : - - - 


Name . ■ . . ; ' ... 


OJ990428 22.. 9924 .CL6.0I. 


gs.. : 


Method- 


V -GENSCAN . . • • 


Start 


44 




End * 


334 


GI ■ 


none 




Score 


.77' • 


Exons 


44. .334 








Seq. No. 


34847 




Seq. ID 


OJ990428_22.9924 .C16 


Gene No. 


72003 




Strand 




Start 


340 




End 


410 


Name 


OJ990428 22.9924.C16.ol. 


gp 


Method 


AAT/GAP 


Start 


340 




End 


410 


GI 


LIB3477-003-P1-K1-E9 




Score 


77 


Exons 


340. .410 








GI Descrip. 


1 24 9858 6/sp|Q4 0638 |MP01 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



34747 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34848 
72004 
1 

OJ990518_10.9924 .C3.ol.np 



OJ990518_10. 9924.C3 
+ 

2340 
AAT/NAP 
2334 
339 



Seq. ID 
Strand 
End 

Method 

1 End 
4503609 Score 
1..73, 641. .732, 1843. .1931, 2115. .2334 
electron-transfer-f lavoprotein, beta polypeptide 
gi|585110|sp|P38117|ETFB_HUMAN ELECTRON TRANSFER FLAVO PROTE I N 
BETA-SUBUNIT (BETA-ETF) gi | 4 7 91 94 | pir | | S324 82 electron transfer 
f lavoprotein beta chain - human gi | 2781203 | pdb | 1EFV | B Chain B, 
Three-Dimensional Structure Of Human Electron Transfer 
Flavoprotein To 2 . 1 A Resolution gi | 297902 | emb | CAA504 4 1 | 
(X71129) electron tr 



Seq. No. 
Gene No. 
Start 
Name 
Start 

M , „.™ ,., 
-E&bns,^.-. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34848 
72004 
1 

OJ990518_10.9924 .C3.ol.tm 
648 

none ........ 



Seq. ID OJ990518_10.9924.C3 

Strand + 

End 2340 

Method TBLASTX : Mai ze 

End 2340. 

Score 112 . 



,6jA.:a34.,.j54^^^ 

2112. .'233-6-, • 21 1 3. -.2-3 40' - * ■ - ' ■— - 



34848 
72004 
1 

OJ990518_10. 9924 .C3.ol.ts 

648 

none 



Seq. ID OJ990518_10. 9924.C3 

Strand + 

End 2340 

Method TBLASTX : Soybean 

End 2340 

Score 151 



648. .728, 649..732, 1855. .1932, 1863. .1931, 2112. .2333, 
2113. .2340 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. .No. 

Gene No. • 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



34848 
72004 
1 

OJ990518_10. 9924 .C3.ol.tc 

1863 

none 

1863. .1931, 1864. .1932, 2088. 



- 34849 • ' . . ' 
72005 
1 

OJ990518_10. 9924 .C4 .o2.np 
1 

6815107 



Seq. ID OJ990518_10.9924.C3 

Strand + 

End 2340 

Method TBLASTX: Cress 

End 2340- 

Score 97 
.2333, 2113.. 2340 

Seq. ID\ OJ990518_1.0.9924.C4 
Strand ■ 

' 3879 
AAT/NAP 
3844 
718 



End ■ • 
Method 
End 
Score 

1..34, 732. .1877, 1995. .2220, 2476. .2785, 3814. .3844 
(AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, 
clone F20D10;hypothetical protein (AL0.35538) [Oryza sativa] 



BAC 



34849 Seq. ID 

72005 Strand 

1 End 

OJ990518_10. 9924 .C4 .ol.np Method 

679 End 



OJ990518__10.9924.C4 
+ 

3879 

AAT/NAP 

935 



34748 



GI 1084404 Score 85 

Exons 679.. 935 

GI Descrip. hypothetical protein - tomato gi 1667069 (L22186) ORF 
[Lycopersicon esculentum] 



oeq. no. 


o ft y 


Seq. ID 


OJ990518_10.9924 




bens no . 


Tonne; 


Strand 


+ 




o tar L 


i 


End 


3879 




Name 


nTQQnt;i q in QQ9/1 p/i 
ujyyu jio i u . y y ^ ft . Ufi . o j . 


np Method 


AAT/NAP 




Start 


721 


End 


3879 




GI 


4467124 


Score 


741 




Exons 


791 9^*37 "37QP "3Q7Q 








uescrip . 


Ialu jjj jo j nypor.ner.icaj- 


protein [Arabidopsis thaliana] 




oeq . no . 


j4o^y 


Seq. ID 


OJ990518_10. 9924 


r* a 


Gene No . 


7 9 n n £ 


Strand 






C -1- t» v-f- 

otart 


"3£7 /l 

J D / H 


End 


9547 




Name 




tm Method 


TBLASTX: Maize 




Start 


707 


End 


1088 




GI 


none 


Score 


153 




Exons 


707. .892, 720. .911, 923 


..1087, 939. .10 


88 








.,_Seq.. .,IDL, 






Gene No . 


72606 :L :-'- ~ V ~ • " 


" -- : Strand - - 






Start , v ..- : 


3674 


End 


9547 




Name 


OJ990518 10.9924.C4.o4. 


tc Method 


TBLASTX: Cress 




Start 


1286 


End 


1619 




GI 


none 


Score 


199 




Exons 


1286. .1480, 1302. .1619 









Seq. No. 34849 Seq. ID OJ990518_10 . 9924 . C4 

Gene No. 72006 Strand 

Start 3674 End 9547 

Name OJ990518_10 . 9924 . C4 . o2 . tm Method TBLASTX :Maize 

Start 1302 End 1715 

GI none Score 278 

Exons 1302.. 1715, 1302.. 1559, 1605.. 1673 



Seq. No. 
Gene No. 
Start 
Name 
Start r.. 
GI- 

Exons - 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



34849 
72006 
3674 

OJ9905r8_10 . 9924 . C4 . ol . ts. 

1362 . 

none 



Seq. ID OJ990518_10. 9924 ,C4 
Strand 

End 9547 

Method . TBLASTX: Soybean 

End * 19-22 - ..... ' 

Score 283 



1362'... 1820,- 1364.. 144L, 1523 .-.1651, 1794.J1922 

OJ990518 10. 9924. C4 



34849 
72006 
3674 

OJ990518J.0. 9924 . C4 .ol.tw 

1536 

none 

1536. .1826, 1821. .1952 

34849 
72006 
3674 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



9547 

TBLASTX: Wheat 

1952 

162 



OJ990518_10.9924.C4 
9547 



34749 



Name 

Start 

GI 

Exons 



OJ990518_10. 9924 . C4 . o2 . gs 
3674 



Method GENSCAN 
End 9313 
none Score . 5 

3674. .3858, 4052. .4211, 4662. .4736, 7985. .8152, 8302, 
8583. .8866, 9146. .9313 



,8494, 



Seq. No. 34849 

Gene No. 72006 

Start 3674 

Name OJ990518_10 . 9924 . C4 . ol . tc 

Start 5658 

GI none 

Exons 5658.. 5756, 5660.. 5791, 5660. 

8126. .8227, 8308. .8445, 8309. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5791, 7982 
.8431 



OJ990518 10. 9924. C4 



9547 

TBLASTX: Cress 
8445 
85 

8068, 7989. .8228, 



Seq. No. 


34849 








Seq. ID 


OJ990518 


_10. 9924 .C4 


Gene No. 


72006 








Strand 






Start 


3674 








End 


9547 




Name 


OJ990518 10 


.9924 


,C4.o4 . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5660 








End 


5791 




GI 


none . 








Score 


96 




Exons_ 


_ 5 66Q... -57 9.U 


^5661. 


• §7 56... 










Seq.- -No. 


34 8 ; 49- : 








Seq.- ID 


• OJ990518 


_10. 992-4- ;C 4 -■ 


Gene No. 


72006 








Strand 






Start 


3674 








End 


9547 




Name 


OJ990518 10 


. 9924 


C4.o4. 


np 


Method 


AAT/NAP 




Start 


5670 








End 


9547 




GI 


3688173 








Score 


535 




Exons 


5670. .5789, 


7985 


.8224, 


8302. 


.8472, 8 


609. .8866, 


9146. .9358, 



9436. .9547 

GI Descrip. (AL031804) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34849 
72006 
3674 

OJ990518_10.9924.C4.ol.tm 

8442 
none 



Seq. ID GJ990518_10. 9924 .C4 
Strand 
End 

Method 
End 
Score 



9547 

TBLASTX: Maize 

9211 

48 



8442. .8483, 8444 . .8482, 8580.. 8867, 8581. .8880, 8582. .8866, 
8649. .8867, 9146. .9211, 9147. .9209, 9149. .9211 



Seq. No.--. 348:4 9 ■ . ■ " ' '* * . Seq,.- ID 
Gene No.. • 72006 "Strand 
Start 367 4 • ' > - End- 
Name OJ990518_10 . 9924 . C4 . o3 . tc Method 
Start 8639 End 
GI none Score 
Exons 8639.. 8848, 8654.. 8860, 8682.. 8852 



OJ990518.JL0.. '99.24 1C4 . 
9547 

TBLASTX: Cress 

8860 

98 



Seq. No. 34849 Seq. ID OJ990518___10 . 9924 . C4 

Gene No. 72006 Strand 

Start 3674 End 9547 

Name OJ990518_10 . 9924 . C4 . o3 ..ts Method TBLASTX : Soybean 

Start 8639 End 8864 

GI none Score 115 

Exons 8639..8863, 8643. .8864 



34750 



Seq. No. 


34849 


Seq. ID 


OJ990518_10.9924 


.C4 


bene ino . 


/zuuo 


oli ana 






OLdlt 


'K&l A 
3 0 / H 








Name 


KJU zjzjKJDIO X U . zizjc. 1 * . Ofi . . LC 




i dXjAo iA.Lress 




jlaiL 


Q1 A ^ _ 

" ± 1 o 


PnH 


q ~\a n 






none 


Score 


ft R 




ijXvJIlo 










Seq. No. 


34849 


Seq. ID 


OJ990518_10.9924 


.C4 


o r*i o Mo 


/ £ U U U 


C 4- v~ -) nr J 






oT.a.XT, 


jD / 4 


£jI1Q 


yo4 / 




Name 


n.TQQHMP 10 QQ9A CA r\0 +■ q 
^TU JlO X U . ^ fi * Off . oz . u s 


LYie unoa 


j. dXj/\o 1 a . ooyoean 




Cf a r +- 
O LdL L 


Q1 4 — 




-7 «J fi U 






none 


Score 


1 £^ 
X Dj 




ill AUllO 


9146 cn4n Q1 sn Q^^S Q1 ^? 


* • Z? -J *J 1 






Seq. No. 


34850 


Seq. ID 


OJ990518__10.9924 


C5 


ucllc LN(J . 


'^UU / 


Strand 


+ 




c -|- -> -r -j- 


1 7 Q7 ^ 


End 


18595 




Name 


HTQQD^I fi Ifl QQ94 PR n9 rrc; 
UU:7:7UOXO X U . Z? ZJ £ H . L/J . oz . g S 


Method 


GENSCAN 




o tall. 




_EnoV_ 


. 18595 _ . , ^ 






,no,ne %v% „ ... ^ w . ^„ -^—.^ „„„ 


._...Score___ 




T7 1 "V /~\ T"l . 


1 / y / j . . louoo, X0Z0X..X 0. o iff 


18404.-. 18595 • • ■ " - 




Can 


34850 


Seq. ID 


OJ990518_10.9924 


C5 


Gene No. 


72008 


Strand 


+ 




Start 


19045 


End 


19307 




Name 


OJ990518 10.9924.C5.ol.gp 


Method 


AAT/GAP 






19045 


End 


19307 




iji 


2315 5.R1084 


Score 


347 




Exons 


19045. .19307 










' 601684 5/dbj | AP000570 . 1 | AP000570 l.Oe- 


14 Oryza sativa genor 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


34850 


Seq. ID 


OJ990518_10.9924. 


C5 


Cl£±v\e* Mo 


72009 


Strand 


+ 




OL.CLL c 


.22416 " 


End 


23223 




Name 


OJ990518 10.9924.C5.o3.gs 


Method 


GENSCAN 






22416 


End 


23223 






none 


Score 


.4 




P vAn o ■ 
HiXOIlo 


22416.- .-22466, 22667. .23000, 


23009. .-23223 . Vi . . ; 




Seq/ No. 


,34850 


Seq. ID 


OJ9905.18_10.9924. 


C5 


CZc^T) a Ma 


72010 


Strand- 


.+ . 




uLdlL 


26637 


End 


28913 




Name 


OJ990518 10.9924.C5.o5.gs 


Method 


GENSCAN 




o Lai L 


26637 


End 


28913 




C T 
VjX 


none 


Score 


1 




Exons 


26637. .28913 








Seq. No. 


34850 


Seq. ID 


OJ990518_10.9924. 


C5 


Gene No. 


72010 


Strand 


+ 




Start 


26637 


End 


2891 3 




Name 


OJ990518 10.9924.C5.ol.np 


Method 


AAT/NAP 




Start 


26906 


End 


28913 




GI 


4200340 


Score 


1119 





34751 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26906. .28913 

(Y17278) P69D protein [Lycopersicon esculentum] 



34850 
72011 
325 

OJ990518_10. 9924 .C5.ol.gs 

325 

none 



Seq. ID OJ990518_10.9924.C5 
Strand 

End 16708 

Method GENSCAN ■ 

End 16708 

Score .51 



325. .559, 1262. .1389, 2028. .2296, 2413. .2521, 3355. .3448, 
4316. .4640, 4959. .5168, 5270. .5387, 8589. .8714, 8798. .8926, 
10747. .10866, 13543 .. 13619, 1484 9 .. 14 964 , 15894. .16708 

34850 Seq. ID OJ990518_10 . 9924 . C5 

72012 Strand 

26140 End 26400 

OJ990518JL0 . 9924 . C5 . o4 . gs Method GENSCAN 

26140 End 26400 

none Score . 95 

26140. .26400 



. Seq,._Nq. 
.„Gejae,-No,.. 
■ Start - 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34850 m 



,., §e<q,_ ID_ 0^99^0518^10 ..9924^5^ 



•30034- - ■ ' ■ End - 

OJ990518_10.-9924 .C5.o2.ts Method 
297 End 
none Score 
297. .536, 298. .552, 323. .532, 325. .552 



34850 Seq. ID 

72013 Strand 

30034 End 

OJ990518__10 . 9924 . C5 . o3 . tc Method 

2 98 End 

none Score 

298. .459, 323. .460 



304 95 -■ -*-■ 

TBLASTX: Soybean 

552 

154 



OJ990518_10. 9924 .C5 
30495 

TBLASTX: Cress 

460 

98 



Seq. - No. 

Gene No. 

Start 

Name 

Start 

'GI*' 1 . " . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34850 Seq. ID 

72013 Strand 

30034 End 

OJ990518_10 . 9924 .C5.o4 . tm Method 

298' • - End 

none ;„.'■" .... ■ - v. . . * . Score ' 
298. .486, 323. .481 . . 



34850 
72013 
30034 

OJ990518_10.9924 .C5.o2.tm 
1256 



OJ990518_10.9924.C5 
30495 

TBLASTX: Maize 
4 86 

119 ■ : ■ . . • 



OJ990518 10. 9924. C5 



none 
1256. 
2399. 
4315. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1390, 1261. .1377, 1302. .1391, 2103. .2297, 2134. .2298, 
2524, 2412. .2522, 2412. .2528, 3350. .3448, 3358. .3447, 
4398 



30495 

TBLASTX: Maize 

4398 

131 



Seq. No. 
Gene No. 



34850 
72013 



Seq. ID OJ990518_10. 9924 ,C5 
Strand 



34752 




Start 


30034 




End 


30495 




LNCtiLlti 


OJ990518 10.9924.C5.o3.ts 


Method 


TBLASTX: Soybean 




OLaiL 


2181 




End 


4398 






none 




Score 


131 




Exon s 


2181. . 


2306, 2188. .2304, 2411. .2533, 2412. .2522, 2414. .2539 




3358. . 


3453, 3359. .3451, 4324. .4398 






Seq. No. 


34850 




Seq. ID 






Gene No. 


72013 




Strand 








30034 




End 


OU4 y 0 




Name 


OJ990518 10.9924.C5.o5.tm 


Method 


TBLASTX: Maize 






8586 




End 


8944 






none 




Score 


95 




DAUllo 


8586. . 


8717, 8587. .8724, 8798. .8944 






OctJ. IN O • 


34850 




Seq. ID 


OJ990518_10.9924 


. Co 




72013 




Strand 






Start 


30034 




End 


30495 




Name 


OJ990518 10.9924.C5.o2.tc 


Method 


TBLASTX: Cress 




Cfa r-f- 

O Ldl L 


10740 




End 


13621 




PT 


none 




Score 


121 






10740. 


.10868, 10744 ... 10887, 


. 1074 5. . 10.8 67,. .1074.7..... 10890, 








..li4.5 ;: 4,_l340X.,,a 145.4^ 


d3.I6^.^13.602.,_ liAfl 9^.J.3J5? 1.,. 






13469*. 


-. 13618- - : •• •• 








Seq. No. 


34850 




Seq. ID 


OJ990518JL0. 9924 




Gene No. 


72013 




Strand 






uLCLI L 


30034 




End 


30495 




Name 


OJ990518 10.9924.C5.o6.tm 


Method 


TBLASTX: Maize 




Of- a v-f 


10768 




End 


13621 




PT 


none 




Score 


77 






10768. 


.10887, 13408. . 13596, 


13408. .13602, 13427. .13621 




Seq. No. 


34850 




Seq. ID 


OJ990518_10. 9924 


. Co 


Gene No. 


72013 




Strand 






Start 


30034 




End 


30495 




Name 


OJ990518 10.9924.C5.o2.tw 


Method 


TBLASTX: Wheat 




OLdl L 


21535 




End 


30495 




rij 


none ' 




Score 


59 




IjAUHo 


21535. 


.21645, 30279. .30494, 


30334. .30495 




O tr ^ . L\ w . 


■ ■- 34850 




■ Seq. ■ ID 


OJ990518_10. 9924 


Co 


Ot-llC Lv\U ..... 


.; 72013, 




- Strand. „ 








30034 




End ■ 


304 9.5 „ 




Name 


OJ990518 10.9924.05.01^0 


Method' 


TBLASTX: Cress 




Start 


26907 




End 


28898 






none 




Score 


82 




Exons 


26907. 


.27119, 27113. .27220, 


27114. .27-221, 27213 27257 , 






27260. 


.27448, 27270. .27449, 


27513. .27764, 2752 1 . . 27 697 , 






27783. 


.27881, 27861. .27905, 


28122. .28169, 28 127 . . 28 1 68 , 






28221. 


.28514, 28235. .28483, 


28554. .28616, 28773.. 28898 




Seq. No. 


34850 




Seq. ID 


OJ990518_10. 9924 . 


C5 


Gene No. 


72013 




Strand 






Start 


30034 




End 


30495 ' 




Name 


OJ990518 10.9924.C5.ol.ts 


Method 


TBLASTX: Soybean 




Start 


26907 




End 


28616 





34753 





none 






Score 


92 




Exons 


z byu / . . 


Z IU 1 1 , Z / 1 13 


1 "7 O O A 

. . Z/ZZO, 


27231. .27257, 27258 27449, 






Z /zoo . . 


on A A O OT >1 CO 

Z / 4 4 o , Z / 4 D J 


. . Z / bZ 1 , 


27513. .27764, 27521 .. 27664 , 






Z /oU4 . . 


ZolUU, Zo LZZ 


. . Zo 1 bb, 


28217. .28483, 28218 .. 28517 , 






Z o jj 4 . . 


Zoblb 










oeq. wo. 


J 4 o jU 






Seq. ID 


OJ990518_10.9924 


. C5 


Gene No. 


7 o n 1 "5 
/ Z U l 0 






Strand 






otart 


JU U J 4 






End 


30495 




Name 


OJ99051 


8_10.9924.C5 


ol . tm 


Method 


TBLASTX: Maize 




Start 


27104 






End 


28295 




C T 


none 






Score 


139 




Exons 


Z / 1U4 . . 


Z /ZUj, Z / IUd 


O "7 O 1 O 

. Z /Zlo , 


27221. .27259, 27266 .. 27433 , 






Z / Z / b . . 


Z /4 4 b, Z / 4 oZ 


. Z /4o / , 


27453. .27719, 27564 .. 27716, 






Z / / oj. . 


z lo oo t z i y jd 


O O C\ O /I 

. Zo UZ 4 , 


28029. .28 


097, 28112. .28282, 






Z 0 X 1 Z? . . 


Zulu:?, ZoZlft« 


0 Q OQ Q 
. Z 0 Z<3 0 , 


28221. .28 


295 




Seq. No. 


34850 






Seq. ID 


OJ990518_10. 9924 


.C5 


Gene No. 


72013 






Strand 






otar c 








End 


30495 




Name 


ujyyuoi 


o i u . y yz 4 . cd . 


ol . t.w . 


Method 


TBLASTX: Wheat 






_Z / J4 / ^ 


■ - - - 




End 


27713 






— vu ,ncme^,^ 






_ Score..... 


_5.a,._ -:.^„,..^ 




Exons ■ 


. Z r J4 / . . 


Z / 4 Uj, Z / oh o -, 


o n a n i 
. "Z 1 4 U 1 { 


274 13-. .-27700 , ;2-74 92-. . 27 ?l-3*'- : 




Seq. No. 


J4 o oU 






Seq. ID 


OJ990518_10. 9924 


. C5 


Gene No. 


72013 






Strand 






Start 


30034 






End 


30495 




Name 


uj yyuoi 


o iu . y yz4 . co . 


o3 . tm 


Method 


TBLASTX: Maize 




otart 


o o o n c 
ZoZ yo 






End 


28898 




CI 


none 






Score 


81 




Exons 


zoz yo . . 


Zoo4o, ZoZyb . 


o o o o c 
. Zo OOD , 


28385. .28531, 2838 9 . . 2854 1 , 






z o o o y . . 


zob/y, Zo/ yi . 


o o o n o 

. Zoo yy 








Seq. No. 


34850 






Seq. ID 


OJ990518JL0. 9924 


,C5 


Gene No. 


72013 






Strand 






C +* ^ >»+- 

o car c 








End 


30495 




Name 


uj y y uo i 


o iu . y yz4 . Co . 


ob . gs 


Method 


GENSCAN 




ot art 


o UU o4 






End 


30176 




CI 


none 






Score 


.5 




Exons 


JUL) j4 . . 


Jul / b 










Seq: No. . 


.34.851 • 




* 


.. Seq-. ID 


OJ990518_10. 9924 


.C6. 


Gene No. 


72014 






Strand 






OLdlL 


. ■ 3916 






End 


5923 * ' 




Name 


OJ99051 


8_10. 9924 .C6. 


ol . tw 


Method 


TBLASTX: Wheat 




otart 


921 






End 


1208 




C T 


none 






Score 


74 




Exons 


921. .1208, 976. .1194 












34851 






Seq. ID 


OJ990518_10.9924 


.C6 


Gene No. 


72014 






Strand 






Start 


3916 






End 


5923 




Name 


OJ99051 


8_10. 9924 .Cfi. 


ol . t s 


Method 


TBLASTX : Soybean 




Start 


3875 






End 


5881 




GI 


none 






Score 


74 




Exons 


3875.. 4057, 3952.. 4068, 4072 


..4206, 4281. .4622, 4282. .4440, 



34754 



5438. .5533, 5558. .5644, 5780. .5881, 5784. .5837 



Seq. No. 34851 ■ 

Gene No. 72014 
Start 3916 

Name OJ990518__10 . 9924 . C6 . ol . tm 

Start 3896 
GI none 
Exons 3896.. 4132, 3913, 

4284. .4346, 4337. 

4371. .4610, 4383. 

5786. .5875, 5787. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990518_10.9924.C6 
5923 

TBLASTX: Maize 

5875 

259 



4203, 3930.. 4172, 4281.. 4337, 4282.. 4338, 

4375, 4341. .4385, 4342. .4383, 4370. .4609, 

4613, 4474.. 4623, 5378.. 5701, 5379.. 5702, 
5837 



Seq. No. 34851 Seq. ID 

Gene No. 72014 Strand 

Start 3916 End 

Name OJ990518_10 . 9924 . C6 . o2 . gs Method 

Start 3916 End 

GI none Score 

Exons . 3916.. 4176, 4284.. 4605, 5379.. 5923 



OJ990518_10.9924.C6 

5923 
GENSCAN 
5923 
.87 



Se.q.._ No. ........ 34851 ^ _ 

-G.ene.-Njo.l_ ,i20lc w 1^.^11,. ~„ 

Start - . 3916 • • • - - 

Name OJ990518_10 . 9924 . C6 . ol . np 

Start 3925 

GI . 5031283 

Exons 3925.. 4176, 4284.. 4605, 5379.. 5908 

GI Descrip. (AF139500) unknown [Prunus armeniaca] 



_,.Seq.._ID_ 0^990518^10^,99.24^6 . 

...Strand . _™_1; 

End -■ 5923-- ;~ 

Method AAT/NAP • 
End 5908 
Score 870 



Seq. No. 34851 Seq. ID 

Gene No. 72014 Strand 

Start 3916 End 

Name OJ990518_10 . 9924 . C6 . ol . tc Method 

Start 3950 End 

GI none Score 
Exons 



3950. 
4281. 



.4063, 3952. 
,4613, 4282. 



,4062, 4072. .4122, 4128 
,4617, 5378.. 5524, 5558 



OJ990518 10. 9924. C6 



5923 

TBLASTX: Cress 

5881 

90 

4163, 4129. .4206, 
5644, 5780.. 5881 



Seq. No. 34852 Seq. ID 

Gene No. 72015 Strand 

Start • 25 ■• ■ End 

.Name OJ990518_10 . 9924. C8 . ol . gs " ; Method 

Start -25 End 

.GI' none ' Score 
Exons 



OJ990518_10.9924.C8 

1184 • • 

GENSCAN . ; / 
1184 - • 
.71 



25. .119, 555. .631, 747. .756, 942. .1060, 1086. .1184 



OJ990518 10. 9924. C9 



Seq. No. 34853 Seq. ID _ 

Gene No. 72016 .. Strand 

Start 1 End 541 

Name OJ990518_10 . 9924 . C9 . ol . np Method AAT/NAP 

Start 1 End 541 

GI 3688173 Score 112 

Exons 1..224, 361.. 541 

GI Descrip. (AL031804) putative protein [Arabidopsis thaliana] 



Seq. No. 



34853 



Seq. ID OJ990518 10. 9924. C9 



34755 



Gene No. 


72016 






Strand 




Start 








Hi 1 1 Li 


R4 1 


Name 


O.TQQD'SI ft 
w u ,7 ^ y j x q 


1 0 9Q?4 PQ 




i IC t_ 1 IvJvJ. 


1 o Lino 1 A ■ OuyUcdil 


O LCtl L 


IDS ~ 

X U *J 






EjI 1LJ. 


^41 
D *± x 


GI 


none 






Score 






105 230 


109 . . 174 , 


364 528 , 


^64 S4f) 


S4 1 


Seq. No. 


34853 






Seq. ID 


OJ990518_10.9924.C9 


Gene No. 


72016 






Strand 




Start 


1 








S4 1 


Name 


O.TQQOSI ft 


1 0 QQ?4 PQ 




Mo In o/H 






14 0 ~ 






tuna 


4 9 0 
fi U 


yj x 








Score 


77 


E von s 


140 246 


335 420 








Seq. No. 


34853 






Seq. ID 


OJ990518_10. 9924 .C9 


Gene No . 


72016 






Strand 




Start 


1 






End 


541 


Name 


OJ990518 


10. 9924. C9. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


194 






End 


541 


GI 


none 






S.core . 


4 8 .. 


Exons .. 


_194^235,.. 


..i95....221 / _ 


J 96 „ 234,,. 


.332... ..-541,. 


: 334 . .540/. 401. .541 















Seq; 'No. - -34-854 - - - 

Gene No. 72017 

Start 112 

Name OJ990518_10 . 9924 . C10 . ol . gs 

Start 112 

GI none 

Exons 112.. 190 



•Seq. ID ■ 0J9 9051 8_10v9 92*4-. -'C-I0- 
Strand + 
End 190 
Method GEN SCAN 
End 190 
Score .87 



Seq. No. 34855 

Gene No. 72018 

Start 1 

Name OJ990518_10 . 9924 . Cll . ol . np 

Start 1 

GI 3451056 

Exons 1 . . 335 

GI Descrip. (AL031326) serine/threonine kinase-like protein (fragment) 
[Arabidopsis thaliana] 



Seq. ID OJ990518_10. 9924 .Cll 

Strand + 

End 335 

Method AAT/NAP 

End 335 

Score 130 



Seq. No. 


34855 • 










- Seq-. ID 


■ OJ9905.18 


-Gene No . 


. 72018 ■ . ■ 










..Strand 




Start' 


1. 










End ■ 


335 


Name 


OJ990518 10. 


9924 


.Cll 


.ol. 


gs 


Method 


GENSCAN 


Start 


67 








End 


312 


GI 


none 










Score 


.84 


Exons 


67. .312 














Seq. No. 


34856 










Seq. ID 


OJ990518 


Gene No. 


72019 










Strand 


+ 


Start 


37 










End 


550 


Name 


OJ990518 10. 


9924 


.C12 


.ol. 


gp 


Method 


AAT/GAP 


Start 


37 










End 


550 


GI 


none 










Score 


993 


Exons 


37. .550 















34756 



beq. NO. 


JHOOO 


beq ■ iu 


vjjyyuoio iu . yyz^i . Liz 


Gene No . 


72019 


Strand 


+ — 


btart 


37 


End 


550 


Name 


OJ990518 10.9924.C12.ol.np 


Method 


AAT/NAP 


Start 


120 


End 


383 


GI 


3695408 


Score 


89 


Exons 


120. .383 






GI Descrip. 


(AF096373) contains similarity to Solanum lycopersicum (tomato) 




wound- induced protein (GB:X59882) [Arabidopsis thaliana] 




gi | 4 538956 | emb | CAB39780 . 1 | (AL04 9488) 


px O-Ddij-Le wounu lnuuceu 




protein LHiaDluOpSlS inallaUd 


i 
J 




Seq. No. 


34856 


Seq. ID 


OJ990518_10.9924.C12 


Gene No. 


72020 


Strand 






10 


End 


358 


Name 


OJ990518 10.9924.C12.ol.gs 


Method 


GENSCAN 


b tar u 


10 


End 


358 


bl 


none 


Score 


.85 


Exons 


10. .110, 125. .358 






beq . NO . 


34857 . . • 


Seq. ID 


.OJ99Q518_10. 9924....C13 


bene no, ^ 


.-72021 


Stxand,_ 


+ _ _ _ t _ fi ; _ __ _ 




_ J:b'i„... r _. T ^..^J. 


.End. 


.33'C^^ZS^Z'SZ7,. "\ .7'* 


Name ' 


- ' OJ9905-18 --10 . 9924 .Cl-i3'"6l;np-- - 


Method - 


AAT/NAP - 


Start . . 


203 


End 


534 • 




5441880 


Score 


317 


Exons 


203. .364, 470. .534 






GI Descrip. 


(AP000367) EST C28952 (C62 945 ) 


corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR mudrA protein 




(AC003981) [Oryza sativa] 






Seq. No. 


34857 


Seq. ID 


OJ990518_10.9924.C13 


Gene No. 


72021 


Strand 


+ 


Otdlt 


203 


End 


534 


Name 


OJ990518 10.9924.C13.ol.gs 


Method 


GENSCAN 


btart 


216 


End 


364 


bJ. 


none 


Score 


.76 


Exons 


216. .364 






beq. no. 


34858 


Seq. ID 


OJ990518_10.9924.C16 


Gene No. 


72022 


Strand 




Start • 


- 1 • • • 


End - • 


618 < . , ■ . • 


Name . 


...DJ99Q518 10,. 9924 . C16 /ol vnpj / 


Method : 


..AAT/NAP. .;. .. ' 


b care ■ 


1 


End-; - 


618 . 


C T 


4454484 . * 


Score 


143 


Exons 


1..228, 457. .618 






GI Descrip. 


. (AC006234) putative diacylglycerol kinase [Arabidopsis thaliana 


Seq. No. 


34859 


Seq. ID 


OJ990518_10.9924.C21 


Gene No. 


72023 


Strand 




Start 


14 


End 


322 


Name 


OJ990518 10.9924.C21.ol.gs 


Method 


GENSCAN 


Start 


14 


End 


322 


GI 


none 


Snore 


: 88 


Exons 


14. .322 






Seq. No. 


34860 


Seq. ID 


OJ990518_10.9924.C22 



34757 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

Name. . 
Starts 

Exons — ; - 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



72024 Strand 
501 • End 1163 

OJ990518_10. 9924 .C22.ol.gp Method AAT/GAP 
223 End 676 

LIB3431-045-P1-N1-A10 Score 872 

223, .676 

, 5441876/dbj | AP000367 . 1 1 AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



34860 
72024 
501 

OJ990518_10.9924.C22.ol.gs 

501 

none 



Seq. ID OJ990518_10.9924.C22 
Strand 

End 1163 

Method GENSCAN 

End 1069 

Score . 68 



501. .661, 812. .1014, 1019. .1069 



34860 
72024 

501 End 
,.OJ990518_10.. 9924 .C22.ol.np. - ■ . _ Method 

_..J8CL „ ... . End_. 

_.5,i41 ^u____.,™ , _. e __.^I_acoxe.*l 

- -780.- . -1 01 4-/----113-G-. "11-63- --- -- -- ' - - ----- 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. ID OJ990518_10. 9924 .C22 
"Strand 

1163 

AAT/NAP. 
.'J- 163 _ 
_ 4.Q2 I ».~~ZZ-rSZ, 



34861 
72025 
92 

OJ990518_10. 9924 .C25.ol.gs 
92 

none 
92. .267 



Seq. ID OJ990518_10. 9924 .C25 

Strand + 

End 267 

Method GENSCAN 

End 267 

Score . 57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. . .> ; . 
GI Descrip. 



Seq. No. 

Gene No-. - . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 



34862 
72026 
84 

OJ990518JL0. 9924 .C27.ol.np 
84 

.1762939 - 

84.. 2.69, 354. ..598. .. /. * . . - ' 

(U66266) ORF; able .to .induce HR-like lesions -[Nicotiana 
tabacum] 



Seq. ID OJ990518_10.9924.C27 

Strand + 

End 598 

Method AAT/NAP 

End 598 

Score ■• 143 



34862 
72026 
84 

OJ990518JL0. 9924 .C27.ol.gp 
155 

17885_2.R1084 

155. .269, 354. .441 

'1762945 8.0e-36 (U66269) ORF: 

[Nicotiana tabacum] ' 

34862 



Seq. ID OJ990518_10. 9924 .C27- 

Strand + 

End 598 

Method AAT/GAP 

End 441 

Score 342 

a h 1 ^ to induce HR— like lesions 

Seq. ID OJ990518_10.9924.C27 



34758 




Gene No. 


72027 




Strand 






1 A Q 

i h y 




Lna 


A AO 


Name 


ujyyujio xu . y yz 4 . l,z / . 01 


. gs 


Method 




o tar C 


X 4 y 




Lna 


Of|1 

jUI 


C T 


none 




Score 


. yc> 


HiXOiiS 


1 /i q on i 

± 4 Z? . . JUl 








Seq. No. 


34862 




Seq. ID 


OJ990518_10. 9924 .C27 


Gene No. 


72027 




Strand 




Of a y-f 


1 A Q 

J. 4 y 




LilU 


Zl A 9 


Name 


nTQQfimR in qqo^i roi /^i 
ujyyuoio x u . y yz 4 . l.z / . ox 


. urn 


Method 


TT3T QCTY • Ma -1 'v c± 

1 dXjh.o 1 a . L v ia ize 


O Lai L 


1 




LOU 


yl OQ 

4 0 y 




none 




Score 


Q ^ 
y -3 




1 R° 1 9fi^ 1 Rfi 


* . Z / / 


j ji • . 4 j / / 


^R"^ Zl*3Q Zl"^Q 


oeq. ino . 


jflODZ 




oeq. XU 


riTQQn^iQ in qqo/i con 
ujyyuoxo xu.yyz^.oz/ 


Gene No. 


72027 




Strand 




Start 


. 149 




End 


442 


Name 


uj??ujio x u . y yz 4 . / .ox 




Put /*\ +- /"^\ /"J 

lxier. noa 


1 OJ_iR.O 1 A . VVIIcqL 


o car l 


X 0 Z 




CjilQ 


A AO 
4 H Z 


C T 


none , 




Score 


7-5 , ....... 


Exons 


1 co 9£Q 1 cc 1 & Q 1 C£r 


on 0 


1 CC O £ Q 

x 0 b . . z b y f 


/i/in O^^O A AO 
o4o. .414U, JbZ. .4f±Z, 












Seq. No. 


34862 




Seq. ID 


OJ990518_10 . 9924 . C27 


Gene No. 


72027 




Strand 




o l air l 


1 / Q 

x 4 y 




.Lnci 


A AO 
4 4 Z 


Name 


n TQQnt;i q in QQO/i con ^1 

ujyyuoio xu . y yz 4 . lz / . ox 


. ts 


Method 


T 1 D T A C TV . C^t ,k rt -1 « 

1 JdXjAo 1 a : boyDean 


Of -| vf 

o tart 


1 cc 




17 1^ sA 

bna 


/1 a n 

4 4 U 


T 

\3± 


none 




Score 


1 on 
XZU 


Exons 


1 R C. OCQ 1 C C 010 "3/1 D 


. . 4 4 U / 


*3 c; Q /I OQ 

000. . 4 0 y 




Seq. No. 


34863 




Seq. ID 


OJ990518_10. 9924 .C28 


Gene No. 


72028 




Strand 


+ 


Cf 3 y-f 


Z O 4 




Hjna 


£ 1 1 
b x x 


Name 


nTQQnm q in oooa coq ^i 
ujyyuoxo xu . yyz4 . lzo . ox 


. gs 


Method 




Q f -3 v-f 


OQ. A : * ■ 
Z 0 4 




tina 


£ 1 1 
b X X 




none 




Score 


. 4 O 


Exons 


Zofl . . oil 








o c q . in o . 






Qnrr T n 

oeq . x u 


hTQQfl^l Q in Q Q 0 A COO 

ujyyuoxo xu.yyz4.uzy 


o n o Mn 
otr i itr LN U • 


nonoa 




Strand 


+ ■ 


"C?f -av-f 
O.LaI.L . 


'* - 1 - ' 




.End 


..7.8 .6 -./I' _.. ... 


Name ' 


OJ990518 10.9924.C29.ol 


np 


Method 


AAT/NAP- 


Start 


1 ' • 




End 


788 ' * ■ 


C T 


££^n CQQ 

otDou t>y y 




Score 


90 


Exons 


1 OQ Tin 1QQ 

x . . zy , /XU../00 








GI Descrip. 


(Aruuuyoyj nypocneuicax 


protein [Oryza 


sativa] 




gi 1 d / zijjo 1 qd j \ bAAo y o d b 


1| (AP001073) hypothetical protein 




[Oryza sativa] 








Seq. No. 


34864 




Seq. ID 


OJ990518_10. 9924 .C29 


Gene No. 


72030 




Strand 


+ 


Start 


914 




End 


134 9 


Name 


OJ990518 10.9924.C29.o2. 


np 


Method 


AAT/NAP 


Start 


914 




End 


1349 


GI 


6539570 




Score 


154 



34759 



_xons 


.ill/, 


1286. 


.1349 










*al UcbLnp. 


\HrUUUO jo J 


hypothetical 


protein [Oryza sativa] 




Seq. No. 


34864 








Seq. ID 


OJ990518 


_10.9924.C29 


Gene No. 


72031 








Strand 






O C a. I. L 


163 








End 


1037 




Name 


OJ990518 10 


.9924 


.C29.ol 


.gs 


Method 


GENSCAN 






163 








End 


1037 




P T 


none 








Score 


.83 




U 1 v - n c 


163. .187, 496. .765, 932 


. . 1037 








Seq. No. 


34865 








Seq. ID 


OJ990518_ 


_10.9924.C32 


Gene No. 


72032 








Strand 


+ 






193 








End 


385 




Name 


OJ990518 10 


.9924 


.C32.ol 


. gs 


Method 


GENSCAN 




Start 


193 






End 


385 




GI 


none 








Score 


.48 




Li AUilO 


193. .385 














JC^. INvJ • 


34865 








Seq. ID 


OJ990518_ 


. 1U . 9924 . C32. 


Gene. No ... " . 


- 72033 








. Strand. 






Start, _ 


1838 








, ; End 











._gs_L_.. 




...GENS.CAN.„„ 




- C -i- a :■ . 
OLalL 


• 1-838 








End 


- 7341- " - - 




PT 


none 








Score 


.47 




Exons 


1838. .I860, 


2026 


. .2130, 


2808. 


.2893, 4679.. 4720, 


4831. .4957, 




5790. .5833, 


6849 


. .7068, 


7143. 


.7341 






Con M /^i 
O c q . LN O . 


34865 








Seq. ID 


OJ990518_ 


_10.9924.C32 


belle LNO . 


72033 








Strand 








1838 








End 


7356 




Name 


OJ990518 10 


.9924, 


.C32.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


3260 








End 


7338 




PtT 


none 








Score 


76 




Exons 


3260. .3292, 


3287. 


. .3406, 


3290. 


.3412, 3303.. 3413, 


3309. .3416, 




3310. .3417, 


3417, 


. .3503, 


3425. 


.3511, 3425.. 3514, 


4617. .4718, 




4663. .4734, 


6848, 


. .7009, 


6850. 


.6990, 6851. .7006, 


7039. .7134, 




7042. .7131, 


7228. 


. .7338, 


7232. 


.7285 






Seq. No. 


34865 








Seq. ID 


OJ990518_ 


_10.9924.C32 


Gene No. 


72033 








Strand 






Start 


1838- 








End - 


7356 




.-Name.. . .,_ i 


...OJ9,90.51.8\ 10, 


.'9924. 


,C32.or. 


np ,. 


Method 


- AAT/NAP. 




Start 


3266 








End 


7356 




GI'" 


5031283 








Score 


368 




Exons 


3266. .3513, 


3795. 


.3865, 


3897. 


.4136, 68 


49. .7356 ' 





GI Descrip. (AF139500) unknown [Prunus armeniaca] 



Seq. No. 34865 

Gene No. 72033 

Start 1838 

Name OJ990518__10 . 9924 . C32 . ol . ts 

Start 3269 

GI none 

Exons 3269.-3457, 3452.. 3514, 4567, 
7234 . .7338 



Seq. ID 
Strand 
End 

Method 
End 
Snore 
,4740, 



OJ990518 10.9924.C32 



7356 

TBLASTX: Soybean 
7338 " 
76 

6842. .7006, 7042. .7152, 



34760 



Seq. No. 34865 

Gene No. 72033 

Start 1838 

Name OJ990518_10 . 9924 . C32 . ol . tc 

Start 6878 

GI none 
Exons 



Seq. ID OJ990518_10.9924.C32 
Strand 

End 7356 

Method TBLASTX : Cress 

End 7335 

Score 81 



6878.-.7003, 7042. .7125, 7231.. 7335 



Seq. No. 34866 

Gene No. 72034 

Start 903 

Name OJ990518_10 . 9924 . C33 . ol . gs 

Start 903 

GI none 

Exons 903.. 1085 



Seq. ID OJ990518_10. 9924.C33 
Strand 

End 1085 

Method GENSCAN 

End 1085 

Score .89 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI . 
..Exons, ..... 
GI -Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34867 
72035 
9 

OJ990518_10. 9924 .C34 .ol . np 
9 

.,.50424 54.. 

..15,3;. J$l.....£QA*.J&'&i ^2.6.8.5,^2 179 ...:220J__. 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. 'ID OJ990518_10. 9924.C34 

Strand + 

End 2204 

Method AAT/NAP 

End 2204 

Score 2.212 



34867 
72035 
9 

OJ990518_10. 9924 .C34 .ol.gs 
67 

none 

67. .153, 398. .604, 661. .2177 



Seq. ID OJ990518_10. 9924 .C34 

Strand + 

End 2204 

Method GENSCAN 

End 2177 

Score .79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34867 
72035 
9 

OJ990518JL0.9924 .C34 .ol.tw 

1333 

none 



Seq. ID OJ990518_10. 9924.C34 

Strand + 

End 2204 

Method TBLASTX : Wheat 

End 1725 

Score 58 



1333. .1380, 1387. .1485, 1392. .1484, 1452. .1691, 1468. .1725 



Seq.. No.. 34867 ' 

Gene No/. - 72035 ■ - . „;_„,'. .' 

Start .9 ; 

Name ' OJ990518_10 . '9924 . C34 . ol . tm 

Start 1375 

GI none 

Exons 1375.. 1623, 1473.. 1622 



Seq. ID OJ990518_10. 9924 .C34 

Strand . +'.. \ -.. .' . „■. ■ 

End 2204 

Method TBLASTX: Maize 

End 1623 

Score 192 



Seq. No. 34868 

Gene No. 72036 

Start 1 

Name OJ9"90518_10 . 9924 . C35 . ol . np 

Start 1 

GI 6498441 
Exons 



Seq. ID OJ990518_10. 9924 .C35 
Strand + 

2823 
AAT/NAP 

2823 
2408 



End 

Method 
End 
Score 

1..35, 366. .829, 893. .1266, 1450. .1584, 1759. .2080, 2273. .2657, 
2747. .2823 



34761 




GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Coo Mo 


J 1 o u o 






c pn t n 

Oc^. -L Lf 


D.TQQOM R 


1 n QQ9 A 


p^^ 


flono Mo 








OH di L\JL 










1 






End 


?R?^ 

cO£ J 






Mama 
LN cuue 


O.TQQOSIR 10 QQ94 


P^S ol 


• 9 s 


Mof H oH 


OEj LN O ^-rt.LN 






Start 


173 






End 


892 






GI 


none 






Score 


.99 






R von q 

Li AUIl O 


173. .892 














Qorr Mn 

tj C ^ • INU • 


34868 






Q^rr T n 
ocvj . J. u 


O.TQQDS1 R 


JL0.9924 


.C35 


Pono Mo 

uCilC LN • 


72036 






Of ranrl 


-l_ 






q-j- a r +- 
OLal L, 


1 








9R9 ^ 






IN clitic 


OJ990518 10.9924 


.C35.o3 


. L. W 


Mo +■ Vi o/H 


1 DijnO 1A. 


Wheat 




Start 


250 






End 


736 






GI 


none 






Score 


402 






T* 1 von c; 


250. .423, 251. .736, 445 


. .705, 


515. .709 








C o rr Mo 
Octj. LN U • 


34868 






Seq. ID 


D TQQ0R1 R 


_10.9924. 


.C35 


CZ o n o Mo 


72036___ 






.Strand... 


















9R9^ 




Name 


■ OJ990518 -10 .9924 


.C35.ol 


. tw - - 


Method 


" TRT Zi QTV • 
1 DJ_iH.O 1 A . 


Wheat- • — 




Start 


900 






End 


1363 






GI 


none 






Score 


190 






P v o n ^ 


900. .1343, 901.. 


1356, 902.. 1363, 902.. 


1 ^^7 
I j j / 






o 0 n Mo 


34868 






Seq. ID 




_10.9924 


.C35 


/^Qn o Mo 
vjcllc LN(J . 


72036 






Strand 








J Lai L 


1 






End 


?R9^ 






Name 


OJ990518 10.9924 


,C35.o2 


. ts 


Method 


TRT Zi CTY • 


Soybean 




Start 


941 






End 


1306 






GI 


none 






Score 


107 






TT von 


941. .1165, 1172. 


.1306 












Cnn Mo 


34868 






Seq. ID 


0 TQQO R 1 R 


_10. 9924 


.C35 


Cono Mo 


72036 






Strand - 


+ 






O Lai- U 


1 






End 


2823 






Ma mo 


OJ990518 10.9924 


.C35.o2 


.gs 


Method 


GENSCAN 






Start 


956 






End 


2639 






GI • ■ • • 


none 






Score 








Hi 2S. L>1 lo . - - - 


,95-6. ..2 639 .". ■ . >; 














Cart' Mo 
OcL] . IN U . 


34 8 68 






Seq. ID 


OJ990518 


_10. 9924 


.C35 


n o n o Mo 
belle LNO . 


72036 






Strand 


4- 








1 






End 


2823 






Name 


OJ990518 10.9924 


.C35.ol 


tm 


Method 


TBLASTX: Maize 




Start 


1031 






End 


1387 


'i 




GI 


none 






Score 


392 






Exons 


1031. .1387, 1066 


. .1377, 


1082. 


. 1387 








Seq. No. 


34868 






Seq. ID . 


OJ990518 


_10.9924 


.C35 


Gene No. 


72036 






Strand 


+ 






Start 


1 






End 


2823 






Name 


OJ990518 10.9924 


,C35.o2 


tm 


Method 


TBLASTX: 


Maize 




Start 


1414 






End 


1798 







34762 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

Seq. No. 

Gene No. 
. Start. v . 
..Name„._,^-. r „,,,,. 

Start - 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

1414. .1779, 1415. .1798 

34868 
72036 
1 

OJ990518_10. 9924 ,C35.o2. tw 

1471 

none 

1471. .1878, 1472. .1879 

34868 
72036 
1 

OJ990518_10.9924 .C35.ol.ts 

1550 

none 

1550. .1879, 1567. .1710 

34 8 68 
72036 
1 



Score 



356 



Seq. ID OJ990518_10.9924.C35 

Strand + 

End 2823 

Method TBLASTX : Wheat 

End 1879 

Score 471 



Seq. ID OJ990518_10.9924.C35 

Strand + 

End 2823 

Method TBLASTX : Soybean 

End 1879 

Score 243 



Seq. ID OJ990518_10.9924.C35 
Strand + 
End 2823 



;,QJSS.Q518 : .a.0,..a9Z4^^ 



2420 - ' * 

none 

2420.. 2689, 2455.. 2688 



End- 
Score 



2 68 9 
269 



34869 
72037 
1 

OJ990518_10.9924 .C36.ol.np 
1 

6498441 
1..1149, 1243. .1524 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
re.trotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ990518_10.9924.C36 

Strand + 

End 1527 

Method AAT/NAP 

End 1524 

Score 2382 



Seq. No. 


34869 


Seq. ID 


OJ990518_10 


.9924 


.C36 


Gene No. 


72037 


Strand 


+ 






Start 


1 


End 


1527 






Name 


OJ990518 10.9924 .C3'6.ol;gs 


* Method 


GENSCAN ■ • 






Start . ' ' 


1. . . — ; .-..„'_ ; _ . 


. End: . ... 


152:7 . . . ._ ' 






GI 


none 


Score 


i ; 






Exons 


7 . .1527 










Seq. No. 


34869 


Seq. ID 


OJ990518_10 


9924 


.C36 


Gene No. 


72038 


Strand 


+ 






Start 


1688 


End 


2149 






Name 


OJ990518 10.9924.C36.ol.gp 


Method 


AAT/GAP 






Start 


1688 


End 


2149 






GI 


2428323 


Score 


858 






Exons 


1688. .2149 










GI rD.escrip. 


5803242/dbi | AP000399 . 1 1 AP000399 O.Oe+OC 


Orvza sativa cenomic 




DNA, chromosome 6, clone : P0535G04 








Seq. No. 


34869 


Seq. ID 


OJ990518_10. 


9924 


C36 



34763 



Gene No. 


72039 




Strand 


Of ar f 
OLdX L 


91 ^7 




una 


Name 






Metnoa 




o y 4 




End 


H T 


none 




Score 


Exon s 


^Qd 717 4 9^ 704 






Seq. No. 


34869 




Seq. ID 


Gene No. 


72039 




Strand 


OLal L 


91 ^7 




_na 


Name 


uuyyuoio i u . y y z 4* . l,o b . oi 


+- T.I 


Metnoa 


o tart 


DO 1 




hna 




none 




Score 


Exons 


^^1 Rfl7 Q1 9 £9fi 


. . 0 / J 


£ "3 "3 QQ1 
, Oj j , . OOl 


Seq. No. 


34869 




Seq. ID 


Gene No. 


72039 




Strand 




2157 




ITnrt 

Hina 


Name 


OJ990518 10.9924.C36.o2 


.tw 


Metnoa 




913 




_na 




none 




Score 


.Exons 


,91 3 . .. 12 09 ,913 . 1 1 55 , 10 53. t . 




Seq. No.- ■ 


- 34869" • • - - • • • - 




Seq.- ID- 


Gene No. 


72039 




. Strand 


OLdl L 


2157 




_na 


Name 


OJ990518 10.9924.C36.o2 


tm 


Metnoa 


otart 


1384 




End 




none 




Score 


Exons 


1384. .1551, 1389. .1565 






Seq. No. 


34869 




Seq. ID 


Gene No. 


72039 




Strand 


Of n V+- 


2157 




Ena 


Name 


OJ990518 10. 9924 .C36.o2. 


gs 


Method 


Cf -% v-+- 


2157 




End 




none 




Score 


Exons 


2157.. 3257 






beq . no . 


34869 




Seq. ID 


Gene No. 


72039 




Strand 


Start 


2157 ■ 




- End 


LNCtltlti . 


..OJ99.0518 10i9924.C36.cf2. 


np.... 


Method' . 


,Cf 3 r*f- 


2160 


End 


C T 


5803259 




Score 


Exons 


2160. .3405 






GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


oeq . no . 


34870 




Seq. ID 


Gene Mo 


72040 




Strand 


Start 


2129 




End 


Name 


OJ990518 10.9924.C37.o3. 


np 


Method 


Start 


2129 


End 


GI 


4490342 




Snnrfi 


Exons 


2129. .2164, 4331. .4602, 


4688 


..4830, 49C 


GI Descrip. 


(AL035656) putative protein 


[Arabidopsa 



3405 

TBLASTX: Maize 

717 

364 



OJ990518_10. 9924 .C36 
3405 

TBLASTX: Wheat 

912 

375 



OJ990518_10.9924.C36 
3405 

TBLASTX: Wheat 
1515 

263 

, , 15 08,, ,139 QL. 1 515, 

-G J9 9 0 5 18_K)^9 92^-C36- 

3405 

TBLASTX: Maize 

1565 

191 



OJ990518_10.9924.C36 

3405 
GENSCAN 
3257 
. 99 



OJ990518_10.9924.C36 
34 05 - 

AAT/NAR. • - ' 

3405 
1825 



OJ990518_10.9924.C37 
+ 

5063 
AAT/NAP 
5063 
94S 



34764 



Qorr Mrs 




oeq. ±u 




Gene No. 


72041 


Strand 




Start 


1 


End 


3151 


NJanio 

LNCULIG 


10 QQ94 P^7 nl 

VJU ^ JIO J.VJ . Z? Zs • -J / . W X 




a a T / MSP 


O L. Cl -L L 


1 _ 
X 




I A 7 fi 

II / U 




jou 


Score 


9 9 Q9 




1 1 1470 








\ r\iz \j \j \j ~j z/ z) } iiy^JUUiicuxLaX 




sat i va J 


Seq. No. 


34870 


Seq. ID 


OJ990518 


Gene No. 


72041 


Strand 




J Lai L 


i 






\7.a mo 




gs LYieLnou. 




O L. Cli. L 


X .7 D 


LUQ 


x fw U 


X 




Score 


77 

mil 




1 ^QQ RQ^ fi^fi 


1 Aid 




Sea No 


34870 


Seq. ID 


OJQQDSI ft 


Gene No. 


72041 


Strand 




Start 


1 


End 


3151 


Name 


OJ990518 10. 9.924. C37.o2, 


np Method 


AAT/NAP 


Start 


662 - .. ... 


_ End 


3151 . 




^5il2.62L3 - . 


„ . tt „ ^ Scorje^.,,..... 


a;99u_ w 


Exons - - 


-662-. 6-8-9, -2287.-.'2362>- .2530.- .-2682,- 3067' 


.V3151-'-' 



GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj IBAA85199.1 1 (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 


34870 








Seq. ID 


OJ990518 


_10.9924.C37 


Gene No. 


72042 








Strand 






Start 


4332 








End 


5013 




Name 


OJ990518 10 


. 9924 


.C37.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


4332 








End 


4987 


GI 


none 








Score 


48 




Exons 


4332. .4373, 


4464 


. .4604, 


4696. 


.4830, 4904. .4987 




Seq. -No. 


34870 








Seq. ID 


OJ990518 


_10. 9924 .C37 


Gene No. 


72042 








Strand 






Start 


4332 








End 


5013 




Name 


OJ990518 10 


9924 


.C37.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


4479 








End 


5013 




GI : 


none 








Score- 


82 




Exons.. 


' 4479.. 4604, 


46:95 


/. 4*823, 


.4696. 


.4830, 4904. .5008, 


4930. .5013 


Seq. .No. 


34870 








Seq. ID' 


OJ990518 


_10. 9924 .'C37 


Gene No. 


72042 








Strand 






Start 


4332 








End 


5013 




Name 


OJ990518 10, 


9924 


C37.ol 


tw 


Method 


TBLASTX: 


Wheat 


Start 


4509 


') 






End 


4990 




GI 


none 








Score 


98 




Exons 


4509. .4604, 


4512 


.4595, 


4695. 


.4829, 4695. .4829, 


4696. .4830, 




4899. .4985, 


4904 


.4987, 


4928. 


.4990 






Seq. No. 


34871 








Seq. ID 


OJ990518 


JL0. 9924 .C3ft 


Gene No. 


72043 








Strand 


+ 




Start 


1 








End 


5048 




Name 


OJ990518 10. 


9924 . 


C38.ol. 


np 


Method 


AAT/NAP 





34765 



JLd.IL 


i 

X 


_UC1 


A "5 0 


(IT 


A A QO'iAO 


Score 


1 IPi 
1 jU 


F* von q 


1 97^ "347 4^9 






VwJ X L-/ ^ O V—* -1_ _1_ k-/ ■ 


\ fliJ U J JU J U / UU Uu Ux V C wx. U L C X 1 1 




t o 4- Vi 3 1 -i 3« a 1 

ib Liiaj-Xanaj 


Seq. No. 


34871 


Seq. ID 


OJ990518_10.9924.C38 


Gene No. 


72043 


Strand 


+ 


Start 


1 


End 


JUIO 


Name 


OJ990518 10.9924.C38.ol.gs 


Method 




Start 


141 


End 


O U fl O 


GI 


none 


Score 


7 ^ 




141. .273, 347. .431, 4873. .5048 




O ^ VJ . l-i W . 


34871 


Seq. ID 


OJ990518_10.9924.C38 


fZeirif^ No 


72044 


Strand 


+ 


Start 


14468 


End 


17748 


Name 


OJ990518 10.9924.C38.o2.np 


Method 


• AAT/NAP 


Start 


14468 


End 


17492 


GI 


1762945 


Score 


418 


DAUllO 


14468. .14535, 16275 .. 1638 9, 


16474. .16563, 17 192 .. 172 90, 




17394 . . 17492 






J. L/ C O L- -L^J_ • 


. ..(U662 69) ...ORF;. able_to ^induce HR-like lesipns_JMcptiana___. 










Seq. No. 


34871 


Seq. ID 


OJ990518_10.9924.C38 


Gene No. 


72044 


Strand 


+ 


Start 


14468 


End 


17748 


Name 


OJ990518 10.9924.C38.ol.gp 


Method 


AAT/GAP 


Start 


16275 


End 


17748 


GI 


17885 1.R1084 


Score 


1199 


Exons 


16275. .16389, 16474 16562 , 


17191. .17290, 17394. .17748 



GI Descrip. ' 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



Seq. No. 34871 Seq. ID 

Gene No. 72045 Strand 

Start 13637 End 

Name OJ990518_10 . 9924 .'C38 . o2 . tw Method 

Start 138 End 

GI none Score 

Exons 138. .272, 138. .272, 139. .273, 342. .428, 347. .430, 371. .433, 

■ 12360. ; 12491 ■ - - 



OJ990518_10.9924.C38 
17713 

TBLASTX: Wheat 

12491 

55 



Seq. No. - 34871 
Gene No. 72045 
Start 13637 

Name OJ990518_10 . 9924 . C38 . ol . ts 

Start 9381 
GI none 

Exons 9381.. 9467, 9385.. 9468, 9401. 

9467. .9610, 9619. .9654 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990518_10. 992-4 .C38 
17713 

TBLASTX: Soybean 

9654 

123 



,9481, 9459. .9611, 9459. .9605, 



Seq. No. 
Gene No . 
Start 
Name 
Start 



34871 

72045 

13637 

OJ990518 

9412 



10.9924.C38.ol.tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ990518_10. 9924 .C38 
17713 

TBLASTX : Maize 
9674 



34766 



GI 

Exons 



none Score 100 

9412. .9468/ 9414. .9467, 9459. .9611, 9467. .9610, 9612. .9659, 
9615.. 9674 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34871 
72045 
13637 

OJ990518_10. 9924 .C38.o3.gs 

13637 

none 



Seq. ID OJ990518 10.9924.C38 



Strand 
End 

Method 

End 

Score 



17713 
GEN SCAN 
16421 
.87 



13637. .13743, 14 377 .. 14 526, 14531 .. 14789, 16269. .16421 



OJ990518_10.9924.C38- 
17713 

TBLASTX: Maize 
17713 
109 

14467. .14535, 14 4 68 .. 14 536, 16272 .. 16385, 16275 .. 1 64 03 , 
16276. .16392, 16471 .. 16557, 16473 .. 16559, 16476 .. 1 6559, 
17180, .17290, 17182.. 17289, 17191 .. 17295,. 17374 .. 17 604 , 
. 17376. . 17519, 17432 . .17602,^17608. .17661,' 17j611 . _17 637 

..^.675. ....mil _ _ : _ . _ _ ; _ _ ^^SZ 



Seq. No. 34871 

Gene No. 72045 

Start 13637 

Name OJ990518_10 . 9924 . C38 . o2 . tm 

Start 14467 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene~ No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



34871 
72045 
13637 

OJ990518_10. 9924 .C38.ol.tw 

16272 

none 

16272. .16388, 16275 16388 , 
16468. .16560, 16482 .. 16562, 
17182. .17289, 17370 .. 17501, 



Seq. ID 
Strand 
End 

Method 
■ End 

Score 
16276 
16482 



OJ990518 10.9924.C38 



17713 

TBLASTX: Wheat 
17501 
73 

16392, 16276. .16389, 
16556, 17180. .17290, 



17432. . 17500 



34872 Seq. ID 

72046 Strand 
2941 End 
OJ990518_JL0 .'9924 . C39 . o2 . gs Method 
2941 End 
none Score 

2941. .3098, 3118. .3302, 3477. .3738, 4060. 

5427... 5740, 5914.. 5997, 6094.: 6-210, 6612. 



OJ990518_10.9924.C39 
+ 

6851 
GENSCAN 
6851 
.53 



,4382, 4441. 
,6851- - 



,4599, 



' 34872 - Seq. ID 

72047 Strand 
7862 End 
OJ990518_10 . 9924 . C39 . o2 . gp Method 
7862 End 
5816559 Score 
7862.. 8170 

4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



OJ990518_10.9924.C39 
+ 

8170 
AAT/GAP 
8170 
519 



34872 
72048 
8297 



Seq. ID OJ990518_10. 9924 .C39 
Strand + 
End 11143 



34767 



Name OJ990518_10 . 9924 . C39 . ol . np Method AAT/NAP 

Start 8297 End 11143 

GI 5902444 Score 4788 

Exons 8297.. 11143 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



UClJ . LN KJ • 


^4 879 








Seq. ID 


OJQQ0S1 

\J\J Zf Zf \J J JL QJ 


1 0 9994 

X \J • Zf Zf ^ 


. C39 


(~_ on a M r\ 


7 9 D4 










-|- 






Start 


8297 








End 


11143 






Name 


OJ990518 10. 


9924. 


C39.o3. 


gs 


Method 


GENSCAN 






Start 


82 97 








End 


11112 








none 








Score 


.44 








R9Q7 QD7^ 


Q1 ^ 
yijj. 


• 1111& 












O e q * IN U . 


"34 ff 79 








Seq. ID 


OJ990518 


_10. 9924 


.C39 




7 9 D4 Q 








Strand 








Start 


1851 








End 


2741 






Name 


OJ990518 10. 


9924. 


C39.ol. 


gs 


Method 


GENSCAN 






OLal L 


10 ji 








End 


2741 






uJ. 


none 








Score 


.6 








■ ID Jl ... 


917 4 
Z ± / H . 


9917 
. ZZ 1 / , , 


99 

Z Z DO 


..2529, 2.614.. 2741 






. o e.g.* LN.O.. . 


1. A 1 9 




- 

■ - -'* ' * 


"™ 


„. Seq.^ID 


9D 5 1,8_1.0.. 9 9.24-..-C3S, 


bene ino . 


790^0 ----- " 

/ Z VJ 0 u 








-Strand- ■ 








Start 


3987 








End 


4538 






Name 


OJ990518_10. 


9924. 


C39.ol. 


gp 


Method 


AAT/GAP 






Olail 


^QP7 

J JO / 








End 


4538 








cn^R QA 1 

3U JO Z?*! / 








Score 


845 






Exons 


/ . . H D JO 
















oeq. In O . 


^4 P.79 
0 4 0 / z 








Seq. ID 


OJ990518 


_10.9924 


.C39 


bene i\o • 


7 90 m 








Strand 








Start 


9585 








End 


9987 






Name 


OJ990518 10. 


9924. 


C39.o2. 


tw 


Method 


TBLASTX: 


Wheat 




O L d -L L 


9585 








End 


9987 






bl 


none 








Score 


294 






Exons. 


9585. .9854, 


9586. 


.9987 












JC^. ViKJ • 


34872 








Seq. ID 


OJ990518 


_10.9924 


.C39 


Cono M 0 


72052 








Strand 








Start 


10564 








End 


11021 






■Name 


; OJ990518 10: 


9924 . 


C-39.ol". 


tw 


-Method 


TBLASTX: 


Wheat . ... 






.10564 ... 1 








i .End - " 


1102-1. 








none 








Score 


149 ; 






Exons 


10564 . .10740, 107 


85. .11021, 


10789. .11019 ' 






Seq. No. 


34873 








Seq. ID 


OJ990518 


_10.9924 


.C40 


Gene No. 


72053 








Strand 


+ 






Start 


69 








End 


3649 






Name 


OJ990518 10. 


9924. 


C40.ol. 


gs 


Method 


GENSCAN 






Start 


69 








End 


3649 






GI 


none 








Score 


.82 






Exons 


69. .471, 568 


. .3649 












Seq. No. 


34873 








Seq. ID 


OJ990518 


_10.9924 


.C40 


Gene No . 


72053 








Strand 


+ 






Start 


69 








End 


3649 







34768 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990518JL0.9924 .C40.ol.np Method AAT/NAP 
551 End 3646 

5902445 Score 5359 

551. .3646 

(AB030283) GAG-POL precursor [Oryza sativa] 



34873 
72054 
3966 

OJ990518_10. 9924 .C4 0.o7. tw 
10 

none 

10. .234, 11. .274 



Seq. ID OJ990518_10.9924.C40 
Strand 

End 4396 

Method TBLASTX : Wheat 

End 274 

Score 262 



Seq. No. 34873 

Gene No. 72054 

Start 3966 

Name ' % OJ990518_10 . 9924 . C40 . o7 '. tm 

Start 127 

GI none 

Exons . .127.. .273, 128. .274 



Seq. ID OJ990518_10. 9924 .C40 
Strand 

End 4396 

Method TBLASTX : Mai ze 

End 274 

Score 183 



..ae^,;„No, . _ 3A8JJ3 , ,-.s.e^.: ,.m 

Gene No. ■ -72054 - - - - Strand • •■ 

Stast- 3966 End 

Name OJ990518_10 . 9924 . C40 . ol . tw Method 

Start 4 96 End 

GI none Score 

Exons 496.. 951, 497.. 952 



..QJ9 9&5XB ±.1Q„..93.2AJ2A0^ 



4396 

TBLASTX: Wheat 

952 

497 



Seq. No. 34873 

Gene No. 72054 

Start 3966 

Name OJ990518_10 . 9924 . C40 . o3 . ts 

Start 536 

GI none 

Exons 536.. 760, 767.. 901 



Seq. ID OJ990518_10.9924.C40 
Strand 

End 4396 

Method TBLASTX : Soybean 

End 901 

Score 138 



Seq. No. 34873 

Gene No. 72054 

Start 3966 

Name . •■ - OJ990518_10 ; 9924 . C4 O'. o2 . tm 

.S.tartf ■ ■ ■ ' .626 • . :.. *. • \ 

GI .none 

Exons 626. .982, 667. .972 ■ ' 



Seq. ID OJ990518_10.9924.C40 
Strand 

End 4396 

Method TBLASTX: Maize - 

End . . . 982 :.. / 

■ Score 375 



Seq. No. 34873 

Gene No. 72054 

Start 3966 

Name OJ990518_10 . 9924 . C40 . o2 . tw 

Start 1067 

GI none 

Exons 1067.. 1486, 1111.. 1491 



Seq. ID OJ990518_10.9924 .C40 
Strand 

End 4396 

Method TBLASTX : Wheat 

End 1491 

Score 448 



Seq. No. 
Gene No. 
Start 



34873 
72054 
3966 



Seq. ID OJ990518_10. 9924 .C40 
Strand 

End 4396 



34769 




Name 


ujyyuoio iu 


Q Q O A 

. yyz4 


. C4 U . Ol 


. ts 


Method 


TBLASTX : Soybean 




o tart 


1 1 A c: 








End 


154 6 




H T 


none 








Score 


J14 




Exons 


114 0. . 104 b , 


1 1 pz 


i "50 n 
. . 1 OZ U / 


1 *5 A O 
1 04 Z. . 


TRIO 

. 1 0 Iz 






Seq. No. 


34873 








Seq. ID 


OJ990518_10. 9924 


.C40 


Gene No. 


72054 








Strand 






Cf 3 v- f- 










End 


4396 




Name 




QQO A 

. y yz 4 


n a n /-> q 
. U4 U . o J 


. tm 


Method 


TBLASTX: Maize 




bi art 


i oi o 








End 


1657 




C T 
Lrl 


none 








Score 


275 




Exons 


1 01 Q 1 /l £"7 
1 Z 1 j • . 14 b / , 


i 01 y| 
1Z 1 4 


1 A CO 
..14 DO , 


1 A Q Q 

1 4 o y . 


.1620, 1490. .1633, 1631. .1657 


Seq. No. 


34873 








Seq. ID 


OJ990518J.0.9924 


.C40 


Gene No. 


72054 








Strand 


- 














End 


4396 




Name 


ujyyujio lu 


QQO /I 

. y yz 4 


. U4 U . Ob 


4-,, 

tw 


Method 


TBLASTX : Wheat 




C +- -a v- f- 

otart 


1 /I Q R 

1 4 yo 








End 


1777 




H T 
VjI 


none 








Score 
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7 .jstxancL 
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-End- - - 
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ts 
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i / ©y 








End 
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bl 
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i oon 

1 / o U 
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Seq. No. 


34873 








Seq. ID 


OJ990518_10. 9924 


.C40 


Gene No. 


72054 








Strand 


- 




O f- -i v +- 

ot art 


o y o o 








End 
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ujyyuoio iu . 


y yz 4 
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TBLASTX: Wheat 
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Seq. No. 


34873' 








Seq. ID 


OJ990518_10. 9924 


C40 


Gene No. 


72054 








Strand 






ot ar t 


o y D D 








End 


4396 
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tm 


Method 


TBLASTX: Maize 
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End..- 
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Score. 
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Seq. No. 
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Seq. ID 


OJ990518_10.9924. 


C40 


Gene No. 


72054 








Strand 
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End 
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tw 
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End 


2518 
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2219. .2353, 
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Seq. No. 
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Sfiq s ID 


OJ990518 10 . 9924 . 


QAQ 


Gene No. 


72054 








Strand 
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3966 








End 


4396 




Name 


OJ990518 10. 


9924. 


C40.ol. 


tm 


Method 


TBLASTX: Maize 
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End 
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GI 
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2536 . 
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Seq. ID 


OJ990518 
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Gene No. 
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Gene No. 


72054 








Strand 
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A1/~"~) A A I" A 
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Seq. ID 
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Strand 
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End 
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Gene No. 


72054 








Strand 
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End ■ 
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Name 
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9924 


.C40.o2. 


np 


Method 


AAT/NAP 
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3969 








End 


4396 




GI 


5902446 








Score 
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GI Descrip. 


(AB030283) orf5 


'Oryza sativa^ 








Seq. No. 
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Gene No. 


72055 
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F21J9.1 [Arabidopsis thaliana] 
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Strand 
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72057 
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End 
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Strand 






u Lai L. 


1 
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288.. 4 97 










Seq. No. 


34875 
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Seq. ID 
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C43 
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Start . 
GI 

Exons 
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Gene No. 
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GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
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. Start ^ 

..gL1.Z^~_., 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 
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Start 

GI 

Exons 

Seq. No. 

Gene No. 
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Name 
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GI 

Exons 

Seq. No. .. _ 

Gene No. 
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Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



72057 Strand 

1 End . 

OJ990518_10. 9924 .C43.ol . ts Method 

93 End 

none Score 



646 

TBLASTX : Soybean 

548 

89 



93. .200, 98. .199, 286. .498, 288. .530, 289. .531, 348. .548 



34876 
72058 
1 

OJ990518_10.9924.C4 6.ol.gp 
1 

LIB3432-059-P1-K1-D4 
1..381 

' 4 4 54 4 67 /gb | AAD20914 | 7.0e-28 (AC006234) unknown protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990518_10.9924.C46 
Strand 

End 4 90 

Method AAT/GAP 

End 381 

Score 696 



34876 
72058 
1 

OJ990518_10. 9924 ,C4 6.ol . np 
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Seq. ID OJ990518_10. 9924 .C46 
Strand 
End 4 90 
Method AAT/NAP 
End ; 4 9CL _ w 



. _ 6 8.5 0 8 8j0____,_ _ ? , 

■ 274 . .490 ■ - - - ■ : ■ • • - - 

(AL137898) putative protein [Arabidopsis thaliana] 



34876 
72058 
1 

OJ990518_10.9924 .C4 6.ol.ts 
274 
none 

274. .489, 287. .487, 292. .489 

34876 
72058 
1 

OJ990518_10. 9924 .C4 6.ol.tc 
280 
none 

280. .426, 326. .400, 433. .489, 434. .490 



Seq. ID OJ990518_10.9924.C46 
Strand 

End 4 90 

Method TBLASTX : Soybean 

End 489 

Score 185 



Seq. ID OJ990518_10.9924.C46 
Strand 

End 4 90 

Method TBLASTX : Cress 

End 4 90 

Score 57 



34876 '• * . • "• 
72058 

1 . .. ; . 

OJ990518_10.9924 .C4 6.ol. tw 
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Seq.. ID OJ9.90518_10-...9924 .C4 6 

Strand ' - ■• '.' . 

End 4 90 • 

Method TBLASTX : Wheat 

End 4 89 

Score 61 



286. .411, 298. .396, 311. .412, 433. .489, 437. .472 



34876 
72058 
1 

OJ990518_10. 9924 .C4 6.ol. tm 
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none 

340. .489, 341. .490 



Seq. ID OJ990518_10.9924.C46 
Strand 

End 4 90 

Method TBLASTX : Maize 

End 4 90 

Score 227 



34773 



Seq. No. 34877 
Gene No. 72059 
Start 1 

Name OJ990518_10 . 9924 . C47 . ol . np 

Start 1 
GI- 6498441 
Exons . 1 . . 358 

GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ990518_10.9924.C47 
Strand 

End 358 

Method AAT/NAP 

End 358 

Score 147 
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OJ990518 10.9924.C48.ol 
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• 1 . - — • - ■ ; - 
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none. ■ ' , f . . 


Exons 


' 1. .192, 3. .191, ll.-. 193 


Seq. No. 
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Gene No. 
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1 
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OJ990518 10. 9924 .C48.ol 
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1 


GI 
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Exons 


1. .189, 1. .171, 2. .172, 


Seq. No. 


34878 


Gene No. 


72060 


Start 


1 
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OJ990518 10. 9924 .C4 8.ol 



Seq. ID OJ990518__10. 9924 .C48 
Strand 

End 612 

Method AAT/NAP 

End 612 

Score 266 



. . - „S e q.._ID„. J) J9 .9 05 18^1 0 v 9 9 2 4.C48 

- ■ End ' : - 612 ■■■ ----- - - 

.tm Method TBLASTX : Maize 

End 394 

Score 267 



Seq. ID OJ990518_10. 9924 .C48 
Strand 

End 612 

Method TBLASTX : Wheat 

End 192 

Score 178 



Seq. ID OJ990518_10. 9924 .C48 
Strand 

End 612 

Method TBLASTX : Cress 

End 193. - - 

Score' *.. 169. ■ , 



Seq. ID OJ990518_10. 9924 ,C48 
• Strand 

End- 612 

. ...Method TBLASTX: Soybean 

End 412 

Score 188 

171, 2. .172, 3. .182, 342. .374, 344. .379, 350. .412 

Seq. ID OJ99051R_in.qQ24.C48 
Strand 

End 612 

Method GENSCAN 



34774 



Start 72 End 

GI none Score 

Exons 72.. 191, 341.. 534 

Seq. No. 34879 Seq. ID 

Gene No. 72061 Strand 

Start 68 . End 

Name OJ990'518_10 . 9924 . C50 . ol . gs Method 

Start 68 End 

GI none Score 

Exons 68 . . 133 



534 
.86 



OJ990518_10. 9924 .C50 
133 

GENSCAN 

133 

.4 



Seq. No. 34880 Seq. ID 

Gene No. 72062 Strand 

Start 372 End 

Name OJ990518_10 . 9924 .C51.ol.gp Method 

Start 372 End 

GI 2428185 Score 

Exons 372. . 605 

GI Descrip. 5852170/emb | AL1 17265 . 1 I OST17804 1.0e-177 Oryza sativa 

indica (GLA4 ) genomic DNA> chromosome 4, BAC clone :t 17804 



OJ990518_10. 9924 .C51 
+ 

605 

AAT/GAP 
605 
358 



.:s.eq _Nq„.„ ___3 Aa85-^-.-™^,.^.-.^. ~ ^ , 

Gene No. - - 72063 - :. 

Start 97 

Name OJ990518JL0 . 9924 . C51 . ol . gs 
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Exons 97 . . 222 
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-Strand"-*- : -" : ■ - 



End 
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GI 

Exons 

GI Descrip. 



34881 Seq. ID OJ990518_10 . 9924 . C52 

72064 Strand + 

1 End 374 

OJ990518_10 . 9924 . C52 . ol . np Method AAT/NAP 

1 End 374 

6721561 Score 312 

1..70, 138. .374 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] ' .... 
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Gene No'.* 720 64 Strand' 
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GI none Score 
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Start 1 End 
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Start 1 End 
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OJ990518_10. 9924 .C53 
+ 
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AAT/NAP 
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GI Descrip. 

Seq. No. 

Gene No. 
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Start 

GI 

Exons 



1..164, 239. .365 

(AL050146) hypothetical protein [Homo sapiens] 



34883 Seq. ID 

72066 Strand 

199 End 
OJ990518_10.9924 .C57.ol.gs Method 

199 End 

none Score 
199. .270 



OJ990518_10. 9924 .C57 
270 

GEN SCAN 
270 
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Seq. No. 34884 

Gene No. 72067 

Start 19 

Name OJ990518_10 . 9924 .C59.ol.gs 
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Exons 19. .211 



Seq. ID OJ990518_10. 9924 .C59 
Strand 

End 211 

Method GENSCAN 

End 211 

Score .72 



Seq. No. 
Gene No. 
_ Starts 

- Start' 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
.Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 
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34885 Seq. ID 

72068 Strand 

,2758. - ,. ; _End 

2758- ------- - ■- - - ' - *- End - - • 

5031283 Score 

2758.. 2778, 4790. .5117, 5458.. 5715 
(AF139500) unknown [Prunus armeniaca] 



OJ990518_10.9924.C60 

+ 

5715 

5 7 15 : 

232 



34885 Seq. ID 

72069 Strand 
9164 End 
OJ990518_10 . 9924 . C60 . o2 . np Method 
9164 End 
728867 Score 
9164.. 9252, 9341.. 9570, 9843.^9907 

ANTER-SPECIFIC PROLINE-RICH PROTEIN APG PRECURSOR 

gi I 99694 |pir | | S21961 proline-rich protein APG - Arabidopsis 

thaliana gi | 22599 | emb | CAA4 2925 | (X60377) APG [Arabidopsis 

thaliana] 



OJ990518_10.9924.C60 
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AAT/NAP 
9907 
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137 6 . ■ ■ ;'. / ... . 

OJ990518_10..9924 .C60.ol.gs 
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Strand -- : • . - 

End- ' 2578 . .• • . ; ... . : ..: 

Method- GENSCAN - 

End 257 8' ; * 

Score .69 



1376. .1410, 1485. .1617, 1731. .1847, 2351. .2578 



34885 
72071 
6024 

OJ990518_10. 9924 .C60.ol.tc 

4804 
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Seq. ID OJ990518_10.9924.C60 
Strand 

End 9551 

Method TBLASTX : Cress 

End 5111 

Score 54 
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AO. AO 
4 o 4 Z 


4 ft 7 1 
. .40/1, 


4 y Z D 


..5159, 4928. .5119 


oeq . NO . 


.3 4 o o D 








Seq. ID 


OJ990518_10.9924.C60 


Gene No. 


72071 








Strand 




Start 


6024 








End 


9551 


Name 


n tqqo m ft in 


Q Q9 4 


LDU . Oj 


. gs 


Method 


GENSCAN 


o r.a J-L 


OUZ 4 








End 


9551 


P T 


none 








Score 


.78 


^xpris ^ 










,7376, 7630. .7726, . 8268 . ..86.43. 


























Seq. ID 


OJ990518_10.9924.C61 


Gene No. 


72072 








Strand 


+ 


Start 


1 








End 


220 


Name 


OJ990518 10 


.9924 


C61.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


220 


GI 


6630699 








Score 


84 


Exons 


1..50, 138. 


.220 











GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 



gi | 6721536 | dbj | BAA8 9566 . 1 | 
[Oryza sativa] 



(AP001073) hypothetical protein 



Seq. No. 


34886 


Seq. ID 


OJ990518_10.9924. 


C61 


Gene No. 


72073 


Strand 






Start 


356: 


End 


2346 




Name 


OJ990518 10. 9924 .C61.ol.gs 


Method 


GENSCAN 




Start 


356 


End 


1997 




GI 


none 


Score 


.89 




Exons 


356. .4 70, -1121. . 1235, 188 9. . 


1997 ; 






Seq. No. 


34886 


'. Seq.. ID 


OJ990518_10. 9924 . 


C61 


Gene No. 


72073 


Strand 






Start 


356 


End 


2346 




Name 


OJ990518 10.9924.C61.o2.np 


Method 


AAT/NAP 




Start 


359 


End 


2346 




GI 


5922620 


Score 


468 




Exons 


359. .540, 1491. .1552, 1853.. 


2136, 2305 


. .2346 




GI Descrip. 


(AP000492) EST D15357 (C0S14 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gi| 6016853 1 dbj | BAA85196.il ( 


AP000570) 


EST D15357 (C0514) 






corresponds to a region of the predicted gene = ; hypothet 


ica 




protein [Oryza sativa] 








Seq. No. 


34887 


Seq. ID 


OJ990518_10.9924 . 


C64 



3£7.77 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



72074 Strand + 

470 End 660 

OJ990518_10 . 9924 . C64 . ol . gp Method AAT/GAP 

470 End 660 

2315_5.R1084 Score 276 

470. .660 

'6016845/dbj i AP000570.il AP000570 1.0e-14 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



34887 
72074. 
470 

OJ990518_10.9924.C64.o2.gp 
536 

2315_6.R1084 
536. . 660 

1 6016845/dbj | AP000570. 1 | AP000570 4.0e-38 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 ' 



Seq. ID OJ990518_10. 9924 .C64 

Strand + 

End 660 

Method AAT/GAP 

End 660 

Score 188 



C Q /-r NT r\ 

o e q . in o . 


34887 




uene imo . 


72075 






,;JL24L .;■ 




_Nam,e., 


..,.QJ99A5i§T,l.a 


...93"2llc.ai3a ^.gsl 




■ 12 4- - • 




O-L 


none 




Exons 


124. .285 






34888 




t^ene no . 


72076 




Of -a v- +- 


1 




Name 


OJ990518 10. 


.9924.C67.ol.np 


OH i >- 4- 


1 


GI 


3688173 




Exons 


1..122, 206. 


. .334 


GI Descrip. 


(AL031804) putative protein 


Seq. No. 


34888 




Gene No. 


72077 




Start 


212 




Name 


OJ990518 10. 


9924.C67.ol.tm 


Start 


3 




.GI . • ' 


none- - . 




Exons . _ 


..3. .122., .196,. 


\ 333, . 2.03 . . 334-. 


Seq. No. 


'34888 




Gene No. 


72077 




Start 


212 




Name 


OJ990518 10. 


9924.C67.ol.gs 


Start 


212 


GI 


none 




Exons 


212. .313 




Seq. No. 


34889 




Gene No. 


72078 




Start 


497 




Name 


OJ990518 10. 


9924 .C77.ol.gs 


Start 


497 



Seq. ID. OJ990518_10. 9924 .C64 
Strand 

End . - .. .. 285. - 



End 

Score 



-285- 
.73 



Seq. ID OJ990518_10. 9924 .C67 

Strand + 

End 334 

Method AAT/NAP 

End 334 

Score 172 



Seq. ID . OJ990518_10. 9924 .C67 

Strand - ' 

End . 334 

Method TBLASTX: Maize 

End 334 

Score 102 ' 



Seq.. ID OJ990518_10 . 9924 .C67' 

Strand 

End 334 

Method GENSCAN 

End 313 

Score .52 



Seq. ID OJ990518_10.9924.C77 

Strand + 

End 568' 

Method GENSCAN 

End 568 



34778 



(IT 


none 


Score 


A 1 
. fi / 




4Q7 S68 






Seq. No. 


34890 


Seq. ID 


OJ990428_10.9924.C1 


Gene No. 


72079 


Strand 


+ 


Start 


61 


FnH 

Hi 1 1H 


9 "3 fl 

Z JO 


Ma m o 

IN CllUC 


n,TQQP)498 10 QQ94 P1 ol rrn 
vu ? ju*d^o x v • .7 ^ fi . ^ x . (j x . y p 


Mo +" Vi oH 




Start 


61 ~~ 


Cil IKJL 


918 

4 JO 


VJ J. 


nunc- 


OLUI C 


9 Q8 




61 218 

\J X • • ^ JO 






Seq. No. 


34890 


Seq. ID 


OJ990428_10 . 9924 . CI 


Gene No. 


72080 


Strand 


+ 


Start 


JO J 


FnH 


S4 4 
j ft ft 


in emit; 


O.TQQn498 1 0 QQ94 PI ol -f-m 


Mo i* Vi o H 


TRT QQTY • Ma -5 

i d±jH.o i a . ixia x z e 


Of- -s v-f- 


J .7 


FnH 


Z J / 


\j x 


n on 


Q oo 


1 R6 
X J o 




SQ 197 60 176 6D 176 


1 7 7 9 S7 1 

X / f • • J f , X 


81 917 

OX. . Z J / 


Seq. No. 


34890 


Seq. ID 


OJ990428_10.9924.C1. 


Gene No. 


72080 


Strand 


+ 


Cfarf 

t O UaJL U ■ 


18 S 


FnH 


R4 4 


, LN CXill *S .. r . 


n.TQQOd^ft ID QQ9 4 PT ol rr'Q 




P F M Q P ZX M 


OLdl L 


TOR -. . _.-„_ . ... . ' 

JO J 


' - . TP n H • 


. tr /I /I . • . ... . . . 

Oh h 


OX 


none 


S core 


R Q 

. 3 Z7 


Hi AVJl 1 O 


18 R R4 4 

JO J • . J 4 fi 






Seq. No. 


34891 


Seq. ID 


OJ990428_10. 9924.C2 


Gene No. 


72081 


Strand 




OLdl t 


i 

X 


FnH 


67 P 
D / O 


Name 


nTQQ0d98 10 QQ94 P9 ol /to 


/~\ 4— V\ 

rjetnoa 




O Lai L 


i — 

X 


TTnH 


D / O 


\J X 


none 


Score 


4 8 n 

fi O U 


F y on c 


1 41 984 409 R96 67 P 






Q OPT KJo 


148Q9 

J *a O _7 eL 


Con t n 


OTQQn49R 10 QQ94 P^ 


fjpnp No 


72082 


Strand 


-l_ 


Start 


1 


End 


816 

O J D 


Naine 


OJ990428 10. 9924 .C3.ol.np 


Method 


AAT /NAP 


Start 


1 


End 


836 


GI 


6069646 


Score 


392 


Exons 


• 1. .40V 171r.224, 498. .836 






vJ-L . O ^ 1 L^J » 


(AP000616).. similar t-.o . putative reverse 


transcriptase., .(AC005315 ) 




[Oryza sativa] gi | 6907112 | 


dbj'i BAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement reverse transcriptase, (AC006248) 




[Oryza sativa] 






Seq. No. 


34892 


Seq. ID 


OJ990428_10.9924.C3 


Gene No. 


72083 


Strand 


+ 


Start 


1752 


End 


2083 


Name 


OJ990428 10.9924.C3.ol.gs 


Method 


GENSCAN 


Start 


1752 


End 


2083 


GI 


none 


Score 


.46 


Exons 


1752. . 1769, 1958. .2083 






Seq. No. 


34892 


Seq. ID 


OJ990428_10.9924.C3 



34779 




Gene No. 


72084 








Strand 






otart 


CI Q1 










r c cn 

0 DDL) 




Name 




Q QO A 

. yyz4 


. . OO . 


gs 


we tnoa 


bfcj IN ob/\N 




otart 


CI QT 

0 I o / 








tna 


c ccn 

JDDL) 






none 








Score 


C Q 

. d y 




Exons 


DlO / . .3 DDL) 














Seq. No. 


34893 








Seq. ID 


OJ990428_ 


_10.9924.C4 


Gene No. 


72085 








Strand 


+ 




otart 


O Q CO 

z y oz 








tjna 


Olio 




Name 


uj y y U4 z o iu 


. yyz4 


. U4 . Oi . 


gs 




blltiNobH.N 




C4- v- +- 

btart 


0 a C 0 

z y oz 










0770 




bl 


none 








Score 


Q. C 
. 0 D 




Exons 


0 Q CO "SQ 


O /} /] 0 
O 4 4 z 












Seq. No. 


J4 b y o 








Seq. ID 


OJ990428_ 


in QQO A C A 

1 u . y y z 4 . L4 


Gene No. 


72086 








Strand 


+ 




Start 


4459 








End 


9571 




Name 


n tq qh /j op in 
uj y y u 4 z o iu 


Q QO 4 

. y y z 4 


. 4 . Oj . 


gs 


Method 


GENSCAN 




C -4- -i v 4- 

otart 


//ICQ 

4 4 o y 








End 


9571 




GI 


none 








Score 


.52 




Exons.. , 


;,._J4.J y. . .,4 4 / u_, 


ci CT 

O 1 3 v / 


c, o /t 1 


C1 O R 


..6281, . -644 8, ..6698,^. 


^777 cam 




ini c T /I cn 


. J ' J. zz 


7 7QQ 


Q77C 


.j} 8 5.1,, w 9 4.73 ,9 5 7 X„ 


... — ^^^^ 


Seq. No. 


34893 








Seq. ID 


OJ990428_ 


_10. 9924 .C4 


Gene No. 


72086 








Strand 


+ 




otart 


/I /t CL Q 

4 4 o y 








End 


9571 




Name 


ATQQfl/l OQ in 

ojyyu4Zo iu 


. yyz4 


. L4 . Ol . 


gp 


Method 


AAT/GAP 




otart 


dz i y 








End 


6283 




bl 


none 








Score 


513 




Exons 


ROIQ CO /I 1 

oz i y . . j 


D 1 J-Z 


C 0 Q 0 










Seq. No. 


34893 








Seq. ID 


OJ990428 


_10. 9924 .C4 


Gene No. 


72086 








Strand 


+ 




otart 


A A G. Q 

^ 4 o y 








End 


9571 




Name 


uj y y u 4 z o iu 


Q Q o yi 

. y yz 4 


. U4 . OZ . 


gp 


Method 


AAT/GAP 




otar l 


T1 OC 








End 


8837 






none 








Score 


983 




Exons 


Ti -)C 7/1 


n R A c 
/ 0 4 0 


. . / DjU# 


I 1 Z Z . 


.7788, 8775. .8837 




Seq. No. 


34893 








Seq. ID 


OJ990428_ 


_10. 9924 .C4 


Gene No.-" - 


72087- 








Strand- 






Start. / *. 


1... 








End . ■■- 


2294 




Name 


0J9 90428 10 


. 9924 


.C4.ol. 


np 


Method ■ - 


AAT./NAP 




Start 


.1' 








" End 


2294 




GI 


3309620 








Score 


806 





Exons 1..145, 377.. 2294 

GI Descrip. (AF074916) resistance to Pseudomonas syringae protein 5 
[Arabidopsis thaliana] 

OJ990428_10.9924.C4 

2294 
GENSCAN 
2201 
.61 

Exons 249.. 2201 



Seq. No. 34893 Seq. ID 

Gene No. 72087 Strand 

Start 1 End 

Name OJ9904 28_10 . 9924 . C4 . ol . gs Method 

Start 249 " End 

GI none Score 



34780 



Seq. No. 


34893 




Seq. . ID 


OJ990428 10.9924 


.C4 




72088 




J LI ell IvJ. 






O Lai L 


Q7 7 d 




iLnci 


IUDjU 




Name 






I "1c L liUU 






Start 


9774 




Hi 1 1 1.2 






GI 


none 






R Q 
■ o y 




F 1 von ^ 


9774 . . 


9931, 10507. .10630 ' 








Seq. No. 


34893 




Seq. ID 


OJ990428 10.9924 


.C4 


Gene No. 


72089 




Strand 






Start 


10537 




End 


10676 




Name 


OJ990428 10.9924.C4.ol.tc 


Method 


TBLASTX: Cress 






186 




End 


1529 




GI 


none 




Score 


98 




Exons 


186. .278, 372. .767, 379. .672, 


909.. 1154, 910.. 963, 1030 


1199 




1179. . 


1529, 1186.. 1278 








Seq. No. 


34893 




Seq. ID 


OJ990428_10.9924 


.C4 


Gene No. 


72089. 




Strand 






Start 


10537 




End 


10676 




Name 




v Method-,-,. , 


AAT/GAP 










-End V- 






GI ■ -■ 


- - hone- 




Score 


172- ' • - - 




Exons 


- 10537. 


.10676 









Seq. No. 34894 Seq. ID OJ990428_10 . 9924 . C5 

Gene No. 72090 Strand 

Start 1 End 5167 

Name OJ990428_10 . 9924 . C5 . ol . np Method AAT/NAP 

Start 1 End 5133 

GI 133414 Score 73 

Exons 1..51, 2873.. 3014, 5106.. 5133 

GI Descrip. DNA-DIRECTED RNA POLYMERASE BETA CHAIN gi | 6697 1 | pir | | RNZMB 
DNA-directed RNA polymerase (EC 2.7.7.6) beta chain -'maize 
chloroplast gi | 12480 | emb | CAA35195 | (X17318) RNA polymerase beta 
subunit (AA 1-1075) [Zea mays] gi | 902212 | emb | CAA602 7j6 I (X86563) 
RNA polymerase beta subunit [Zea mays] 



Seq. No. 34894 Seq. ID 

Gene No. 72090 Strand 

Start - 1 " - . . • • End 

.•Name. . . _ OJ990428_10 . 9924 : C5,, ol . gs.. : -Method " 
. Start 58 * End 

GI " " none •• - Score 

Exons 58. .140, 2293. .2462, 3054. .3177, 3334. 

4344. .4436, 4708. .4797, 4907. .4948 



OJ990428_10. 9924 .C5 
5167 

GEN SCAN „ . • \ 

4948 
'.6* 

.3448, 3775. .4053, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34894 
72090 
1 

OJ990428_10. 9924 .C5.o2 . np 

3766 

2459426 



Seq. ID OJ990428_10. 9924 ,C5 
Strand 

End 5167 

Method AAT/NAP 

End 5167 

Score 275 



3766. .3953, 4092. .4188, 4344. .4436, 4515. .4622, 4708. .4797, 
5134. .5167 

(AC002332) putative splicing factor U2AF large chain 



34781 




[Arabidopsis thaliana] 



Seq. No. 


34894 Seq. ID 


OJ990428 


_10. 9924 


.C5 


Gene No. 


72090 Strand 










1 End 


5167 






Name 


OJ990428 10.9924.C5.ol.tm Method 


TBLASTX: 


Maize 




Of y-f 


4117 End 


4948 






P T 
bl 


none Score 


82 








4117. .4188, 4349. .4438, 4353. .4442, 4353. .4442, 


4513. .4611, 




4534. .4623, 4536. .4625, 4536. .4631, 4679. .4807, 


A fiR 1 Zl 


0 U D , 




4799.-4948, 4841. .4948 








oeq. in o . 




-7 -7 U 4 Z O 


__10. 9924 


.C6 


bene ino . 


/zuyi otrana 








oCdl L 


7 Q A TTi-i/H 


1 QTQ 

1 y Jo 






Name 


ujyyu^zo iu. .ld.oi .gs Lxietnou 


bljlNobrUN 






Of 3 >-f 

o tart 


•jo** Cjna 


1 Q7R 






P T 
bl 


none Score 


Q c; 
. o O 






Exons 


384. .455, 641. .724, 921. .1230, 1531.. 


1699, 1817 


1 Q 7R 




o e 4 . LN o . 


j40^j oeq. iu 


P TQQH/1 9 R 
Uu z? ¥ U H c. O 


_10. 9924 


.C6 


jG e n e -N o. . ■ , _ i : ^ 


Cf ynn/J 

• ,„.J./y/.-l.'™. «v - ........ , , .i^-..^..,. £t rjinQ ^ 






• — 


OH 1' -v- 4-" 


7 R /I TT-nH 

;JI „.p P-4^ ,.^,, ^™ KT11 ..,^ T ,..„ nrr ^. ,..- wr ..,^-^.;.,.^na<...^., _ 5 




- - — - - • r - 




■ Name" * 


UJyyUflZo IU . yyZn .bD.Ol . y p irjetnoa 


7\ 7\ T /P 2VD - 






Of a K f 




1 fTCO 

1 DOZ 






P T 

bl 


zoiufi4io ocore 


A Q A 
4 O 4 






Exons 


i OQQ 1 oori i CTi i (Tco 
IU jj. . 1Z JU/ 1 jjI . . 1 O D Z 








oeq. LN o . 


34896 Seq. ID 


OJ990428 


_10. 9924 


.C7 


Gene No . 


72092 Strand 








Cf -3 -K-f 


ft Q TT-nH 


9 9 79 
ZZ jZ 






Name 


uo^j\J i iz.o lu.^y^fi.b/.oi.ys ixietnoQ 


P T M O P Zi \T 










9 9 79 
ZZjZ 






P T 


none ocore 


7 7 






Exons 




ID JO/ zuou 


. .2232 




Seq. No. 


34897 Seq. ID 


1 

OJ990428 


_10. 9924 


.C8 


Gene No . 


72093 Strand 


+ 






Cf 3 y-f 


d o ttna 


i on 
i y V 






Name 


PiTQGfl/19R in QQ9/1 PQ rfn MafVinH 

ujyyu'iio i u . y z? z. h . bo . o i . y p ixietnoa 


AHl / bAr 






Cf 2 y-f 


jo hna 


i y u 








•LIB3432-009-P1-K1-A4 Score 


163 ■ 






iliXOIlij 


58 . .19.0 ;■■ .v \ - ; : - 








( 1 T 1^ A ^1 z - ""! -v* T T"*\ 

bi uescrip . 


. ' 5922603/dbj I AP0004 92 . 1 | AP0004 92 1 . Oe- 


-69 Oryza 


sativa genomic 




' DNA, chromosome 1', clone : P0705D01 1 








oeq . ino . 


34897 Seq. ID 


OJ990428_ 


_10. 9924 


.C8 


Gene No . 


72094 Strand 


+ 






O f — 1 v*f 

b tart 


209 End 


389 






Name 


OJ990428 10.9924.C8.ol.gs Method 


GENSCAN 






Start 


209 End 


389 






GI 


none Score 


. 97 






Exons 


209. .239, 301. .389 








Seq. No. 


34898 Seq. ID 


OJ990428_ 


_10. 9924 


.C10 


Gene No. 


72095 Strand 








Start 


1 End 


973 







34782 



Name OJ990428_10 . 9924 . CIO . ol . np Method AAT/NAP 

Start 1 End 973 

GI 6815062 Score 686 

Exons 1..102, 360.. 415, 494.. 841, 869.. 973 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence;mudrA like protein (AC004561) [Oryza 

: sativa] 



Seq. No. 34898 Seq. ID 

Gene No. 72095 Strand 

Start 1 End 

Name OJ990428_10 . 9924 . CIO . ol . gs Method 

Start 314 End 

GI none Score 

Exons 314. .415, 494. .788, 869. .933 



OJ990428_10. 9924 .CIO 
973 

GENSCAN 

933 

.58 



Seq. No. 34898 Seq. ID 

Gene No. 72095 * Strand 

Start 1 End 

Name OJ990428_10 . 9924 . CIO . ol . tm Method 

Start. 494 End 

GI • . none - . Score 



OJ990428_10. 9924. CIO 
973 

TBLASTX: Maize 

972 - - 

7 6 . 



Seq. No. 34899 Seq. ID 

Gene No. 72096 Strand 

Start 1053 End 

Name OJ990428_10 . 9924 . C12 . ol . gs Method 

Start 1053 End 

GI none Score 
Exons 



OJ990428_10. 9924 ;C12 

10118 
GENSCAN 
10118 
.59 



1053. 
6459. 



1457, 2051. .2322, 2406. .2565, 2988. .3183, 3327. .3415, 
6491, 6582. .6701, 6818. .6910, 6988. .7083, 7165. .7221, 



7301. .7402, 8931. .9116, 9216. .10118 



Seq. No. 34900 Seq. ID 

Gene No. 72097 Strand 

Start 172 End . 

Name OJ990428_10 . 9924 . C13 . ol . gs Method 

Start 172 End 

GI none Score 

Exons 172. .226, 444. .496, 1404. .1673 



OJ990428_10. 9924 .C13 
+ 

2123 
GENSCAN 
1673 
.41 



Seq. No. • .... -34900.... , ... .„ '•,.„ . • - .'S-eq. ID 

Gene No. 72097 . Strand 

Start V ' " .172 ' ' ' End 

Name OJ990428_10 . 9924 . C13 . ol . np Method 

Start 1413 - End 

GI 2618699 Score 

Exons 1413.. 1654, 1958.. 1988 

GI Descrip. (AC002510) unknown protein [Arabidopsis thaliana] 



OJ99.04 28_10. 9924 ..Cl-3 
+ 

2123 ' ' 
AAT/NAP 
1988 
129 



Seq. No. 34900 Seq. ID 

Gene No. 72097 Strand 

Start 172 End 

Name OJ990428_10 . 9924 . C13 . o2 . np Method 

Start 1779 End 

GI 6815062 Score 



OJ990428_10. 9924 .C13 
+ 

2123 
AAT/NAP 
2123 
356 



34783 




Exons 1779.. 1826, 1915.. 2123 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 34900 Seq. ID 

Gene No. 72098 Strand 

Start 1566 End 

Name OJ990428_10 . 9924 . C13 . ol . gp Method 

Start 1566 End 

GI 3761266 Score 

Exons 1566.. 1780, 2032.. 2052 



OJ990428_10.9924.C13 

2052 
AAT/GAP 
2052 
398 



Seq. No. 34901 Seq. ID 

Gene No. 72099 Strand 

Start 160 End 

Name OJ990428_10 . 9924 . C15 . ol . gs Method 

Start 160 End 

GI none Score 

Exons 160.. 670 



OJ990428_10.9924.C15 
670 

GENSCAN 

670 

.8 



.Seg,._ No _34 90.2 . _ . ....... 

Ge O e~ NQ :. J2 1.0 CL ~, ZZZZZ—Z- . . 

•Start -421 - 

Name OJ990428_10 . 9924 . CI 6 . ol . gs 

Start 421 

GI * none 

Exons 421.. 524 



. Seq.. ^ ip^^.OJ9^90428_l,0 j . 9924^C16„ 
e ,Str,aad w - ^.^^^ 

End - • - 524- - - * 

Method GENSCAN 

End 524 

Score . 7 



Seq. No. 


34903 








Seq. ID 


OJ990428_10.9924. 


CIS 


Gene No. 


72101 








Strand 






Start 


404 








End 


1188 




Name 


OJ990428 10 


.9924 


.C18.ol. 


gp 


Method 


AAT/GAP 




Start 


404 








End 


1188 




GI 


none 








Score 


1507 




Exons 


404. .1188 














Seq. No. 


34903 








Seq. ID 


OJ990428_10i9924. 


C18 


Gene No. 


72102 








Strand 






Start 


1431 








End 


7560 




Name 


OJ990428 10 


.9924 


CI8.0I. 


np 


Method 


AAT/NAP 




Start 


-1176 • ■ 








.End 


7 4 91 - 




..GI 


.4836901 








-Score-' . 


311 -\ . v 




Exons 


1176.. 1208, 


6812 


. 6921, 


7285. 


.74 91 






Gi Descrip. 


(AC007369) 


Unknown protein [Arabidopsis 


thaliana] 




Seq. No. 


34903 








Seq. ID 


OJ990428_10. 9924 . 


C18 


Gene No. 


72102 








Strand 






Start 


1431 








End- 


7560 




Name 


OJ990428 10 


.9924. 


CI8.0I. 


tm 


Method 


TBLASTX : Maize 




Start 


1407 








End 


7444 




GI 


none 








Score 


39 




Exons 


1407. .1454, 


1500. 


.1544, 


6797. 


.6919, 680 


8. .6921, 6809. .6922, 




7259. .7444, 


7279. 


.7443 - 










Seq. No. 


34903 








Seq. ID 


OJ990428_10.9924. 


C18 


Gene No. 


72102 








Strand 







34784 




Of -a y-f 


14 Jl 




Hinci 


7 ^ fin 




Name 


PiTQQfl/lOfi 10 QQO/I PI Q /->l1 
UJ (iO 1 U . ft ■ ^1 0 . OX 


. gs 


\A f~\ f V~* s~\ 

LYiet noa 






Of -j y-f 


1 A ^ 1 




Hjna 


"3. 4 1 9 
3 *i 1 Z 






none 




Score 


.DO 




Exons 


14 Jl . . 1 J fi U , OlOO. • OH 1 £. 










IN O . 






oeq . 1 u 




P1 ft 
Llo 


kJCIIC LN(J . 


72102 




Strand 






Start 


1431 




End 


7560 




Name 


OJ990428 10.9924.C18.o2 


• gp 


Method 


AAT/GAP 




C+- a r f 


5587 




End 


7560 




r; t 


uC-osrocyp009f03bl 




Score 


999 




Lxons 


5587. .5708, 6780. .6921, 


7285. 


.7560 






ol UcoOI ip . 


f 4836901/gb|AAD30604.1|AC007369 14 1.0e-36 (AC007369) Unknown 




protein [Arabidopsis thaliana] 1 






Seq. No. 


34903 




Seq. . ID 


OJ990428_10.9924 


U 1 O 


Gene No. 


"7 O 1 C\ O 




Strand 








1431 




End 


7560 




Name 


OJ990428 10.9924.C18.o3 


.gs 


Method 


GEN SCAN 




Qf 3 7-f- 


6742 




End 


7482 . 




P T 


_ none.,. m . .... 




..Score..,.;^ 








;Z^£7l2...^6i2X^7 285-.^51a2^ , 

■ ... . _ . ..' . . 










Seq. No. 


34903 




Seq. ID 


OJ990428_10.9924. 


P1 Q 


Gene No. 






Strand 






ot ar T_ 


1431 




End 


7560 




Name 


OJ990428 10.9924.C18.ol 


. ts 


Method 


TBLASTX: Soybean 




Of a y-f 


6808 




End 


7443 




P T 


none 




Score 


150 




Exons 


6808. .6921, 6809. .6922, 


7277. 


.7441, 7279. .7443 




Seq. No. 


34903 




Seq. ID 


OJ990428__10.9924. 


C18 


Gene No. 


72102 




Strand 








1431 




End 


7560 




Name 


OJ990428 10.9924.C18.ol 


tc 


Method 


TBLASTX: Cress 




Cf -3 v-f 


6814 




End 


7440 




P,T 
kjt 1 


none 




Score 


115 




LiAUIlo 


6814. .6921, 6824. .6922, 


7279. 


.7440, 72 


80. .7438 




Seq. No. 


34904 




Seq. ID 


OJ990428_10.9924. 


C19 


Gene No. .' ■■ 


72103 




Strand 






OLdL l. ,. 


.'..318.2... '. v.'. . . . .. •„•, 




End. 


.6213 ' • 




Name . 


OJ990428 10. 9.924 .C19.ol 


gs . 


Method 


GENSCAN 




Cf 0 r-f- ' 


3182 " 




End 


5684 




(ZT 


none 




Score 


.96 




TT 1 v /~\ 0 


3182. .3286, 3636. .3980, 


4123. 


.4524, 48 


72. .5193, 5581. .5684 


O C \^ * LN ^ • 


34904 




Seq. ID 


OJ990428_10.9924. 


C19 


Gene No. 


72103 




Strand 






Start 


3182 




End 


6213 




Name 


OJ990428 10.9924.C19.ol. 


np 


Method 


AAT/NAP 




Start 


3666 




End 


6213 




GI 


4510396 




Score 


855 




Exons 


3666. .3980, 4123. .4524, 


4872. 


.5109, 6158. .6213 





GI Descrip. (AC006587) hypothetical protein [Arabidopsis thaliana] 



34785 



Seq. No. 34904 

Gene No. 72103 

Start 3182 

•Name OJ990428_10 . 9924 . C19 . ol . tm 

Start 3863 

GI none 

Exons 3863.. 3982, 3864.. 3983, 3865. 

4123. .4344, 4124. .4345 



Seq. ID OJ990428_10.9924 .C19 
Strand 

End 6213 

Method TBLASTX : Mai ze 

End 4345 

Score 118 

.3981, 3873. .3983, 4122. .4343, 



Seq. No. 34904 

Gene No. 72103 

Start 3182 

Name OJ990428_10 . 9924 . C19 . ol . tc 

Start 3882 

GI none 

Exons 3882.. 3983, 4123.. 4281, 4133. 
4283. .4384 



Seq. ID OJ990428_10.9924.C19 
Strand 

End 6213 

Method TBLASTX : Cress 

End 4384 

Score 123 
.4282, 4281. .4379, 4282. .4344, 



Seq. No. 34904 
Gene No. 72103 
Start 3182 

, Name - ., ^0 J9 9 0 4 2 8_1 0 .. 9924 , C 19,,, o 1 . .gp. 
, S tart .... . _ A2 6A. .... 

GI ■ uC-osflcypl73cl0bl - — ~ - 

Exons 4269.. 4524, 4872.. 5081 

GI Descrip. '4510396/ gb| AAD2 1483.11 2.0e- 
[Arabidopsis thaliana] 1 



Seq. ID OJ990428_10.9924 .C19 
Strand 

End 6213 
wt Method _ _ AAT/GAP i 

Score - : 908 - - - ~ " 

34 (AC006587) hypothetical protein 



Seq. No. 34905 

Gene No. 72104 

Start 1350 

Name OJ990428_10 . 9924 . C20 . o2 . gs 

Start 1350 

GI none 

Exons 1350.. 1553 



Seq. ID OJ990428_10.9924.C20 

Strand + 

End 1553 

Method GENSCAN 

End 1553 



Score 



.99 



Seq. No. 34905 

Gene No. 72105 

Start 1 

Name OJ990428_10 . 9924 . C20 . ol . gp 

Start 1 

GI • . 2310663 

Exons . • ' . ■ . ..I .... 302 .: . _ 



Seq. ID OJ990428_10.9924.C20 

Strand 

End 302 

Method AAT/GAP 

End 302 



-Score 



4 81 



Seq. No. ' '34*905 

Gene No. 72105 

Start 1 

Name OJ990428_10 . 9924 . C20 . ol . gs 

Start 46 

GI none 

Exons 4 6.. 2 93 



Seq. ID OJ990428_10.9924.C20 

Strand 

End 302 

Method GENSCAN 

End 293 



Score 



68 



Seq. No, . 34906 

Gene. No. 72106 

Start 1 

Name OJ990428_10 . 9924 . C21 . ol . np 

Start 1 



Seq. ID OJ990428_10.9924.C21 

Strand + 

End 664 

Method AAT/NAP 

End 616 



34786 



PT 


5915837 


Score 


359 


Exons 


1. .616 






(~* T e^. c? /~i "k* t r**t 

kdL USbCrip. 


CYTOCHROME P450 71D8 (P450 


CP7) gi| 3334667 | emb | CAA7 1517 | 




(Y10493) putative cytochrome P450 [Glycine max] 


O S q • IN O . 


34906 


Seq. ID 


OJ990428_10.9924.C21 


Gene No. 


72106 


Strand 


+ 


Start 


1 


End 


664 


Name 


OJ990428 10.9924.C21.ol.tc 


Method 


TBLASTX: Cress 


Q-J- a y-+- 
OLdX L 


6 


End 


654 


PT 


none 


Score. 


"7 O 




6. .185, 59. .124, 178. .270, 


248. .271, 


219. .314, 322. .387, 




376. .441, 377. .592, 622. .654 




Seq. No. 


34906 


Seq. ID 


OJ990428_10. 9924.C21 


Gene No. 


72106 


Strand 


+ 




1 


End 


664 


Name 




Method 


TBLASTX: Soybean 


OLdl L 


6 


End 


C C\ H 

bU / 


pT 


none 


Score 


95 


JiiXorib 


6. .152, 279. .314, 291. .314, 


377. . 607, 


379. .564 


.„S,eq,,,.No.,„. w 


_ . V ' 


___J.eq^,,.ip, 




Gene No. — 


72106 ----- - - - - 


Strand ■- 


... + ...... 


oLait 


1 


End 


664 


Name 


OJ990428 10.'9924.C21.ol.tm" 


Method 


TBLASTX: Maize 


OLaiL 


S7 


End 


c r a 
ob4 


PT 


none 


Score 


60 




57. .122, 59. .121, 168. .275, 


184. .270, 


373. .561, 377. . 664 


Seq. No. 


34906 


Seq. ID 


OJ990428_10.9924.C21 


Gene No. 


72106 


Strand 


+ 


C -j- -3 y-f- 

uLdl L 


1 


End 


664 


Name 


OJ990428 10. 9924 .C21.ol.tw 


Method 


TBLASTX: Wheat 


oLaii 


"3 7 *3 


End 


601 


PT 


none 


Score 


204 


EjXOIIo 


373. .567, 377. .601 4 






O g q . IN O . 


34907 


Seq. ID 


OJ990428_10.9924.C22 


Gene No. 


72107 


Strand 




Start 


1 


End 


565 


Name 


OJ990428 10. 9924 .C22.ol.np 


Method 


AAT/NAP- 




: ■ *' . 


'.End . 


565 . .... v ..' :'. 


P T 
bl 


3451079 


Score 


264 


TT" v to o 


1. .219, 293. .565 






P T o v* i 


(AL031326) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


34907 


Seq^. ID 


OJ990428_10.9924.C22 


Gene No. 


- ; 72107 


Strand 






1 


End 


565 


Name 


OJ990428 10. 9924 .C22.ol.gs 


Method 


GENSCAN 


Start 


38 


End 


379 


GI 


none 


Score 


.85 


Exons 


38. .219, 293. .379 






Seq. No. 


34908 


Seq. ID 


OJ990428_10. 9924 .C23 


Gene No. 


72108 


Strand 





34787 



C4-2 v- -j- 


1 A "3 


bna 


"7 "7 Q 




Name 


ujyyu4zo iu . y . o . oi . gs 


Metnoa 


GENSCAN 




bLart 


1 4 o 


End 


-7-70 

778 






none 


Score 






Exons 


1 A *3 77fi 








O /-T M /"\ 

oeq . INIO . 




Seq. ID 


OJyy04^o 10. 


AAA / x-i t~> — ) 

9924 . C23 




72109 


Strand 






Start 


941 


End 


1227 




Name 


OJ990428 10. 9924 .C23.ol.gp 


Method 


AAT/GAP 




otalL 


941 


End 


1 O O "7 






3761679 


Score 


ZdI 




Exons 


941. .1027, 1128. .1227 








ui uescrip. 


50424 37/gb|AC00778 9. 1 IAC00778 9 1.0e-29 


Oryza sativa 


BAC T4 9B2 0 




genomic sequence, complete 


sequence 






Seq. No. 


34909 


Seq. ID 


OJ990428_10. 


9924. C25 


Gene No. 


72110 


Strand 






O La. J- L 


297 


End 


554 




Name 


OJ990428 10.9924.C25.ol.gs 


Method 


GENSCAN 




oi arc 


297 


End 


554 






none . . . ^ 


™, ...Spore t 


•93 . 


^ 


_ E x <on SL.... r . „ ........ ^ , . 








oeq . ino . 


34910 


Seq. ID 


OJ990428_10. 


9924 . C26 


Gene No . 


72111 


Strand 


+ 




oiai i 


1 


End 


4564 




Name 


OJ990428 10.9924.C26.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4564 




GI 


5263314 


Score " 


450 




Th 1 V /™\ ti c? 


1..27, 1997. .2103, 2747. .28 


17, 3290. .3368, 3581. .38 


88, 




4274. .4564 








o± uescrip. 


(AC007727) Similar to gb 1X84260 P0S5 gene product from 




Saccharomyces cerevisiae. 


EST gb|W4387 


'9 comes from 


this gene. 




[Arabidopsis thaliana] 






Seq. No. 


34910 


Seq. ID 


OJ990428_10. 


9924 .C26 


Gene :.No . 


72111 


Strand 


+ 




Start 


1 


End 


4564 




Name 


OJ990428 10. 9924 .C26.ol.gs 


Method 


GENSCAN 




Start 


852 


End 


4544 




GI 


none- . .. ... 


Score 


.-8 • " . . 




Exons . , 


.. 852 . . 1041, 1172... ..1291,. 1370 


..1662., 1794 


...1883,. .1997 


..2103.,.. 



3290. .3460, 3581. .3888, 4453. .4544 



Seq. No. 34910 

Gene No. 72112 

Start 849 

Name OJ990428_10 . 9924 .C26 . ol . tm 

Start 830 

GI none 
Exons 



OJ990428 10.9924.C26 



Seq. ID 
Strand 
End 

Method 
End 
Score 

830. .910, 850. .906, 911. .1039, 911. .1042, 918. .1043, 960. .1043, 
1173. .1295, 1174. .1293, 1367. .1663, 1368. .1661, 1369. .1665, 
14 50. .1665, 1793. .184 6, 1803. .184 4 



4600 

TBLASTX: Maize 

1846 

42 . 



Seq. No. 
Gene No. 



34910 
72112 



Seq. ID 
Strand 



OJ990428 10.9924.C26 



34788 



Start 
Name 
Start 
GI 

Exons 



849 End 4600 

OJ990428_10.9924 .C26.ol.gp Method AAT/GAP 

849 End 1056 

none Score 333 
849. .1056 



Seq. No. 34910 
Gene No. 72112 
Start 849 

Name OJ990428_10 . 9924 . C26 . ol . ts 

Start 978 

GI none 

Exons 978.. 1043, 1173.. 

1519. .1668, 1542, 
1998. .2117, 2038, 
3290.. 3367, 3.582, 
4270. .4545, 4270. 



OJ990428_10. 9924 .C26 
4600 

TBLASTX: Soybean 
4576 
72 

1265, 1174. .1260, 1451. .1501, 1453. .1533, 
.1661, 1793. .1891, 1803. .1886, 1994. .2044, 
.2115, 2743. .2823, 2760. .2816, 3268. .3366, 
.3890, 3583. .3891, 3795. .3899, 4269. .4568, 
.4575, 4271. .4576 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 
Gene No. 
Start 
^ Name . 

GI - - 
Exons 



34910 
72112 
849 

OJ990428_10. 

none - - - 
2031. .2102,- 
2747. .2818, 
3564. .3890, 
4271. .4600, 



Seq. ID OJ990428_10. 9924 .C26 
Strand 

End 4600 

192 4., % C2 6 , p2. . tm mt hodL_ , TBLASTX;J4ai^._..^ 

.~.-.^ :v ,.^. v ^ rr ^^Erii:,.^, ;™ J.6.6.Q -~ 

Score- • 1-25 ■ • 

2034 . .2108, 2035.. 2109, 2743.. 2805, 2746.. 2805, 
2748..2819, 3289. .3366, 3290. .3367, 3299. .3367, 
3581. .3889, 3583. .3891, 4265. .4579, 4266. .4580, 
4273. .4599 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI * • 

Exons 

GI De scrip. 



34910 Seq. ID 

72112 Strand 

849 End 
OJ990428_10. 9924 .C26.ol. tc Method 

4262 End 

none Score 

4262. .4570, 4272. .4550, 4273. .4569 



OJ990428_10.9924.C26 
4600 

TBLASTX: Cress 

4570 

401 



34911 
72113 
1 

OJ9904 28_10. 9924 .C27.ol.np 

1 • - 

5903097 



Seq. ID OJ990428_10.9924.C27 
Strand + 
End 3909 
Method AAT/NAP 
- End 3871 • . .• • " 

•. " Score .955 . :'. 

1..38, 967. .2280, 2320. .2596, 2663 . .2865, ' 2927 3871 
(AC008017) Highly' similar to receptor-like protein kinase 
[Arabidopsis thaliana] 



Seq. No. 


34911 






Seq. ID 


OJ990428 


10. 


, 9924 


.C27 


Gene No. 


72113 






Strand 


+ 








Start 


1 






End 


3909 








Name 


OJ990428 


10.9924.C27 


.ol.gs 


Method 


GENSCAN 








Start 


319 






End 


3877 








GI 


none 






Score 


.78 








Exons 


319. .321, 


414. .1203, 


1404 . . 


.2241, 2356. 


. 3877 








Seq. No. 


34911 






Seq. ID 


OJ990428 


10. 


9924, 


.C27 


Gene No. 


72113 






Strand 


+ 









34789 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



OJ990428_10 . 9924 . C27 . o2 . np 
735 

3641252 

735. .1216, 1361. .2937, 3011, 



End 

Method 
End 
Score 
,3909 



3909 
AAT/NAP 
3909 
901 



(AF053127) leucine-rich receptor-like protein kinase [Malus 
domestica] 



Seq. No. 34911 

Gene No. 72113 

Start 1 

Name OJ990428_10 . 9924 . C27 . o3 . ts 

Start 777 

GI none 

Exons 777.. 965, 779.. 937 



Seq. ID OJ990428_10.9924 .C27 

Strand + 

End 3909 

Method TBLASTX : Soybean 

End 965 

Score 195 



Seq. No. 
Gene No. 
Start 
Name 
Start 

. J^o.as. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



34911 
72113 
1 

OJ990428JL0 

873 
none 

- 1226*. .432 7 > 
1361. . 1771, 
1439. .1852, 
1937. .2284, 
1943. .2233, 
2087. .2221, 
2369. .2542, 
3104. .3259, 



.9924.C27.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score. 



OJ990428 
+ 

3909 
TBLASTX 
3823 
67 



10.9924.C27 



Cress 



■ 122 6;-. 133-6 
1373. .1855 
1511. .1855 
1940. .2275 
1952. .2236 
2357. .2542 
2369. .2584 
3284. .3454 



1.0.8.9,.., 
, : 1232 
, 1376 
, 1520 
, 1943 
, 1952 
, 2357 
, 2426 
, 3298 



". .1342,- 1334 .-.1918,— 1358 . .-169-9-, ;: ~ 

..1846, 1376. .1924, 1436. .1843, 

..1858, 1580. .1864, 1931. .2251, 

..2233, 1943. .2218, 1943. .2242, 

..2206, 1952. .2242, 2012.. 2233, 

..2533, 2360. .2533, 2366. .2485, 

..2536, 2486.. 2620, 2993.. 3085, 

..3444, 3539.. 3616, 3737.. 3823 

Seq. ID OJ990428_10. 9924 .C27 

Strand + 

End' 3909 

Method TBLASTX : Maize 

End 2536 

Score 85 



34911 
72113 
1 

OJ990428_10. 9924 .C27.o2.tm 
951 
none 

951. .1172, 972. .1064, 1089. .1163, 1232. .1327, 1328. .1579, 
1376. .1711, 1442. .1783, 1459. .1704, 1520. .1879, 1520. .1879, 
1522. .1920, 1730. .1846, 1865. .1954, 1877. .1936, 1885. .1953, 
1937.. 2071, 1940... 2209, 1943 .. 2200, . 2360 .. 2536 



34911 

72113*. 

1 

OJ990428_10. 9924 . 

966 

none 

966. .1127, 1089.. 
1214. .1327, 1217. 
1241. .1327, 1250. 
1409. .1516, 1448. 
1868. .1918, 1877. 
1943. .2134, 1943. 
1985. .2104, 2360. 
2375. .2536 



C27.o2. ts 



1172, 1089.. 

.1330, 1226. 

.1330, 1358. 

.1849, 1511. 

.2251, 1943. 

.2206, 1952. 

.2542, 2360. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990.428 
'+ 

3909 
TBLASTX 
2596 
60 



1172, 1137. .1172, 

.1327, 1226. .1327, 

.1846, 1358. .1828, 

.1855, 1607. .1846, 

. 2215. 1943 s , 2215,- 

.2233^ 1952. .2242^ 

.2497, 2360.. 2596, 



10.9924.C27 



Soybean 



1175. .1204, 
1235. .1288, 
1361. .1777, 
1679. .1855, 
1943 . . 2233, 
1967. .2242^ 
2369. .2536, 



34790 



Seq. No. 


34911 








Seq. ID 


OJ990428 


_10.9924.C27 


Gene No. 


TO! 1 o 








Strand 


+ 




O V -» 4- 

otart 


1 








End 


3909 




Name 


r\ tq o n a o q in 
uj yyuQZo iu 


Q Q O A 

. yyz4 


con "3 
. bz / . Oj 


4- rrt 
. till 


Method 


TBLASTX: 


Mai ze 


Of -ivf 










End 


2799 




C T 
bl 


none 








Score 


127 




Exons 




Zoo / 




O C O /I 

ZoZQ . 


.2737, 2672. .2797, 


Z 1 ZZ . . Z I y y 


Seq. No. 


34911 








Seq. ID 


OJ990428 


_10. 9924 .C27 


Gene No. 


72113 








Strand 


+ 




Of o v*4- 


l 








End 


3909 




Name 


a tqq^^ oo in 

ujyyu4Zo iu 


CI fl O A 

. y yz h 


bZ / . ol 


. t s 


Method 


TBLASTX: 


Soybean 


b tar t 


z / zy 








End 


3844 




bl 


none 








Score 


111 




IT 1 V /~\T"» o 

CjXOIIo 


2729. .2836, 


2948, 


.3055, 


jUjO. 


.3160, 3142.. 3279, 


Jl4 J , . JZJD, 




3277. .3621, 


3278. 


.3676, 




.3843, 3686. .3844 




Seq. No. 


34911 








Seq. ID 


OJ990428 


_10. 9924 .C27 


Gene No. 


72113 








Strand 


+ 




btart 


1 








End 


3909 




j^.ame, w - ^ 


, , JDj J 9 904 28 .. 1 0 . 992 4,C 27. o 1 


. tm__ t _ 


J Me t hod. 


■TBLASTX : 


Maize 




4,aa§.7.; : ^:.:^ 










3sxiZlZ 




bl 


none - - - - - 








'-Score 


•241 




Exons 


2987. .3256, 


3016. 


.3240, 




.3349, 3364. .3618, 


J jDj . . 3 O / 0 , 




3716. .3841 














Seq. No. 


34911 








Seq. ID 


OJ990428 


_10. 9924 .C27 


Gene No . 


72113 








Strand 


+ 




btart 


1 








End 


3909 




Name 


OJ990428 10 


.9924. 


C27.ol 


. tw 


Method 


TBLASTX: 


Wheat 


bt art 


3232 








End 


3613 




bl 


none 








Score 


176 




Exons 


3232. .3330, 


3233. 


.3475, 


o o c o 


.3444, 3557. .3613 




Seq. No. 


34912 








Seq. ID 


OJ990428 


_10.9924.C28 


Gene No. 


72114 








Strand 


+ 




oiari. 


1 








End 


2799 




Name 


OJ990428 10 


.9924. 


C28.o2 


.np 


Method 


AAT/NAP 




C 4 , v- 4- 

bt art 


1 








End 


2799 




bl 


4586056 








Score 


145 




Exons 


1.-. 29, -1053 


. . 130C 


, /-1403 


..1471 


, 2130. ..2261, 2741 


..•2799 


GI . Dejscrip.. 


. '. (AC007020) unknown protein [Arabidopsi^s thaliana].. •-. 


Seq. No. 


34912 








Seq. ID" 


OJ990428 


_10. 9924 .C28' 


Gene No . 


72114 








Strand 


+ 




btart 


1 








End 


2799 




Name 


OJ990428 10 


9924. 


C28.ol 


gs 


Method 


GENSCAN 




Start 


752 








End 


2568 




GI 


none 








Score 


. 7 




Exons 


752. .1300, 1403.. 


147.1, 2524.. 


2568 






Seq. No. 


34912 








Seq. ID 


OJ990428 


_10. 9924 .C28 


Gene No. 


72114 








St r And 


+ 




Start 


1 








End 


2799 




Name 


OJ990428 10. 


9924. 


C28.ol 


tc 


Method 


TBLASTX: 


Cress 


Start 


1052 








End 


1456 





34791 



GI 

Exons 



none Score 228 

1052. .1300, 1087.. 1287, 1403.. 1456 



Seq. No. 34912 
Gene No. 72114 
Start 1 

Name OJ990428_10 . 9924 . C28 . ol . ts 

Start 1052 
GI none 

Exons 1052.. 1228, 1069.. 1227, 1265. 

1403.. 1474, 2054.. 2263, 2130, 
2359. .2406, 2509. .2571, 2523, 



Seq. ID OJ990428_10.9924.C28 
Strand + 
End 2799 

Method TBLASTX: Soybean ■ 
End 2571 
Score 196 

.1300, 1271. .1300, 1383. .1472, 
.2264, 2148. .2273, 2354. .2410, 
.2564 



Seq. No. 34912 

Gene No. 72114 

Start 1 

Name OJ990428_10 . 9924 . C28 . ol . tw 

Start 1058 

GI none 

Exons 1058.. 1087, 1059.. 1082, 1090. 

1388. .1471, 1402. .1443, 1436. 



Seq. ID OJ990428_10.9924.C28 

Strand + 

End 2799 

Method TBLASTX : Wheat 

End 1471 

Score 40 

.1296, 1091.. 1300, 1244.. 1300, 
.1471 



Gene -No." ■ - • 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



7 2114 

1- 

OJ990428JL0. 9924 .C28 .ol.gp 
1130 

uC-osflcypl28a03al 



„seq-~jm oja9:a T 4.a8_io^a.24.,G2a,^_.^ 

■ Strand -■+ ■ ■ - ■ 

2799 
AAT/GAP 
2561 
840 



End 

Method 
End 
Score 

1130. .1300, 1403. .1471, 2130. .2261, 2357. .2410, 2524. .2561 
'5042437/gb|AC007789.1|AC007789 1.0e-29 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 1 



34912 
72114 
1 

OJ990428_10. 9924.C28.ol. tm 

1187 

none 

1187. .1300, 1244. .1300, 1401. 



OJ990428JL0.9924 .C28 
+ 

2799 

TBLASTX: Maize 

2571 

80 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1472, 1403. .1474, 2087. .2263, 



2130. .2264, 2344. .2409, 2347. .2400, 2354. .2410, 2500. .2571, 
2523. .2567 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34913 : " ...Seq. ID 

72115 * Strand 

407' ■ End 
OJ990428_10 . 9924 . C29 . ol . gs Method 

407 End 

none Score 

407. .546, 1009. .1026, 1129. .1147 



QJ99.0.4'28_10 .:992f : C29 
+ 

1147 
GENSCAN 
1147 
.71 



34913 
72116 
1782 

OJ990428JL0. 9924 . C29 . o2 . tm 

398 

none 



Seq. ID OJ990428_10. 9924 .C29 



Strand 
End 

Method 

End 

Score 



+ 

3866 

TBLASTX : Ma i *e. 

1058 

84 



398. .550, 400. .459, 407. .547, 493. .549, 798. .929, 799. .927, 



34792 



• 



1010. .1051, 1010. .1051, 1014. .1058 



Seq. No. 34913 

Gene No. 72116 

Start 1782 

Name OJ990428_10 . 9924 . C29 . o2 . ts 

Start 400 

GI none 
Exons 



Seq. ID OJ990428_10.9924.C29 

Strand + 

End 3866 

Method TBLASTX : Soybean 

End 1065 

Score ■ 62 

400. .456, 406. .549, 407. .547, 798.-932, 799. .927, 1009. .1065 
1010. .1063 



Seq. No. 34913 Seq. ID OJ990428_10 . 9924 . C29 

Gene No. 72116 Strand + 

Start 1782 End 3866 

Name OJ990428_10 . 9924 . C2 9 . ol . np Method AAT/NAP 

Start 1776 End 3626 

GI 4582430 Score 683 

Exons 1776.. 2525, 3107.. 3626 

GI Descrip. (AC007196) putative nonsense-mediated mRNA decay protein 
[Arabidopsis thaliana] 





34913 - 








_Seq.__.ID, 


.OJ990428 .10.9924.C29 




» .72U6_„,,_.„ 


- - — K-^'-~ ~ 










-• Start- 


- 1782 








End- 


^3 8 6 6 ~ - • ~ : : - : : -- * ' - 


Name 


OJ990428 10 


.9924 


,C29.o2 


.gs 


Method 


GENSCAN 


start 


1782 








End 


3866 




none 








Score 


.45 


U Exons 


1782. .2402, 


3186, 


. .3866 








Seq. No. 


34913 








Seq. ID 


OJ990428 10.9924.C29 


■i;; Gene No. 


* 72116 








Strand 


+ 


Ip Start 


1782 








End 


3866 


v \ Name 


OJ990428 10 


.9924, 


X29.ol 


. ts 


Method 


TBLASTX: Soybean 


O Start 


1833 








End 


3473 


Si GI 


none 








Score 


271 


j =3! Exons 


1833. .2165, 


1838. 


. .2020, 


2069. 


.2113, 21 


72. .2231, 2283. .2363, 




2411. .2518, 


3150. 


. .3374, 


3426. 


.3473 




j « j Seq. No. 


34913 








Seq. ID 


OJ990428_10.9924.C29 


Q Gene No. 


72116 








Strand 


+ 


Start 


1782 








End 


3866 


Name 


v OJ990428 10 


.9924. 


.C29.02- 


. tc 


Method 


TBLASTX: Cress ■ 


..Start 


1813 








End . 


.'2114 . . .'■ „ ... 


GI 


none 








Score 


207 


Exons 


1833. .2045, 


1838. 


, .1921, 


2070. 


.2114 





Seq. No. 


34913 






Seq. ID 


OJ99042E 


f_10.9924.C29 


Gene No. 


72116 






Strand 


+ 




Start 


1782 






End 


3866 




Name 


OJ990428 10 


.9924.C29.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


3120 






End 


3617 




GI 


none 






Score 


200 




Exons 


3120. .3374, 


3146. .3343, 


3450. 


. 3563, 3458 . .3556, 


3555. .3617 


Seq. No. 


34913 






Seq. ID 


OJ990428 


i_10.9924.C29 


Gene No. 


72116 






Strand 


+ 




Start 


1782 






End 


3866 





34793 




LN aiUC 


OJ990428 10.9924.C29.ol.tm 




Method 


TBLASTX : 


Mai ze 


^t- p rt- 


3122 




End 


3675 




PT 


none 




Score 


36 




Hi ALUlO 


3122. .3343,- 3124.\31'50 # 3150. 


.3380, 3425.. 3553, 






3555. .3617, 3560. .3598, 3622. 


.3675 




Seq. No. 


34914 




Seq. ID 


OJ990428 


_10.9924.C30 


Gene No. 


72117 




Strand 


+ 




Start 


121 




End 


2675 




LN CULLC 






Method 


GENSCAN 




Cf avf 
O Lai L. 


121 




End 


2675 




Kj A. 


none 




Score 


.67 




ljAUI ID 


121. .204, 1387. .1876, 1935, 


..2062, 2096 


..2257, 2295.. 2675 


Seq. No. 


34915 




Seq. ID 


OJ990428 


_10.9924.C31 


Gene No. 


72118 




Strand 


+ 




Start 


539 




End 


3581 




Name 


OJ990428 10.9924.C31.ol.gs 




Method 


GENSCAN 






539 




End 


3581 




\J A. 


none 




Score 


.63 




Hi L/ 1 1 0 


539. .775, 789. .1059, 3277.. 


.351 


31 






.Seq^J^Q^^,^ 












Gene No - 


72119 : - ■-- ; - — * - -"- 




-Strand- 


'+ 


.... — 




4396 




End ' 


7242 




Name 


OJ990428 10. 9924 .C31.o2.gs 




Method 


GENSCAN 




Of- a y-f- 

o Lai L 


4396 




End 


7242 




o J. 


none 




Score 


.77 




Exons 


4396. .5349, 6142. .6394, 7208. 


.7242 






O C LJ • IN \J • 


34915 




Seq. ID 


OJ990428 


_10.9924.C31 


Gene No. 


72119 




Strand 


+ 




Start 


4396 




End 


7242 




Name 


OJ990428 10.9924.C31.ol.np 




Method 


AAT/NAP 




OLai L 


4411 




End 


6477 




o J. 


6739506 




Score 


955 




Fvnn q 

Cj A.L'ilO 


4411-. .5215, 5258.. 5349, 5863,. 


.6477 






OX UcoLl ip • 


(AF122821) cytochrome P450 


[Capsicum annuum] 




OcLJ. LN (J . 


34915 




Seq. ID 


OJ990428 


_10. 9924 .C31 




72119 




Strand 


4- 




Start 


4-396 -•' 




.End ■ 


7242 




Name. 


. -OJ990428 ; 10 . .9924 . C31 . ol . gp .. 




Method 


AAT/GAP. . 




Start 


5868 




End 


6179. .- 




1 


LIB34 33-033-P1-K1-B4 




Score 


583 




LAUl i O 


5868. .6179 












' 5921278 /emb|CAB56503. 1 1 2. 


Oe- 


■20 (AJ23E 


S612) cytochrome P450 




[Catharanthus roseus] ' 










kJ ^ V_J • LN^J t 


34915 




Seq. ID 


OJ990428_ 


_10.9924.C31 


Gene No*. 


72120 




Strand 


+ 




Start 


10023 




End 


14180 




Name 


OJ990428 10.9924.C31.o4.gs 




Method 


GENSCAN 




Start 


10023 




End 


11764 




GI 


none 




Score 


.74 




Exons 


10023. .10934, 11090. .117 64 











34794 



OJ990428_10.9924.C31 
+ 

14180 
AAT/NAP 
11701 
674 



Seq. No. 34915 Seq. ID 

Gene No. 72120 Strand 

Start 10023 End 

Name OJ9904 28_10 . 9924 . C31 . o3 . np Method 

Start 10059 End 

GI 5915830 Score 

Exons 10059. .10934, 11090.. 11701 

GI Descrip. CYTOCHROME P450 71B7 gi | 15237 96 | emb | CAA66458 I (X97864) 
cytochrome P450 [Arabidopsis thaliana] 

gi|4850394|gb|AAD31064.1|AC007357_13 (AC007357) Identical to 
gb 1X97864 cytochrome P450 from Arabidopsis thaliana and is a 
member of the PF 100067 Cytochrome P450 family. ESTs gb|T44875, 
gb|T04814, gb|R65111, gb|T44310 and gb|T04541 come from this 
gene . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.. J?xons_ 
,_J2I,...De scrip.. 



34915 
72120 
10023 

OJ9904 28JL0. 9924 .C31.o4 .np 

11648 

5915839 



Seq. ID OJ990428_10.9924.C31 

Strand + 

End 14180 

Method AAT/NAP 

End 14180 

Score 426 



. .11 64 &....1131 !/..,. 1 ^65^^41 8 0_.„__ at - _ _ ii , ,_. , t , 

XXTQCHR^ 

-OYP71D10p- [Glycine" max-] .Jl^i^.-^zL^^ . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34915 
72121 
14959 

OJ990428_10. 9924.C31.ol.ts 
521 



none 

521. . 

1629. 

4576. 

5854 . 

6115. 

10221 

10752 

11269 

13611 

13883 



Seq. ID OJ990428_10.9924.C31 
Strand + 

17431 

TBLASTX: Soybean 
14159 
79 



End 

_ Method 

End 
Score 

589, 1425. .1508, 1433. .1504, 1573. .1701, 1628. .1756, 
.1901, 1634. .1978, 1768. .1980, 4452. .4574, 4486. .4581, 
.4872, 4608. .4697, 4915. .5100, 5131. .5166,- 5203. .5316, 
. 6042, 5860. .5970, 6019. .6105, 6042. .6092, 6100. .6456, 
.6381, 6117. .6470, 10131 .. 10226, 10157 10219, 
10361, 10253. .10342, 1038 9 . . 104 8 1 , 10578 .. 10730, 
11235, 11090. .11269, 1124 6 .. 11323, 
11683, 11344. .11604, 11470 .. 11 691, 
13903, 13806. .13844, 1384 6 .. 13890, 
14159, 13946. .14131 



,10901, 11089. 

,11319, 11327. 

,13667, 13751. 

13930, 13944 . 



Seq. No. ■.. 34 915 . . 

Gene.No. ' 72121 . . " 

Start 14959 

Name OJ9904 28_10 . 9924 . C31 . o2 . tm 

Start 786 

GI none 

Exons 786. .878, 4428. .4466, 4498 



Seq. . "ID. OJ990428_1.0 . 9924 . C31. 

Strand + 

17431 

TBLASTX: Maize 
10739 
89 



End 

Method 
End 
Score 

4563, 4512. .4571, 4557. .4742, 
4561. .4872, 4570. .4872, 4915. .5100, 4944. .5078, 1014 3 .. 10208 , 
10157. .10216, 10202. . 10360, 10207 102 96, 10215 .. 10385, 
10389. . 10481, 10551. . 10739, 10578. .10721 



Seq. No. 34915 

Gene No. 72121 

Start 14959 

Name OJ990428 10 . 9924 . C31 . ol . tm 



Seq. "ID OJ99042R_1.0. 9924 = C31 

Strand + 

End 17431 

Method TBLASTX : Mai ze 



34795 



# 



• 



Start 
GI 

Exons 



1425 End 14231 

none Score 56 

1425. .1508, 1560. .1670, 1571. .1768; 1634. .1978, 1704. .1940, 
1771.. 1950, 5863.. 5985, 5898.. 5984, 6022.. 6093, 6027.. 6089, 
6100. .6468, 6132. .6467, 11090 .. 11212 , 1124 9 11320, 
11254. .11316, 11327. .11695, 1134 7 . . 1 1 604 , 13605 .. 13688 , 
13624. .13689, 13735 .. 13842 , 13751 .. 13837 , 13940 .. 14 128 , 
13944.. 14231 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34915 
72121 
14959 

OJ990428_10.9924.C31.o2. tw 

1425 
none 



Seq. ID OJ990428_10.9924.C31 

Strand + 

End 17431 

Method TBLASTX : Wheat 

End 13878 

Score 71 



1425. .1505, 1427. .1507, 1567. .1701, 1576. .1701, 1628. .1702, 
5260. .5343, 5862. .6005, 5863. .6012, 6027. .6119, 6028. .6105, 
6114. .6176, 6115. .6177, 11089 .. 11232 , 11090 .. 11239, 
11254. .11325, 11255. ,11332, 1134 1 .. 1 1403, 11342 .. 11404, 
13564. .13758, 13611 .. 137 00 , 13747 .. 13833, 1374 9 .. 13835 , 
13751. .13837, 13803.. . 1384 1, 13840. .13878 



- Gene- No . 
Start 
Name 
Start 
GI 

Exons 



-34 9.15____ ^ _ 

72121- • --■ " •■ - 

14959 

OJ990428_10.9924.C31.ol. tc 
1443 



„ ..S.e.q.. 'JLD \^QJ£3Q 4.2B_lIU-9 9 2J ,XAL 

" ■ Strand ■■ ■ -+ --■ 

17431 

TBLASTX: Cress 
14221 
240 



End 

Method 
End 

none Score 
1443. .1517, 1576. .1665, 1643. .1957, 1777. .1941, 4507. .4566, 
4509. .4565, 4561. .4872, 4593. .4877, 5854. .6093, 5862. .6095, 
6115. .6474, 6171. .6413, 10152 .. 10211 , 10154 10210, 
10206. .10370, 10238. .10369, 1038 6 .. 10484 , 1108 9 .. 11322 , 
11090. .11320, 11338. .11604, 11342 .. 1 1701 , 11399 .. 1164 1, 
135 64. .13752, 13605. .13691, 13745. .13837, 13815. .13838, 
13846. .13881, 1388 9 .. 13954 , 13943 .. 14008, 1394 4 .. 14 159, 
14189. .14221 



Seq. No. 
Gene No. 
Start 
Name 
Start ' • 
GI. . . 
Exons 



34915 
72121 
14959 

OJ990428_10.9924 .C31.ol. tw 

1733 ' - * . ■ • : •. • 
'none ; 



Seq. ID OJ990428_10. 9924 .C31 

Strand + 

End 17431 

Method TBLASTX : Wheat 

. End • ' ' • 14168 \ ~ . •"• ... 

■Score ■'. • 216 ... • . . ■ „.' 



1733..1981, 1777. .1-977, 6207. .6434, 6208. .6465, 11434 .. 11604 , 
11435. .11692, 13940. .14134, 13944 .. -14168 " • " 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



34915 
72121 

14959 .. 

OJ990428_10.9924.C31.o5.gs 

14959 

none 



Seq. ID OJ990428_10. 9924 .C31 

.Strand + 

End 17431 

Method GENSCAN 

End 16294 

Score .63 



14959. .15035, 15065 .. 15242 , 15290 .. 15697 , 15772 .. 15928, 
15977. .16294 



Seq. No, 
Gene No. 



34915 
72121 



Seq. ID OJ990428_10.9924.C31 
Strand + 



34796 



• 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14959 End 17431 

OJ990428_10 . 9924 . C31 . o5 . np Method AAT/NAP 

15171 End 17431 

4454023 Score 331 

15171. .15697, 15772. .15972, 16006. .16298, 17080. .174 31 

(AL035394) putative protein (fragment) [Arabidopsis thaliana] 



34916 
72122 
1 

OJ990428_10.9924.C32.ol.np 
1 

4454023 



Seq. ID OJ990428 10.9924.C32 



Strand 
End 

Method 

End 

Score 



4872 
AAT/NAP 
3631 
324 



1..66, 580. .651, 964. .1205, 1279. .1460, 1597. .1826, 2705. .2878, 
3236. .3333, 3449. .3489, 3546. .3631 



GI Descrip. (AL035394) putative protein (fragment) [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start... 

„-g3:_._. 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



34916 
72122 
1 

OJ990428_10. 9924 .C32.ol.gs 
591 



Seq. ID OJ990428_10. 9924 .C32 

Strand + 

End 4872 

Method GENSCAN 

End. 4872 



.non^-....™.,^^,. U-.-^...— ' _-.^_£cor.e._./;^. ..9.2..-., .... ^ 1. 

591. .679, 995-. .1205, 1279. .-14 60, 1587 / .4826,- -2705. .2892- " 
3244. .3337, 3421. .3477, 3566. .3700, 4474. .4539, 4759. .4872 



34917 
72123 
1 

OJ990428_10. 9924.C33.ol.np 
1 

3451079 



Seq. ID OJ990428_10.9924.C33 

Strand + 

End 8015 

Method AAT/NAP 

End 2555 

Score 166 



1..71, 862. .1023, 1106. .1234, 2432. .2555 
(AL031326) putative protein [Arabidopsis thaliana] 



34917 
72123 

1 -t. 

OJ990428_10. 9924.C33.ol.gs 

862 

none 



Seq. ID OJ990428_10.9924.C33 

Strand + 

End 8015 " 

Method * GENSCAN 

End 7754 

Score .85 



862. .1023, 1106-.. 1234, 1336 14-37, 244 1 .. 2517,. 2613 . ;2881>. 
..4974 _5;i46,_5409. .54 99, • 57 15 :< 5827., .5925..-. 5-9.97*,. 6093. ..6213/-. 
6302. ..6419,. 6706. . 6845, 6925. .6982, 7080. .7150, 7220. .7754 

34917 Seq. ID OJ990428_10 . 9924 . C33 

72123 Strand + 

1 End 8015 

OJ990428_10. 9924 .C33.ol.gp Method AAT/GAP 

1106 End 2850 

none Score 993 

1106. .1234, 1336. .1437, 2441. .2517, 2616. .2850 

34917 Seq, ID OJ990428 10.9924.C33 

72123 Strand + 

1 End 8015 

OJ9904 28_10. 9924 .C33.o3.gp Method AAT/GAP 



34797 



• 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4978 End 5476 

2317361 Score 545 

4978. .5146, 5233. .5314, 5409. .5476 

1806140/emb|CAA65979| 3.0e-24 (X97314) cdc2MsC [Medicago sativa] 



34917 Seq. ID 

72123 Strand 
1 End 8015 

OJ990428_10 • 9924 . C33 . o2 . np Method AAT/NAP 
5037 End 7727 

1806140 Score 1726 

5037. .5146, 5233. .5314, 5409. .5499, 5596.-5627, 

5925. .5997, 6093. .6213, 6302. .6419, 6706. .6845, 

7080.. 7150, 7220.. 7727 



OJ990428_10. 9924 .C33 
+ 



5720. .5827, 
6925. . 6982, 



GI Descrip. (X97314) cdc2MsC [Medicago sativa] 



OJ990428_10. 9924 .C33 
+ 



Seq. No. 34917 ' Seq. ID 

Gene No. 72123 Strand 

Start 1 End 8015 

Name OJ990428_10 . 9924 . C33 . o4 . gp Method AAT/GAP 

Start . . .. 7206 End. . 8015. . 

,GI,_ _31995_UR1084 A — — Score. _._1 534 

^Exan s_--™ . _ 12. Oi ...,8015..,_ .. ... _' „ ].., ., _ ^ 

GI— Descrip . - 1 180614 0/emb |-CAA6 ; 597 9 |- 9 ;'0e'-l-3-- (X-97314 ) » cdc2MsC~ [Medicago 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34917 Seq. ID OJ990428_10 . 9924 . C33 

72124 Strand 

2900 End. 3371 

OJ990428_10. 9924 .C33.o2.gp Method AAT/GAP 

2900 End 3371 

uC-osflcyp078a03al Score 936 

2900. .3371 

'1806140/emb|CAA65979| 3.0e-24 (X97314) cdc2MsC [Medicago 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. ■' •.. 

Seq'. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



34917 
7212.5 
10145 

OJ990428_10. 9924 .C33.o4 .tm 
888 

.none. ■ - . * 
888.. 9 8 0,;; 8 8 8 ., . .1 0 2 2 , 8 8 9 .: ..102 9 



Seq. ID OJ990428_10.9924.C33 
Strand 
End ' 
Method 
End 

Score - 



13180 

TBLASTX: Maize 
1029 

98 . . 



34917 
72125 
10145 
OJ9904 
5024 
none 
5024. . 
5409. . 
5917. . 
6278. . 
6926. . 
7218. . 
7496. . 



28 10.9924.C33.ol.tm 



5146, 
5501, 
5997, 
6427, 
6982, 
7370, 
7570, 



5025. .5180, 
5594. .5626, 
5922. .6002, 
6300. .6419, 
6927. .6983, 
7371. .7442, 
7532. .7618, 



5233. 
5595, 
5922. 
6703. 
7076. 
7371, 
7572. 



Seq. ID OJ990428_10. 9924 ."C33 
Strand 

End 13180 
Method TBLASTX : Mai ze 
End 7922 
Score 217 

.5313, 5233. .5313, 5390. .5500, 

.5624, 5711. .5827, 5714. .5827, 

.6008, 6086. .6214, 6091. .6213, 

.6843, 6705.. 6845. 6925.. 6981,- 

.7150, 7077. .7148, 7214. .7369, 

.7517, 7372. .7491, 7491. .7568, 

.7697, 7574. .7720, 7699. .7752, 



34798 



7701. .7736, 7713. .7760, 7863.-7922 



Seq. No. 34917 
Gene No. 72125 
Start 10145 

Name OJ990428_10 . 9924 . C33 . ol . ts 

Start 5033 
GI none 

Exons 5033.. 5146, 5034.. 5171, 5228. 

5409. .5501, 5594. .5623, 5595. 
5717. .5827, 5922. .6002, 5924. 
6278. .6427, 6287. .6418, 6300. 
6925. .6975, 6926. .6982, 7077. 
7218. .7256, 7311. .7385, 7404. 



Seq. ID OJ990428_10. 9924 .C33 
Strand 

End 13180 

Method TBLASTX : Soybean 

End 7660 

Score 183 

5314, 5236.. 5313, 5390.. 5500, 
5624, 5713. .5826, 5716. .5826, 
6001, 6086. .6214, 6091. .6213, 
6419, 6699.. 6845, 6703.. 6843, 
7148, 7079. .7150, 7217. .7384, 
7442, 7529.. 7660 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34917 
72125 
10145 

OJ990428_10. 9924 .C33.ol.tc 
5069 

.none . 



Seq. ID OJ990428_10.9924.C33 
Strand 

End 13180 

Method TBLASTX : Cress 

End 5957 

Score 125 



,50 69,^5146, .5079..., .517-1,, 5228 .,.531.4,... 52.36.,. 5313, ^ 5390 .. . 55,00, 
. 5:4 CL9 .... .5 5,01, ,5^95. .^5&2 1 ,_5.Z1 3 :.^>B2£ , ^ 
5922. - .5957,- 59-24. -.5950-'- - - - : 



Seq. No. 34917 

Gene No. 72125 

Start 10145 

Name OJ990428_10 . 9924 . C33 . ol . tw 

Start 5723 

GI none 

Exons 5723. .5827, 5749. .5826, 5922. 
6300. . 6353 



OJ990428_10.9924.C33 
13180 

TBLASTX: Wheat 

6353 

105 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6002, 6086.. 6214, 6091.. 6210, 



Seq. No. 34917 

Gene No. 72125 

Start 10145 

Name OJ990428_10 . 9924 . C33 . o2 . tc 

Start 5970 

GI none 

Exons 5970.. 6002, 6086.. 6214, 6091. 

.6300... 6419, • 6.703., 6750, 6708. 



Seq. ID OJ990428_10.9924.C33 
Strand 

End 13180 
Method TBLASTX : Cress 
End 6843 
Score 57 

.6213, 6098. .6214, 6278.. 6427, 
.6749> . -6751-. 6843-, ~ 6759..- .6839 ' 



Seq: No. 34917 

Gene No. 72125 

Start 10145 

Name OJ9 904 28_10 . 9924 . C33 . o3 . tc 

Start 6925 

GI none 

Exons 6925.. 6978, 6926.. 6991, 7077. 

7218. .7256, 7329. .7355 



Seq. ID OJ990428_10.9924.C33 

Strand ' 

End 13180 

Method TBLASTX : Cress 

End 7355 

Score 89 

.7148, 7079. .7150, 7214. .7345, 



Seq. No. 34917 Seq. ID 

Gene No. . 72125 Strand 

Start 10145 End 

Name * OJ990428_10 . 9924 . C33 . o5 . gp Method 

Start 9967 End 



OJ9904 28_10.9924.C33 

13180 

AAT/GAP 

10563 



34799 



# 



GI LIB3431-043-P1-N1-D8 Score 788 

Exons 9967.. 10258, 1034 5 .. 10407 , 10497.. 10563 

GI Descrip. 1 4 583548/emb | CAB40382 . 1 | 1.0e-32 (AJ010820) chloroplast FtsY 
homolog [Arabidopsis thaliana] f 



Seq. No. 34917 

Gene No. 72125 

Start 10145 

Name OJ990428_10 . 9924 . C33 . o2 . gs 

Start 10145 

GI none 
Exons 



-Seq. ID OJ990428_10,9924.C33 
Strand 

End 13180 

Method GENSCAN 

End 13180 

Score .91 



10145. .10258, 10729. .10811, 10906 .. 10974 , 11069 .. 11189, 
11348. .11385, 11945. .12059, 12254 12604 , 12663 .. 12848, 
12998. .13180 



Seq. No. 34917 Seq. ID 

Gene- No. 72125 Strand 

Start 10145 End 

Name OJ9904 28_10 . 9924 . C33 . o2 . ts Method 

Start 10145 End 

.GI . none . .Score 

Exons 



OJ990428_10. 9924 ,C33 
13180 

TBLASTX : Soybean 
10776 

168 , _ 



. 1 014 5 . .. 10258 1 01 4 .6... . 1 0 2 6 5 ■ 1 0 1 4 9 , 1 0 2 5 9 , ^ 1 0 1 5 3 % . 10 2 6 0 , 
Sh.3A2.,-..l lMOl^ S&3A 3 JCQlbi,, Jl 0M2 .. LQ 5li.,^.lQi^.^.X6i"6.6.,.,. 
-10495/. 10-575,-10497 10574, ' 10-702-. -. 1077 6 --------- 



Seq. No. 34917 

Gene No. 72125 

Start 10145 

Name OJ990428_10 . 9924 . C33 . o2 . tm 

Start 10145 

GI none 

Exons 10145. . 10258, 1014 6 .. 10265 , 
10342. . 10407, 10343. .104 08 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_10.9924.C33 
13180 

TBLASTX: Maize 

10408 

168 



10149. .10259, 10153. .10260, 



Seq. No, 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



34917 Seq. ID 

72125 Strand 

10145 End 

OJ990428_10. 9924 .C33.o3.np - Method 

10148 End 

3386617 Score 

10148. . 10258, 10345. .10407, 10497 

•10906. . 10974, ' 11069... 1118 9, 1134 8 



OJ990428 10.9924.C33 



13180 
AAT/NAP 
12775 
1022 

10565, 10729. .10811, 
11385, 11945-. .12003, 



1208.9. .12162, . 12234..: .12.35.4, .124.66 .. 12775 .< . ... 

(AC004 665) putative signal recognition particle receptor 
subunit) [Arabidopsis 'thaliana] 



(alpha 



Seq. No. 34917 Seq. ID 

Gene No. 72125 Strand 

Start 10145 End 

Name OJ990428_10 . 9924 . C33 . 06 . gp Method 

Start 10764 End 

GI LIB3431-043-P1-K1-D8 Score 

Exons 10764 .. 10811, 10906 .. 10974 , 
11945. .12003, 12089. .12.162, 

GI Descrip. 



OJ990428_10.9924.C33 

13180 
AAT/GAP 
12524 
932 



11069. . 11189, 11348. .11385, 
12254. .12358, 12470. .12524 
, 2995254/emb|AJ004857|HVAJ4857 5.0e-23 Hordeum vulgare mRNA for 
hypothetical protein 1 



34800 



■ oeq. ln o . 


oh y i f 




Seq. ID 


OJ990428_10.9924 


. C33 








Strand 






Start 


10145 




End 


13180 




Name 


OJ990428 10.9924.C33 


. o3 . tm 


Method 


TBLASTX: Maize 






i DQm 




End 


12281 






none 




Score 


95 




T7 1 v y\ 


inom 1 AQic inane 
iuyui. . my / j, lu^uo . 


i nQ7c 
. i u y / o , 


11076. .11192, 11076. .11189, 






11-^94 1 1 "3QQ 1 1 o/f: 


1 1 

. 1 1 j y u , 


11943. .12005, 11952. .12002, 






l^UOo . . 1Z1DO , l^UOO , 


. 1 Z 1 DO , 


12254. .12280, 12255. .12281 




Seq. No. 


34917 




Seq. ID 


OJ990428_10. 9924 


.C33 


Gene No. 


72125 




Strand 








lull J 




End 


13180 




Name 


uuyyu4Zo ±u.yyz4.coo 


. Oj . L S 


Method 


TBLASTX : Soybean 






199^9 




End 


12635 




GI 


none 




Score 


78 






199R9 1 9^RQ 199R4 

l^£ JZ . . 1Z. J J 3, Jl , 


. 1 Z O D 1 , 


12467. .12634, 12510. .12635 




oeq • in o • 


O 4 y 1 0 




Seq. ID 


OJ990428_10.9924 


. C J4 




791 9fi 




, Strand 


+ 




Start 


.1 




. End 


.882 . 




Name 


,.,,0 J; 9 9 0 : 4 28 JO 9 :? £4, C3.4 




Method _ 


AAT/GAP 










I3ndf' ^ 


_16X.___. 




CI 






- Score 


8-4-8 - • • 




Exons 


±..40/ 










t /-n t 

bi uescrip . 


Z y y D Z 3 4 / eiTLD 1 Ad U U 4 0 0 / 


IHVAJ4857 5.0e-23 


Hordeum vulgare mRNA for 




nypoLnetiCai protein 










Seq. No. 


34918 




Seq. ID 


OJ990428_10. 9924 


.C34 


Gene No. 


72126 




Strand 


+ 




OLdlt 


1 
1 




End 


882 




Name 


uuyyu4zo iu.yyz4t.cj4 


. ol . gs 


Method 


GENSCAN 




OtalC 






End 


882 




V?l 


none 




Score 


.49 






^ 9^7 7 "3 9 Q Q 9 
j. .Zj/, /JZ..OOZ 










Seq. No. 


34918 




•/ Seq. ID 


OJ990428_10. 9924 


.C34 


Gene No. 


72126 




Strand 


+ 




O Lai. L 


i 




End 


882 




Name 


vjuyyu4^o iu.yyz4.co4, 


, ol . tm 


Method 


TBLASTX: Maize 




oLdXL 


Z 0 




End 


273 






•■"none- 




. Score ■ 


287 ■ - ■ . 




Exons. . 


. 28 ... 195, . 30. . 26.9, 31\ 


. .27.3 - 








Seq. No. 


34919 




Seq. ID 


OJ990728_13. 9920 


.CI 


Gene No. 


72127 




Strand 


+ 




JLdlL 


220 




End 


558 




Name 


OJ990728 13. 9920 . CI . ol . gs 


Method 


GENSCAN' 




Q+- a r-+- 


220 




End 


558 




\j i 


none 




Score 


.88 




Exons 


220. .558 










Seq. No. 


34920 




Seq. ID 


OJ990728_13. 9920. 


.C2 


Gene No. 


72128 




Strand 


+ 




Start 


' 81 




End 


116 




Name 


OJ990728 13. 9920 . C2 . ol . gs 


Method 


GENSCAN 




Start 


81 




End 


116 





34801 




bl 


none 






Score 


. 6 






Exons 


o 1 . .lib 














Seq. No. 


34920 






Seq. ID 


OJ990728_ 


_13. 


9920. C2 


Gene No. 


72129 






Strand 








otart 


1 A 
IjlU 






End 


1 1 15 






Name 


ujyyu/zo lo.yyzu 


. Cz . oz 


.gs 


Method 


GENSCAN 






Of -iv>i- 


1 J 1 U 






End 


1723 






(jl 


none 






Score 


. 87 






TP tr -i-v -ip^i e~i 

Lxons 


1J1U. . 1 /Z j 














beq. NO. 


T A Q O 1 

j 4 y z 1 






Seq. ID 


OJ990728_ 


_13. 


9920 . C3 


Gene No. 


72130 






Strand 


■f 






Start 


249 






End 


5577 






Name 


ujyyu/zo lo.yyzu 


.LJ.Ol 


.gs 


Method 


GENSCAN 






otart 


z 4 y 






End 


5574 






P T 


none 






Score 


.73 






Exons 


Z 4 y . . Z 0 D , ZZj / . . 


ZOOU, 


O A O A 

z 4 z 4 . . 


2535, 2941 


..3069, 3234. 


. j4 Iz , 




^/oci occo OTCO 
o4oy..Jo3z, o/Oo 


. . 3o Jz 


, 391 / 


. .4225, 4701. .5045, 


545 


8 . . 5574 


beq . no . 


o4 yz 1 . . 






Seq. ID 


.OJ990728_ 


J.3.. 


992 Q ,„C3 


Gene No . 


72130 






Strand 








.Sjiar*tl^._:_ 








l^EndJ^IZ 








Name * * ■ 


OJ990728 -l-3-;-99-20 


-.e3-Voi 


. np- - - 


- - Method- 


AAT/NAP • 






Start 


3013 






End 


5577 






GI 


3386605 






Score 


931 






Exons 


3013.. 3652, 3758 


. .3832 


, 3917 


. .4225, 4701. .5045, 


545 


8. .5577 


GI Descrip. 


(AC004665) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


34921 






Seq. ID 


OJ990728_ 


JL3. 


9920. C3 


Gene No. 


72131 






Strand 


+ 








26210 






End 


26431 






Name 


OJ990728 13.9920 


-C3.o3 


.gs 


Method 


GENSCAN 






C 4- v- 4- 

b tar u 


26210 






End 


26431 






C T 
Lrl 


none 






Score 


.55 






Exons 


26210. .26431 














Seq. No. 


34921 






Seq. ID 


OJ990728_ 


_13. 


9.920. C3 


Gene No. 


72132 






Strand 








C+- 3 v-4- 


27179 






End 


27621 






Name 


OJ990728 13.9920 


.C3.o2 


.gp 


Method 


AAT/GAP 






C 4- — i* 4- ' 

btarr 


27179 . 






End 


27621 . 






C T 


._ none . . / 






...Score* 


793 .. .'. ; 






Exons 


27179. .27621 














Seq. No. 


34921 






Seq. ID 


OJ990728_ 


13. 


9920. C3 


Gene No. 


72133 






Strand 


+ 






Start 


32853 






End 


33253 






Name 


OJ990728 13.9920 


.C3;o5 


.gp 


Method 


AAT/GAP 






C 4- -i -v-4- 

btart 


32853 






End 


33253 






GI 


3106733 






Score 


646 






Exons 


32853. .33253 














Seq. No. 


34921 






Seq. TD 


0,7990728 


13 . 


9920 . C3 


Gene No. 


72134 






Strand 








Start 


35958 






End 


41185 






Name 


OJ990728 13.9920 


.C3.o6 


.gs 


Method 


GENSCAN 







34802 



Start 
GI 

Exons 



35958 
none 
35958. 
41120. 



.36211-; 
.41185 



■36970. .37122, 



End 41185 
Score . 65 
37133. .37292, 37617. 



,37703, 



Seq. No. 34921 Seq. ID OJ990728_13 . 9920 . C3 

Gene No. 72135 Strand 

Start 42538 End 

Name OJ990728_13 . 9920 . C3 . 06 . gp Method 

Start 42538 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 42538. .42618 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN 
S 1 PRECURSOR (ORY S I) >gi_1173557 -(U31771) Ory s 1 [Oryza 
sativa] ' 



OJ990728_13. 9920, 
+ 

42618 
AAT/GAP 
42618 
117 



ORY 



Seq. No. 34921 Seq. ID 

Gene No. 72136 Strand 

Start 3831 End 

Name OJ990728_13 . 9920 . C3 . o2 . np Method 

. .Start 3831 ' . . . End . 

GI 4680190 ... Score. 

....Exons, 38l;L_i8^ 

-GI- Descrip 



OJ990728 13. 9920. C3 



25411 
AAT/NAP 
6817 .. 
127 



'-(-AF-1117-10-)" putative- dnaJ-like -protein- -[Oryza •■s-at-Iva subspf- 
indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34921 
72136 
3831 

OJ9907 28_13. 9920.C3.o2 .gs 

6394 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728_13.9920.C3 

25411 
GENS CAN 
25411 
.77 

6394. .6551, 7354. .7373, 7532. .7630, 7968. .7991, 8116. .8170, 
8235. .8385, 104 67 .. 10709, 10964 .. 11198 , 11803 .. 12 112 , 
12193. .12373, 124 03. .1434 4, 15729 .. 158 4 4 , 16375. .18042, 
18145. .184 8 9, 18 601. .18750, 1 9219 .. 1932 6, 19575. .19628, 
20147. .20218, 20425 .. 20502 , 22978 .. 23134 , 24 054 .. 24 188 , 
25332.. 25411 



Seq. No. 
Gene No. 

Start.. 
Name. . ■ .'• 
Start 
GI ' 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34921 
72136 
3831 • . - 

,OJ9,90.728__13 . 9.92.0 . (33:..ol . gp. 
6412 
700043 



OJ990728 13. 9920. C3 



Seq. ID 
Strand 

End 254-11--. . - . 

Method .-AAT/GAP.. V. . 
End " 7614. 
Score 786 
6412. .6551, 6628. .6817, 7532. .7 614 

4680190/gb|AAD27555.1|AF111710_l 1.0e-19 (AF111710) putative 
dnaJ-like protein [Oryza sativa subsp. indica] 



34921 Seq. ID 

72136 Strand 

3831 End 

OJ990728JL3. 9920 . C3 . o3 . np Method 

10419 End 

2252843 Score 



OJ990728_13. 9920.C3 

25411 
AAT/NAP 
19659 
3010 



10419. . 108 61, 10955. .11009, 11064. .11234, 117 94. .14 344, 
15729. .15812, 15870. .17191, 1727 6 .. 18068 , 18 145 18472 , 



34803 




18552. .18750, 19219. . 19361, 19557.. 19659 
-GI Descrip. (AF013293) No definition line found [Arabidopsis thaliana] 

gi|6049885|gb|AAF02800.1|AF195115_20 (AF195115) No definition 
line found [Arabidopsis thaliana] 



beq . INO . 


o 4 y z ± 


Seq. ID 


OJ990728_13. 9920. C3 


bene ino . 


/ z ± o / 


Strand 




OUaiL 


Z / D j4 


End 


31361 


Name 


ujyyu/zo i j . y yzu . uo . 04 . gs 


Method 


GENSCAN 


Start 


27694 


End 


31361 


GI 


none 


Score 


.9 




97fiQ4 9ft944 9ft^71 OQCl 1 


28694 . .28821, 28910 .. 30479, 










oeq. JNO . 


j 4 y z 1 


Seq. ID 


OJ990728_13. 9920.C3 


bene ino . 


"7 0 1 "3 "7 
/^l J / 


Strand 




o car c 


O "7 C Q /I 

z / oy 4 


End 


31361 


Name 


OJ990728 13. 9920 . C3 . o3 . gp 


Method 


AAT/GAP 


Start 


28546 


End 


29498 


P T 
bl 


none 


Score 


1439 . 


Exons 




28910. .29498 


O ^ /-r XT /-v 

v be,q.. ^..n.o^^ 




_ r Seq._ID^ 


1 Q J 9.9.0.7 2.a^lil" "9 9M^-&SSL 


■ Gerie • No - . ■ * 




- : Strand ■ 




o car z 




End 


32313 


Name 


ujyyu / zo lo . y yzu . bo . 04 . gp 


Method 


AAT/GAP 


Start 


31294 


End 


32313 


GI 


2310176 


Score 


823 


Exons 


31294 . .314 66, 32031. .32313 






oeq . NO . 


34921 


Seq. ID 


OJ990728_13.9920'.C3 


bene ino . 


72139 


Strand 






34234 


End 


45294 


Name 


OJ990728 13. 9920.C3.o4 .np 


Method 


AAT/NAP 




34234 


End 


39786 


bJ. 


4538624 


Score 


537 


LAUI 1 0 


34234 . .355 97, 397 61. .3978 6 






f^T Pi ci c; T~ "i T^i 


(AJ133502) hypothetical protein [Nicotiana tabacum] 


Seq. No. 


34921 


Seq. ID 


OJ990728_13. 9920.C3 


Gene No. 


72139 


Strand 




jLait 


34234 . 


End . ■ 


45294 - ,- . .. . ; 


Name . 


\OJ990728. 13. 9920 ...C3 . o5 . np .. ,. 


Method _ 


,AAT./NA"P. .■ 1 .. . 


C +■ 

otart 


38 915 


' End 


43574 


bl 


606964 6 


' 'Score 


365 


Exons 


38 915. .39297, 43519. .4 3574 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315, 




[Oryza sativa] gi I 6907112 | dbj | BAA90639 


.11 (AP001129) Similar tc 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement reverse 


transcriptase . (AC00624 8 ) 




[Oryza sativa] 






Seq. No. 


34921 


Seq. ID 


OJ990728_13. 9920.C3 


Gene No. 


72139 


Strand 




Start 


34234 


End 


45294 


Name 


OJ990728 13. 9920 . C3 . o7 . gs 


Method 


GENSCAN 


Start 


43129 


End 


45294 



34804 





none 


Score 


.82 


Exons 


4719Q 47169 4^91 /i-a/ii r 
ft J J. Z " . . y jlD^ f j J Z -L . . fi O fi J. 0 , 


43519. .43644, 4 3832 . ,44066, 




447Q4 44ft7^ 4 c i9 c ifi 4R9Q4 






oeq. in u . 


"34 Q91 
J ff :7Z X 


Seq. ID 


OJ990728_13.9920.C3 


P a T*l £S NT 

bene l\u . 


7 914 0 


Strand 




OLdI L 


4DJOD 


End 


55608 


Name 


OJ990728 13.9920.C3.o8.gs 


Method 


GENSCAN 


Start 


46368 


End 


55608 


p t 


none 


Score 


.74 




4£^fiR 4£4Qfi 467^6 4fifiD7 


46983. .47145, 4 9031 .. 4 9163, 




Rnn^Q ^09^7 RD494 rd^4^ 

JUUJy . .OUZO// JUIZI . .OUDfiO/ 


52173. .52237, 52348 .. 52543, 




R9RQA R97Q7 R4H^1 R414Q 


54458. .54650, 54 842 .. 55076, 










Seq. No. 


34921 


Seq. ID 


OJ990728_13.9920.C3 


Gene No. 


72141 


Strand 




O Lai L 




End 


59184 


Name 




Method 


TBLASTX: Soybean 




jZ 


End 


3625 


pr 


none ... 


Score 


1.4 9 


Hi x o ri p ^ _ ^. 


-50QC. ^/lOR ^^^^ "34P11 "34Q4 


v,r 3 625 . . ■ 




- * Corf - -* M^- 
O c q . IN O . 


O fl jZ -L 


-SeqvTD 


: OJ9V0728^^ 


Gene No. 


72141 


Strand 




Start 


56324 


End 


59184 


Name 


/ ZO 1 J . J^ZU . Lj . (JO . LIU 


Method 


TBLASTX: Maize 


q+- a -r+- 
oT_d.IT L 


toqc; ~~ 
jz z?d 


End 


3655 




none 


Score 


172 




■^oqc; ^417 ^9QR ^"^^^ T^^^ 
JZ jj . . j^l / / jZjj. . jj.j O, jjjD 


..3404, 3496.. 3588, 3497.. 3589, 




^SQ? ^RQfi 

._> J J . . JDJJ/ JJ^O . . JDJl 






Q £-5 ^-y- 

OcC]. IN o . 


"34 Q9 1 
O H i?Z X 


Seq. ID 


OJ990728_13. 9920.C3 


Gene No. 


72141 


Strand 




Start 


56324 


End 


59184 


LNCllLLC 


D.TQQ079R 1 ^ QQ90 P^ nfi t- q 


Method 


TBLASTX: Soybean 




"377 R ~~ 


End 


4132 




none 


Score 


76 


Exons 


O/ / D . . JO £ U , J / / D . . JO JZ, jyiD 


..3960, 3917. .3961, 4037. .4132, 




fi U J _7 . . ft U :7 O 






Seq. No.. 


" 34 921 • ' -. * •. 


. .'Seq.- ID 


OJ990728_13. 9920.63 


. Gene No-. 


_ 72141 . : • 


Strand 




O L. Cl J. L 


JDOZI 


End 


59184 


Name 


UU j^U / Zo lj . 3i>ZU .bJ . Oj . IC 


Method 


TBLASTX: Cress 


q-j- v-f- 
oLdl L 


J^ID 


End 


4237 


pT 


none 


Score 


50 


Exons 


j-*j-D. . jyoU/ jyi / . . jyoi; fiuj/ 


..4237, 4042. .4224 


Seq. No. 


34921 


Seq. ID 


OJ990728_13.9920.C3 


Gene No. 


72141 


Strand 




Start 


56324 


End 


59184 


Name 


OJ990728 13.9920.C3.o9.tm 


Method 


TBLASTX: Maize 


Start 


4148 


End 


5053 


GI 


none 


Score 


69 


Exons 


4148. .4225, 4698. .4775, 4755 


..4898, 4929.. 5045, 4955.. 5047, 



4956. .5051, 4982. .5053 



34805 




Seq. No. 


34921 






Seq. ID 


OJ990728_13.9920 


.C3 


Gene No . 


72141 






Strand 






btart 


56324 






End 


59184 




Name 


OJ990728 13. 9920. C3 


.ol.tc 


Method 


TBLASTX : Cress 




otart 


4697 






End 


dUd4 






none 






Score 


"SCO 




Exons 


4697. . 


4723, 4698.. 5054, 4757.. 4891 






Seq. No. 


34921 






Seq. ID 


OJ990728_13.9920 


.C3 


t^ene ino. 


72141 






Strand 






nj.-v.i- 

btart 


56324 






End 


C O T O A 

59184 




Name 


OJ990728 13. 9920. C3 


.ol.ts 


Method 


TBLASTX : Soybean 




btart 


4719 






End 


c c n i 
DO / 1 






none 






Score 


ODD 




Exons 


4719. . 


5045, 5451. .5567, 5458. .5571 






Seq. No. 


34921 






Seq. ID 


OJ990728_13.9920 


.C3 


Gene No. 


72141 






Strand 






C H , v- -t- 

otart 


.56324 






End 


59184 




Name 


OJ990728. 13. 9920. C3 


. o5 . ts 


Method 


TBLASTX: Soybean 




Start _ 


1.Q402, 






EncL 


11077. 




.,.G,I— ™ ~r- 








_ Spore ^; 


^&l^. r ^ _____ 




Exons - - - - 


-10402. 


.10515, 10416 


".10550 


10423 .- .10539, -10566 -.-.1061 6/- 






10567. 


.10617, 10567 


. .10617, 


10689. . 10£ 


305, 10964. .11077 




Seq. No. 


34921 






Seq. ID 


OJ990728_13.9920 


.C3 


Gene No . 


72141 






Strand 






Start 


56324 






End 


59184 




Name 


OJ990728 13. 9920. C3 


. o5 . tm 


Method 


TBLASTX: Maize 




btart 


10415 






End 


10698 






none 






Score 


146 




Exons 


10415. 


.10648, 10416 


. .10667, 


10420. . 10668, 104 35. . 10698 




oeq . no . 


34921 






Seq. ID 


OJ990728_13. 9920 


. C3 


Gene No . 


72141 






Strand 






Start 


56324 






End 


59184 




Name 


OJ990728 13. 9920. C3 


o3 . tm 


Method 


TBLASTX: Maize 




C -i , v +- 

otart 


10997 






End 


12356 






none 






Score 


91 




Exons 


10997. 


.11116, 10998 


.11117, 


1104 5. . 11119, 11084 .. 11233, 






. .". 11 1.62:.. 


.11200-, 11184 


.11237/ 


11802. -.lie 


!55, 11802. .12161,- 




. - . 


.11803. 


'. 11.967,.. 12.010.' 


.1214 4.,.. 


12012. -...12161, 12.151V. 12252., 






12231. 


. 12356, 12245. 


.12355' 








Seq. No. 


34921 






Seq. ID 


OJ990728_13.9920 


C3 


Gene No. 


72141 






Strand 






otart 


56324 






End' 


59184 




Name 


OJ990728 13. 9920. C3. 


p2 . tw 


Method 


TBLASTX: Wheat 




o tart 


11150 






End 


12191 




GI 


none 






Score 


63 




Exons 


11150. 


.11230, 11161. 


.11238, 


11801. .11965, 11802. .12191, 






11803. 


.11967, 11816. 


.11980, 


12010. . 12144, 12015. .12182 




Seq. No. 


34921 






Seq. ID 


OJ990728_13.9920. 


C3 


Gene No. 


72141 






Strand 






Start 


56324 






End 


59184 





34806 




Name 


OJ990728 .13. 9920. C3. 


n O -f- c 


Method 


TBLASTX : Soybean 




otart 


XZ 0 Z 0 






End 


13240 




P T 
LjX 


none 






Score 


83 




Exons 


12826. 


..12885, 12864. 


1 "^fl^fi 
, . 1 OUO 0 / 


12870. .12965, 12877 .. 13056, 






12911, 


. .13066/ 13052. 


1 *31 OO 
, . ljlO J; 


13057. .13236, 13058. .13240 




Seq. No. 


34921 






Seq. ID 


OJ990728_13. 9920 


,C3 


Gene No. 


72141 






Strand 






Of ar f 


56324 






End 


59184 




Name 


OJ990728 13. 9920. C3. 


o7 . tm 


Method 


TBLASTX: Maize 




q+- a r-+- 
o Lai L 


12898 






End 


13173 






none 






Score 


155 




Exons 


12898. 


..13071, 12914. 


1 7n££ 

. IjUDO/ 


13084. .13173, 13094.. 13168 




OcL] . IN vj . 


34921 






Seq. ID 


OJ990728_13.9920 


P "5 


p_ QnQ NT 

bene no . 


72141 






Strand 






Cf a 7-4- 


56324 






End 


59184 




Name 


OJ990728 13. 9920. C3. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


13726 






End 


14205 






none 






Score 


165 




Exons. 


13726. 


.13950., 13730. 


. i o y o x , 


1384.9. .139.56, 138 65 13951 , 






13884. 


. 13961, 13916. 


i Ami 

. 1 X;./.*,', 


. t 13936,... 14028, 13962. .14 057, 








„U4,Q39,. ,14 023, 


i a m £ " 

.,..^X 4 U L . 


UAQ2.4 1.4062-,., A'loSA 14 20.3;.. 


^™ 




• 14-103. 


142 04,- 14128.- 


. X4 ZUO , 


- 14128.-/14205 - -■■ 




o e q . in o . 


34921 






Seq. ID 


OJ990728_13.9920, 


. C J 


uene ino . 


72141 






Strand 






o car c 


56324 






End 


59184 




Name 


OJ990728 13. 9920. C3. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


27721 






End 


28747 






none 






Score 


140 




Exons 


27721. 


.27858, 27721. 


07QCQ 

. Z / ojo, 


27741. .27893, 27856 282 18 , 






27859. 


.28071, 27863. 


. z oz x y , 


27878. .28219, 27 900 .. 28220 , 






28111. 


.28221, 28366. 


. Z 0 4 o Z , 


28366. .28500, 28470 .. 28 601, 






28485. 


.28619, 28705. 


0 ft 7 A £ 
. Z O / 4 D , 


28706. .28747 




Seq. No. 


34921 






Seq. ID 


OJ990728_13.9920. 


■ C3 


Gerie No. 


72141 






Strand 






C4-a -v-f- 

uLdlL 


56324 






End 


59184 




Name 


OJ990728 13. 9920. C3. 


ox . tw 


Method 


TBLASTX: Wheat 




C +- -a -v-4- 


27873 






End 


28181 






none .■ 






- Score 


248 • . 




Exons 


'27873. 


.28181, 27874. 


0 ft 1 7'^ 
. Z O X / o _. 








O c q . LN o . 


' 34921* 






Seq. ID 


OJ99072'8_13.9920. 


Cj 


btrlltr LNO . 


72141 






Strand 






O Lai L 


56324 






End 


59184 




Name 


OJ990728 13. 9920. C3. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


29303 






End 


29767 




PT 


none 






Score 


85 




Exons 


29303. 


.29380, 29311. 


. z y oy / , 


29312. .29407, 29408 .. 29482, 






29412. 


.29483, 29416. 


.29484, 


29443. .29484, 29473 .. 29601, 






29482. 


.29601, 29487. 


.29615, 


29604 . .29765, 29609 .. 29767, 






29610. 


.29684, 29615. 


.29767 








Seq. No. 


34921 






Seq. ID 


OJ990728_13.9920. 


C3 


Gene No. 


72141 






Strand 







34807 



Start 


56324 




End 


59184 




Name 




/"\ 9 +-m 

oz . urn 


Method 


TBLASTX: Maize 




Of fivf 

o car l 


z y / / z 




End 


30347 




P T 


none 




Score 


289 






"3f)9Tn 9Q"7*7Q 


O O Q C C 

. z y y do , 


29784. .30257, 29987 30244 , 






^n^nfi ^n^47 










o e q . IN O . 


"3 A Q9 1 
j fi y Z ± 




Seq. ID 


OJ990728_13.9920 


. Co 


Gene No. 


72141 




Strand 






Start 


56324 




End 


59184 




Name 


PiTQQm9Q 1 "3 QQOn P"3 
UU ? / ^0 ±J.yyZU.L.J. 


OZ . L.C 


Method 


TBLASTX: Cress 




Cf 3 v~4- 

otdit 






End 


35078 




P T 


none 




Score 


88 




XT v An o 


"39490 99^10- 99£99 

Jj4^U . . JjJlO, j jo JJ i 


. jj / OZ , 


34051. .34200, 34 37 4 .. 34 4 75, 






^AAfcf* ^AQ^fc, 94Q9£ 
0*±f±D0. . J *± y j 0 , j fi y Z 0 • 


. j J U / 0 








Ocvj^ IN (J • 


"3d Q9 1 




Seq. ID 


OJ990728_13. 9920 


P 9 


Gene No. 


72141 




Strand 






Start 


56324 




End 


59184 




Name 


nTQQD79ft 1 ^ QQ9fl P9 
uu / zo ij.yyzu.uj. 


o4 . ts 


Method 


TBLASTX: Soybean 






9 "5 A 9 9 ~~ 
Jj4 JZ . 




'End 


33759 




P T 


. none ... _ ^ 




.S.core.. 


. 44. 




x on S-^.. „ ^ 


99499 99R9/I /in 


,.,.jJ.jj.U^ - 


3.3.4 5 0..,.. 3.3 5 zl.,_33£33_. .3 315 R , 








- 9 9 77 R G - 
. J J 7 J 0 








i 

Seq. No. 


34921 




Seq. ID 


OJ990728_13.9920 


. C3 


; Gene No. 


72141 




Strand 






OlaiL 


JO 




End 


59184 




Name 


PiTQQmOQ 1 "3 QQOA P"3 

ujyyu /zo u.yyzu.LJ. 


O / . ts 


Method 


TBLASTX : Soybean 




: otait 


9 4 t; Q £ 
j4i J O O 




End 


34840 




1 P T 


none 




Score 


75 




Exons 


■5/1 COC "3/lQ/in Oyl 

j4joD. . jyolU, j4 04 0 . 


. j4 o 1 U 








j oeq. no . 


9 yl Q 9 1 




Seq. ID 


OJ990728_13. 9920 


. C3 


j Gene No. 


72141 




Strand 






Start 


56324 




End 


59184 




Name 


Pj,TQQn79ft T9 0.0,90 P9 
uuyyu/zo i j . yy^u . lj . 


o9 . gs 


Method 


GENSCAN 




: Of a v-f- 


j D jZ 41 




' End • 


59184 




PT 


none 




Score 


.7 




Exons 


R£99/l R£4QR R^TQPl 
j 0 jZ 4 . .00400, OD/OU. 


. 3 do y 4 / 


57294. .57408, 58224 .. 58289, 






c iQ9'7£; tQCfrQ cqqcj: 
JOJ / O. . jtSjDO, joyjo. 


;qi n/ 

. j y i o 4 








oeq .. jno . 


9 yl Q 9 9 

j4 y Z Z „ . ■ . 




: • -Seq... .iD . 


QJ990728.. 13...9920 


. C4 




72142 




Strand 


+ 




■" Start 


1790 




End 


2312" ' 




Name 


OJ990728 13. 9920. C4 . 


ol.gp 


Method 


AAT/GAP 




o LdiL 


1790 




End 


2312 




P T 


LIB3434-038-P1-K1-F1 




Score 


765 




Exons .; 


1790. .2312 










ox uescrip . 


1 5257255/dbj t AP000364 . 1 | AP000364 0.0e+00 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


34922 




Seq. ID 


OJ990728_13. 9920 


.C4 


Gene No. 


' 72143 




Strand 


+ 




Start 


12257 




End 


16200 




Name 


OJ990728 13. 9920. C4. 


o2 . np 


Method 


AAT/NAP 




Start 


12257 




End 


13991 





34808 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6721512 Score 54 

12257. .12371, 13968.. 13991 

(AP001072) hypothetical protein [Oryza sativa] 

34922 Seq. ID OJ990728_13 . 9920 . C4 

72143 Strand + 

12257 End 16200 

OJ990728_13. 9920.C4 .o3.np Method AAT/NAP 

13207 End 15225 

6721558 Score 234 

13207. .13306, 14 007 .. 14 131, 14752 .. 1484 9, 15103. .15225 

(AP001073) hypothetical protein [Oryza sativa] 

gi| 6815083|dbj IBAA90369.il (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34922 
72143 
12257 

OJ990728_13. 9920.C4 .o3.gs 
13288 
none 
.13288,. 

.15-02,9,. 



,13840,. 14007. .14131, 

, 1 533,6 , 15^^.15.603 



Seq. ID OJ990728_13. 9920.C4 

Strand + 

End 16200 

Method GENSCAN 

End 16200 

Score .55 
14199_. . 14414, ..14624 . . 14863,, _„ 

iizbL ., ij62oq..;___ _/ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728_ 
+ 

16200 
AAT/NAP 
15337 
946 



13. 9920. C4 



34922 
72143 
12257 

OJ990728JL3. 9920.C4 ,o4 .np 
13731 
•6721561 

13731. .13766, 14 165 .. 14 378 , 14449 .. 14511, 14581. .15337 
(AP001073) EST AU082058 (C12976) corresponds to a region 
hypothetical protein [Oryza sativa] 
IBAA90372.il (AP001081) EST AU082058 (C12976) 
a region of the predicted gene.; hypothetical 
sativa] 



of the 



predicted gene, 
gil 6815086|dbj 
corresponds to 
protein [Oryza 



Seq. No. 


34922 


Seq. ID 


OJ990728 


_13 


.9920 


.C4 


Gene No. 


72144 


Strand 


+ 








Start 


23114 


End 


29777 








Name 


OJ990728 13.9920.C4.o7.np 


Method 


AAT/NAP 








Start • , 


23114. - . 


•'; End 


■27614-- * 








.GI • . 


67'21512 . . . . .\ . 


Score . 


57 ' 








Exons 


23114. .23235, 27578.. 27614 












GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


34922 


Seq. ID 


OJ990728 


_13 


.9920 


.C4 


Gene No. 


72144 . 


Strand 


+ 








Start 


23114 


End 


29777 








Name 


OJ990728 13.9920.C4.o3.gp 


Method 


AAT/GAP 








Start 


24298 


End 


24968 








GI 


uC-osflcyp011b03bl 


Score 


940 








Exons 


24298.-24355, 24429. .24491 


, 24600.. 24968 








GI Descrip. 


f 1421751 3.0e-12 (U60592) 


putative ORF; 


conserved 


in 5' 


1 1 




of plant SAMdC [Pisum sativum] 1 










Seq. No. 


34922 


Seq. ID 


OJ990728 


_ 13 


.9920 


.C4 



34809 



oene ino . 


/ c. ± 4 4 


Strand 


+ 




Start 


23114 


End 


29777 




Name 


OJ990728 13.9920.C4.o8.np 


Method 


AAT/NAP 






94 4 74 


End 


27064 








Score 


149 






94474 944Q1 94£fi0 9467H 


24744 . .24825, 25066 


. . 0 1 0 1 , 




9 c i9Qf : ; 9R7SQ 9fi741 97H64 










fA.T9S17fiS} VAP97 rMirnl-ians 


plumbagini folia] 






74 Q9 9 


Seq. ID 


OJ990728_ 


1 7 QQ9H HA 




79144 

/ _. _ 4 4 


Strand 


+ 




Start 


23114 


End 


29777 




Name 


OJ990728 13.9920.C4.o8.gs 


Method 


GENSCAN 




C-l- a r f- 
OLdl I 


94 4 77 


End 


29777 






none 


Score 


.8 




XT' v An o 


94477 944Q1 94600 94£7Pl 
i44j / • . ^ 4 4 J. , ^ 4 0 U U • • _ 4 0 / U , 


26813. .27736, 27862 


9 Q 1 A 9 




9R1 Q4 984fl0 9RG97 9RA14 


28890. .29079, 29152 


9 Q9 R fy 




9 Q79 Q 9 Q777 








C^a- Ma 
OcC] . LNO . 


74 Q99 
j4 _ 


Seq. ID 


OJ990728_ 


1 7 QQ9fl C* A 




79144 


. Strand 


+ 


- - — 




_ 23114 „ _ . _ . 




■29777^ 




Name 


„..,OJ99.Q r 7:2.a ..13 .,$920 ..£4^o9l..np. , 


Meiho.dl,., 






Start -- 


26852- - ■ - -■ ----- 


- - End 


-2 9774- 




GI 


6691716 


Score ' 


2370 




Exons 


26852. .27736, 27 934 .. 28112 , 


28194. .28443, 28620 


. .28814, 




28890. .29001, 29152 29256, 


29329. .29774 




tai uescrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi| 6691717 |dbj | BAA8 9397.il ( 


AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


34922 


Seq. ID 


OJ990728_ 


_13.9920.C4 


Gene No. 


72145 


Strand 






o Lai L 


37 


End 


4070 




Name 


OJ990728 13.9920.C4.ol.gs 


Method 


GENSCAN 




JLdX L 


37 


End 


4070 






none 


Score . 


. .98 




Exons 


37. .321, 1610. .1693, 3651. .3739, 3870. 


.4070 




C oa Ma 
O C . IN O . 


34922 


Seq. ID 


OJ990728_ 


_13.9920.C4 




72146 


Strand 






O L.CI J. L 


- 5090 / - • .. . , • .. • ■ 


- End 


11602 • • 




Name .. 


._OJ990728.'l3..".9920.C'4.:62.gp . 


. .Method _ 


..AAT/GAP 




Start ^ 


5090 


End 


9742' 






12863 1.R1084" 


Score 


2310 ' 




U 1 /*~\ r*k c* 


5090.. 5323, 5881.. 5993, 6406 


".. 6501, 7603. .7719, 


8128. . 8226, 




8499.. 8630, 8726.. 8901, 9023 


. .9197, 9331. .9419, 


9676. . 9742 


f 1 1 A C» A V* T 

vj_ uescrip . 


•3540183 1.0e-115 (AC004122) 


Highly Similar to branched-chain 




amino acid aminotransferase 


[Arabidopsis thaliana] 1 


Qpn Mo 
^ \j . in w . 


34922 


Seq. ID 


OJ990728_ 


_13.9920.C4 


Gene No. 


72146 


Strand 






Start 


5090 


End 


11602 




Name 


OJ990728 13. 9920. C4 .o2. as 


Method 


GRNSCAN 




Start 


5203 


End 


11602 




GI 


none 


Score 


.49 




Exons 


5203.. 5323, 5881.. 5993, 6406 


. .6501, 7603. .7719, 


8128. .8226, 



34810 



8499. .8611, 9088. .9197, 9331. .9419, 9676. .10071, 10155 .. 10194 , 
11595. .11602 



Seq. No. 34922 Seq. ID OJ990728_13 . 9920 . C4 

Gene No. 72146 Strand 

Start 5090 End 11602 

Name OJ990728_13 . 9920 . C4 . ol . np Method AAT/NAP 

Start 5206 End 9305 

GI 6319167 Score 1145 

Exons 5206.. 5323, 5881.. 5993, 6406.. 6501, 7603.. 7719, 8128.. 8226, 

8499.. 8630, 8726.. 8901, 9023.. 9305 
GI Descrip. (AF193846) branched-chain amino acid aminotransferase [Solanum 

tuberosum] 

Seq. No. 34922 Seq. ID OJ990728_13 . 9920 . C4 

Gene No. 72147 Strand 

Start 16875 - End 19924 

Name OJ990728__13 . 9920 . C4 . o5 . np Method AAT/NAP 

Start 16834 End 19924 

GI 5902445 Score 2998 

Exons. . . 168.34. .19924 . . _ ; 

GIJ?e scr ;ip^ v ._. j AB03j 028 3 ) ^ GAG- POL precursor J Or yza sa t i vaj ^ „ 



Seq. No. ■ -34 922- : - - -■• ■•■--■■Seq. ID * OJ-9907-28_13 .-9920J-C4- - 

Gene No. 72147 Strand 

Start 16875 End 19924 

Name OJ990728_13 . 9920 . C4 . o4 . gs Method GENSCAN 

Start 16875 End 19924 

GI none Score .53 

Exons 16875. .17109, 17138 17329, 174 4 1 . . 18295 , 18307 .. 19085 , 
19172. .19924 

Seq. No. 34922 Seq. ID OJ990728_13 . 9920 . C4 

Gene No. 72148 Strand 

Start 19988 End 24480 

Name OJ990728_13 . 9920 . C4 . o5 . gs Method GENSCAN 

Start 19988 End 20653 

GI none Score 1 

Exons 19988. .20653 

Seq. No. 34922 Seq. ID OJ990728_13 . 9920 . C4 

Gene No. ' '* 72148 \ - . Strand" - - 

.Start .. .". .19988 ■ - -_.„.•'; /. ' - .End.; 2.4:4.80..- . . • ' '.• 

Name OJ990728_1379920 . C4 . 6 6 . np ' Method AAT/NAP ' ' 

Start 19991 * £nd 2448'0 

GI 5902444 Score 1070 

Exons 19991. .21649, 21977 .. 22113, 24435.. 24480 
GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 

Seq. No. 34922 Seq. ID 0 J990728_13 . 9920 . C4 

Gene No. 72148 Strand 

Start 19988 End 24480 

Name OJ990728_13 . 9920 . C4 . 06 . gs Method GENSCAN 

Start 20711 End 21966 

GI none Score . 64 

Exons 20711. .21405, 21576.. 21966 



34811 



Seq. No. 34922 Seq. ID 

Gene No. 72148 Strand 

Start • 19988 End 

Name OJ990728_13 . 9920 . C4 . o7 . gs Method 

Start 22219 End 

GI none Score 

Exons 22219.. 23184 



OJ990728JL3. 9920.C4 

24480 
GEN SCAN 
23184 
.99 



Seq. No. 34922 
Gene No. 72149 
Start 30093 

Name OJ990728_13 . 9920 . C4 . ol . tm 

Start 5183 
GI none 
Exons 5183 

6403 

7612 

8499 



,5311, 5203. .5310, 5880. 
,6498, 6404. .6499, 6404. 



7728, 8107, 

8630, 8707. 

8864.. 8905, 8866. 

9027.. 9191, 9340. 



,8244, 8125. 

8856, 8723. 

8913, 9018. 

9420, 9351. 



Seq. ID OJ990728_13. 9920.C4 
Strand 

End 34754 
Method TBLASTX : Maize 
End 9425 
Score 129 

.5996, 5881.. 6000, 5883.. 5999, 
.6502, 7601. .7726, 7602. .7721, 
.8226, 8126. .8227, 8497. .8628, 
.8857, 8723. .8860, 8727. .8873, 
.9191, 9022. .9195, 9026. .9202, 
.9425 



.Sejg.., No. 
.Gene^N.O-. 
•Start- - - 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



..Seq. -No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



.34 922,... . 

^72.i,4.a_._„. 

300,93 • 

OJ990728_13. 

5880 

none 

5880. .5996, 
7602. .7715, 
8110. .8244, 
8543. .8638, 
8724. .8858, 



_ _ _Seq.^ ID. ta QJ99O728^13. i 9920^jC4. J 



9920.C4 .ol.ts 



5893. 
7602. 
8126. 
8581. 
8872. 



34 7 54 ^ - - - 

TBLASTX: Soybean 
9202 
81 



- End- - 
Method 
End 
Score 

5943, 636S..6493, 6403.. 6504, 6404 
7709, 7604. .7726, 7612. .7728, 8070 
8227, 8493. .8624, 8497. .8631, 8499 
8631, 8707. .8799, 8722. .8811, 8723 
8913, 8876. .8902, 9026.. 9202, 9027 



.6502, 
.8183, 
.8630, 
.8860, 
.9188 



34922 
72149 
30093 

OJ990728JL3. 9920.C4 .ol.tc 

8143 
none 

8143. .8244, 8479. .8631, 8499. 
8872.. 8913, 9006.. 9182, 9026. 

•3.4 922.. -.. . .• . ;; .... , 

72149" 
30093 ' ' 

OJ990728_13. 9920 . C4 . o3 . tw 
16843 
none 

16843. .16974, 16856 .. 16969, 
30105. .30242, 30228 .. 307 1 9, 

34922 
72149 
30093 

OJ990728_13. 9920.C4 .o6.tm 

16879 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990728 13. 9920. C4 



34754 

TBLASTX: Cress 
9182 
151 

8630, 8723. .8887, 8724. .8855, 
9181 



'.■ :Seq. I'D 

Strand 
" End 
Method 
End 
Score 
16999 
30457 



.OJ990-728 ...13;._9.920.C4. 



34754 

TBLASTX: Wheat 
30719 
56 

17451, 17195. .17302, 
30558, 30610.. 30699 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728_13. 9920.C4 
34754 

TBLASTX: Maize 

30377 

104 



34812 



Exons 16879. .16962, 16963 17127, 30142 .. 30246, 3014 4 3024 5, 
30225.. 30377 

Seq. No. 34922 Seq. ID 0 J990728_13 . 9920 . C4 

Gene No. 72149 Strand 

Start 30093 End 34754 

Name OJ990728_13 . 9920 . C4 . o4 . tw Method TBLASTX : Wheat 

Start 17575 End 31221 

GI none Score 178 

Exons 17575. .17958, 17576 .. 17 950 , 30834 .. 31025, 30834 .. 31220, 
30910. .31221 

Seq. No. 34922 Seq. ID OJ990728_13 . 9920 . C4 

Gene No. 72149 Strand 

Start 30093 End 34754 

Name OJ990728_13 . 9920 . C4 . o2 . tm Method TBLASTX : Maize 

Start 17653 End 31227 

GI none Score 136 

Exons 17653. .17958, 17 654 .. 17872 , 308 64 30911 , 308 65 30912 , 

30892. .31206, 30903 .. 31226, 30916.. 31227 

. S.eq,._ No..__ .34 922_.. fc . . . ^ „§eq._ ID . v OJ990728_13 . 9920 . C4 

...Gene. ^,-^:.-Jl2Ual., , i.tr,aridL_l- _ 

Start -■■ -30093- -- - End ■ ■ - » 34754-'— --------- ------ 

Name OJ990728_13 . 9920 . C4 . 08 . tm - . Method TBLASTX :Maize ' 

Start 18219 End 31709 

GI none Score 193 

Exons 18219. .18380, 184 38 .. 184 61 , 31455.. 31709 

Seq. No. 34922 Seq. ID OJ990728_13 . 9920 . C4 

Gene No. 72149 Strand 

Start 30093 End 34754 

Name OJ990728_13 . 9920 . C4 . o5 . tw Method TBLASTX : Wheat 

Start 18303 End 31961 

GI * none Score 71 

Exons 18303. . 18587, 18 607 .. 18711 , 18 615 .. 1871 6, 31539 .. 31961 , 
31549.. 31953 

Seq. No. 34922 Seq. ID OJ990728_13 . 9920 . C4 

Gene No. 72149 Strand 

Start 30093 End 34754 

Name.. ' OJ990728_13 .'9920 . C4 . o3.. ts , . Method . "TBLASTX : Soybean . . 

Start . ..18336 .;„■'•■ .' ". \' ; . - .. ... . End - .. . 31970 . ;.; * , „;...; 

GI none " Score i57 

Exons 18336 . .18584, 18594 .. 18.7 1 9, 31582 .. 31962 ," 31584 .. 31826, ' 
31866. .31970 

Seq. No. 34922 Seq. ID OJ990728_13 . 9920 . C4 

Gene No. 72149 Strand 

Start 30093 End 34754 

Name OJ990728_13 . 9920 . C4 . o7 . tw Method TBLASTX : Wheat 

Start 18718 End 32247 

GI none Score 63 

Exons 18718. .18858, 18720 .. 18 911 , 18789 18908 , 18915 18983, 

18916. . 18984, 31961 .. 32059, 31965 .. 3224 6, 31977 32111, 

32170. .32247 



34813 



Seq. No. 34922 
Gene No. 72149 
Start 30093 

Name OJ990728_13 . 9920 . C4 . o4 . tm 

Start 18918 
GI none 

Exons 18918. .18992, 19011 . . 19100, 

32085. .32111, 32109. .32252, 
32275. .32529 



Seq. ID 
Strand 
End 

Method 
End 
Score. 

19100 

32122 



OJ990728 13. 9920. C4 



34754 

TBLASTX : Maize 
32529 
90 

19261, 19113. .19262, 
322-53, 32274 . .32528, 



Seq. No. 34922 

Gene No. 72149 

Start 30093 

Name OJ990728_13 . 9920 . C4 . o2 . ts 

Start 18933 

GI none 

Exons 18933. . 19100, 19100 . .1 9354 , 
32227. .32400, 32437.. 32580 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728_13. 9920.C4 
34754 

TBLASTX: Soybean 

32597 

86 



19170. .19295, 32196. .32597, 



Seq. No. 34922 
Gene No. 72149 . 

Start, _ .3.0093 _ ^ _ ^ _ 

Start - 18990 ' - — - - ■ 

GI none 
Exons 



Seq. ID OJ990728_13. 9920.C4 
Strand 

EncT _J4 7 54__ _ 

Jtf etliod,__ JI^^^ 
-■ End- - - - 32675 ' : - - 

• Score 4 6 



18990. . 19100, 19023. .19100, 19083 .. 19298 , 19094 19408 , 
19100. .19408, 32251. .32631, 32251 .. 32610, 32256. .32675 



Seq. No. 


34922 






Seq. ID 


OJ990728_13. 9920 


.C4 


Gene No. 


72149 






Strand 






Start 


30093 






End 


34754 




Name 


OJ99072 


8_13. 9920.C4 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


19262 






End 


32756 




GI 


none 






Score 


167 




Exons 


19262. . 


19489, 32529, 


. .32756 








Seq. No. 


34922 






Seq. ID 


OJ990728_13. 9920 


.C4 


Gene No. 


72149 






Strand - 






Start 


30093 






End 


34754 




Name 


OJ99072 


8_13. 9920.C4 . 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


19493 






End 


33116 




GI' ' " 


none - 






.Score 


.205 ■." • . 




Exons* . . _ ■ 


. „ .194 93..., 


.19,84 3r,l 19.4.9 4 ■ 


19.7.87..,. 


. 1 9 "5 4 7 ... 1 9-T9 5 , 32760,.'. 3.-31 1 6.,. ■ 






32770. . 


33075 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



34922 
72149 
30093 

OJ990728_13. 9920.C4 .ol.tw 

19524 

none 



Seq. ID OJ990728_13. 9920.C4 
Strand 

End 34754 

Method TBLASTX :.Wheat 

End 33246 

Score 334 



19524. .19979, 19535 19978, 32790 .. 33245, 32791. .33246 



34922 
72149 
30093 

OJ990728 13. 9920.C4 .o4 .ts 



Seq. ID OJ99072R_1 3, 9920, C4 
Strand 

End 34754 

Method TBLASTX : Soybean 



34814 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19574 
none 



End 
Score 



33206 
135 



19574. .19708, 197 15 19939, 3284 1 .. 32975, 32982. .33206 



34922 Seq. ID 

72149 Strand 
30093 End 
OJ990728_13. 9920.C4 .06. tw Method 
20171 • End 
none Score 

20171. .20407, 20181. .20405, 204 4 4 .. 20626, 

33466. .33702, 334 68 .. 33698 , 33747. .33923 



OJ990728_13. 9920.C4 
34754 

TBLASTX: Wheat 
33923 
155 

20517. .20618, 



Seq. No. 34922 

Gene No. 72149 

Start 30093 

Name OJ990728_13 . 9920 . C4 . 08 . tw 

Start 21257 

GI none 
Exons 



Seq. ID OJ990728_13.9920.C4 
Strand 
End 

Method 
End 
Score 



34754 

TBLASTX: Wheat 

21649 

83 



21257. .21532, 21258 21452 , 214 91 .. 21604 , 2154 3 .. 21593, 
21605.. 21649 



Seq„._No w .,343 2 2___ ... _ _ 

Gene No: - 72149 

Start 30093 

Name OJ990728_13 . 9920 , 

Start 21371 

GI none 

Exons 21371. .21610 



C4.o9.tm 



„Sejq^ t ID... 
Strand- 
End 

Method 

End 

Score 



..O.JA9aZ2'fl s lX.392.Q^C4 Wi 
34754 

TBLASTX: Maize 

21610 

190 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34922 
72149 
30093 
OJ990728 
24283 
none 
24283 
24436 
24738 



13.9920.C4.o5.tm 



24327, 24383. 
24495, 24575. 
24824, 24745. 



.24457, 
.24673, 
.24825 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990728 13. 9920. C4 



34754 

TBLASTX: Maize 
24826 
43 

24415. .24492, 24 4 34 .. 244 90 , 
24602. .24673, 24737 .. 24826, 



Seq. No. 34922 

Gene No. . . 72149 . 

Start '* ' 300.93 ... .■' ' 

Name OJ9'90728_13 . 9920 . C4 . o9 . tw 

Start 2 6972 

GI none 

Exons 26972..27262, 27119.. 27241 

Seq. No. 34922 

Gene No. 72149 

Start 30093 

Name OJ990728_13 . 9920 . C4 . o9 . gs 

Start 30093 

GI none 

Exons 30093. .33174, 33271.. 34438 



Seq. ID 

Strand 

.End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Snore 



OJ990728_13. 9920.C4 

34754 . I .:Y 
TBLASTX: Wheat 
27262 
213 



OJ990728_13.9920.C4 

34754 
GENSCAN 
34438 
69 



Seq. No. 



34922 



Seq. ID OJ990728 13. 9920. C4 



34815 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Gene- No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



72149 Strand 

30093 End 

OJ990728_13 . 9920 . C'4 . olO . np Method 

30129 End 

5922631 Score 



.34754 
AAT/NAP 
34754 
5309 



30129. .32656, 33263 .. 34 186, 34313.. 34754 

(AP000492) ESTs C26347 (C12145 ) , AU078074 (C12 145 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
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Start 

Name 

Start 

GI 

Exons 



34928 Seq. ID 

72166 Strand 

17223 End 

0 J990618_13 . 9924 . C9 . ol . tm Method 

2357 End 

none Score 



OJ990618_13.9924 .C9 
18199 

TBLASTX: Maize 

2864 

83 



2357.. 2380, 2387. 
2658.. 2717, 2768. 



.2458, 2549. .2629, 2559. .2630, 2657. .2722, 
.2863, 2769. .2864 



Seq. No. 34928 Seq. ID 

Gene No. 72166 Strand 

Start 17223 End 

Name OJ990618JL3 . 9924 . C9 . o5 . gs Method 

Start 17223 End 

GI none Score 
Exons 



OJ990618_13.9924.C9 

18199 
GENSCAN 
18191 
.62 



17223. .17909, 18022 .. 18053, 18101.. 18191 



Seq. No. 34928 Seq. ID 

Gene No. 72166 Strand 

Start 17223 . End 

Name . OJ990618_13, 9924 .C9.o4 ,np. . ' Method 

,Start __ 17 22 .6 mWJU _^ ^ , „ _ .. j End _ 

Exons--- ■■ 1722-6. -.17960, 18 : 125:-. 18199 - - - ' - - ~ 

GI Descrip. (AC006551) Similar to peptide transporter [Arabidopsis thaliana] 



OJ990618_13.9924.C9 
18199 

AAT/NAP 

.18199, - 



Seq. 'No. 34928 

Gene No. 72166 

Start 17223 

Name OJ990618_13 . 9924 . C9 . ol . ts 

Start 17311 

GI none 

Exons 17311. . 17367, 17328 .. 17375, 
17688. .17816, 17 692 17832 , 



Seq. ID OJ990618_13.9924 .C9 
Strand 

End 18199 

Method TBLASTX : Soybean 

End 17969 

Score 4 8 
17382. .17615, 17427. .17558, 
17868. . 17969 



Seq. No. 


34928 






Seq. ID 


OJ990618_13.9924 


,C9 


Gene No. 


72166 






Strand 






Start 


17223 






End 


18199 




Name 


OJ990618 13. 9924. C9. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


17311 






End 


17561 




GI 


none 






Score 


69 




Exons 


17311. 


.17.37 9, 17 32.8: 


.17384, 


.1.7370.. : 17561/ 17427. ..1755.8... 




Seq. No.. 


34 928 






Seq. ID 


OJ990618_13.9924 


. C 9" 


Gene No. 


72166" 






Strand 






Start 


17223 






End 


18199 




Name 


OJ990618 13. 9924. C9. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


17364 






End 


17969 




GI 


none 






Score 


88 




Exons 


17364. 


.17597, 17688. 


.17783, 


17871. .17969 




Seq. No. 


34928 






Seq. ID 


OJ990618_13.9924 


C9 


Gene No. 


72166 






Strand 






Start 


17223 






End 


18199 




Name 


OJ990618 13. 9924. C9. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


17364 






End 


17969 




GI 


none 






Score 


74 





34823 



Exons 



17364 .. 17588, 17683 .. 17832 , 17688 .. 17804 , 17871 17969, 
17907. .17957 ... 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.- No-. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34929 
72167 
1 

OJ990618JL3. 9924. CIO. ol.np 
1 

6587832 
1..244, 339. .462 

(AC006551) Similar to LeOPTl [Lycopersicon esculentum] 
[Arabidopsis thaliana] 



Seq. ID OJ990618_13. 9924 .CIO 
Strand 

End 4 62 

Method AAT/NAP 

End 4 62 

Score 159 



34930 
72168 
4932 

OJ990 618_13. 9924 .Cll.ol.gp 
4932 
2312838 
4932. .4990 . 

1420932/gb|U.61383|ORU6138.3 _7'.0e-21 Oryza ruf ipogon .„ '.. . 
„ .4- coumara t e - C o A JL i gas e s gene , i n t r p n part i a 1 s e qu e n ce 



Seq. ID OJ990618_13.9924.C11 

Strand + 

End 4 990 

Method AAT/GAP 

End 4990 

Score 73 



34 930 ^ •-- 

72169 
1 

OJ990618_13. 9924. Cll. o2.np 
1 

6689616 



-Seq. ID OJ990618_13-. 9924TCll r: 
Strand 

End 3738 

Method AAT/NAP 

End 3738 

Score 370 



1..71, 2091. .2469, 2503. .2876, 3573. .3738 
(AJ012301) proline-rich protein [Zea mays] 



34930 Seq. ID 

72169 Strand 

1 End 
OJ990618_13 . 9924 . Cll . ol . gs Method 

512 End 

none Score 
512. .691 



OJ990618_13. 9924. Cll 

3738 
GENSCAN 
691 
. 99 



Seq. No. 34930 Seq. ID OJ990618_13 . 9924 . Cll 

Gene No... .... 72169- • ... . ... Strand - . ... 

.Start 1 -L '__ " : ... ;•„■:. . _ \ ,„;.End_"' 3738 1 J,..-* ' 

Name OJ990618_13 . 9924 . Cll . ol. np Method AAT/NAP 

Start '• '-'1458 ' ' End 2539' 

GI 4584539 Score 197 

Exons 1458.. 1521, 2086.. 2539 

GI Descrip.. (AL049608) extensin-like protein [Arabidopsis thaliana] 



Seq. No. 34930 

Gene No. 72169 

Start 1 

Name OJ990618JL3 . 9924 . Cll . o2 . gs 

Start 2073 - 

GI none 

Exons 2073.. 2700, 2714.. 2876, 3573. 



Seq. ID OJ990618_13. 9924. Cll 
Strand 

End 3738 

Method GENSCAN 

End 3732 

Score .66 
.3732 



34824 














Seq. ID 


OJ990618 


1 "3 QQ94 PI 1 


UC1LC LN VJ • 


791 70 








Strand 








*j \j y y 








End 


7346 




Name 


OJ990618 13 


.9924 


.Cll.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2131 








End 


2881 




GI 


none 








Score 


62 




Hi a ^ 1 1 o 


?ni 999^ 


2144 


. 2224 , 


£ £. U J . 


.2334, 2266. .2316, 






2378 2440 


2387 


.24 61, 


2417 . 


.2437, 2497.. 2535, 


9S0Q 

«J *J .7 . • L J J J ; 




2S10 2542 


2618 


. 2659, 


2 620 . 


.2658, 2674. .2844, 


967S 9767 




2749 2790 


2836 


. . 2868 , 


2849 . 


. 2881 






C ^ • IN v ■ 


34 930 








Seq. ID 


OJ990618 


1 "\ QQ94 PI 1 


Gene No. 


72170 








Strand 






Start 


5699 








End 


7346 




Name 


OJ990618 13 


. 9924 


. Cll . ol 


. tw 


Method 


TBLASTX: 




Start 


2654 ~~ 








End 


3624 




GI 


none 








Score 


100 






96S4 9767 


2674 


98 


274 6. 


.2796, 28 


48. .2871, 


9ft 4 Q 987 9 




3S71 3624 
















34930 








Seq. ID 


OJ990618 


x .0 . y y £ 4 . u i x 


Gene No. 


72170 








rf Strand : _. 






















Name 


- -017990 61 8 - 1-3 


." 99-24- 


.cri,o3 


.■np- 


Method- "- 


AAT/NAP - 






4 07 R ~ 








End 


7346 




O X 


fil 64 791 








Score 


98 






4 07 S 4 1 08 


S7 R 4 


. .5998, 


6181. 


.6291, 7307. .7346 






( AF1 74^891 


E 1- box 


protein Fbl2 


[Homo sapiens] 




Seq. No. 


34930 








Seq. ID 


OJ990618 


_13. 9924 .Cll 


Gene No. 


72170 








Strand 






Start 


5699 








End 


7346 




Name 


D.TQQOfil ft 1 ? 


QQ94 
. y y h 


Cll.o3 


.gs 


Method 


GENSCAN 




qt art 


•J VJ ^ J 








End 


6696 




GI 


none 








Score 


.75 




I_J .A. ^ 1 I O 


+J \J y y • • J J^O / 


6181 


. 6331, 


6620. 


.6696 






Sen No 


34 931 








Seq. ID 


OJ990618 


1 ^ QQ94 PI 9 
XO. y y^H . X£ 




72171 








Strand 






Start 


331 








End 


354 




Name 


OJ990618 13 


. 9924 


C12 .o2 


.np 


Method 


AAT/NAP 




Start 


331. 








End 


354 




GI 


..2191178;. 








Score 


'..18 ... 




P v pin q 


331. .354 














\_J -L l~J C O \— J L . 


(AF007270) contains similarity to MIPP 


proteins 






thaliana] 














iw> cr . v* \j . 


34931 








Seq. ID 


OJ990618 


_13. 9924 .C12 


Gene No. 


72172 








Strand 






Start 


372. 








End 


8039 




Name 


OJ990618 13 


.9924. 


C12.ol 


gs 


Method 


GENSCAN 




Start 


372 








End 


8022 




GI 


none 








Score 


.67 




Exons 


372. .557, 3052. .3461, 3828. .4085, 4344 


. .4667, 4937. .5290, 




6574 . . 6712, 


6801. 


. 6865, 


7168. 


.8022 






Seq. No. 


34931 








Seq. ID 


OJ990618_ 


_13. 9924 .C12 



34825 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



72172 
372 

OJ990618_13. 9924 .C12.ol.gp 
579 

uC-osroM202022d09bl 
579. . 1018 

f 1420932/gb| U61383 IORU61383 



Strand 
End 

Method 

End 

Score 



8039 
AAT/GAP 
1018 
860 



7.0e-21 Oryza rufipogon 



4-coumarate-CoA ligase gene, intron 1, partial sequence' 



34931 Seq. ID 

72172 Strand 
372 End 
OJ990618_13. 9924.C12.ol.np Method 
1655 End 
4432860 Score 
1655. .1673, 3025. .3142, 3818. .3985 

(AC006300) putative glucose regulated repressor protein 
[Arabidopsis thaliana] 



OJ990618_13.9924.C12 

8039 
AAT/NAP 
3985 
93 



OJ990618 13.9924.C12 



Seq. No. 34931 Seq. ID 

Gene No. 72172 Strand 

Start,. 372 , _ . _ _ . End.. 

iame____,_^^^ 

Start : . - 2708 •■ • - End . . . 

GI uC-osflcyp064c0ibl Score 

Exons 2708.. 2761, 2786.. 3276 

GI Descrip. ' 6069643/dbj | AP000616. 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



803? ^ i 

AAT / ,G AP^ — 
3276 -■■ - ^ 

830 ' 



Seq. No. 34931 

Gene No. 72172 

Start 372 

Name OJ990618_13 . 9924 . C12 . o3 . np 

Start 6727 

GI 479357 

Exons 6727.. 8039 

GI Descrip. hypothetical protein 612 - 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990618_13. 9924.C12 

8039 
AAT/NAP 
8039 
780 



maize transposon MuA2 



gi 122375 | emb | CAA4 4165 | (X62251) ORF [Zea mays] 



Seq. No. 34931 Seq. ID 

Gene No. 72172 Strand 

Start . 372 . End 

.Name! ■ OJ99.061.8_13 .. 99'24 . CI 2'.' o2 . tm Method 

Start 6845 End 

GI " none Score 

Exons 6845.. 6904, 6911.. 7099 



OJ990618_13.9924.C12 

8039. . .. 

TBLASTX: Maize ; ■ ■ . 
7099 
167 ' 



Seq. No. 34931 

Gene No. 72172 

Start 372 

Name OJ990618_13 . 9924 . C12 . ol . tm 

Start 7372 

GI none 

Exons 7372.. 7647, 7438.. 7530, 7585. 

7718. .7999, 7720. .7998, 7762, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7647. 7657 
.8001 



OJ9~90618 13. 9924.C12 



8039 

TBLASTX: Maize 
8001 
57 

.7728. 7664. ,7729- 



Seq. No. 



34932 



Seq. ID OJ990618 13.9924.C13 



34826 




Gene No. 


72173 




Strand 


+ 






Start 


6610 




End 


O *± H O 






Name 


OJ990618 13 9924 C13 n3 


. gs 




PFMQPflM 
orjlNoU/ilN 






Start 


6610 ~ 




r nr i' 

Hi 1U 


O fi f± O 






GI 


none 




Score 


ft A 






Exons 


6610.. 6 62 4, 74 7 9. . 75 60, 


8106 . 


.8443 








Seq. No. 


34932 




Seq. ID 


OJ990618 


__13. 9924 


.C13 


Gene No. 


72174 




Strand 








Start 


59 




End 


4 74 f, 






Name 


OJ990618 13 9924 C13 ol 






P.RM<5PZ1M 






Start 


59 _ 




EjI lvj. 


9 "39Z1 






GI 


none 




^ c* r\ ir & 


/ 






R v o n s 


59 520 647 917 1469 


. * J. U \J \J 


1 7 7 S 1 


o c o oocn 
0 D f ZZOU 


9 ^ 9 A 




Seq. No. 


34 932 




Seq. ID 


OJ990618 




. LI J 


Gene No. 


72174 




Strand 








Start 


59 




End 


4746 






Name 


OJ990618 13. 9924.C13.ol, 


. np 


Method 


AAT/NAP 






Start 


1815 




End 


4697 






GI 


6689616 . 




Score 


362 




- 


Exon<=5 

i~J V-/ 1 1 fc~> 


1815.. 1933., 3869. .3958, 


4013. 


.4429, 4532.. 4.697. 






PT Pi pa ^ r~ "i r^> 

r-.VJ-.'.T., ..JL/.t?.J W^.- 1 "^ 


. , ( A J. 0123 0.1.4,„ r p r ol ine -rich p ro.t e i n. . .[Ze,a. mays,] 







Seq. No. 


34932 




Seq. ID 


OJ990618 


^13.9924 


.C13 


Gene No. 


72174 




Strand 








Start 


59 




End 


4746 






Name 


OJ990618 13.9924.C13.ol. 


,gp 


Method 


AAT/GAP 






Start 


3678 




End 


4221 






GI 


3763517 




Score 


971 






Exons 


3678. .4221 












Seq. No. 


34932 




Seq. ID 


OJ990618_ 


_13.9924, 


.C13 


Gene No. 


72174 




Strand 








Start 


59 




End 


4746 






Name 


OJ990618 13. 9924 .C13.o2. 


gs 


Method 


GENSCAN 






Start 


3921 




End 


4682 






GI 


none 




Scor.e 


1, ... 






i-i *\ w HO 


3921. .4429, 4532. .4682 












Sea No 


34932 




Seq. ID 


OJ990618_ 






Gene No . 


72174 




Strand 








Start- 


59 ; ' . •.. 




End 


474 6 • 






Name 


OJ990618 13. 9924.C13.o2. 


gp 


Method 


AAT/GAP 






Start 


4016 




End 


4746 






GI 


25600 5.R1084 




Score 


741 






Exons 


4016. .4189, 4212. .4429, 


4532. . 


4746 








* — J -L. J—/ c O *w J_ J_ W « 


' 4176420/dbj |BAA37167| 2 


:.0e-ll (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 












Seq. No. 


34932 




Seq. ID 


OJ990618_ 


_13. 9924 . 


C13 


Gene No. 


72175 




Strand 








Start 


10449 




End 


10722 






Name 


OJ990618 13.9924.C13.ol. 


tm 


Method 


TBLASTX : Ma i *e 




Start 


4098 




End 


4592 






GI 


none 




Score 


36 






Exons 


4098. .4142, 4165. .4191, 


4204 . . 


4308, 4215. .4307, 


4323. .4430, 



34827 



4324. .4431, 4515. .4592, 4531. .4584 



Seq. No. 34932 

Gene No. 72175 ' 

Start 10449 

Name OJ990618_13 . 9924 .C13 . ol . tw 

Start 4203 

GI none 

Exons 4203.. 4307, 4207.. 4308, 4323. 

• 4529. .4570, 4530. .4592, 4531. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4424, 
.4584 



OJ990618_13.9924 .C13 
10722 

TBLASTX: Wheat 
4592 
94 

4324 . .4422, 4403. .4423, 



Seq. No. 


34932 


Seq. ID 


OJ990618 


Gene No. 


72175 


Strand 




Start 


10449 


End 


10722 


Name 


OJ990618 13.9924.C13.o4.gs 


Method 


GENSCAN 


Start 


10449 


End 


10722 


GI . 


none 


Score 


.89 


Exons 


10449. .10587, 10688.. 10722 







Seq. ID OJ990618_13. 9924 .C14 
Strand . - 
End . . -214 4 



Seq. No. 34933 
Gene No. 72176 
.Start _1 ...... 

-Name, _ J9 9 Q^XS.Si^aS 2 A J^&*^lZm^,,Me£ hoct , ... AAX/ N&E,_. 

Start- 1 - • ' •"- - - : End "-21-4 4 ' --■ 

GI 6689616 Score 354 

Exons 1..25, 1455.. 1868, 1979.. 2144 

GI Descrip. (AJ012301) proline-rich protein [Zea mays] ■ 



Seq. No. 34933 

Gene No. 72176 

Start 1 

Name OJ990618_13 . 9924 . C14 . ol . gs 

Start 893 

GI none 
Exons 



Seq. ID OJ990618_13.9924.C14 
Strand 

End 2144 

Method GENSCAN 

End 2144 

Score . 66 



893. .1063, 1106. .1152, 1443. .1689, 1703. .1920, 1979. .2144 



Seq. No. 


34933 






Gene No. 


72176 






Start 


1 






Name 


OJ990618 13. 


.9924 


.C14 .ol 


Start 


1537 






GI 


none 






Exons .. 


.'. 15.37.-. 158.1, 


1604, 


1.630, 




• 1763.. 1870, 


1977, 


. .2117, 


Seq. No. 


34933 






Gene No. 


72176 






Start 


1 






Name 


OJ990618 13. 


,9924. 


.C14.ol 


Start 


1642 






GI 


none 






Exons 


1642. . 1746, 


1646. 


. .1747, 


Seq. No. 


• 34933 






Gene No . 


72176 






Start 


1 






Name 


OJ990618 13. 


9924. 


,C14.ol 



Seq. ID OJ990618_13.9924.C14 
Strand 

End 2144 
.tm Method TBLASTX : Maize 
End 2117 
Score. .36-. 
1643. .1747,.,. 1654 . . 1746, 1762 .;. 1869, 
1977. .2039 ' 

Seq. ID OJ990618_13. 9924 .C14 
Strand 

End 2144 

.tw Method TBLASTX : Wheat 

End 2039 

Score 90 
1762. .1863, 1763. .1861, 1977. .2039 

Seq. TD OJ990618 13=9924=014 

Strand - ~~ 

End 2144 

.gp Method AAT/GAP 



34828 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1697 
2431531 

1697. .1868, 1979. .2121 



End 
Score 



34934 Seq. ID 

72177 Strand 

63 End 

OJ990618_12 . 9921 .CI . ol . tm Method 

63 End 

none Score 



2121 
435 



OJ990618_12.9921.C1 
1028 

TBLASTX: Maize 

1028 

95 



63. .131, 67. .132, 409. .552, 412. .549, 414. .554, 660. .710, 
663. .710, 676. .741, 715. .837, 721. .834, 723. .839, 947. .1027, 
978. .1028 



■4^ 

'O 

m 

O 
LI 

m 
o 

O 
O 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.i.ej^-NA.. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34934 Seq. ID 

72177 Strand 

63 End 
OJ990618_12 . 9921. CI . ol . ts Method 

64 End 
none Score 



OJ990618_12.9921.C1 
1028 

TBLASTX: Soybean 

809 

68 



64 .. 132,. 409. .552, .41.4. .551, 67.5. .743, 676. .807, 684. .80.9. 



..J4935__..__ : _ : ..Seq . ... m , ...D J 9.9 .0,6 1,8 ^1,2 .., 9.9 2 lc-..C2 < _ 

72178'- ----- - Strand • ■ — 

1599 End 4613 

OJ990618 12.9921.C2.ol.tm Method TBLASTX : Maize 



1599 
none 

1599.. 1901, 1602. 

2359.. 2514, 2754. 

3718. .3864, 3719. 

4461. .4556, 4494. 



End 4 613 

Score 275 

.1895, 1787. .1903, 2337. .2513, 2358. .2513, 

.2885, 2755. .2886, 2757. .2885, 3712. .3858, 

.3865, 4421. .4528, 4432. .4527, 4438. .4539, 

.4556, 4502. .4594, 4548. .4613 



34935 
72178 
1599 

OJ990618_12. 9921.C2.ol.ts 

1620 

none 

1620. .1895, 1623. .1745, 1687. 
2757. .2885, 2758. .2886, 3706, 
. 4 421. .4 528, 4 4 32. .4527,. 4438. 

34935 ' ! 

72178 

1599 

OJ990618__12 . 992 1 . C2 . ol . tc 

1641 

none 

1641. .1742, 1641. .1895, 1801. 
2360. .2515, 2739. .2882, ' 2755. 
3719. .3886 



Seq. ID OJ990618_12. 9921.C2 
Strand 

End 4613 

Method TBLASTX : Soybean 

End 4539 

Score 119 

.1896, 2358. .2513, 2359. .2514, 
.3858, 3718. .3858, 3719. .3859, 
.4539 : ; . - . 

Seq. ID OJ990618_12. 9921.C2 ' 
Strand 

End 4613 
Method TBLASTX : Cress 
End 3886 
Score 66 

.1896, 2358. .2513, 2359. .2514, 
.2898, 2757. .2885, 3718. .3885, 



Seq. No. 34935 Seq. ID 

Gene No. 72178 Strand 

Start 1599 End 

Name OJ990618 12 . 992 1 . C2 . ol . tw Method' 



OJ990618_12. 9921.C2 
4613 

TBLASTX: Wheat 



34829 



Start 
•GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1665 
none 

1665. .1889, 

34935 
72178 
1599 

OJ990618_12. 
2845 
none 
2845. 
4421. 
4566. 



,2886, 
,4528, 
,4610 



1801.. 1890, 2350. 



9921.C2.o2.tw 



2846. .2887, 3712. 
4432. .4527, 4444. 



End 2516 
Score 96 

.2514, 2358. .2513, 2361. .2516 

Seq. ID OJ990618_12.9921.C2 
Strand 

End 4 613 

Method TBLASTX : Wheat 

End 4610 

Score 63 

.3864, 3718. .3864, 3719. .3880, 
.4536, 4500. .4550, 4502. .4549, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq." No-. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34935 
72179 
6201 

OJ990618_12, 

6201 

none 

6201.. . 6269, 
. .6535. 6609^ 

-34 935" - V - - 
72179 
6201 

OJ990618_12, 

6364 

none 

6364. . 6429, 
6862. .7005 



9921.C2.o2 . tm 



.6203. .6268,. 6364. 
6649. . 6726 : : 



Seq. ID OJ990618_12.9921.C2 
Strand 

End 7062 

Method TBLASTX : Mai ze 

End 6726 

Score 100 

.64 35,- 6439. .6507,. 6534. .66.08., 



Seq. ID -■ OJ990618_r2V9921:G-2-- 
Strand 

End 7062 
Method TBLASTX : Soybean 
End 7005 
Score 73 

6439..6S37, 6553. .6606, 6649. .6726, 6760. .6828, 



9921.C2.o2. ts 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No . 
Start.. . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34935 
72179 
6201 

OJ990618_12, 

6552 

none 

6552. .6599, 

34935 
7-2179 

6201. - .-. . ... 

OJ990618_12. 

6789 

none 

6789. .6812, 

34936 
72180 
2256 

OJ990618_12. 

2256 

none 

2256. .2459, 



9921.C2.o2.tc 



6553.. 6606, 6661. 



9921.C2.o3.tm 



6790.. 6822, 6835. 



9921.C3.ol.ts 



2487. .2555, 2589. 



Seq. ID OJ990618_12.9921.C2 
Strand 

End 7062 

Method TBLASTX : Cress 

End 7053 

Score 70 
.6726, 6760. .6819, 6859. .7053 

Seq. ID OJ990618_12. 9921.C2 

Strand; . ' . 

End., ■' .. 7062." . 

Method TBLASTX: Maize 

End 7062 

Score 61 
.7062, 6864. .7052 

Seq. ID OJ990618_12. 9921.C3 
Strand 

End 2666 

Method TBLASTX : Soybean 

End 2666 

Score 66 
,2666 



Seq. No. 



34936 



Seq. ID OJ990618__12.9921.C3 



34830 




Gene No. 


72180 


Strand 




OLdl L 


-J vJ 


Diia 


9 6 6 6 


Name 


H TQQH^I fi 19 QQOi r*"5 ^1 -f-m 

uuyyuDio iz . y i . . oi . urn 


Method 


TUT flCTY • i „ 

i DiiAo i a . Ms. i ze 


o tart 


99 SQ 

£ *L U Zf 


tina 




PT 
o X 




Score 


1 £ft 
100 


Exons 


99SQ 9S.04 99£Q orar 94QQ 


l 9 R 9 R 




Seq. No. 


34937 


Seq. ID 


OJ990618_12.9921.C6 


Gene No. 


72181 


Strand 




o i_ d x u 


o o 


Htiia 


99ft 


Name 




-f*- y"v 

jxte tnoa 


i ni_i.tt.o i a . Lxia x ze 




D O 


r nr i 

tjna 


99ft 
0 






Score 


1 ftft 
10 0 




fifi 99? 70 99ft 70 91 Q 
do . .^^j; / u • . z z o , / u • • z x y 






Seq. No. 


34938 


Seq. ID 


OJ990618_12.9921.C8 


Gene No. 


72182 -: ; 


Strand 




OLdl L 


1 


ii*na 


Q 

j4r 


Name 


O.TQQOfil ft 1 9 QQ91 Pft r\1 rrn 


Lxie cnoa 


n 7\ T 1 /PAD 


O L,dX L 


1 


iL»na 


o 4 y 


^X 


none 


Score 


£7 0 




1 91 n ^ri r^q 

X. . Z X U , ^ OU _/ . . jq 1. , 41 DO. . o fi y 


- - - - - 


- -~ — — 






Can T n - 

beq . i ij 


ujyyuoio iz. yyzi.Liz ■ 


Gene No. 


72183 


Strand 




Start 


364 


End 


659 


Name 


DTQQOfilft 19 QQ91 P19 ml rrr\ 


Method 


AAT/GAP 


C-f- =a y+- 

oLdrt 


jDI 


End 


659 


P T 
UX 


7 R 4 1 di nfl4 
l DH 1 . r\l U 0 ft 


Score 


541 


Exons 








bi uescrip , 


•99£7RQ7 R C\a — A £ ( Z\ TTflfl Q/1 1 "3 \ 


10 kDa chaperonin [Oryza sativa] 


o e q . in o . 


o 4 y 4 u 


Seq. ID 


OJ990618_12.9921.C13 


Gene No. 


72184 


Strand 


+ 


Start 


164 


End 


374 


in dint; 


O.TQQOfilft 19 QQ91 PI ^ oi rrn- 


Method 


AAT/GAP 


D L dx L. 


X D 4 - ■ 


End 


374 


oX 


/ D h 1 . r\l U 0 *± 


Score 


303 


Hi AvJI Id 


1 ?7d 






OX UcoLIip. 


, 9967RQ7 R. Oo-dfi ( aTTOOQ^I "3 \ 


10 kDa chaperonin [Oryza sativa] 


o c q . in \j . 




Seq. ID 


OJ990618_12 .'9921. C16 




7 9 1 ft R '• • ■ - -' 


Strand * .- 






9ft Q 
z o y 


End 


1354 


Name 


OJ990618 12. 9921.C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


289 


End 


1354 




none 


Score 


176 


Exons 


9QQ A 1 A 9Q9 /111 Qflfi /I 1 Q 


, 450. .590, 


483.-563, 484. .564, 




>i Q-7 cqc onQ QC/I Q19 Q£R 

4y/..oyo, oUo..od4, oiz..ooo 


, 813. .878, 


952. .1068, 965. .1069, 




QfiR 1 flft/1 1900 1 'SQi 1 ooc 

jdj . .iuo4, izuy . . ijji, izzj . 


.1332, 1226 


i. - 1354, 1227. .1334, 




19^9 IQRy! 






Seq. No. 


34941 


Seq. ID 


OJ990618_12.9921.C16 


Gene No. 


72185 


Strand 




Start 


289 


End 


1354 


Name 


OJ990618 12. 9921.C16.ol.ts 


Method 


TBLASTX: Soybean 


Start 


289 


End 


590 



34831 



# 



r T 


none 


Score 


X JD 




Exons 


OOQ A t A AQC. con 


- 






oeq. ln o . 


CM 9 

o ff :? 4 z 


beq. id 


ujyyubio lz.yyzi 


. CI 7 


Gene No. 


72186 


Strand 


+ 




Start 


1402 


End 


2224 






O.TQQDfil ft 19 QQ91 n 7 oi rrn 


Method 


AAT/GAP 




OLdiL 


X 4 U ^ 


End 


2224 






7 R 4 1 R 1 OP 4 
/ 3 4 1 . K J. U 0 4 


Score 


518 




Exons 


1 4 0 9" 1 Oi m 9994 










l 99fi7 c iQ7 R flo — 4£ /ZiTrnnQ41^^ 


10 kDa chaperonin [Oryza sativa; 


Seq. No. 


34942 


Seq. ID 


OJ990618_12.9921 


.C17 


Gene No. 


72186 


Strand 


+ 




OLal L 


x 4 u z 


End 


2224 




Name 


O,TQQ0£1P 19 QQ91 1 7 •!-/-> 


Method 


TBLASTX : Cress 




O Lai U 


1 4 Qfi _ 

14 JO 


End 


2220 






none 


Score 


94 




Exons 


14QR 1RR7 1 sns i can 9in4 


..2220, 2106.. 2219 




Qnrr Kl ^ 

oeq . no . 


34943 


Seq. ID 


OJ990618_12. 99.21 


.C18 


. Gene No. • 


72187 ; - 


Strand 


- 






^.4.8.1 


._,e£ol."Z,.I 






IN a III c 


■ OJ990.618 12. 992-1. CT8-.ol.gp-- * 


- - Method 


AAT/GAP' - 


........ 


C -t- -a v+- 
DLaiL 


481 


End 


3945' 






none 


Score 


1330 




Exons 


481. .824, 912. .971, 1435. .1475, 2638.. 


2671, 2752. .2802, 






3743. .3945 








Seq. No. 


34944 


Seq. ID 


OJ990618_12.9921 


.C20 


Gene No. 


72188 


Strand 








1 


End 


247 




Name 


OJ990618 12.9921.C20.ol.gp 


Method 


AAT/GAP 






1 


End 


247 






none 


Score 


112 






1..29, 83. .116, 197. .247 








Seq. No. 


34945 • 


Seq. ID 


OJ990618_12. 9921, 


.C22 


Gene No. 


72189 


Strand 






Cf a T~t- 
OLdlL 


16 


End 


280 




Name 


OJ990618 12.9921.C22.ol.tm 


Method 


TBLASTX: Maize 




Cf art 


16 . '. ; •• ■■■ : 


.'.End' 


280 ■ 






.' 'none . 


''.'Score r 


.358 • . 




T7 1 von q 


16. .276, 17-. .280, 200. .280 ' 








O c q . LN o • 


34946 


Seq. ID 


OJ990618__12.9921. 


.C23 


Gene No. 


72190 


Strand 






Start 


1363 


End 


2366 




Name 


OJ990618 12.9921.C23.ol.tm 


Method 


TBLASTX: Maize 




oiar l 


1363 


End 


2036 




o JL 


none 


Score 


136 




Exons 


1363. .1512, 1392. .1511, 1482 


..1577, 1498. .1575, 1633. .1821, 




1633. .1662, 1635. .1670, 1842 


..2036, 1865. .1993 




Seq. No. 


34946 


Seq. ID 


OJ990618JL2.9921. 


C23 


Gene No. 


72190 


Strand 






Start 


1363 


End 


2366 





34832 



Nam© 


Pi TO QflCI Q 10 


QQ9 1 


P9 "3 /-\ 1 
. C<£ 0 . OX 


. tw 


Method 


TBLASTX: Wheat 




IjOj 








End 


1694 


PT 


none 








Score 


293 


T7 1 v f~\ r~\ o 


1 in 1 R7 R 
1 jOj • .±0/0/ 




. . X 4 U fi , 


IjOO. 


.1583, 1633. .1686, 1635. .1694 


Seq. No. 


34946 








Seq. ID 


OJ990618_12.9921.C23 


Gene No. 


72190 








Strand 




a -r f- 
uLalL 










End 


2366 


Name 


kjo yyuo io ±£ 


QQ9 1 

* yyz x < 


P9 ? r^l 
. 0 . O X 




Method 


TBLASTX: Cress 


OLdL L 


IOj J 








End 


2120 


p t 


none 








Score 


112 




i fi^ ^ i fin? 


1 ftfi? 

X 0 DO . 


1 Q99 




.2036, 2048. .2119, 2049. .2120 


C £a K7 r\ 

oeq. in o . 


J fi i7 ft D 








Seq. ID 


OJ990618_12. 9921.C23 


Gene No. 


72190 








Strand 




Start 


1363 








End. 


2366 




Pj.TQQO 61 ft 19 


QQ9 1 


P9 ? nl 




Method 


TBLASTX: Soybean 




1 £ "3 *3 








End 


2363 


P T 


none 








Score 


112 


Exons 


i (Cto iftm 

IDj J . . X O U 0 , 


1 ft £ Q 
X 0 D -7 . 


1 Q9ft 


1 ft 7 1 
X O / X , , 


.1963, 1932. .2036, 2048. .2134, 






91^7 
ZlJ / . 










,S'eq Mo..^^ 




..... ... -„w- 


~- ~* 




...Seq.... „I,P_ 




Gene No ; ■ 


: 72190 


. . . .. 






■Strand 




OLdlL 


1 jDj 








End 


2366 


Name 


Pi TQQn £ 1 ft 19 


QQ9 1 
. y y/. 1 . 


P 9 "5 r\ 1 
: L,*Z 0 . OZ , 


. tm 


Method 


TBLASTX: Maize 




9 n q £ 








End 


2366 


P T 


none 








Score 


314 




9HQ£ 9'3£ c i 
ZUj D . . ZjOj, 


9 O Q7 

zuy / . 


9 "3 £ £ 
. Z O O O 








oeq. in o . 










Seq. ID 


OJ990618JL2. 9921.C25 


Gene No. 


72191 








Strand 




Start 


2563 








End 


3112 


Name 


Pi TQ Qfl £1 ft 19- 
Uu yyUDlo IZ . 


QQ9 1 
y y£ X . 


P9 R 1 
V-Z 0 . O X , 




Method 


TBLASTX: Maize 


OldlL 


9 R £ 'J 

Z jDj 








End 


3112 


P T 


none 








Score 


146 


£jAUI1 O 


oro 97 £Q 


9 R £ft 


9 ft 4 n 


9 t; 7 7 
ZO / / . . 


,2843, 2579. .2842, 2959. .3105, 




9 "51 0^ 

Z J . . JlUjf 


Z :? D y . 


Ol 1 o 
. JllZ, 


zy / j . . 


3104 




Seq. No. 


34948 








Seq. ID 


OJ990618_12. 9921.C29 


Gene No. 


72192 








Strand 




Qt- a r+- " 

O Lai L ; 


; ,128. . . 








End 


540 . . :\ ' . , 


.Name • 


.._..OJ.990"6.18- 12, 


9921. 


C29.ol. 




Method... 


T B L AS.TX. : .Ma i.z e •„.-_. 


Of -J y.-f- 

OLdll. 


' 128 








End ' 


540 


fir 

\J X 


none 








Score 


111 - ' 


£jXons 


128. .238, 129. .242, 129. 


O yl O 

. Z4Z, 


337. .540, 


341. .520, 345. .527 


o e q . ln o . 


34949 








Seq. ID 


OJ990618_12. 9921.C31 


Gene No . 


72193 








Strand 


+ 


Start 


1013 








End 


1240 


Name 


OJ990618 12. 


9921. 


C31.ol. 


gp 


Method 


AAT/GAP 


Start 


1013 








End 


1240 


GI 


56595 1.R1084 






Score 


448 


Exons 


1013. . 1240 












GI Descrip. 


1 4314378/gb|AAD15588 | 2. 


Oe-21 


(AC006232 


) putative lipase 



[Arabidopsis thaliana] >gi_5306262_gb_AAD4 1 994 . 1_AC006233_5 
(AC006233) putative lipase [Arabidopsis thaliana] 1 



34833 







Seq. ID 


OJ990618_12. 9921.C32 






Strand 




Start 


1 


End 


214 


Name 


OJ990618 12.9921.C32.ol.gp 


Method 


AAT/GAP 


OLdl L 


i 

X 


End 


214 




^ "37 ^ ft 1 R 1 f! ft 4 


Score 


385 


Cj xorio 








oJ. UcoCrip. 


1 4 "3 1 A ^ 7 ft /rrH 1 flQ nl R ^ft ft 1 Q flo- 


•13 (AC006232) putative lipase 




[nidDiaopsib L.naxxanaj <gr 


_5306262_gb_AAD41994 . 1__AC006233_5 




\HLUUD^ J J J pULdLlVe lipdSc 


[Arabidopsis thaliana] 1 


Seq. No. 


34951 


Seq. ID 


OJ990618_12.9921.C34 




72195 


Strand 


+ 




2093 


End 


2351 


Name 


OJ990618 12.9921.C34.ol.tc 


Method 


TBLASTX: Cress 


C -a y +- 
O L dl L 


1866 


End 


2348 


P T 


none 


Score 


48 


XT' r^s y~\ c? 


1866. .1913, 1992. .2039, 2064. .2348, 2132. .2323 




. 34951. 


Seq. ID 


OJ990618_12. 9921...C34 


..,Gene_ Nck „ : 


72195; 


,\^-St„rajidL 








_^EnoC_Z-. . 






OJ990618 12:9921".C34.ol.gp 


- Method 


AAT/GAP- ' - ■ -» - - • 


otar l 


2093 


End 


2351 


P T 


4969019 


Score 


466 


Exons 


2093. .2351 






\j± uescnp . 


4454038/emb|CAA23035.1 | 4.0e-29 (AL035394) putative disease 




resistance response protein 


[Arabidopsis thaliana] 


Seq. No. 


34952 


Seq. ID 


OJ990618__12. 9921.C35 


belle LNO . 


72196 


Strand 






1312 


End 


1706 


Name 


OJ990618 12.9921.C35.ol.tc 


Method 


TBLASTX: Cress 


o ua r u 


1312 


End 


1706 


PT 
Ui. 


none 


Score 


55 




1312. .1359, 1447. .1482, 1533. .1706, 1534. .1704 


Qarr Ma 

oeq . ino . 


34953 


Seq. ID 


OJ990618_12. 9921.C36 


Gene No. 


72197 


Strand 




Start 


625 


End 


1439 


.Name . ■ . 


OJ990618 • 12'.'9921.C36.ol.tm 


Method 


'TBLASTX : Maize. 


Of arf 

OlaLt , 


■54 5. • ; , . . . - 


. ' End . 


.14 39 . ..„ .. . - ■., 


P T 
O J- 


none 


Score 


170, " . 


IT 1 v s~\ r\ o 


545.Y730, 5-8*5.. 737, '609.. '72 


8, 643..7'29, 


761. .1075, 799. .951, 




800. .1081, 849. .1076, 1234. 


. 1359, 1235. 


. 1417, 1235. . 1414, 




1242. . 1436, 1272. .1439 








34953 


Seq. ID 


OJ990618_12. 9921..C36 


npnp Nn 


72197 


Strand 




Start 


625 


End 


1439 


Name 


OJ990618 12.9921.C36.ol.gp 


Method 


AAT/GAP 


Start 


625 


End 


1294 


GI 


35649 1.R1084 


Score 


609 


Exons 


62S..726, 803.. 1080, 1240.. 


1294 




GI Descrip. 


, -4454038/emb|CAA23035.1| 4. 


0e-29 (AL035394) putative disease 




resistance response protein 


[Arabidopsis thaliana] 1 



34834 



Seq. No. 


34953 


Seq. ID 


OJ990618_12.9921.C36 


Gene No. 


72197 


1 Strand 






625 


End 


1 4 


Name 


OJ990618 12.9921.C36.ol. ts 


Method 


TRT.Ii^TY • Q^uhaan 

i Djjfto i a ♦ ooyuean 




832 


End 


14 97 


C T 


none 


Score 


/ X 


Exons 


832. .1002, 833. .934, 833. .1075, 852.. 


1 070 Qfl S 1 07 1 




1241. .1414, 1254. .1427, 1259. 


.1417 




Oc^i IN L> . 


34954 


Seq. ID 


OJ990 61R 19 QQ91 r^Q 


Gene No. 


72198 


Strand 




Start 


68 


End 


384 


NT a tyi o 
IN cilUtr 


OJ990618 12.9921.C39.ol.gp 


Method 


AAT 




68 


End 


^fi 4 
O O H 


ox 


4878407 


Score 


*1 U J 




68. .384 






uescxxp, 


. 6069643/dbj IAP000616. 1 IAP000616 1 . Oe- 


xoz. uiyza SaLivd genomic 




DNA, chromosome 6, clone : P0514G12 






34955 


Seq. ID 


O.TQQ061P 19 QQ91 r*41 


_Gene_ No . 


J 2 1 99 ^ ^ „ ^ . , _ : _ _ _ 


_Strand_ 




.'Startle ^.^ 




_End_,_ 




ixaiiie 


~ : OJ9906ll 12; 9921. C41 . olTgp ' ~ 


Method 


HHl / bnr " " " - — - — - 


o u ar l 


1 


End 


1 R £ 


LjX 


4107143 


Score 


z xu 


Exons 


1. .156 






(ai uescnp, 


. 5803242/dbj IAP000399.il AP000399 7 . Oe- 


ou uryza sativa genomic 




DNA, chromosome . 6, clone : P0535G04 




Seq. No. 


34956 


Seq. ID 


OJ990618_12.9921.C44 


a v~\ a M ^™\ 


72200 


Strand 




Of a 

O LdlL 


2526 


End 


3238 


Name 


OJ990618 12.9921.C44.ol.gp 


Method 


. AAT /GAP 


Of a v-t- 


2526 


End 


3238 


CI 


none 


Score 


837 


Exons 


2526. .2760, 2857. .2931, 3015. 


.3094, 3162.. 3238 


Seq. No. 


34957 


Seq. ID 


OJ990618_12.9921.C45 


Gene No. 


72201 


Strand 




Of 3 V-t" 

oLdil. 


144 


End 


1173 


Name 


' OJ990618 12.9921.C4 5.o2.tm 


Method 


. .TBLASTX : Maize ■ • . . 




; 14 4..„; .. . •'. . '. . . * _• 


End ■ . : 


ii73 „..:. . . v. . 




none.. 


Score 


'59 


Exons 


144. . 260, 273. .431, ' 274. .393, 


463.. 606, 464.. 571, 955.. 1014, 




1108. .1173 






Seq. No. 


34957 


Seq. ID 


OJ990618_12.9921.C45 


taene ino . 


72202 


Strand 




btart 


1619 


End 


2064 


Name 


OJ990618 12. 9921.C45.ol.tm 


Method 


TBLASTX: Maize 


Start 


1619 


End 


2064 


GI 


none 


Score 


66 


Exons 


1619. .1813, 1669. .1824, 1921. 


.2064 




Seq. No. 


34958 


Seq. ID 


OJ990618_12. 9921.C47 


Gene No. 


72203 


Strand 





34835 






809 






End 


1279 




Name 


OJ990618 12.9921 


.C47.ol 


.tm 


Method 


TBLASTX: Maize 




Cf 3 

OtaiL 


809 






End 


1127 






none 






Score 


67 




Exons 


809. .910, 812. .874, 854 


..1126, 981. .1127 




Seq. ' No. 


34958 






Seq. ID 


OJ990618_12. 9921 


.C47 


Gene No. 


72203 






Strand 






O La. XT L 


809 






End 


1279 




Name 




.C47.ol 


. tc 


fUf J**\ ^ V-fc y^J 

ixie inoa 


1 £5J_iH.O 1 A . LlcSS 




OlalL 


818 






End 


1114 






none 






Score 


103 






818. .1114, 978. . 


1100 










Seq. No. 


34958 






Seq. ID 


OJ990618_12.9921 


.C47 


Gene No. 


72203 






Strand 






O L a. I. I_ 


809 






End 


1279 




Name 


nTQQfi^l R 19 QQ91 


.C47.ol 


,ts 


Method 


TBLASTX : Soybean 




' Of 3 


893 






End 


1279 






none 






Score 


65 




IT 1 \/ 


893. .1114, 984.. 


1094, 1100.. 


1279 






^Seq-^Jslo,^. 








_„S.eq.. ; ..ID 




Gene No. 


■ 72204- • - • - 






— Strand - 






oT_arc 


1194 






End 


1477 




Name 


OJ990618 12.9921 


.C47.o2 


. tm 


Method 


TBLASTX: Maize 




Of -i -y--f- 

otan 


1194 






End 


1477 






none 






" Score 


201 




Exons 


1194.. 1352, 1196 


. .1375, 


1202 


..1357, 1349. .1477, 1350. .1475 


Seq. No. 


34959 






Seq. ID 


OJ990618_12.9921. 


.C48 


Gene No. 


72205 






Strand 






OLail. 


471 






End 


736 




Name 


OJ990618 12.9921 


.C48.ol 


. tm 


Method 


TBLASTX: Maize 






471 






End 


736 




bl 


none 






Score 


168 




Exons 


471. .638, 491. .736, 496 


. .717 








Seq. No. 


34959 






Seq. ID 


OJ990618_12.9921, 


,C48 


Gene No. 


72206 






Strand 






O Lai i_ 


1004 






End 


1438 




Name 


OJ990618" 12". 9921 


.-C48.o2, 


. tm • 


Method 


TBLASTX: Mai z.e 




otdx L ._ . . 


1004 






. End- .. : 


1342 .' „ '•' • 






none 






Score 


57 






1004.. 1228, 1020 


. .1229, 


1247 


. . 1342 






Seq. No. 


34959 






Seq. ID 


OJ990618_12.9921. 


C48 


Gene No. 


72206 






Strand 






ouar l. 


1004 






End-! 


1438 




Name 


OJ990618 12.9921 


.C4.8.ol. 


, tc 


Method 


TBLASTX: Cress 




Oldit 


1109 






End 


1438 




GI 


none 






Score 


162 




Exons 


1109. .1336, 1110, 


. . 1337, 


1299 


..1418, 1334. .1435, 1334. .1438 


Seq. No. 


34960 






Seq. ID 


OJ990618_12.9921. 


C49 


Gene No. 


72207 






Strand 






Start 


1150 






End 


3587 





34836 



# • 

Name OJ990618_12 . 9921.C49.ol .gp Method AAT/GAP 

Start 1150 End 3587 

GI 11881_1.R1084 Score 1466 

Exons 115CL.1215, 1386. .1676, 1999. .2181, 2354..2453 7 3213. .3310, 

3406. .3587 

GI Descrip. '2791806 2.0e-51 (AF041433) bet3 [Mus musculus] ' 

Seq. No. 34960 Seq. ID OJ990618_12 . 9921 . C4 9 

Gene No. 72207 Strand 

Start 1150 End 3587 

Name OJ990618_12 . 992 1 . C4 9 . ol . tm Method TBLASTX : Maize 

Start 1548 End 3448 

GI none Score 159 

Exons 1548. .1676, 1550. .1678, 1556. .1672, 1566. .1676, 1972. .2190, 

1997. .2182, 2351. .2452, 2352 .. 24 56, '3167 .. 3328 , 3251. .3310, 

3407. .3448, 3424. .3447 

Seq. No. 34960 Seq. ID OJ990618_12 . 9921 . C4 9 

Gene No. 72207 Strand 

Start 1150 End 3587 

. Name . OJ990618_12 .9921 . C4 9 . ol . ts Method . TBLASTX : Soybean 

..Starts .„ 1553,. . fc ... _ . End. , 34 60. 

^.G 3/-,. .non.e, T ..._.., , ^^^^..-...^.^....S.care^ . .50-.-*. ,.„„' ^^^-.^-.^.J^^^^- 

■ Exons . - " -■■ 1553": . 1651/ ■ 1554-/; 1-670., ■ 1566. .1676,- 1972 . . 2190,- 1997v-2182 r — 
2317. .2454, 2351. .2452, 2352. .2456, 2352. .'2459, 3212. .3310,- 
3251. .3310, 3407. .3460, 3424. .3459 

Seq. No. 34961 Seq. ID OJ990618_12 . 992 1 . C57 

Gene No. 72208 Strand + 

Start 2519 End 2851 

Name OJ990618_12 . 9921 .C57 . ol . gp Method AAT/GAP 

Start 2519 End 2851 

GI 13626_1 .R1084 Score 589 

Exons 2519.. 2851 

GI Descrip. • 6069643/dbj | AP000616 . 1 1 AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 

Seq. No. 34961 Seq. ID OJ990618_12 . 9921 . C57 

Gene No. 72209 Strand 

Start 2814 End 3147 

Name . OJ990618__12 . 992 1 . C57 . ol . tm Method TBLASTX : Maize 

Start' ■ '2814 •• ./ End 314 7. - , . .- . ...... 

. GI •' V. . _'. . none. .-..'Score. .147.-../.-.....'. ... /•.;._/ 

.Exons .2814. .2993, 2815 . '..2994 , ."3078 .. 3146, 3082 .. 3147 

Seq. No. 34962 Seq. ID OJ990618_12 . 9921 . C58 

Gene No. 72210 Strand + 

Start 92 " End ' 1031 

Name OJ990618_12 . 9921 . C58 . ql . gp Method AAT/GAP 

Start 92 End 1031 

GI none Score 992 

Exons 92. .126, 225. .346, 429. .474, 571. .878, 970. .1031 

Seq. No. 34962 Seq. ID OJ990618_1 2 s 9921 -. CSS 

Gene No. 72211 Strand + 

Start 963 End 1626 

Name OJ990618 12 . 9921 . C58 . ol . tm Method TBLASTX : Maize 



34837 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
. GI 

.Exons 

.,GX^--D.e5.cri,p.. 



# 



627 End 1113 

none Score 64 

627. .701, 645. .695, 673. .828, 722. .847, 723. .848, 823. .900, 

824. .889, 828. .908, 952. .1038, 1051. .1113 



34962 
72211 
963 

OJ990618_12. 9921.C58.o2.gp 
963 

33640_1.R1084 
963. .1111, 1315. .1626 

, 6069643/dbj IAP000616. 1 IAP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. ID OJ990618_12.9921.C58 

Strand + 

End 1626 

Method AAT/GAP 

End 1626 

Score 808 



34963 
72212 
1803 

OJ990618_12. 9921.C62.ol.gp 
1803 
4878407 

_ 18 03. ...,222 9 _ _ . . w ^ t 

.jSQ£a6437c^ 

•DNA, chromosome 6,- clone : P0514G12- 



Seq. ID OJ990618_12.9921.C62 
Strand 

End 2229 

Method AAT/GAP 

End 2229 

Score. 684 



Seq. No. 


34964 




Seq. ID 


OJ990708__12.9919.C1 


Gene No. 


72213 




Strand 


+ 


Start 


6033 




End 


6662 


Name 


OJ990708 12. 9919. CI. o2. 


gs 


Method 


GEN SCAN 


Start 


6033 


End 


6662 


GI 


none 




Score 


.45 


Exons 


6033. .6081, 6278. .6335, 


6362 


. .6662 




Seq. No. 


34964 




Seq. ID 


OJ990708_12. 9919. CI 


Gene No. 


72214 




Strand 




Start 


1 




End 


4635 


Name 


OJ990708 12. 9919. CI. ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End" 


176 


GI 


58845 1.R1084 




Score 


352 


Exons 


1. .176 








GI Descrip. 


'2739309/emb|CAA75922 | 


4.0e- 


34 (Y15990 


) P-glycoprotein-like 




protein [Arabidopsis ' thaliana] f 




Seq. No. 


34964 




Seq. ID 


OJ990708_12. 9919. CI 


Gene No. 


72214 ' 




. Strand 




Start 


1 




End 


4635 


Name 


OJ990708 12. 9919. CI. ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


4635 


GI 


3522943 ... 




Score 


2070 


Exons 


1..566, 665.. 938, 1032. 


. 1557 


, 1630. .18 


68, 1962.. 2183, 




2310. .2485, 3069. .3125, 


4346 


. .4635 




GI Descrip. 


(AC004411) putative ABC 


transporter [Arabidopsis thaliana] 


Seq. No. 


34 964 




Seq. ID 


OJ990708 12. 9919. CI 


Gene No. 


72214 




Strand 




Start 


1 




End 


4635 


Name 


OJ990708 12. 9919. CI. ol. 


gs 


Method 


GENSCAN 



34838 



Start 
GI 

Exons 



232 End 4629 

none Score .87 

232. .347, 444. .566, 665. .938, 1032 1557, ■ 1630 1868, 

1962. .2183, 2310. .2485, 3069. .3123, 4342. .4629 



Seq. No. 34964 

Gene No. 72215 

Start 7932 

Name OJ990708_12. 9919.Cl.ol.tc 

Start 7 

GI none 
Exons 



Seq. ID OJ990708_12.9919.C1 
Strand 

End 8315 

Method TBLASTX : Cress 

End 4521 

Score 226 



7. .297, 499. .567, 663. .947, 663. .959, 664. .939, 664. .939, 

1021. .1179, 1032. .1562, 1032. .1445, 1086. .1319, 1114. .1419, 

1234. .1563, 1629. .1874, 1672. .1896, 1695. .1874, 1950. .2186, 

2073. .2171, 2179. .2211, 2296. .2502, 2298. .2501, 4375. .4521 



Seq. No. 

Gene No. 

Start 

Name 

Start 

.GI 

...Exon.s...^ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34964 
72215 
7932 

OJ990708_12.9919.Cl.o3.tm 

22 

none . 



Seq. ID OJ990708_12.9919.C1 
Strand 

End 8315 

Method TBLASTX : Maize 

End 2406 

Score 71 



. _2.2 ^.2 8.5.,_J 1_ 2 1.7 ,.,,23.2 5... .24.05 , 2 3.3.5......24.0£_ 



34964 
72215 
7932 

OJ990708_12. 9919.Cl.o4 .ts 
58 

none 



Seq. ' ID OJ990708_12. 9919.C1 
Strand 

End 8315 

Method TBLASTX : Soybean 

End 2183 

Score 90 



,285, 70. .180, 74. .259, 1950. .2183 



Seq. No. 34964 

Gene No. 72215 

Start 7932 

Name OJ9907 08_12 . 991 9 . CI . ol . tm 

Start 328 

GI none 
Exons 



Seq. ID OJ990708_12. 9919. CI 
Strand 

End 8315 

Method TBLASTX : Mai ze 

End 1508 

Score 247 

328. .405, 478. .567, 663. .941, 664. .939, 764. .952, 1017. .1499, 
1017. .1508, 1234. .1506 



.Seq.. No. 34 964 • Seq.. ID 

. Gene ..No.. . . 72215.. , > . ..Strand... 

Start 7932 End 

Name OJ990708__12 . 991 9 . CI . o2 . ts Method 

Start 493 End' 

GI none Score 

Exons 493.. 567, 663.. 947, 664.. 939 



OJ99070.8^12: 9919-. CL 

8315 ' ; 

TBLASTX : Soybean 
947 
205 



Seq. No. 34964 

Gene No. 72215 

Start 7932 

Name OJ990708_12 . 9919 . CI . ol . tw 

Start 678 

GI none 

Exons 678.. 929, 682.. 921 



Seq. ID OJ990708_12.9919.C1 
Strand 

End 8315 

Method TBLASTX : Wheat 

F.nH 929 

Score 175 



34839 



Seq. No. 


34964 






Seq. ID 


OJ990708 


Gene No. 


72215 






Strand 




b tart 


/ y JZ 






End 


8315 


Name 


uj y yu / uo iz 


. y y iy 


. LI . Ol . t S 


Method 


TBLASTX: 


btart 








End 


1553 


bl 


none 






Score 


85 


Exons 


1 noq i ceo 


1 CxO A 
1 UZ 4 , 


. . ilOZ, 1U44. 


.1541, 1234. .1551 


beq. no. 


J4 yo4 






Seq. ID 


OJ990708 


Gene No. 


72215 






Strand 




Start 


7932 






End 


8315 


Name 


uo y^u / uo 


. y y iy , 


. Li . oz . tm 


Method 


TBLASTX : 1 


Of -| vf 

btart 


i cno 






End 


1808 


bl 


none 






Score 


46 


Exons 


1 RflQ 1 coo 
1 jUy . . lOJZ , 


louy . 


, . 1DOD, 101U. 


.1560, 1513.. 1557, 




1 fOQ 1 one 


1 a o q 
i oz y , 


. . loUo , IDJU . 


.1806, 1697. .1807 


Seq. No. 


34964 






Seq. ID 


OJ990708 


Gene No. 


72215 






Strand 




btart 


/ y jz 






End 


8315 


Name 


uj y yu / uo iz , 


. y y iy , 


. CI . O J . t s 


. Method 


. TBLASTX : : 


0 4- -i v4- 

i( btart 










1871 




r .,none_ 






. .Sc.or,e 


,/l22._, 


Exons 


1 £OQ. , .1 Q -7.1 ■; 

i oz y . .io / 1 , 


1 ojU . 


, . io by 






beq. No. 


o4 y o4 






Seq. ID 


OJ990708_ 


Gene No. 


72215 






Strand 




Start 


7932 






End 


8315 


Name 


uj y yu / uo iz . 


QQ1 Q 

. y y i y . 


. LI . 04 . tm 


Method 


TBLASTX : I 


btart 


/ y ou 






End 


8164 


bl 


none 






Score 


97 


Exons 


/ you . . oU4 y , 


/ y jo . 


. oU4z , / yjy . 


.8046, 8034. .8150, 




Q C\ A O Q1 yl Q 

oU4Z . . o 14 y , 


oU4z . 


, . olo4 






beq . no . 


"5 A Q d A 

J4 y D4 






Seq. ID 


OJ990708_ 


bene no . 


72215 






Strand 




Start 


7932 






End 


8315 


Name 


OJ990708 12. 


,9919. 


Cl.o2 .np 


Method 


AAT/NAP 


bt art 


7932 






End 


8315 


bl 


4539658 






Score 


99 


Exons 


7932. .8066, 


8294. 


.8315 






GI . Descrip..* 


(AF061282) serine .carboxypeptidase-like, protein 




. bi color.].. 










Seq. No. 


34965 






Seq. ID 


OJ990708_ 


Gene No. 


72216 






Strand 


+ 


Cf 3 vf 

btart 


2164 






End 


2328 


Name 


OJ990708 12. 


9919. 


C2.ol.gs 


Method 


GENSCAN 


-otart 


2164 






End 


2328 


bl 


none 






Score 


.66 


Exons 


2164. .2328 










Seq. No. 


34965 






Seq. ID 


OJ990708_ 


Gene No. 


72217 






Strand- 




Start 


3559 






End 


3648 . 


Name 


OJ990708 12. 


9919. 


C2 .ol .gp 


Method 


AAT/GAP 


Start 


3559 






End 


3648 



34840 






uC-osflcyp022c06b2 


Score 


137 


Exons 


3559. .3648 




• 


GI Descrip. 


1 5042437/gb | AC00778.9*. 1 1 AC00778 9 8 . Oe- 


25 Oryza sativa BAC T4 9B20 




genomic sequence, complete sequence' 




Seq. No. 


34966 


Seq. ID 


OJ990708_12. 9919.C3 


Gene No. 


72218 


Strand 


+ 


Of a y~+- 


61 


End 




Name 


OJ990708_12. 9919.C3.ol.gs 


Method 


GENSCAN 


o tart 


61 


End 


1330 


PT 


none 


Score 


. 4 


Exons 


61. .121, 1110. .1330 






Seq. No. 


34966 


Seq. ID 


OJ990708__12. 9919.C3 


Gene No. 


72219 


Strand 






1650 


End 


4752 


Name 


OJ990708 12. 9919.C3.o2.gs 


Method 


GENSCAN 


btart 


1650 


End 


4752 


C T 


none 


Score 


.56 


Exons 


1doU..1ooZ/ loyU..iyoo, 1335. 


.3076, 4686. .4752 


C y-v ^-r TlT 

beq_. . no^, . •• 


34966 • • 


. Seq., - ID 


_OJ9 90 7 08^12,, 9919^C3L." _ 




.,..72220 „:■:„..-''..,. - -J..'.. 


..Strand. 




Start • 


4669- • - : • 


End ■"- 


5268 - - --- -- ■ ■■ 


Name 


OJ990708 12. 9919.C3.ol.np 


Method 


AAT/NAP 


btart 


4669 


End 


5268 


GI 


82486 


Score 


113 


Exons 


4669. .4820, 5168. .5268 






GI Descrip. 


hypothetical protein 3 - rice 


gi 120381 | emb | CAA29824 | (X06611) 




put. ORF 1 [Oryza sativa] 






Seq. No. 


34967 


Seq. ID 


OJ990708_12.9919.C4 


bene ino . 


72221 


Strand 


+ 


Start 


2787 


End 


3282 


Name 


OJ990708 12.9919.C4.ol.gp 


Method 


AAT/GAP 


Of 3 v~+- 

o tar u 


2787 


End 


3282 


H T 
hi 


38782 1.R1084 


Score 


781 


Exons 


2787. .3282 






GI Descrip. 


'6069643/dbj I AP000616 . 1 1 AP000616 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 




oeq. no. 


34967 - ..■ • 


Seq. ID* 


OJ990708_12. 9919.C4. . 


Gene No. 


.. 72222 


■ Strand „. 


+ . . ■ •_. ..... . 


Start 


6315 


End 


7 618 


Name 


OJ990708 12.9919.C4.o2'.np 


Method 


AAT/NAP 


btart 


6315 


End 


7618 




5817002 


Score 


596 


Exons 


6315.. 7029, 7467.. 7618 






GI Descrip. 


(AL110123) potassium channel-. 


like protein [Arabidopsis thaliana] 


oeq. ino-. 


34967 


Seq. ID 


OJ990708_12. 9919.C4 


Gene No. 


72223 


Strand 


+ 


Start 


13548 


End 


15078 


Name 


.OJ990708 12.9919.C4.o4.g.s 


Method- 


GENSCAN 


Start 


13548 


End 


15078 


GI 


none 


Score 


.55 


Exons 


13548. .13577, 14003 .. 14288, 1- 


4960. .15078 



34841 



Seq. No. 


34967 




Seq. ID 


OJ990708_ 


12 . 9919 


.C4 


Gene No. • 


72224 




Strand 


+ 






Start 


15336 




End 


20225 






Name 


OJ990708 12. 9919. C4. 


o 4 . np 


Method 


AAT/NAP 






Start 


15294 




End 


20225 






GI 


3522943 




Score 


1922 






Exons 


15294 .. 15596, 15686. 


.15746, 


16594. .16769, 17046. 


.17267, 






17 366 .. 17 604 , 18418. 


. 18941, 


19033. .19306, 19405. 


.20225 




GI Descrip. 


(AC004411) putative 


ABC transporter [Arabidopsis 


thaliana] 


Seq. No. 


34967 




Seq. ID 


OJ990708_ 


12 . 9919 


. C4 


Gene No. 


72224 




Strand 


+ 






Start 


15336 




End 


20225 






Name 


OJ990708 12. 9919. C4. 


o5 . gs 


Method 


GENSCAN 






Start 


15336 




End 


19662 






GI 


none 




Score 


.84 






Exons 


15336 15605, 15692. 


.15746, 


16594 . . 16769, 17046. 


. 17267, 






17366 .. 17604 , 18418. 


.18637, 


19033. . 19306, 19405. 


. 19662 




Seq. No. 


34967 . 




Seq. ID 


OJ990708_ 


12.9919 


.C4 


_Gene_No , 


-.72.225 




_ _Strand__ 








^S£ar/t, t .„ 


... .I.;..,. 




J~,.End \ , 


Z35Z7ZT~ 






Name - ' 


■- OJ990708 -12.-9919-.C4 ; 


ol . np ' - • 


- Method- • 


AAT/NAP- 


_ 




Start 


1 




End 


1352 






GI 


6907086 




Score 


1062 






Exons 


1..128, 374. .531, 592. .1352 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


34967 




Seq. ID 


OJ990708_ 


12.9919 


-C4 


Gene No . 


72225 




Strand 








Start 


1 




End 


1352 






Name 


OJ990708 12. 9919. C4. 


ol . gs 


Method 


GENSCAN 






Start 


617 




End 


1150 






GI 


none 




Score 


. 97 






Exons 


617. .1150 












oeq . no . 


34967 




Seq. ID 


OJ990708_ 


12.9919, 


.C4 


Gene No. 


72226 




Strand 








Start 


6748 




End 


7191 






Name 


OJ990708 12. 9919. C4. 


o2.gp 


Method 


AAT/GAP 






Start : . 


6.748- 




•End 


7191 • - • 






GI \. ... . 


. 2.443115 ..." . 




Score 


8.64.: . : 






Exons . 


6748. .'7191 












GI Descrip. 


5817002/emb|CAB53657 


.11 2.0e 


-20 (AL110123) potassium 





channel-like protein [Arabidopsis thaliana] 



Seq. No. 34967 

Gene No. 72227 

Start 8047 

Name OJ9907 08_12 . 9919 . C4 . o3 . tc 

Start 6326 

GI none 
Exons 



Seq. ID OJ990708_12 . 9919.C4 
Strand 

End 12123 

Method TBLASTX : Cress 

End 7599 

Score 159 



6326.. 6607. 6629.. 7003,- 6776= ,6865, 7471.. 7599, 7474.. 7599 



Seq. No. 
Gene No. 



34967 
72227 



Seq. ID OJ990708_12. 9919.C4 
Strand 



34842 



Start 
Name 
Start 
GI 

Exons 



8047 End 
OJ990708_12. 9919. C4 . o4 .ts Method 
6425 End 
none Score 
6425. .6532, 6647. .6982, 6691. .6969 



12123 

TBLASTX : Soybean 

6982 

72 



Seq. No. 34967 Seq. ID 

Gene No. 72227 Strand 

Start 8047 End 

Name OJ990708_12 . 9919 . C4 . 06 . tm Method 

Start 6461 End 

GI none Score 

Exons 6461.. 6625, 6740.. 7003, 7471.. 7596 



OJ990708_12. 9919.C4 
12123 

TBLASTX: Maize 

7596 

83 



Seq. No. 34967 Seq. ID OJ990708_12 . 9919 . C4 

Gene No. 72227 Strand 

Start 8047 End ■ 12123 

Name OJ990708_12 . 9919 . C4 . o3 /gs Method GENSCAN 

Start 8047 End 12069 

GI none Score .83 

Exons. .804 7. .8098, 8219.. .8372,. 84 66. .8 67 6, 9073. .9239, 9521. .97.54,. 

^-L ,j I. ;. 1Q06 1 .i^iPO 97 ,„ ^ 10836. .108:7 6 1 11 90^.1 16 8 9 L _1 1 7 83^1 20 L6 9, 

-Seqv'-Nor - 34 9 6 To --^ ------- -■ - ' - Seq.*' TD - OJ990708_3?2 : 9919:64 — ' 

Gene No. 72227 Strand 

Start 8047 End 12123 

Name OJ990708_12 . 9919 . C4 . o3 . tm Method TBLASTX : Maize 

Start 9050 End 9625 

GI none Score 231 

Exons 9050. .9241, 9058. .9240, 9060. .9242, 9064. .9243, 9066. .9164, 
9522. . 9605, 9602. . 9625 



Seq. No. 


34967 




Seq. ID 


OJ990708 


_12. 9919 


.C4 


Gene No. 


72227 ' 




Strand 








Start 


8047 




End 


12123 






Name 


OJ990708 12.9919.C4.o4 


.tc 


Method 


TBLASTX: 


Cress 




Start 


9058 




End 


9241 






GI 


none 




Score 


159 






Exons 


9058. .9240, 9059. .9241 












Seq. No. 


34967 




Seq. ID 


OJ990708 


_12. 9919 


■ C4 


Gene. No. 


. 72227 ' ' 




/ Strand 








: Start- . "„■. 


...8047... . 




;_,.Endl„ 


.12123 . 






Name 


OJ990708 12.9919.C4.o3 


.gp 


Method 


AAT/GAP 






Start 


9152 ' " 




End 


9784 






GI 


LIB34 33-025-P1-K1-A10 




Score 


583 






Exons 


9152. .9239, 9521. .9784 












GI Descrip. 


'2605623/dbj |BAA23340| 


l.Oe- 


119 (D88620) 0SMYB4 


[Oryza : 


sativa 



Seq. No. 34967 Seq. ID 

Gene No. 72227 Strand 

Start 8047 End 

Name OJ9907 08_12 . 9919 . C4 . o4 . gp Method 

Start ' 11017 End 

GI 2605622 Score 

Exons 11017. .11689, 11783.. 12123 

GI Descrip. 2605623/dbj | BAA23340 | 1.0e-119 (D88620) OSMYB4 [Oryza sativa] 



OJ990708_12. 9919.C4 

12123 
AAT/GAP 
12123 
1992 ■ 



34843 




Seq. No. 


34967 






Seq. ID 


OJ990708 


_12.9919 


.C4 


Gene No. 


72227 






Strand 










8047 






End 








Name 


OJ990708 12. 9919. C4 


. o3.np 


Method 


AAT/NAP 






btart 


11152 






End 


12069 








2605623 




Score 


14 3Z 






Exons 


11152 


..11689, 11783 


. .12069 










GI Descrip. 


(D88620) 0SMYB4 [Oryza sativa] 








Seq. No. 


34967 






Seq. ID 


OJ990708 


JL2.9919 


.C4 


Gene No . 


72227 






Strand 








O Lai T, 


8047 






End 


12123 






Name 


OJ990708 12. 9919. C4 


. o2 . tm 


Method 


TBLASTX : 


Maize 






11563 






End 


12009 








none 






Score 


142 






•Exons 


11563. 


..11715, 11576 


. . 11707, 


11773. .12009 






Seq. No. 


34967 






Seq. ID 


OJ990708 


_12.9919 


.C4 


Gene No . 


72227 






Strand 








Start 


8047 






End 


12123 






Name _ 


OJ9907 08_1 2 ,.9 91 9 . C 4, 


.„q2. tc_,. 


Met hod w _ 


TBLASTX : 


Cress___ 






<r .U15j5fi. 








a206£ull 








none- - 




- ----- ' 


■ ~ Score 


133 






Exons 


11566. 


,.11691, 11570 


... 11707, 


11770. .12060, 11846 


. . 11998 




Seq. No. 


34967 






Seq. ID 


OJ990708 


_12.9919 


.C4 


Gene No . 


72227 






Strand 








C4- -> v- 4- 

btart 


8047 






End 


12123 






Name 


OJ990708 12. 9919. C4 


. ol . tw 


Method 


TBLASTX: 


Wheat 




otart 


11575 






End 


12006 






C T 


none 






Score 


127 






Exons 


11575. 


.11691, 11576 


. .11692, 


11770. .12006 






Seq. No. 


34967 






Seq. ID 


OJ990708 


_12.9919 


■ C4 


taene lno . 


72227 






Strand 








Of vf 

o cart 


8047 






End 


12123 






Name 


OJ990708 12. 9919. C4 , 


.o2.ts 


Method 


TBLASTX: 


Soybean 




Of a vf 


11587 






End 


12006 






none 






Score 


114 






Exons 


11587. 


.11691, 11588, 


. .11692, 


11770. .12006 


r 




o e q . in o . 


3.4 967 






Seq.. ID 


OJ:9907 08 


. 1 z . 33 1 9 , 


..C4. 


Gene No . 


72228 






Strand 








ot art 


' 15422 






End' 


19934 






Name 


OJ990708 12. 9919. C4 . 


.ol.tc 


Method 


TBLASTX:- 


Cress 




Start 


15422 






End 


19934 






GI 


none 






Score 


107 






Exons 


15422. 


.15565, 15423, 


. . 15566, 


16535. .16777, 16593 


. . 16778 , 






17048. 


.17161, 17213, 


. .17269, 


17366. . 17593, 17366 


. . 17539, 






18404 . 


.18742, 18542. 


, . 18742, 


18583. . 18741, 18727 


. .18807, 






18742. 


.18807, 18744. 


, . 18806, 


18806. . 18937, 18807 


. . 18938, 






18810. 


.18980, 18843. 


. .18938, 


19030. . 1930 


18, 19030 


. . 19308, 






19032. 


.19307, 19032. 


, . 19307, 


19404 . .19490, 1 9650 


= = 19934 




Seq. No. 


34967 






Seq. ID 


OJ990708 


_12.9919. 


,C4 


Gene No. 


72228 






Strand 









34844 




OLaiL 


1 c:/00 
1 




End 


19934 


Name 


nTQomnQ i o qqi q ca 


. O O . IS 


Method 


TBLASTX: Soybean 


Of -i V- f- 


1 R A 7 A ~ 




End 


19877 




none 




Score 


66 


Exons 


l^^d 1 S^fi^ 17H4Q 
± D H / fi . .XOODO/ 1 (Ul" 


1 7 97^ 

• . X / Z / 0 , 


19677. .19877, 19682. .19876 


Seq. No. 


34967 




Seq. ID 


OJ990708_12. 9919.C4 


Gene No. 


72228 




Strand 






1 ^499 

X O H Z Z 




End 


19934 


Name 


r)TQQ070fl 19 QQI Q CA 
KJuyyVfVO X Z . I? 1 y . Ufi 


. o4 * tm 


Method 


TBLASTX: Maize 




1 £ £7 /I 
1 D D / 1 




End 


19928 


PT 


none 




Score 


80 


Exons 


1££74 1£7R1 1 Q£74 


1 QQ9P. 
. . X y z?Z 0 , 


19682. .19903 


Seq. No. 


34967 




Seq. ID 


OJ990708_12.9919.C4 


Gene No. 


72228 




Strand 




OLalL 


1 S499 




End 


19934 


Name 


riTQQfl7nQ 19 QQI Q rM 
Uu j^U / Uo X Z . :? X :? . 


. 00 . ts 


Method 


TBLASTX: Soybean 




1 / O D 0 




End 


17632 




none 




Score 


9T5 
ZOO 


Exons 


1 7-3^*3 176^9 MA.A& 


-» 7 c qc 












.J™Seq,._ TD 


ZjOJ9£07^ 


Gene No . 


• • • - 72228- • •■ - ■• 


■ 


Strand 


- - 




1 C/I99 

X D H Z Z 




- End 


19934 


Name 


PiTQQri70Q 10 QQI Q n A 


. o5 . tm 


Method 


TBLASTX: Maize 


Of -) 

OLdLt 


X / 4 z 0 




End 


17602 




none 




Score 


237 




1 7 A 9 R 17£H1 1 7 /l 9 £ 
X/fiZO..X/0UX, X / ft Z O . 


1 7 £H9 
. . X / DUZ 






o e q . ln o . 


oh t 




Seq. ID 


OJ990708_12. 9919.C4 


Gene No . 


7 9 9 9 Q 




Strand 




Start 


15422 




End 


19934 


Name 


OJ990708_12.9919.C4, 


.ol.ts 


Method 


TBLASTX: Soybean 




x 0 4 z z 




End 


18941 


C T 


none 




Score 


375 


Exons 


1R499 1 Q7/ 9 1 o/oc 
X0*iZZ..XO/fiZ, X O fi Z O , 


• 1 7 
. . 1 0 0 x / , 


18477. .18 


626, 18478. .18741, 




1P741 1 fifing 107/19 

10 / f±X. . X 0 O U 0 , ID / 4 Z , 


i ftpi ^ 

, . X O O X O / 


18756. . 18 


941, 18763. .18936, 




XOOU / . . x 0 yo 0 








C /-v NT ^ 

oeq. ln o . 


-3 A Q£7 




Seq. ID 


OJ990708_12. 9919.C4 


,uene lno.. 


79900 ■ . 
. / z z z 0 ... 




. Strand 




Start' „ . 


15422 /. .„ 




. End ..: ... 


* 19934". / ..." ' 


Name 


OJ990708_12.9919.C4 . 


, ol . tm 


Method 


TBLASTX: Maize' 


Cf a v-f 


1 Q A £7 
X O fl D / 




End 


19493 




none 




Score 


306 


t» V C 


1 Q A £1 1 P7 / 9 1 Q/17C 
X 0 4 O / . . X O / fi Z , X 0 fi / 0 . 


1 07/11 


18741. . 18! 


306, 18742. .18813, 




1Q7Q9 1QQ9Q 1QQHC 

xo/yz. . x 0 y z y , xoouo. 


. 1 0 y 0 / , 


18807. . 18' 


938, 19030. .19308, 




lyuju . . ijjuo, xyuoz. 




194 03. . 194 50, 194 04 ... 194 93 


Qfirr Kfn 

OC^ i LN W * 


"34 Q67 




Seq. ID 


OJ990708_12. 9919.C4 


Gene No. 


72228 




Strand 




Start 


15422 




End 


19934 


Name 


OJ990708 12. 9919. C4. 


o3 . ts 


MpfhnH 


TBLASTX : Soybean 


Start 


19030 




End 


19478 


GI 


none 




Score 


349 


Exons 


19030. . 19308, 19030. 


.19311, 


19404. .19478 



34845 




Seq. No. 


34967 


Seq. ID 


OJ990708_12.9919 


-C4 


Gene No . 


n o 0 O Q 


bt rand 






Start 




End 


19934 




Name 


ojyyu /uo i^ . y y l y . C4 . oz . tw 


Method 


TBLASTX : Wheat 




Pi. _ „ i- 

btart 


i on / 1 

i y u q i 


End 


1 9293 




GI 


none 


Score 


297 




Exons 


iyu4 i . . i y^o y , ±yu4z . . ly^y j 








Seq. No. 


34968 


Seq. ID 


OJ990708_12.9919, 


.C5 


Gene No. 


72229 


Strand 


+ 




b tart 


1 


End 


1697 




Name 


OJ990708 12.9919.C5.ol.np 


Method 


AAT/NAP 




b tart 


1 


End 


1697 






3522943 


Score 


1350 




tjXons 


1..69, 307. .573, 708. .971, 1053. .1697 






GI Descrip. 


(AC004411) putative ABC transporter [Arabidopsis thaliana] 


oeq . no . 


34968 


Seq. ID 


OJ990708_12. 9919. 


.C5 


Gene No. 


T O O O f\ 

72229 


Strand 


+ 




Start 


1 


End 


.1697 




^Name 


OJ99JD708 12. 9919.C5.ol.gp. 


_ Met hod_ _ 


MX /.GAR r 




...Starts 










b I • 


-■■2309956'" - - ■ - ■- ■ 


Score-.v^.. 


819 




Exons 


297.. 573, 708.. 892 s 








GI Descrip. 


5816991/emb|CAB5364 6. 1 | 1 . Oe 


-35 (AL110123) multidrug resis- 




protein/P-glycoprotein-like 


[Arabidops 


is thaliana] 




Seq. No. 


34968 


Seq. ID 


OJ990708_12. 9919. 


,C5 


Gene No . 


72229 


Strand 


+ 




Start 


1 


End 


1697 




Name 


OJ990708 12. 9919.C5.ol.gs 


Method 


GENSCAN 




bt art 


307 


End 


1697 






none 


Score 


.82 




Exons 


307. .345, 708. .1697 








Seq. No. 


34968 


Seq. ID 


OJ990708_12. 9919. 


C5 


Gene No . 


72230 


'Strand 


■f 




C 4- -v 4- 

btart 


4560 


End 


5921 




Name 


OJ990708' 12.9919.C5.o3.gs 


Method 


GENSCAN 




C 4- -i v4- 

btart 


4560 


End 


5921 




H T 

bl ... 


none . . :• . .... .:. 


• Score... - 


1 : ; 




Exons. • . . 


...4560.. .'59.21 . . - . . ....... 








Seq. No. 


' 34968 


Seq. ID 


OJ990708_12. 9919. 


C5 


Gene No . 


72231 


Strand 


+ 




Start 


6598 


End 


6940 




Name 


OJ990708 12. 9919.C5.o4 . gs 


Method 


GENSCAN 




btart 


6598 


End 


6940 






none 


Score 


.4 




Exons 


6598. .6813, 6920. .6940 








Seq. No. 


34968 


Seq. ID 


OJ990708_12. 9919. 


C5 


Gene No. 


72232 


St rand 


x ■ 




Start 


10260 


End 


14163 




Name 


OJ990708 12. 9919.C5.o2.np 


Method 


AAT/NAP 




Start 


10260 


End 


14163 





34846 




GI 6539553 Score 6736 

Exons 10260. . 14163 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 

Seq. No. 34968 Seq. ID OJ990708_12 . 9919 . C5 

Gene No. 72233 Strand 

Start 2155 End 3928 

Name OJ990708_12 . 9919 . C5 . o2 . gs Method GENSCAN 

Start 2155 End 3928 

GI none Score . 92 

Exons 2155.. 2527, 2749.. 2926, 3449.. 3646, 3910.. 3928 

Seq. No. 34968 Seq. ID OJ990708_12 . 991 9 . C5 

Gene No. 72234 Strand 

Start 17467 End 18922 

Name OJ990708_12 . 9919 . C5 . 06 . gs Method GENSCAN 

Start " 17467 End 18922 

GI none . . .Score .64 

JExons_ _.^._;A7JA^ J5922__ _ _ „ 

- Seq.- NoV - 34 968 ■■-= - ~— Seq-.- ID* 0 J 9 9 0 7 0 8^1 2 9 9 1 9^cf^~ : ^ " 

Gene No. 72234 - Strand 

Start 17467 End 18922 

Name OJ990708_12 . 9919 . C5 . o3 . np Method AAT/NAP 

Start 17473 End 18618 

GI 4115538 Score 714 

Exons 17473.. 18618 

GI Descrip. (AB012116) UDP-glycose : f lavonoid glycosyltransf erase [Vigna 
mungo] 

Seq. No. 34968 Seq. ID OJ990708_12 . 9919 . C5 

Gene No. 72235 Strand 

Start 21086 End 30337 

Name OJ990708_12 . 9919 . C5 . ol . ts Method TBLASTX: Soybean 

Start 1 End 1252 

GI none Score 99 

Exons 1..90, 304. .576, 306. .575, 693. .986, 698. .970, 1028. .1246, 
1050. .1250, 1052. .1252 

Seq. No. . 34968... . . : , .. .Seq;. ..ID . OJ99.07.08_12... 991 9 ..C5. :.. 

Gene No. ' .72235 ' Strand 

Start 21086 ' End 30337 

Name OJ990708_12 . 9919 . C5 . o2 . tm Method TBLASTX : Maize 

Start 1 End 1699 

GI none Score 90 

Exons 1..90, 304. .576, 306 .. 575,. 698 .. 94 6, 699. .986, 801. .953, 
1046. .1270, 1050. .1694, 1050. .1124, 1052. .1699 

Seq. No. 34968 Seq. ID OJ990708_12 . 9919 . C5 

Gene No. 72235 Strand 

Start 21086 End 30337 

Name OJ9907 08_12 . 9919 . C5 . ol . tc Method TBLASTX : Cress 

Start 313 End 1694 

GI none Score 84 



34847 



# 



Exons 


313. .414, 699. .851, 720. .986, 861. .986, 861. .947, 879.. 


938 




1 A O O 1 O O £ 


1050. .1313, 1052. .1285, 1058. .1291, 1271. .1666 




LZ f Z . . 1694 , 


1278. .1682, 1281. .1580, 1337. .1654 




Seq. No. 


34968 




Seq. ID 


OJ990708_12.9919 


. C5 


Gene No. 


i zzoo 




Strand 






Start 


O 1 A O (Z 




End 


30337 




Name 


oj y yu /Uo iz . 


9919.C5.o3.ts 


Method 


TBLASTX: Soybean 




Start 


1Z f 1 




End 


1643 




GI 


none 




Score 


218 




Exons 


Iz / 1 . .14 41, 


1272. .1442, 1439. .1636, 1440. .1643 




Seq. No. 


34968 




Seq. ID 


OJ990708_12.9919 


. C5 


Gene No. 






Strand 






Start 


O 1 A O /" 




End 


30337 




Name 


uj y y u / uo iz . 


9919.C5.o6.tw 


Method 


TBLASTX: Wheat 




otart 






End 


1604 




GI 


none 




Score 


318 




Exons 


looo . . 1dU4 , 


1364 . .1603 








Seq. No.. 


34968. 




Seq. ID 


OJ9.90708_12 ...991.9 


•_C5 . 




72235 




, ..„.Strand : „,... 






^S.tarjb ^.^,..„ 






^/^n^^X^ 






Name - * - . 


OJ990708- 12'. 


9^i9;C5*x>-2vts- 


- Method . - 


- TBLASTX-: Soybean -"■ 




Start 


5126 




End 


18880 




GI 


none 




Score 


45 




Exons 


5126. .5248, 


17482. .17658, 174 83. .17650, 


17632. . 17952, 






17 668. .17799, 17702. .17911, 


17972. .18028, 17983. .18027, 






18041. . 18130, 18060. .18131, 


1814 3. .18202, 18404. .18574, 






18668. .18754 


, 18669. . 18737, 


18779. .188E 


JO, 18822.. 18860 




Seq. No. 


34968 




Seq. ID 


OJ990708_12.9919 


. C5 


Gene No. 


72235 




Strand 






Start 


21086 




End 


30337 




Name 


OJ990708 12. 


9919.C5.o5.tw 


Method 


TBLASTX: Wheat 




Start 


10254 




End 


10641 




GI 


none 




Score 


354 




Exons 


10254 .. 10640, 10265. . 10639, 


10378. .10641. 




Seq. No. 


34968 




Seq. ID 


OJ990708_12.9919 


. C5 


Gene No. 


72235 




Strand 






Start . 


.21086" . 




End. 


30337 




Name _ ■ „. 


. OJ990708 ..12. 


99.19 :C5.o7 ..tm .: 


■ Method* _■ 


TBLASTX,: Maize; -. 




Start 


10389 




End 


10702 






none 




Score 


361 




Exons 


10389. . 10700, 10397. . 10702 








Seq. No. 


34968 




•Seq. ID 


OJ990708_12.9919. 


. C5 


Gene No. 


72235 




Strand" 






Start 


21086 




End 


30337 




Name 


OJ990708 12. 


9919.C5.o4 . tm 


Method 


TBLASTX: Maize 




Start 


11201 




End 


11523 




GI 


none 




Score 


268 




Exons 


11201. .11455 


. 1 1 20R ..11 . 


1199R 1 1 R91 TKOl 




Seq. No. 


34968 




Seq. ID 


OJ990708_12. 9919. 


,C5 


Gene No. 


72235 




Strand 







34848 



Start 


21086 






End 


30337 






Name 


OJ990708 12. '9919. C5, 


. 08 . ts 


Method 


TBLASTX : 


Soybean 




Start 


11550 






End 


11936 




GI 


none 






Score 


88 






Exons 


11550. . 


11705, 11688, 


. . 1 1 y Jo 










Seq. No. 


34968 






Seq. ID 


OJ990708 


_12. 9919 


.C5 


Gene No. 


72235 






Strand 








btart 


21086 






bnd 


JUoo / 






Name 


OJ990708 12.9919.C5, 


. ol<£ . tm 


Method 


TBLASTX: 


Maize 




Start 


11724 






End 


12158 






GI 


none 






Score 


303 






Exons 


11724 . . 


12158, 11933. 












o e CJ . IN O . 


34968 






Seq. ID 


OJ990708 


i £ . y y ± y 




Gene No. 


72235 






Strand 








Start 


21086 






End 


30337 






Name 


OJ99070 


8_12. 9919.C5, 


. 08 . tw 


Method 


TBLASTX: 


Wheat 




Start 


11801 






End 


11993 






GI 


none 






Score 


275 






Exons 


. 11801. . 


11872, 11802, 


, ..11993, 


. 1180.2. .11993 . 







-S,e.q.,_ Na.. w ,.^^3Aa6S..-^^,_^^._-".. 

Gene Nov- " - • 72235-' 

Start 21086 

Name OJ990708_12\ 9919 . C5 . 06. ts 

Start 11946 
GI none 

Exons 11946. .12170, 11954 .. 12124 , 

12179.. 12217 



_,Seq,_tD_^ 

* ' Strand——- 

End 30337 

Method TBLASTX : Soybean 

End 12344 

Score 197 
11955. .12125, 12171. .12344, 



Seq. No. 34968 

Gene No. 72235 

Start 21086 

Name OJ990708_12 . 9919 . C5 . ol . tw 

Start 11994 

GI none 

Exons 11994. .12482, 12002 12484 , 
12588. .12746 



Seq. ID OJ990708_12.9919.C5 
Strand 

End 30337 

Method TBLASTX : Wheat 

End 12747 

Score 650 
12512. .11:2727, 12514 .. 127 47 , 



Seq. No. 


34968 


Gene No. . 


.72235 


Start . - . 


21086 


Name 


OJ99070 


Start 


12667 


GI 


5509260 


Exons 


12667. . 


GI Descrip. 




Seq. No. 


• 34968 


Gene No. 


72235 


Start 


21086 


Name 


OJ99070 


Start 


12760 


GI 


none 


Exons 


12760. . 



.o4 . ts 



Seq. ID OJ990708_12.9919.C5 
Strand / - . - .. . . '. 

End '30337 • . 

Method' TBLASTX: Soybean 
End 13131 
Score 372 



.12980, 13053.. 13112 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990708_12. 9919.C5 
30337 

TBLASTX: Cress 

13020 

275 



13020, 12762. . 12932 



34849 




Seq. No. 


34968 




Seq. ID 


OJ990708_12.9919. 


.C5 


Gene No. 


72235 




Strand 






Of ^ v-f 

btart 


oi not 




End 


30337 




Name 


riiQQmnQ i o qqi q r*c: 

ujyyu/uo iz.yyiy.bo. 


> 08 . tm 


Method 


TBLASTX: Maize 




O 4- -i f- 

o car c 


1 OQfll 
1 Z o U 1 




End 


13266 




bl 


none 




Score 


350 




Exons 


loom i oqqo i oono 
IZoUl . . LZyoo, IZoUZ, 




12937. .13119, 13053. .13163 




beq. jno . 


J4 y oo 




Seq. ID 


OJ990708_12. 9919. 


C5 


Gene No. 


72235 




Strand 






Start 


21086 




End 


30337 




Name 


niQomnQ i o qqi q pr 
ujyyu/uo iz.yyiy.bo. 


o4 . tw 


Method 


TBLASTX : Wheat 




Start 


i o q n o 
lzoUZ 




End 


13347 




bl 


none 




Score 


308 




Exons 


izo uz . . i Ji4 o , lzoiy. 


1 0 Q A 0 

. !Zo4 Z , 


12949. .13122, 1314 1 .. 13347 , 






1 JZlO . . 1 jjJ / 










Seq. No. 


34968 




beq. ID 


ojyyu/uo lz.yyiy. 


C5 


Gene No. 


72235 




Strand 






Of -i vf 

btart 


0 1 HQ £ 
Z 1 Uo D 




End 


30337 




Name 


uj yyu / Uo. . iz . yyiy . bo . 


oo.ts 


. . Method 


TBLASTX: Soybean 


- 


jb tar; t_ 


, „ Z v - 




Si _.En<I 


JL354 5 
















Exons' - " * 


loZUU 1J4UU, loZU'l - ; 


. 1 Jo4 0' - 








Seq. No. 


34968 




Seq. ID 


OJ990708_12.9919. 


C5 


Gene No. 


72235 




Strand 






O +- v~ -f- 

btart 


Z 1 U O 0 




End 


30337 




Name 


ojyyu /Uo iz.yyiy.co. 


ol 1 . tm 


Method 


TBLASTX: Maize 




Start 


t o "2 cr 




End 


13695 




bl 


none 




Score 


318 




Exons 


1 J Job . . looy4 , looD / . 


. io oyo 








beq. no. 


J4 y bo 




Seq. ID 


OJ990708_12. 9919. 


C5 


Gene No. 


72235 




Strand 






Start 


210.86 




End 


30337 




Name 


n TQQmno i o qqi q r*c; 
ujyyu/uo iz.yyiy.bo. 


oz . tw 


Method 


TBLASTX: Wheat 




btart 


1 o c c i • 
lOOO 1 




End 


14027 




bi 


none 




Score 


101 




Exons 


ijjjI . .lOOZZ, lOOOZ. 


. 1 JbZ o, 


13640. .13948, 1364 1 . . 14 027 , 






i o o4 z . . i j y o y 










Seq. No.- 


•. . - 34.968 \ . ' 




■ ; Seq. ID.. 


. OJ99.0.708_.12...9919; 


C5, 


Gene No. 


72235 ' 




Strand 






btart 


zlUob 




End 


30337 




Name 


ojyyu /Uo iz.yyiy.cb. 


o / . ts 


Method 


TBLASTX: Soybean 




btart 


1 Job o 




End 


13899 




bl 


none 




Score 


91 




Exons 


lODOO , . iJO / I, lOOOfi . 


1 O £T C A 


13690. .13899, 13695.. 13820 




Cprr Kin 






Seq. ID 


OJ990708_12.9919. 


bo 


Gene No. 


72235 




Strand 






Start 


21086 




End 


30337 




Name 


OJ990708 12. 9919. C5. 


n 1 . tm. 


Method 


TRT.flCTY • M= -; r,^ 




Start 


17485 




End 


18921 




GI 


none 




Score 


118 




Exons 


17485. .17706, 17489. 


. 17653, 


17 659. .18027, 17 665. .177 99, 





34850 






1 / / Uz . 


i onoi 1 on /i 1 
. lo Uoi , loU4 1 . 


i o i n a 


18042. . 18107, 18104 


1 O f 1 o 

. . lo o / 9, 






18105. 


.18677, 18650. 


.18/ yu, 


18672. .18779, 18767 


. . iyy 16, 






18771. 


.18920, 18834. 


. i o yz u , 


18835. .18921 






beg. no. 


34968 






Seq. ID 


OJ990708 


iz . y y l y 


Co 


Gene No . 


72235 






Strand 








Start 


21086 






End 


30337 






Name 


OJ990708 12. 9919. C5. 


o2.tc 


Method 


TBLASTX: 


Cress 




C+- a v +- 


17803 






End 


18880 






C T 
bl 


none 






Score 


98 






Exons 


17803. 


17940, 17804. 


. i / y 1 1 , 


17969. .18028, 17977 


1 O A O ^ 
. . loUZ / , 






18042. 


18149, 18044. 


1 Q 1 A Q 

. lo 14o , 


18218. .18406, 18432 


1 O C "7 O 

. . lob 12. f 






18440. . 


18574, 18614. 


i q<:cq 


18656. .18736, 18770 


. . loooU 




beq. no. 


34968 






Seq. ID 


OJ990708 


iz . y yi y , 


Co 


Gene No . 


■ 72235 






Strand 








Start 


21086 






End 


30337 






Name 


OJ990708 12. 9919. C5. 


o3 . tw 


Method 


TBLASTX: 


Wheat 




OLdlL 


17810 






End 


18278 








none 






Score 


89 






.Exons 


17810.. 


17869, 17812. 


. 1 / O DO , 


17870. . 17911, 17872 


. . i. / yib, 






17 902.. 


18027, 17957. 


i q n *3 1 


.18041. , 18208, -18042 


i o o o n 

.. . .1 y„z u y f ^ 




- « - - 
















beq. No. 


34968 






Seq. ID 


OJ990708 


lz . 9919 . 


C5 


Gene No . 


72235 






Strand 








Start 


21086 






End 


30337 






Name 


OJ990708 12. 9919. C5. 


o7 . gs 


Method 


GEN SCAN 






Start 


21086 






End 


30163 






C T 


none 






Score 


.55 






Exons 


21086. . 


21338, 21359. 


o i c c a 


23084. .23191, 24143 


. . 24 355, 






25849. . 


25929, 26235. 


o a a c <\ 

. z d4 d y , 


26649. .26738, 26964 


o "7 r\ o ^ 
. . z /(Jo J, 






27200. . 


27307, 27492. 


. ZOO 1U , 


28661. .29113, 29336 


. .29497, 






29866. . 


30163 












beq . No . 


34968 






Seq. ID 


OJ990708 


_12. 9919. 


Co 


Gene No . 


72235 






Strand 








Start 


21086 






End 


30337 






Name 


OJ990708 12. 9919. C5. 


06. tm 


Method 


TBLASTX : Maize 




bcarc 


23982 






End 


24547 








none 






Score 


82 






Exons 


: 23982.. 


24011, .24011. 


. Z 4 1 D 1 , : 


240.1.1. ; 24.151, 24137 


;,. 2.4 355, 






. - .24145-. . 


2429.1, ,-24152. 


.24 355:,.. 


.-2-4 310. .24.363, 24-4.4 9 


.:.:2,4 541, 






24458.. 


24547, 24471. 


O A C A O 

. z 4 D 4 z 












34968 






Seq. ID 


OJ990708_ 


_12.9919. 




Gene No. 


72235 






Strand 








Start 


21086 






End 


30337 






Name 


OJ990708 12. 9919. C5. 


o4 . np 


Method 


AAT/NAP 






Start 


25623 




End 


30337 






GI 


6069646 




Score 


990 






Exons 


25623. . 


26612, 26895. 


.27689, 


30276. .30337 







GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza satival gi ! 6907112 \ dbj I RAA90639 , 1 ! (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence/ 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



34851 



Seq. No. 34968 

Gene No. 72235 

Start 21086 

Name OJ990708_12 . 9919 . C5 . olO . tw 

Start 25749 

GI none 

Exons 2S749..25796, 25911 26096, 25933.. 26100 



Seq. ID OJ990708JL2. 9919.C5 
Strand 

30337 

TBLASTX: Wheat 
26100 
69 



End 

Method 

End 

Score 



Seq. No. 34968 

Gene No. 72235 

Start 21086 

Name OJ990708_12 . 9919 . C5 . olO . tm 

Start 25825 

GI none 

Exons 25825. .26109, 25830.. 26105 



Seq. ID OJ990708_12. 9919.C5 
Strand 

End 30337 

Method TBLASTX : Mai ze 

End 26109 

Score 106 



Seq. No. 34968 
Gene No. 72235 
Start 21086 

Name . OJ990708_12 . 9919 . C5 . ol3 . tm 

: St.art^ ., ... 26334 ^ _ 

Exons '2 6334v.-2 64-29y- 2~6442 ; v-2^618 '26443 : . -.26613 



Seq. ID OJ990708_12. 9919.C5 
Strand 

30337 

TBLASTX : Maize 
26618 . _ . 



End 

Method 

..EncL,_ 
,S.CQrje_ 



Seq. No. 34968 

Gene No. 72235 

Start 21086 

Name OJ990708_12 . 9919 . C5 . o9 . ts 

Start 26520 

GI none 

Exons 26520. .26648, 26679 2 6702 , 



Seq. ID OJ990708_12. 9919.C5 
Strand 

End 30337 

Method TBLASTX : Soybean 

End 27059 

Score 161 
26709. .27059 



Seq. No. 34968 

Gene No. 72235 

Start 21086 

Name OJ990708_12 . 9919 . C5 . o7 . tw 

Start "26598 

GI none 

Exons 26598. .26756, 26742 .. 27038 , 



Seq. ID OJ990708_12. 9919.C5 
Strand 

End 30337 

Method TBLASTX : Wheat 

- End 27038 

Score 123 
26746. .27036 



Seq. . No. ■ . ■ 34 968 — •- . 

.Gene No. . \7 2-2 3.5 . ' •■ . . . .„ ■ 

Start . 21086 

Name OJ990708_12 . 9919 . C5 . o3 . tm 

Start 26679 

GI none 

Exons 26679. .27353, 2674 6 .. 26952 , 

Seq. No. 34968 

Gene No. 72235 

Start 21086 

Name OJ990708_12 . 9919 . C5 . oil . tw 

Start 27153 

GI none 

Exons 27153. .27458, 27163.. 27309 



Seq. ID OJ990708_1-2.9919.C5 

-.; ..Strand . . . ■ -__■.„.-._..■:..-'■.-_ _ 

End 30337 ' *. 

Method TBLASTX : Mai ze 

End 27353 

Score 72 
27028. .27186, 27211. .27315 

Seq. ID OJ990708_12.9919.C5 
Strand 

End 30337 

Method TBLASTX : Wheat 

End 27 4 58 

Score 7 9 



34852 




O _ _ XT _ 

Seq. No. 






Seq. ID 




1Z . 9919 


. C5 


Gene No. 


72235 




Strand 








Start 


21086 




End 


30337 






Name 


OJ990708 12. 9919. C5 


. o5 . np 


Method 


7\ TV rn / vi 7\ T> 

AAT/NAP 






btart 


27237 




End 


O O "7 O 1 

Zo / 0 1 






GI 


2462134 




Score 








Exons 


27237. .28781 












GI Descrip. 


(Y13368) reverse transcriptase [Beta • 


vulgaris ] 






Seq. No. 


■3 A QCQ 

J 4 9oo 




Seq. ID 


OJ990708 


_12.9919, 


.C5 


Gene No. 


72235' 




Strand 








C4- tr~ 4- 

btart 


21086 




End 


oUJj / 






Name 


OJ990708 12. 9919. C5 


. o5 . tm 


Method 


TBLASTX : 


Maize 




Pi. . v,J- 

btart 


27354 




End 


2 71 1 y 






C T 

Gi 


none 




Score 


O O A 






T7 1 /«\ 

bxons 


27354. .27719, 27355 


. .27708 










Seq. No. 


34 968 




Seq. ID 


OJ990708 


JL2.9919, 


.C5 


Gene No. 


72235 




Strand 








O -! V -1- 

otart 


21086 




End 


JUJ J / 






Name 


OJ990708 12. 9919. C5, 


,o9. tw . 


Method 


T.BLASTX : 


Wheat 




b tar.t .vi,,. 


_ 2 74 65,., _,_^ r .. w .. t ^-. 




End., _ ... 


27800 . 






4? I,..-, 


„.,none_ 




^,,...Scoj;e.^., 


;;85ii_n 






Exons - * - ■ - 


27465. .27647,- 27648, 


.'!27800 7T 










Seq. No. 


34 968 




Seq. ID 


: OJ990708 


JL2.9919. 


.C5 


Gene No. 


72235 




Strand 








b t art 


21086 




End 


30337 






Name 


OJ990708 12. 9919. C5 . 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


27879 




End 


28310 






GI 


none 




Score 


100 






Exons 


27879. .28310, 27988. 


. .28167, 


27993. .28286, 28201 


. .28287 




Seq. No. 


34969 




Seq. ID 


OJ990708 


_12.9919, 


,C6 


Gene No. 


72236 




Strand 


+ 






Cf vf 

b tart 


11655 




End 


12504 






Name 


OJ990708 12. 9919. C6. 


, o3 . gs 


Method 


GENSCAN 






btart 


11655 • 




End ' 


12504 






GI 


none 




Score 


.54 






Exons 


11655. .11716, 11799. 


, .12186, 


12355. . 12504 






Seq . No . . 


. 34969 •. 




■-. Seq. ID 


■ O.J990708 


_12; 9919. 


C6 


Gene No. .... 


.> 72237 \ ..: 




Strand 


*+.'■* 






Start 


21989 




End 


29551 






Name 


OJ990708 12. 9919. C6. 


o7 . gs 


Method 


GENSCAN 






Start 


21989 




End 


29551 






GI 


none 




Score 


.64 






Exons 


21989. .22300, 24326. 


.24704, 


25773. .25915, 26337 


. .27116, 






28152. .28548, 28608. 


.29551 










oeq . wo . 


34969 




Seq. ID 


OJ990708_ 


_12. 9919. 


Go 


Gene No. 


72238 




Strand 


+ 






Start 


31553 




End 


36028 






Name 


OJ990708 12. 9919. C6. 


o9 . gs 




GENS CAM 






Start 


31553 


End 


35593 






GI 


none 




Score 


.79 






Exons 


31553. .31858, 32542. 


.34551, 


34676. .34746, 35502 


. .35593 





34853 




Seq. No. 


34969' 


Seq. ID 


OJ990708_12 


.9919 


.C6 


Gene No . . 


/ ZZoo 


Strand 


+ 






Start 




End 


36028 






Name 


Ou y y u / Uo iz . y y l y . Co . o4 . gp 


Method 


AAT/GAP 






btart 




End 


J2936 






GI 


J / bUolU 


Score 


74 8 






Exons 












Seq. No. 


34969 


Seq. ID 


OJ990708_12 


.9919 


.C6 


Gene No. 


72238 


Strand 


+ 






otart 


31553 


End 


36028 






Name 


OJ990708 12.9919.C6.o3.np 


Method 


AAT/NAP 






Start 


32576 


End 


34593 






GI 


6358799 


Score 


818 






Exons 


32576. .34246, 34277.. 34593 










GI Descrip. 


(AC010675) unknown protein [Arabidopsis thaliana] 






Seq. No. 


34969 


Seq. ID 


OJ990708 12 


.9919, 


.C6 


Gene No. 


72238 


Strand 


+ 






Start 


31553 


End 


36028 






Name^ _ 


OJ990708 .12. 991.9. C6..o5.gp 


..Method _ 


AAT/GAP 






..Start .„ 


: 3A6J£^^^^ 










Gr 


3760511 - - -• '* ■ ■ - 


Score 


-658 






Exons 


34676. .34746, 35740. .36028 










Seq. No. 


34969 


Seq. ID 


OJ990708__12 


.9919. 


.C6 


Gene No. 


72239 


Strand 








Start 


66 


End 


5352 






Name 


OJ990708 12. 9919.C6.ol.gs 


Method 


GENSCAN 






Start 


66 


End 


5352 






GI 


none 


Score 


.64 






Exons 


66. .880, 937. .1920, 3084. .3232, 3252.. 


3348, 3375..; 


3752, 






3882. .4032, 4288. .4407, 4906. 


.5352 








Seq. No. 


34969 


Seq. ID 


OJ990708_12 


.9919. 


,C6 


Gene No. 


72239 


Strand 








btart 


66 


End 


5352 






Name 


OJ990708 12.9919.C6.ol.np 


Method 


AAT/NAP 






Start 


3894 


End 


5202 






GI 


5777617 


Score 


69 






Exons ~" 


3894.. 4024, 5.173. .5202 - 










GI Descrip. 


(AJ24 59.00 ) , ' CAA3 0 37 5 1 p r o t e in 


[Oryza: sat.iva,] . 






Seq. No. 


34969 


Seq. ID 


OJ990708_12. 


.9919. 


C6 


/->___ XT _ 

bene No. 


72240 


Strand 








Start 


7100 


End 


11396 






Name 


OJ990708 12.9919.C6.o2.gs 


Method 


GENSCAN 






Start 


7100 


End 


11396 






GI 


none 


Score 


.7 






Exons 


7100. .7392, 7474. .7666, 7770. 


.7952, 9342. .9941, 10896. .1139 


Seq. No. 


34969 


Seq. ID' 


OJ990708_12. 


.9919. 


C6 


Gene No.. 


72241 • 


Strand 








Start 


13452 


End 


15949 






Name 


OJ990708 12.9919.C6.o4 . gs 


Method 


GENSCAN 






Start 


13452 


End 


15949 







34854 



GI 


none 






Score 


. 4 6 








Exons 


lOylCO 1 O A ""7 A 1 C A A f\ 

13452 .. 13979, 15440 


. .15949 












Seq. No. 


34969 






Seq. ID 


OJ99'0708_ 


_12. 


9919. 


■ C6 


Gene No. 


72241 






Strand 










Start 


134 52 






End 


"1 C A A A 

1594 9 








Name 


OJ990708_12 . 9919 . C6 


.ol 


.gp-- 


Method 


AAT/GAP 








Start 


1 o c no 

13599 






End 


13887 








GI 


O A A O C O A 

24 4 2534 






Score 


CIA 

510 








Exons 


13599 . . 1 Job / 
















Seq. No. 


34969 






Seq. ID 


OJ990708 


12. 


9919. 


C6 


Gene No. 


72242 






Strand 


- 








Start 


i r A A A 

16990 






End 


17508 








Name 


OJ990708 12. 9919. C6 


.o5 


.gs 


Method 


GENSCAN 








Start 


16990 






End 


17508 








GI 


none 






Score 


1 








Exons 


lbyyu . . l / duo 
















Seq. No. 


34969 






Seq. ID 


OJ990708 


12. 


9919. 


C6 


Gene No. 


72243 






Strand 


- 










A A /" C T 

, 2 9.65. 7 „ ... 






; End;... 


: 2 1 7.8 3_ 


T .v. 






.JSIajne,. ...... .„ 


/"NTAAATAA TO A A 1 A 

. «. 0 J 9.90 7. .0,8 .^1 2 ...9 9 1.9. . T Gi5 , 


.0*6' 


..gs__ 


Me thpd... 


.^GEN.S.C^N.,,^ 








Start*. ■ • 


■ 20657 . . - 






End- - 


21700 - 








GI 


none 






Score 


. 76 








Exons 


20657 . . 21700 
















Seq. No. 


34969 






Seq. ID 


OJ990708 


12'. 


9919. 


C6 


Gene No. 


72243 






Strand 


- 








Start 


once t 
2065 / 






End 


21783 








Name 


/-n -r O A A 1 A A 1A A A T A *~t /" 

OJ990708__12 . 9919 . C6 


.o2 


,gp 


Method 


AAT/GAP 








Start 


21399 






End 


21783 








GI 


C A A A "1 O T 

5004187 






Score 


720 








Exons 


^ -1 AAA A 1 "7 O "5 

21399 . .21783 
















Seq. No. 


34969 






Seq. ID 


OJ990708_ 


12. 


9919. 


C6 


Gene No. . 


72244 






Strand 










Start 


• 29207 






End 


29654 








Name 


OJ990708 12. 9919. C6, 


.o3 


• gp 


Method 


AAT/GAP 








Start 


29207 






End 


29654 








GI 


45844 1.R1084 






Score 


816 









Exons • 
.GI De scrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



29207.. :29654 " - " J . " 

1 5816991'/emb | CAB53646 . 1 1 . 1.. Oe-35 . (AL1 10123 ). multidrug resistance 
protein/P-glycoprotein-like" [Arabidopsis thaliana] 1 



34969 
72245 
30033 

OJ990708_12.9919.C6.o2.tw 
1560 



OJ990708 12. 9919. C6 



none 
1560. . 
21371. 
21557, 

34969 
72245 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

1628, 21092. .21292, 21260 .. 2 1385 , 2127 9 .. 21386, 
.21478, 21372. .21479, 214 64 .. 21571, 214 65 21572 , 
.21667, 21558. .21758, 21656. . 21703. 21 701 8 s 2175-1 



31407 

TBLASTX: Wheat 

21758 

66 



Seq. ID 
Strand 



OJ990708 12. 9919. C6 



34855 



Start 


30033 








End 


31407 




Name 


OJ990708 12.9919.C6. 


. o7 . tm 


Method 


TBLASTX : 


Maize 


Start 


20459 








End ' 


21759 




GI 


none 








Score 


65 




Exons 


20459. 


.20506, 


20507, 


. . 20530, 


20656. .20769, 20846 


. . 21211, 




21061. 


.21150, 


21239. 


. . 21310, 


21260. .21304, 21425 


. .21496, 




21656. 


.21718, 


21657, 


. . 21734 , 


21700. .217 


59 




Seq. No. 


34969 








Seq. ID 


OJ990708 


_12 . 9919 


Gene No. 


72245 








Strand 






Start 


30033 








bna 


Jl 4 U / 




Name 


OJ990708 12. 9919. C6, 


. o2.tm 


Method 


TBLASTX : 


Maize 


Start 


26323 








End 


27119 




GI 


none 








Score 


358 




Exons 


26323. 


.26562, 


26324 . 


, .26566, 


• 26328. .265 


37, 26584 


. . 26754, 




26584 . 


.26769, 


26595, 


, . 26777 , 


26625 . . 267 


68, 26783 


. ..26875, 




26793. 


.26900, 


26799, 


, .268 94, 


26897 . .270 


43, 26905 


. .27117, 




26922. 


.27110, 


26931, 


. .27119 








Seq. No. 


34969 








Seq. ID 


OJ990708 


_12.9919 


Gene No. • 


72245 








Strand 






Starts 


_.3003jL 











...31107^ 




.Name._.„..^.__ 


: .,_ r .OJ.99a70,8..a2_9.ai9...C6,. 


,x>.2....ts. m 


.^..,.,^etho£L,._ 




S-Q.yb.ean._ 


Start 


• 2 632 4 








• End - 


26546 -"• 




GI 


none 








Score 


286. 




Exons 


26324 . 


.26536, 


26325. 


, . 2654 6 








Seq. No. 


34969 








Seq. ID 


OJ990708 


_12 . 9919 


Gene No . 


72245 








Strand 






Start 


30033 








End 


31407 




Name 


OJ9907 


08 12. 9919. C6. 


,o9. tm 


Method 


TBLASTX: 


Maize 


Start 


28219 








End 


28624 




GI 


none 








Score 


34 




Exons 


28219. 


.28278, 


28219. 


, .28293, 


28312. .28392, 28318 


. .28383, 




28376. 


.28408, 


28443. 


, .28610, 


28480. .28620, 28523 


. .28624 



OJ990708 12. 9919. C6 



Seq. No. 34969 Seq. ID 

Gene No. 72245- ■ Strand 

Start 30033 End 31407 

Name OJ990708_12 . 9919 . C6 . o2 . np Method AAT/NAP 

Start 30033 End 31407 

■GI- ■ '6911873 • ■ ■• . -Score 530 
Exons . . 30033. .30,945, .31283,. . 314 07. .... . . . ; , ... • 

GI Descrip. (AL138655 ) " putative protein [Arabidopsis thaliana] 



Seq. No. 34969 

Gene No. 72245 

Start 30033 

Name OJ990708_12 . 9919 . C6 . 08 . gs 

Start 30033 

GI none 

Exons 30033. .30245, 30264.. 31052 



Seq. ID OJ990708_12.9919.C6 
Strand 

End 31407 

Method GENSCAN 

End 31052 

Score .82 



Seq. No. 34969 \ ' Seq. ID 

Gene No. 72245 Strand 

Start 30033 End 

Name OJ990708 12 . 9919 . C6 . o4 . tm Method 



OJ9907 08_12 ,9919.06 
31407 

TBLASTX: Maize 



34856 



Start 
GI 

Exons 



30039 

none 

30039. 

30564. 

30882. 



,30110, 30213. .30554, 
,30734, 30565. .30744, 

,30908 



End 30908 

Score 71 
30229. .30333, 30561. . 3074 0, 
30831. .30878, 30832 .. 30882, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. - No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . . 
. Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34969 
72245 
30033 

OJ990708_12. 9919.C6.o4 .ts 

30132 

none 

30132. .30431, 30172. .30420 



Seq. ID OJ990708_12.9919.C6 
Strand 

End 31407 

Method TBLASTX : Soybean 

End 30431 

Score 90 



34969 
72245 
30033 

OJ990708_12. 9919.C6.ol.tc 
30255 
none 

30255. .30482, 30516.. . 30731 , 3052 9 .. 30732 , 30837 .. 30878, 
30888. .30935 . ... , . : . 



Seq. ID OJ990708_12.9919.C6 
Strand 

End 31407 

Method TBLASTX : Cress 

End 30935 

Score 142 



34969 

72245 
30033 

OJ990708_12. 9919.C6. 

30444 

none 

30444 . .30734, 30523. 



ol . ts 



,30747, 



34969 
72246 
32542 

OJ990708JL2. 9919.C6.o3. tm 

32542 

none 

32542. .32865, 32550. .32861, 

34969 
72247 

-'32871 • .-. . . /• 
..OJ9907-08_12..9919..C6..ol. tm .... 

32871. ' 

none 

32871. .33350, 32872. .33351, 

34969 
72247 
32871 

OJ990708_12. 9919.C6.o3.ts 

32950 

none 

■ 32950. .33225, 32956. .33174. 



- Seq. - ID OJ9907-08-_jl2i 9919 rC6 
Strand 

End 31407 

Method TBLASTX : Soybean 

End 30879 

Score 130 
30786. .30878, 30805. .30879 

Seq. ID OJ990708_12.9919.C6 
Strand 

End • 32870 
Method TBLASTX : Maize 
End 32870 
Score ,465 
32591. .32866, 32730. .32870 

Seq. ID OJ990708_12. 9919.C6 
Strand 

End - . 33399 ■ ... ■; . v 

■■"..Method ■ TBLASTX :.Maize„ ..... . . 

End 33353 

Score 755 
32874.. 33353 

Seq. ID OJ990708_12. 9919.C6 
Strand 

End 33399 

Method TBLASTX : Soybean 

End 33366 

Score 179 
33232 33366 



Seq. No. 
Gene No. 



34969 
72247 



Seq. ID OJ990708_12. 9919.C6 
Strand 



34857 



# 



Start 


32871 






End 


33399 




Name 


OJ990708 12. 9919. C6 


. o2 . tc 


Method 


TBLASTX : Cress 




Start 


33013 






End 


"*i *"i **i r\ r\ 

33399 




GI 


none 






Score : 


142 




Exons 


33013. . 


33225, 33226 










Seq. No. 


34969 






Seq. ID 


OJ990708_12. 9919 


. C6 


Gene No. 


72248 






Strand 






Start 


33399 






End 


34749 




Name 


OJ990708 12. 9919. C6 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


33399 






End 


33825 




GI 


none 






Score 


226 




Exons 


33399. . 


33632, 33431 


. . J Jo J 1 , 


33472. . 33642, 33724 .. 33825, 






33730. . 


33825 










Seq. No. 


34969 






Seq. ID 


OJ990708JL2.9919 


. C6 


Gene No.' 


72248 






Strand 






Start 


33399 






End 


34749 




Name 


OJ990708 12. 9919. C6 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


33478 






End 


34106 




GI 


none 






. Score 


79 




Exons, 


334 78^ 


336.21 3 3 62 8. 


. . 43.810^ 


, 33834..- : 3.30?/... 33838.^3,4 0 9^. 
















Seq. No. 


34969 






.Seq. -ID 


OJ990708_12.9919 


. C6 


Gene No. 


72248 






Strand 






Start 


33399 






End 


34749 




Name 


OJ990708 12. 9919. C6 


. o5 . ts 


" Method 


TBLASTX: Soybean 




Start 


33922 






End 


34584 




GI 


none 






Score 


111 




Exons 


33922. . 


34128, 33933 


. .34040, 


34261. .34356, 34293.-34 34 9, 






34381. . 


34479, 34383, 


. .344 87, 


34477. .34584, 34528. .34572 




Seq. No. 


34969 






Seq. ID 


OJ990708_12.9919 


.C6 


Gene No. 


72248 






Strand 






Start 


33399 






End 


34749 




Name 


OJ990708 12.9919.C6. 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


34138 






End 


34359 




GI 


none 






Score 


308 




Exons 


34138. . 


34359, 34138, 


O A O A *7 

. .34 347, 


34139. .34357, 34140. .34358 




Seq. No. - 


• . .'34969' . 






: • Seq./ ID 


OJ990708_12.9919 


..C6 


Gene* No > 


... 72248 






- . Strand •: 






Start 


33399 






End 


"34749 




Name 


OJ99070 


8_12.. 9919. C6, 


,o5.tm 


Method 


TBLASTX: Maize 




Start 


34360 






End 


34749 




GI 


none 






Score 


374 




Exons 


34360. . 


34587, 34362. 


. .34586,' 


34 675. .34 74 9, 34 675. .34 74 9 




Seq. No. 


34970 






Seq. ID 


OJ990318_14 . 9922 


. C2 


Gene No. 


72249 






Strand 


+ 




Start 


491 






End 


681 




Name 


OJ99031 


8_14.9922.C2, 


, ol . np 


Method 


AAT/NAP 




Start 


491 






End 


681 




GI 


2498930 






Score 


54 




Exons 


491. .551, 659. .681 











GI Descrip. DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 



34858 



# 



PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. No. 


34971 




Seq. ID 


OJ990318JL4.9922 


-C3 


Gene No. 


72250 




Strand 


+ 




Of yf 

otart 


1 




End 


659 




Name 


OJ990318 14. 


9922.C3.ol.np 


Method 


AAT/NAP 




b tart 


1 




End 


659 






2498930 




Score 


1113 




Exons 


1. .659 










GI Descrip. 


DORSAL- VENTRAL PATTERNING 


PROTEIN SOG 


(SHORT GASTRULATI0N 




PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 


beq. no. 


34971 




Seq. ID 


OJ990318_14.9922 


.C3 


Gene No . 


72250 




Strand 


+ 




OtalL 


1 




End 


659 




Name 


OJ990318 14. 


9922.C3.ol.gs 


Method 


GENSCAN 




btart 


45 




End 


623 






none 




Score 


.94 




Exons 


45. .623 










. beq . no . 


34972 . 




Seq. ID 


OJ990318U4.9922., 


.C5 . . 


. . , r. ; en e No^. " ^ , 


• 72251 -..„._ 




jStrand^ 








2.63.„ 




_._Enci_..-^l. 






" . - Name - - 


■ OJ990318-14; 


•9922.C5.ol.g-s • 


Method — 


GENSCAN — - 




" ia! Start 


263 




End 


331 




GI 


none 




Score 


.5 




fii Exons 


263. .331 










i_ _ j 

|"j Seq. No. 


34973 




Seq. ID 


OJ990318__14.9922. 


.C6 


Gene No. 


72252 




Strand 


+ 




btart 


9387 




End 


17874 




■: : = N ame 


OJ990318 14. 


9922.C6.ol.np 


Method 


AAT/NAP 




;= btart 


9387 




End 


17874 




: . T 
i : ^-L 


5091513 




Score 


1727 




« ti ; Exons 


9387. .9439, 


11841. .12505, 


13266. .13989 


, 14681. .14771, 






14812. .14871 


, 14980. .15168 


, 17724-. .17874 




|S ; : GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




;. s ; beq . NO . 


34973 




Seq. ID 


OJ990318_14 .9922. 


■ C6 


i = " ; Gene No . 


72252 




Strand 


+ 




C 4 1 -v-4- 

bt art 


9387 




End 


17874 




. Name 


OJ990318 14-. 


9922.C6.p3.gs . 


Method 


•GENSCAN : 




Of v-f 

, btart.: . . ■ _ _ 


. 17 630 ; *. .. 




J . .. End. . ; • . 


.17.7.72 . : , . 




GI 


none 




Score 


■ .67 




Exons 


17630. . 17772 










beq. No. 


34974 




Seq. ID 


OJ990318_14.9922. 


,C7 


Gene No . 


72253 




Strand 


+ 




btart 


166 




End 


851 




Name 


OJ990318 14. 


9922.C7.ol.gs 


Method 


GENSCAN 




Start 


166 




End 


851 




GI 


none 




Score 


.63 




Exons 


166. .201, 687. .851 








Seq. No. 


34974 




Seq. ID 


OJ990318_14.9922. 


C7 


Gene No. 


72254 




Strand 






Start 


1 




End 


1166 





34859 



Name 


ojyyujio 14 . y yzz . c / . 01 . np 


Method 


AAT/NAP 








Start 


i 


End 


1166 








GI 




Score 


120 








Exons 


*i Oin 1 n A >1 lire 

1../11, 1U04..11OO 












GI Descrip. 


(Aiiii/zoo; znDUuii.i Luryza 


sativa] 










Seq. No. 


34974 


Seq. ID 


OJ990318_ 


14 


.9922, 


.CI 


Gene No. 


72255 


Strand 










b tart 


ZD// 


End 


4712 








Name 


ojyyujio 14 . 332.2. . C7 . 02 . gs 


Method 


GENSCAN 








Start 


ZD// 


End 


4712 










none 


Score 


.81 








Exons 


2672.. 2855, 3450.. 3583, 4109 


..4234, 4411. .4712 








oeq . no . 


j4y / j 


Seq. ID 


OJ990318_ 


1 A 

14 


. y 32.2 , 


. Co 


Gene No. 


72256 


Strand 










Start 


592 


End 


849 








Name 


OJ990318 14 .9922.C8.ol.np 


Method 


AAT/NAP 








Start 


592 


End 


849 








GI 


2924779 


Score 


103 








Exons 


592. .692, 777. ..849. . 













L.GL.P^escripA 1AC002334) ; _^ 



.,^,gM-2,9&16L.6J^ 

- -- [Arabidopsis- thaliana] gi|-2981618 I'dbj | BAA25249| -(AB008-8 J 5-5-j-" 
3-ketoacyl-CoA thiolase [Arabidopsis thaliana] 



Seq. No. 


34975 




Seq. ID 


OJ990318_14 .9922 


.C8 


Gene No. 


72256 




Strand 






Start 


592 




End 


849 




Name 


OJ990318 14. 9922. C8 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


595 




End 


849 




GI 


none 




Score 


62 




Exons 


595. .690, 595. .693, 


596. .694, 770. .841 


, 771. .839, 772.. 


849 




776. .841 










Seq. No. 


34976 




Seq. ID 


OJ990318_14.9922 


.C9 


Gene No. 


72257 




Strand 


+ 




Start 


4027 




End 


6795 




Name 


OJ990318 14. 9922. C9 


. o2 . gs 


Method 


GENSCAN 




Start 


4027 




End 


6795 




GI 


none 




Score 


.5 




Exons 


•4027 /. 4337, 4580. ■■; 4 


881, 5389 


. .54 69, -6377 .-..64 50,,. 6568 67 95 


Seq. No. 


34976 




Seq. ID 


OJ9?0318_14 .-9922 


.C9 


Gene No. 


72258 




Strand 


+ 




Start 


9807 




End . 


13387 ' 




Name 


OJ990318 14. 9922. C9 


. ol . np 


Method 


AAT/NAP 




Start 


9807 




End 


13387 




GI .. 


6706414 




Score 


1206 




Exons 


9807. .9847, 10971.. 


11796, 11: 


899. .12012 


,' 12043. .13387 




GI Descrip. 


(AL133248) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


34976 




Seq. ID 


OJ990318_14.9922 


.C9 


Gene No. 


72259 




Strand 


+ 




Start 


18692 




End 


18814 




Name 


OJ990318 14. 9922. C9 


.ol.gp 


Method 


AAT/GAP 




Start 


18692 




End 


18814 





34860 




GI LIB3477-003-P1-K1-E9 Score 91 

Exons 18692.. 18814 

GI Descrip. '2498586/ sp I Q4 0 63 8| MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 34976 
Gene No. 72260 
Start 18088 

Name OJ990318_14 . 9922 .C9 . ol . tw 

Start 10987 
GI none 
Exons 10987. 

11818, 

12250. 

12409. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990318 14. 9922. C9 



.11211, 11131. .11373, 11464, 

,11952, 11869. .12012, 12067, 

,12324, 12251. .12349, 12368. 

,12696, 12515. .12631 



19806 

TBLASTX: Wheat 
12696 
84 

11892, 11613. . 11831, 
12093, 12231. . 12263, 
12691, 12380. .12691, 



Seq. No. 
Gene No. 
Start 
Name 
Start . 

Exons - - 



34976 
72260 
18088 

. OJ990318_14.9922.C9.o2.tc 

...JL 1 0 .3 2_ „ „ ; _ _ iiM ; 

..jaane^__._ ^.^^^.J^U, 



Seq. ID OJ990318_14.9922.C9 
Strand 
End 

Method 

.End;,.. 
.'.S.CQxe^.- 



19806 

.TBLASTX :.Cres.s. 
12808 



11032 .-.11-211-, ' 11671. .118 92,- -T1-77-0-; . 11976/ -12137 12232- 
12245. .12337, 12425 .. 12808 , 12437. .12787 



Seq. No. 34976 Seq. ID 

Gene No. ' 72260 Strand 

Start 18088 End 

Name OJ990318_14 . 9922 . C9 . o3 . ts Method 

Start 11164 End 

GI none Score 
Exons 



OJ990318_14 . 9922 .C9 
19806 

TBLASTX : Soybean 

12607 

119 



11164 , 
12377 . 



,11379, 11527. 
,12607 



11853, 12248. .12349, 12361 .. 12447 , 



Seq. No. 


34976 








Seq. ID 


OJ990318 


_14 . 9922 


Gene No. 


72260 








Strand 






Start 


18088 








End 


.19806 




Name 


OJ990318 14. 


9922. C9. 


ol . tm 


Method 


TBLASTX: 


Maize 


Start 


11287 








End 


12652 




GI 


none 








Score 


83 




Exons 


• 112'87r 


.114 63 


r 11527-. 


.11598*, 


"11616. -. 117 7 1,-1-161 7 


•.-..11883, 




- .11815...- 


.1197:6 


, 1192*6.. 


.1199.4; 


-12.058 ...,12*6.93, 12272 


. .12652,. 




' 12273. 


.12644 


, 12274. 


'.12651 








Seq. No. 


34976 








Seq. ID 


OJ990318 


_14.9922 


Gene No. 


72260 








Strand 






Start 


18088 








End 


19806 




Name 


OJ990318 14. 


9922. C9. 


ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


12629 








End 


13162 


GI 


none 








Score 


434 




Exons 


12629. 


. 13162 













Seq. No. 34976 Seq. ID O.T99031 8_14 , 9922 . C9 

Gene No. 72260 Strand - ~ 

Start 18088 End 19806 

Name OJ990318 14 . 9922 . C9 . o2 . tm Method TBLASTX : Maize 



34861 




btal L 


1 07Q7 

iz i y / 








P T 


none 


Score 


O (1 o 

J yz 




TT^ /"\ c 


f y f . . lOOHO f i jUjj . . ± O 4 








Seq. No. 


34976 


Seq. ID 


OJ990318_14.9922 


.C9 


Gene No. 


72260 


Strand 






uLdl L 


1 PDfiR 
louOO 


End 


19806 




Name 


fl TQQH^I ft 1/1 QQ99 PQ ^1 •(-/-, 
UJ 7 jU JlO 1 H . y yz Z . y . O ± . tC 


Method 


TBLASTX: Cress 




otaiL 




End 


13390 




pr 


none 


Score 


490 






lzo/fi. . iz y yo , izo/d. . ijoyu, 


13027. .13359 




Seq. No. 


34976 


Seq. ID 


OJ990318_14 . 9922 


.C9 


Gene No. 


72260 


Strand 






O L. dr L 


10UOO 


End 


19806 




Name 


udyyuoxo 1 4 . y yzz . uy . oz . ts 


Method 


TBLASTX: Soybean 




o Lei IT C 


i 79 — 
1 J 1 / z 


End 


13407 




PT 


none 


Score 


274 








13243. .13407 




o e q . LN o . 


Q7C 


. Seq. ID 


OJ990318_14. 9922 


. C9 . 


p Gene, No, 


72260 ... • '.. . 


-^.Strand;.. , 






..starts. 




w&nLd; 






■ Name ■ - • - 


- OJ990.318 14 . 9922 ;C9.o2.-np-'. - 


■■ Method - 


AAT/NAP ----- 




otart 


18088 


End 


19806 




P T 


6721512 


Score 


41 




Exons 


18088. .18143, 19540. . 19676, 


19704. .19806 




o± uesenp. 


(AP001072) hypothetical protein [Oryza 


sativa ] 




Seq. No. 


34977 


Seq. ID 


OJ990318_14.9922, 


.C10 


Gene No. 


72261 


Strand 


+ 




u LdrL 


11797 


End 


13180 




Name 


OJ990318 14.9922.C10.o3.gs 


Method 


GENSCAN 






11797 


End 


13180 




pr 


none 


Score 


.52 




XL A CI io 


11797. .11862,' 12559. . 12676, 


13164. .1311 


30 




Seq. No. 


34977 


Seq. ID 


OJ990318_14.9922. 


.C10 


Gene No. 


72261 


Strand 


+ 




C ■(- y-f- 

OLaL t 


11797 


End 


13180 




Name 


OJ990318 14.9922.C10.ol.gp - 


Method 


AAT/GAP 




.Qf av .f " 

OLalL. .., 


124-14 . - • ; v \ • \; 


End. 


12824- - 




pt 


none . •• . 


.Score. 


: 674 ; . '. ; ; ; 


~ ■ 


• Exons 


12414. .12824 








o e q . ln o . 


34977 


Seq. ID 


OJ990318_14.9922. 


, C10 


Gene No. 


72262 


Strand 






Start 


1574 


End 


5709 




Name 


OJ990318 14.9922.C10.ol.np 


Method 


AAT/NAP 




o tar l 


1574 


End 


4301 




P T 


6671951 


Score 


709 




Exons 


1574. .1650, 3140. .3214, 3391 


. .4301 






GI Descrip. 


(AC016795) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


34977 


Seq. ID 


OJ990318_14 . 9922. 


C10 


Gene No. 


72262 


Strand 






Start 


1574 


End 


5709 





34862 




Name OJ990318_14 . 9922 . CIO . ol . gs Method GENSCAN 

Start 3127 ' End 5709 

.GI none • Score .48 
Exons 3127.. 3225, 3396.. 4225, 4845.. 4991, 5571.. 5709 

Seq. No. 34977 Seq. ID OJ990318_14 . 9922 . CIO 

Gene No. 72263 Strand 

Start 13774 End 21787 

Name OJ990318_14 . 9922 . CIO . o4 . gs Method GENSCAN 

Start 13774 End 21787 

GI none Score .56 

Exons 13774. .14077, 14 198 .. 14274 , 14761 .. 14 878 , 14966 .. 15094 , 

15754 . .15817, 158 95 .. 16000, 16083 .. 16154 , 16622 .. 16702 , 

16867. .16958, 16970 .. 1 9855, 20074.. 21787 

Seq. No. 34977 Seq. ID OJ990318_14 . 9922 . C10 

Gene No. 72263 - Strand 

Start 13774 End 21787 

Name OJ990318_14 . 9922 . C10 . o2 . np Method AAT/NAP 

Start 17001 End 21298 

GI 6466937 Score 2356 

..Exons 17 0, 0L, 20 63.6 ,„ ,2 0 67 6., A 2 1298 , ^ _ _ 

.. 7 QJ. i ...fe.3cripU_ ...-XAC.0Jlj£24r)-^^ 

- . -tha-liana] -------- ~ — - '• - - : - • ' • - _ . 

Seq. No. 34977 Seq. ID OJ990318_14 . 9922 . C10 

Gene No. 72264 Strand 

Start 22445 End 33838 

Name OJ990318_14 . 9922 . C10 . o5 . gs Method GENSCAN 

Start 22445 End 33838 

GI none Score .58 

Exons 22445. .22551, 22680 .. 2324 8 , 23627 .. 2 6002 , 26521 26750 , 

26825..26944, 28034 .. 28081 , 28483.-28577, 28980 .. 29058 , 

29173. .29379, 29470 .. 29601, 3164 8 .. 31698 , 31785 .. 31895 , 

31971. .32240, 32282 .. 32509, 33085 .. 33258 , 33761.. 33838 

Seq. No. 34977 Seq. ID OJ990318_14 . 9922 . C10 

Gene No. 72265 - Strand 

Start 34298 End 40711 

Name OJ990318JL4 . 9922 . C10 . 08 . tm Method TBLASTX : Maize 

Start 3442 End 3788 

GP r none Score- ■ 315 ' 

Exons : 3442. ,3750, " 3489. ..3788 ; . _ \- ; .„•/„.. J. . 1 

Seq. No. 34977 Seq. ID OJ990318_14 . 9922 . C10 

Gene No. 72265 Strand 

Start 34298 End 40711 

Name OJ990318_14 . 9922 . C10 . ol . tw Method TBLASTX : Wheat 

Start 3709 End 4172 

GI none Score 261 

Exons, 3709. .3993, 3711. .4163, 3712. .4164, 3719. .4009, 3723. .4172, 

4070. .4168 

Seq, No= 34977 Seq. ID CJ990318_14 . 9922 . C10 

Gene No. 72265 Strand 

Start 34298 End 40711 

Name OJ990318 14 . 9922 . C10 . o3 . tm Method TBLASTX : Maize 



34863 



Start 
GI 

Exons 



3795 End 4299 

none Score 137 

3795. .4022, 3796. .4032, 3799. .3996, 3801. .4022, 4032. .4079, 

4080. .4289, 4086. .4283, 4087. .4299 



Seq. No. 34977 Seq. ID 

Gene No. 72265 Strand 

Start " 34298 End 

Name OJ990318_14 . 9922 . C10 . 08 . ts Method 

Start 4089 End 

GI none Score 

Exons 4089.. 4274, 4090.. 4275 



OJ990318_14. 9922. C10 
40711 

TBLASTX : Soybean 

4275 

101 



Seq. No. 34977 

Gene No. 72265 

Start 34298 

Name OJ990318_14 . 9922 . C10 . ol6 . tm 

Start 14046 

GI none 

Exons 14046. . 14081, 

14199... 14276, 

, . . . 147J35. . 14J8.9, 

- _ ,;;,_: ; i57i.3.^. IssH,. 



14047. 

14760.. 



14079, 
14894, 



14 953 ..,-„15Q9.3, w 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14186. . 14239, 
14761. . 14898, 
14956. .15093, 



OJ990318 14. 9922. C10 



40711 

TBLASTX: Maize 
16005 
43 

14199. 
14763. 



14276, 
14879, . 



.11966^1.5094^ 



„1 5,7,5.8.. v v l 5 SLOE,.. L6 Q 0.3,^ J 5.8.9,2,.: ,X6jQ,0^ 



Seq. No. 34977 

Gene No. 72265 

Start 34298 

Name OJ990318_14 . 9922 . C10 . olO . tm 

Start 16619 

GI none 

Exons 16619. .16699, 22475 .. 22552, 
22639. .23055, 2267 9 .. 23035 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



22483. .22551, 22612 
22686. .23042 



OJ990318_14. 9922. C10 
40711 

TBLASTX: Maize 

23055 

77 

23028, 



Seq. No. 34977 

Gene No. 72265 

Start 34298 

Name- OJ990318_14 . 9922 . C10 . 06 . tm 

Start ■ 16971 

GI none 
Exons 



Seq. ID OJ990318_14. 9922. C10 
Strand 
End 

Method 
End 
Score 



40711 

TBLASTX: Maize 

22271 

47 



16971. .17024, 16972. .17013, 17094. .17 678, 17097. .17231, 
17296. . 17679, 17 670 .. 17708 , 22218.. 22271 



..Seq. '.' No-. 34977- .1 — . . . .-. . 

Gene No. 72265' 

Start 34298 

Name OJ990318_14 . 9922 . C10 . o5 . tw 

Start 17289 

GI none 

Exons 17289. .17642, 17352 .. 17639, 17359.. 17643 



.S.eq..:.ID OJ99D318^14 ..9922. CIO . 
Strand 

'End ' 40711 " 

Method TBLASTX : Wheat 

End 17643 

Score 151 



Seq. No. 34977 

Gene No. 72265 

Start 34298 

Name OJ990318_14 . 9922 . CIO . ol .tm 

Start 17712 

GI none 
Exons 



Seq. ID OJ990318_14. 9922. C10 



Strand 

End 

Method 

End 

Score 



40711 
TBLASTX : 
18347 
396 



17712. .18347, 177 13 .. 18234 , 17739 .. 1824 5 , 18308. .18346 



34864 



Seq. No.. 34977 Seq. ID 

Gene No. 72265 Strand 

Start 34298 End 

Name OJ990318_14 . 9922 . CIO . o7 . tw Method 

Start 17712 End 

GI none Score 

Exons 17712. .18092, 177 64 17997 , 32996.. 33046 



OJ990318 14. 9922. CIO 



40711 

TBLASTX : Wheat 
33046 
72 



Seq. No. 34977 Seq. ID 

Gene No. 72265 Strand 

Start 34298 End 

Name OJ990318_14 . 9922 . CIO . o2 . ts Method 

Start 17940 End 

GI none Score 

Exons 17940. .18323, 17944.. 18210 



OJ990318_14. 9922. C10 
40711 

TBLASTX : Soybean 

18323 

165 



Seq. No. 34977 

Gene No. 72265 

Start 34298 

Name . OJ990318_14 . 9922 . C10 . o3.. tw . 

Start,,- .wiS. A 80.^- ^ ^ 

Exons '■ -18180. .18566, ' 1-8181-. -.18438 - 



Seq. ID OJ990318_14. 9922. C10 
Strand 

End 40711 

Method TBLASTX: Wheat . . . 

_ .End,. w ^ 18 5 66. , 

_,S,coxe..„, rT ..3& . ^,^^ r ^ m ^^^__ 



Seq. No. 34977 

Gene No. 72265 

Start 34298 

Name OJ990318_14 . 9922 .C10 . oil . tm 

Start 18348 

GI none 

Exons 18348. .18578, 18583 1877 1 , 

Seq. No. 34977 

Gene No. 72265 

Start 34298 

Name OJ990318_14 . 9922 . C10 . o5 . ts 

Start 18759 

GI none 

Exons 18759.. 19016 



Seq. ID OJ990318_14. 9922. C10 
Strand 

End 40711 

Method TBLASTX : Maize 

End 18773 

Score 111 
18585. .18773, 18591. .18773 

Seq. ID OJ990318_14. 9922. C10 
Strand 

End 40711 

Method . TBLASTX: Soybean 

End 19016 

Score 211 



Seq. No. . • 34977 .•■ .• '. . • . Seq. ID 

Gene' No. . : .72265.;:: . • . . ., - . r . ■ Strand .. 

Start 34298 ' End 

Name OJ990318_14 . 9922 . C10 . o4 . tm Method 

Start 18774 End 

GI none .Score 

Exons 18774. .19292, 1878 1 .. 18882 , 18783 .. 19265, 18898. .19287 



.OJ990318_14 . 9.92.2.. C10 
40711 

TBLASTX: Maize 
19292 
90 



Seq. No. 34977 Seq. ID 

Gene No. 72265 Strand 

Start 34298 End 

Name OJ990318_14 . 9922 . C10 . o4 . tw Method 

Start 18924 End 

GI none Score 

Exons 18924. .19325, 18 961 19236, 18966.. 19292 



OJ990318 14. 9922. C10 



40711 

TBLASTX: Wheat 
19325 
128 



34865 



# 



Seq. No. 34977 

Gene No. 72265 

Start 34298 

Name OJ990318_14 . 9922 . CIO . o3 . ts 

Start 19038 

GI none 

Exons 19038. .19397, 19048.. 19278 



Seq. ID OJ990318_14. 9922. CIO 
Strand 

End 40711 

Method TBLASTX : Soybean 

End 19397 

Score 98 



Seq. No. 34977 

Gene No. 72265 

Start 34298 

Name OJ990318JL4 . 9922 . CIO . o5 . tm 

Start 19320 

GI none 

Exons 19320. .19796, 19347.. 19793 



Seq. ID OJ990318_14. 9922. C10 
Strand 

End 40711 

Method TBLASTX : Maize 

End 19796 

Score 166 



Seq. No. 34977 
Gene No. 72265 
Start 34298 

Name OJ990318_14 . 9922 . C10 . o2 . tw 

Start 19374.. 
,GI ^ „ ;^.^.-,none . . _ . 



-v.Seq: ID OJ990318_14 . 9922 . C10 
Strand 

End 40711 

Method TBLASTX : Wheat 

..End 19844 

Score ■ . 156. . . . - . 



Seq. No. 34977 

Gene No. 72265 

Start 34298 

Name OJ990318_14 . 9922 . C10 . 06 . ts 

Start 19506 

GI none 

Exons 19506. . 19820 



Seq. ID OJ990318_14 . 9922. C10 
Strand 

End 40711 

Method TBLASTX : Soybean 

End 19820 

Score 204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No,. 

•.Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34977 
72265 
34298 

OJ990318__14 . 9922. C10. ol4 .tm 
19853 
none 

19853. . 19975, 20057 .. 20152 , 20240 20482, 20546.. 20668 



Seq. ID OJ990318_14. 9922. C10 
Strand 

40711 

TBLASTX: Maize 
20668 
124 



End 

Method 

End 

Score 



34977 

72265 - . ■ . ' ' • . 

34 2.98: : ..... .-. • . ••. ' 

OJ990318_14 .9922 .C10. o4 .ts 

22921 

none 

22921. .229.86, 23068 .. 23307 , 

34977 
72265 
34298 

OJ990318_14 . 9922. C10. o7 . tm 

23059 

none 

23059. .23553, 2307 1 .. 23484 , 



Seq. ID OJ990318_14 . 9922. C10 

Strand . - . . . 
. ' .End .'■ - 40711- '..„ ... " 

Method TBLASTX: Soybean 

End 23320 

Score 68 
23096. .23176, 23213.. 23320 

Seq. ID OJ990318_14 . 9922. C10 
Strand 

End 40711 
Method TBLASTX : Mai ze 
End 23560 
Score "341 
23096. .23560 



Seq. No. 



34977 



Seq. ID OJ990318 14. 9922. C10 



34866 





72265 








Strand 






Of a v-f- 

OL a. IT U 


34298 








End 


40711 




ln cunt; 


OJ990318 14. 9922. CIO 


. o3 . np 




Method 


AAT/NAP 






34298 








End 


39622 




GI 


6069646 






Score 


901 




Exons 


34298. 


.35284, 35567. 


.36369, 


39599. .39622 




T~ T*\ S~\ ><"• t 

tai uescrip . 


(AP000616) similar to putative reverse 


transcriptase (AC00531 




[Oryza 


sativa] gi | 6907112 | dbj 


IBAA90639 


.11 (AP001129) Similar 




Arabidopsis thaliana 


chromosome II BAC 


F9013 genomic sequence 




putative non-LTR retroelement 


reverse 


transcriptase . (AC00624 




[Oryza 


sativa] 












Seq. No. 


34977 








Seq. ID 


OJ99031E 


J 1 4 . 9922 . C10 


Gene No. 


72265 








Strand 






Q f- a >-+- 
OLdil 


34298 








End 


40711 




Name 


OJ990318 14. 9922. CIO 


. ol5 . tm 




Method 


TBLASTX: 


: Maize 


OLdl L 


34503 








End 


34783 






none 








Score 


40 






34503. , 


.34652, 34505. 


.34654, 


34666. .34779, 34676.-34783 


Seq.. No. . 


34977 








Seq. ID 


OJ99031E 


}_14 . 9922.. C10. 


✓~u. .... .v..: M Gejie M NOj._._- J-t ., 


_ 722 65 








v .SXrand__„ j: 








_,3 .4.2 9.8... 








>/nd*__T'ir 






* - : - * : * ■ Name * 


OJ9903 18 JL4 . 9922.010; 


; o6-. gs 




Method'- ••■ 


GENSCAN- 






34847 








End 


35797 






none 








Score 


.86 




Pi i Exons 


34847. . 


.35356, 35636., 


.35797 










: s; ; " Seq. No. 


34977 








Seq. ID 


OJ99031S 


t_14. 9922. C10 


Gene No. 


72265 








Strand 






i, Q-i- -j -^-i- 
otdit 


34298 








End 


40711 




i i ■ Name 


OJ990318 14. 9922. CIO. 


. ol7 . tm 




Method 


TBLASTX : 


Maize 


.. btart 


35114 








End 


35339 




PT 

;==; bl 


none 








Score 


120 




,,. , Exons 


35114 . . 


,35338, 35115.. 


.35339 










h : Seq. No. 


34977 








Seq. ID 


OJ990318 


_14. 9922. C10 


C\ Gene No. 


72265 








Strand 








34298 








End 


40711 




,s = . Name 


OJ990318 14. 9922. C10. 


. o7 . ts 




Method 


TBLASTX: 


Soybean 


OtdLL 


35192 








End 


35731 


ui 


none 








Score 


137; -• , 




TP v /-\ t"i c? 


.35192.. . 


J35320., 3538L.-. 


35731 " 










Seq. No. 


34977 








Seq. TD 


OJ990318 


_14. 9922. C10. 


Gene No. 


72265 








Strand 






Of a r--H 

o u a XL 


34298 








End 


40711 




Name 


OJ990318 14. 9922. CIO. 


06 . tw 




Method 


TBLASTX: 


Wheat 


btart 


35270 








End 


35708 




bl 


none 








Score 


103 




Exons 


35270. . 


35428, 35414.. 


35704, 


35418. .35708 




Seq. No. 


34977 








Seq. ID 


OJ990318 


_14 . 9922. C10 


Gene No. 


72265 














Start 


34298 








End 


40711 




Name 


OJ990318 14. 9922. C10. 


ol2 . tm 




Method 


TBLASTX : 


Maize 


Start 


35351 








End 


35963 





34867 




GI 


none 


Score 


67 


Exons 


35351 .. 35962, 35883.. 35963 






Seq. No. 


34977 


Seq. ID 


OJ990318 14. 9922. C10 


Gene No. 


72265 


Strand 


- 


Start 


*3 A O O O 

34 2 9o 


End 


40711 


Name 


OJ99U318 14 . 9922 . CIO . o9 . tm 


Method 


TBLASTX: Maize 


Start 


t c n iC /" 

35966 


End 


36382 


GI 


none 


Score 


293 


Exons 


35966 . .36382 , 35967.. 36380 






Seq. No. 


34977 


Seq. ID 


OJ990318_14 . 9922. C10 


Gene No. 


72265 


Strand 




Start 


342 98 


End 


40711 


Name 


OJ990318 14 . 9922 . CIO . o9 . tw 


Method 


TBLASTX: Wheat 


Of 3 >-+- 


jOIj / 


bna 


364 12. 




none 


Score 


8 6' 


Exons 


36137 .. 3634 3 , 36332.. 36472 






Seq. No. 


1 y| Ann 

34 977 


Seq. ID 


OJ990318_14 . 9922 . C10 


Gene No . . 


/ 22 65. 


. Strand 




..Start 


.34298. ^ . . .. _ 


,_... ; ^nd 


.,.4.0 711 . . w ... ^ ^ ^ _ , ^ _ 


.J.ame.^..,,, ..... 




..^Method..,, 


_AATy,G^^_,, * Z 


Start 




- - End - 


■ -37537 ■ - ' 


GI 


LIB34 33-061-P1-K1-E2 


Score 


393 


Exons 


37278 . . 37537 






GI Descrip. 


1 28282 90/emb | CAA1 6704 . 1 | 6. 


Oe-12 (AL021687) ankyrin-like protein 




[Arabidopsis thaliana] 1 






Seq. No. 


34977 


Seq. ID 


OJ990318JL4 .9922. C10 


Gene No. 


72265 


Strand 




Start 


34298 


End 


40711 


Name 


OJ99U31o 14 . 9922 . CIO . ol . tc 


Method 


TBLASTX: Cress 


Start 


37750 


End 


38454 


GI 


none 


Score 


38 


Exons 


37750 .. 37791, 37788.-37997, 


37804. .38004, 38 106 .. 38 183, 




38116 .. 38184 , 382 67 .. 38 4 52 , 


; 38272. .38454 


Seq. No. 


34 977 


Seq. ID 


OJ990318_14 .9922. C10 


Gene No . 


/2z 65 


Strand 




Start 


34298 


. End 


40711 


Name 


OJ990318JL4 . 9922 . CIO .o3 v gp - 


Method-- 


AAT/GAP . . . : ■ 


Start 


O i n c 0 

.3 /./ 53 • ; ' 


/ End 


.383.65 -..„. . . 


GI 


LIB3432-011-P1-K1-F6 


Score 


679 . 


Exons 


37753 .. 37995, 38 107 38 184 , 


38273'. .38*365 


GI Descrip. 


4455159/emb | CAA16701 . 1 | 7. 


Oe-15 (AL021687) putative protein 




[Arabidopsis thaliana] 1 






o e q . ln o . 


"3 A Q*7 "7 

o 4 y / / 


Seq. ID 


OJ990318_14. 9922. C10 


Gene No. 


72265 


Strand 




Start 


34298 


End 


40711 


Name 


OJ990318 14.9922.C10.o4.np 


Method 


AAT/NAP 


Start 


37769 


End 


40711 


GI 


4455159 


Score 


823 


Exons 


37769. .37995, 38128 .. 38 184 , 


38273. . 38£ 


13, 40679. .40711 



GI Descrip. (AL021687) putative protein [Arabidopsis thaliana] 



34868 



Seq. No. 


34977 






Gene No. 


72265 






Of 3 y-f- 


34298 






Name 


OJ990318 14. 9922. CIO 


. o7 . gs 


Start 


37776 








none 






Exons 


37776. 


.37995, 38273. 


. JO J JO , 


beq. no. 


34977 






Gene No . 


72265 






Start 


34298 






Name 


OJ990318 14. 9922. CIO 


. o2 . tm 


OLdiT. 


37788 








none 






Exons 


37788. 


.37997, 37791. 


. o / y y / , 




38101. 


.38184, 38106. 


. Jo 1 yZ , 




38272. 


.38439, 38427. 


. «J O T O J 


beq. no. 


34977 






Gene No. 


72265 






Start 


34298 






^i- . ^.^AJO?... 


...... , QJ9JJD318.. 14... 9 92 2 , CIO. 


. Ol j t IS_.. 


w ^ t,a x-t^ . v-. . 


„ ,_3-1.8A8... 




-•-■'»■---"" 


1 * GI. - 


none- - 






Exons 


37848. 


.37997, 38106. 


. Jblo J, 




38371. 


.38430, 38381. 


■30/1*31 


; 

Seq. No. 


34977 






Gene No. 


72265 






! Start 


34298 






Name 


OJ990318 14. 9922. CIO 


. Oo . tw 


btart 


37929 






C T 


none 






Exons 


37929. 


.37997, 38106. 


. oolo j, 




38342. 


.38539 




beq . no . 


34977 






Gene No. 


72265 






\ Start 


34298 






Name 


OJ990318 14. 9922. CIO 


. oz . tc 


: Start 


38458 






C-T ' 


. none 






. _ . Exons 


„: 384 5.8. 


\ 38607, 38459. 


;0 o c n o 




38713. 


.38751' 




beq . no . 


34977 






Gene No. 


72265 






Start 


34298 






Name 


OJ990318 14... 9922. CIO 


. ol3 . tm 


Start 


38485 






GI 


none 






Exons 


38485. 


.38607, 38492. 


.38602, 




38719. 


.38778 




Seq. No. 


34977 






Gene No. 


72265 






Start 


34298 







Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 

37792 

38106 



OJ990318_14 . 9922. CIO 

40711 
GENSCAN 
39505 
.67 



OJ990318 14. 9922. CIO 



40711 

TBLASTX: Maize 
38483 
224 

37998, 37793. . 38005, 
38183, 38267. .38461, 



Seq. ID 
Strand 

End . 
.Method, 

Score-'-' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318_14. 9922. CIO 

40711 . 

TBLASTX : Soybean.^ 

73- - • - 

36, 38272. .38358, 
74, '38629. .38751 

OJ990318_14. 9922. CIO 

40711 

TBLASTX: Wheat 

38539 

76 



38272. .38322, 3834 1 .. 38535, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318_14. 9.922. CIO 
40711 

TBLASTX: Cress 
38751 

119- ■: .-. 



38 620.,. 38 697,' 38 62.4.. ..38698,;. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990318_14. 9922. CIO 
40711 

TBLASTX: Maize 

38778 

131 

30, 38624. .38737, - 



OJ990318 14. 9922. CIO 



40711 



34869 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



OJ990318_14. 9922. CIO. o4 . gp Method AAT/GAP 
38537 End 38811 

428158 Score 534 

38537. .38811 

4455159/emb|CAA16701.1| 7.0e-15 (AL021687) putative protein 
[Arabidopsis thaliana] 



34977 Seq. ID 

72265 Strand 

34298 End 
OJ990318_14. 9922. CIO. 08 .gs Method 

40379 End 

none Score 

40379. .40530, 40561. .40637 



OJ990318_14. 9922. C10 

40711 
GENSCAN 
40637 
.72 



Seq. No. 34978 Seq. ID 

Gene No. 72266 Strand 

Start 200 End 

Name OJ990818_12 . 9924 . CI . ol . gs Method 

Start 200 End 

GI... none . ...... Score. 

Exons 200... 2 96, ,. - . .... . ..... 



OJ990818_12. 9924 .CI 
+ 

296 

GENSCAN 
296 

. .93 ... ... . 



Seq. No."- 34978-"- - - -Seq-.- ID* OJ9908 18^12 ; ; 9924 /CI : ™ : - ^ 

Gene No. 72267 Strand 

Start 1 End 470 

Name OJ9908 18_12 . 9924 . CI . ol . np Method AAT/NAP 

Start 1 End 470 

GI 133351 Score 828 

Exons 1. .470 

GI Descrip. REPRESSOR PROTEIN CI gi | 54 0747 | pir || S04 828 repressor protein cl 
- phage phi-80 gi | 14804 | emb | CAA31471 | (X13065) cl gene (AA 1 - 
236) [Bacteriophage phi-80] 



Seq. No. 


34979 




Seq. ID 


OJ990818_12. 9924 


.C3 


Gene No. 


72268 




Strand 


+ 




Start 


1 




End 


513- 




Name 


OJ990818 12. 9924 .C3.ol 


.np 


Method 


AAT/NAP ■ 




Start 


1 




End 


510 




GI 


4680179 




Score 


716 




Exons 


1. .510 










GI ..Descrip 


(AF111709) polyprotein 


■ [Oryza 


sativa , , 


subsp..- indica] \ ■ 




Seq. No. 


34979 




Seq. ID 


OJ990818_12. 9924 


.C3 


Gene No. 


'* 72268 




Strand 






Start 


1 




End 


513 




Name 


OJ990818 12.9924.C3.ol 


.gs 


Method 


GENSCAN 




Start 


62 




End 


513 




GI 


• ; none 




Score 


. 9 




Exons 


*62. .513 










Seq. No. 


34979 




Seq. ID 


OJ990818_12. 9924 


.C3 


Gene No. 


72268 




Strand 


+ 




Start 


1 




End 


513 




Name 


OJ990818 12.9924.C3.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


76 




.End 


414 




GI 


none 




Score 


392 





34870 




Exons 


7 £. A 1 A 7 £ 9£1 1 1 1 A CV\ 








Seq. No. 


34979 


Seq. ID 


OJ990818_12. 9924 


.C3 


Gene No. 


72268 


Strand 


+ 






i 
± 


bna 


Ol j 




Name 


ujyyuoio . yyzfi . u . oi * tni 


Method 


(Tin t tv o m w _ hjt _ J — * 

TBLASTX : Mai ze 




Of 3 v-f 


lUo 


End 


o c o 

369 




PT 


none 


Score 


o c\ o 

zyy 




Exons 


1UO..ODO/ iuy . . Joy 








oeq . wo . 




Seq. ID 


OJ9yUolo_12 . 9924 


. C4 


Gene No. 


72269 


Strand 






Start 


1 


End 


2394 




Name 


OJ990818 12.9924.C4.ol.np 


Method 


AAJ /NAr 




otart 


1 


End 


o o n a 

2394 




PT 


5042454 


Score 


14 o 




Exons 


1..28, 301. .476, 693. .1133, 


2362. .2394 






(ai uescrip 


(AC007789) putative polyprotein [Oryza 


sativa] 




oeq. wo. 


34980 


Seq. ID 


OJ990818 12.9924 


. C4 


Gene No. 


72270 


Strand 






. ^ Start, _ 


. 35.78. .... ... , 


End , _ 


.5442„ . 




.„ Narcie, „ 


.„„OiI990.8X8..12...aa2.4.. C4,..o2,.-np _ 








:. a : otart 


3578 - • - .- 


■ End * - 


5442- ■■- ----- - -- 






5911167 


Score 


957 




: s -j Exons 


3578. .5442 








:r: ; GI Descrip, 


(AF136221) putative transposase protein [Zea mays] 




.3 : . 

■ss' «^sq. no. 


34980 


Seq. ID 


OJ990818_12.9924 


.C4 


Gene No. 


72270 


Strand 






Start 


3578 


End 


5442 




I s : ; Name 


OJ990818 12.9924.C4.o2.tm 


Method 


TBLASTX: Maize 




otart 


3707 


End 


4170 






none 


Score 


149 




s : Exons 


3707.. 3934, 3710.. 3877, 3712 


..3882, 3735. .3887, 3917. .4168, 




3921. .4169, 3940. .4170 








j=: Seq. No. 


34980 


Seq. ID 


OJ990818_12.9924 


.C4 


^i; Gene No. 


72270 


Strand 








3578 


End 


5442 




: ': = = Name 


OJ990818 12.9924.C4.ol.tw 


Method 


TBLASTX: Wheat 




OLdi L 


■4284 . ■ : ' ' 


End " ' ■ 


4585-. 




P T 


none . . 


.Score • .. . 


107..-. . . .. 




Exons 


4284. .4571, 4325. .4585 








beq . no . 


34980 


Seq. ID 


OJ990818_12.9924, 


.C4 


Gene No. 


72270 


Strand 






Start 


3578 


End 


5442 




Name 


OJ990818 12.9924.C4.ol.tm 


Method 


TBLASTX: Maize 




b tar l 


4325 


End 


4793 




P T 


none 


Score 


189 




Exons 


4325. .4627, 4325. .4642, 4326 


..4631, 4634. .4792, 4640. .4786, 




4644 . .4793 








Seq. No. 


34980 


Seq. ID 


OJ990818_12.9924. 


■ C4 


Gene No. 


72270 


Strand 






Start 


3578 


End 


5442 





34871 



Name 


0J990818_12 


. 9924 


.C4 .ol . 


tc 


Method 


TBLASTX: Cress 




Start 


4 370 








End 


4705 




GI 


none 








Score 


57 




Exons 


4 370. .4591, 


4428 , 


. . 4523, 


4 605 . 


.4703, 4613. .4705 




Seq. No, 


34981 








Seq. ID 


OJ990818_12. 9924 


.C5 


Gene No. 


72271 








Strand 


- 




b tart 


A *7 








End 


309 




Name 


OJ990818 12, 


. 9924 , 


. C5 . ol . 


gs 


Method 


GENSCAN 




Start 


A 1 

4 / 








End 


309 




C T 


none 








Score 


.49 




Exons 


ah ono 














O a /-* NT ^ 

oeq . iNo . 


J4 y o i 








Seq. ID 


OJ990818_12. 9924 


. C5 


Gene No. 


72272 








Strand 






Start 


1664 








End 


4370 




Name 


OJ990818 12, 


.9924. 


,C5.o2. 


gs 


Method 


GENSCAN 




Start 


1664 








End 


3860 




GI 


none 








Score 


.49 




Exons 


1664. .1711, 


2964. 


, .3537, 


3634 . 


.3860 







. Seq No 
Xe'ne.^No 
- : Start- 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



_34 9§1 ^^w^.-^. w.,^ Seq. ID _OJ9 9081 8^12 . 992 4_._C5 

^72212,^^.^^ Strand,,.. . u L '. L ; _ \~ . 

-1664 - - ------ - : — ; - —End 4 370-^ ' .-^-----=.-^^--~ ----- 

OJ990818_12.9924.C5.ol.np Method • AAT/NAP 

2928 End 4370 

6166036 Score 823 

2928.. 3967, 4326.. 4370 

CYTOCHROME P450 51 (CYPL1) (P450-L1A1) (OBTUSIFOLIOL 14-ALPHA 
DEMETHYLASE) gi | 1707857 | emb | CAA704 75 | (Y09291) obtusifoliol 
14-alpha-demethylase [Triticum aestivum] 



34981 Seq. ID 

72272 Strand 

1664 End 

OJ990818_12 . 9924 .C5.ol.tc Method 

2937 End 

hone Score 

2937. .3167, 2940. .3176 



OJ990818_12.9924.C5 
4370 

TBLASTX: Cress 

3176 

110 



Seq. No. 34981 
Gene; No.. . -72272 

Start' . '. 16.64' J. . "■ . . . " 

Name OJ9908 18_12 . 9924 . C5 . ol . tm 

Start' ' 2937 

GI none 

Exons 2937.. 3170, 2940.. 3164, 3147, 

3253. .3405, 3447-;. 3623, 3514. 
3750.. 3872, 3751.. 3960, 3927, 



Seq. ID 
"Strand 
End'„ .. 
Method 
End 
Score 



OJ990818 12. 9924. C5 



'4370 - ■ . ' 
TBLASTX: Maize 
3968' 
102 

,3404, 3148. .3198, 3156. 
,3621, 3627.. 3695, 3690. 
,3968 



,3404, . 
,3767, 



Seq. No. 34981 

Gene No. 72272 

Start 1664 

Name OJ990818_12 . 9924 .C5.o1 .ts 

Start 2940 

GI none 

Exons 2940.. 3170, 2962.. 3078, 3013. 



Seq. ID 

Strand 
End 

Method- 
End 
Score 



OJ990818_12.9924.C5 
4370 

TBLASTX : Soybean 

3633 

86 



,3174, 3027. .3170, 3136. .3171, 



34872 



3147. .3404, 3447. .3542, 3543.-3623, 3550. .3633 



oeq. jno. 


o4 yy l 


Seq. ID 


OJ990818_12.9924.C5 


Gene No . 


*7 O O 1 O 


Strand 




o tart 


1 oo4 


End 


4370 


Name 


ojyyuoio iz . y y^4 , to . oz. . tc 


Method 


TBLASTX: Cress 


0 4- -i -w~ 4- 

btar t 




End 


3633 




none 


Score 


65 


Exons 


3273.. 3398, 3277.. 3378, 3447. 


.3623, 3517.. 3633 


beq • ino . 


J4 yoz 


Seq. ID 


OJ990818_12.9924.C6 


Gene No. 


1 O O "7 


Strand 


+ 


Start 


z 61 


End 


976 


Name 




Method 


GENSCAN 


Of 3V-f 

o tarn 


Z 0 1 


End 


976 


GI 


none 


Score 


.56. 


Exons 


zdL.^dd, 645. .771, 933. .976 






oeq. in o ■ 


34982 


Seq. ID 


OJ990818_12. 9924 .C6 


Gene No. 


72274 


Strand 




.Start 


1 . 


End 


74 . / 


_N am e ^ . Vi ■ _ ^ m . ^ 




^Method; . 




^ta.rj:^^....^ 




Jnd^"_ 




G I — 


• -L I B3 47 7 - ol)-3 - P 1 - K1HE 9 : - " ' ~" - :I 


■ Score- ■"■ 


..... 12 7 - 


Exons 


1..74 






GI Descrip. 


*2498586/sp|Q40638 |MP01 ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 






beq. no. 


34982 


Seq. ID 


OJ990818_12. 9924 .C6 


Gene No . 


72275 


Strand 




Start 


2082 


End 


2973 


Name 


OJ990818 12.9924.C6.o2.gs 


Method 


GENSCAN 


O 4- -i -v~ 4- 

btart 


2082 


End 


2930 


bl 


none 


Score 


.98 


Exons 


2082.. 2183, 2472.. 2930 






Seq. No. 


34982 


Seq. ID 


OJ990818_12. 9924 ,C6 


Gene No . 


72275 


Strand 




btart 


2082 


End 


2973 


Name 


OJ990818 12. 992.4. C6.ol.ts 


Method 


TBLASTX: Soybean 


otart . - . 


- .24 68 . - " . ' • ;;■ ; • 


End - 


•27 90 : • " . 


bl , . ... 


' none . ... „ ' " " 


Score 


. 40 ' . 


Exons 


2468.". 2500, 2472.. 2693, 2472.. 


,2696, 2506.. 2700, 2712.. 2783, 




2722.. 2790 






Seq. No. 


34982 


Seq. ID 


OJ990818_12. 9924 .C6 


Gene No. 


72275 


Strand 




Start 


2082 


End 


2973 


Name 


OJ990818 12.9924.C6.ol.np 


Method 


AAT/NAP 


Start 


2472 


End 


2973 


GI 


4835788 


Score 


177 


Exons 


2472. .2973 







GI Descrip. (AC007296) Strong similarity to gbir.174319 obtusifoliol 14-alpha 
demethylase (CYP51) from Sorghum bicolor and is a member of the 
PF| 00067 cytochrome P450 family. ESTs gb|AA72030, gb|N65031 and 
gb|AA651059 come from ... 



34873 



Seq. No. 


34982 




Seq. ID 


OJ990818_12.9924.C6 


Gene No. 


72275 




Strand 




Start 


2082 




End 


2973 


Name 


OJ990818 12.9924.C6.ol.tc 


Method 


TBLASTX: Cress 


Start 


2472 




End 


2783 


GI 


none 




Score 


70 


Exons 


2472. , 


.2699, 2632.. 2700, 2712. 


..2783, 2713. .2763 


Seq. No. 


34983 




Seq. ID 


OJ990818_12. 9924 .C7 


Gene No. 


72276 




Strand 


+ 


Start 


12471 




End 


12626 


Name 


OJ990E 


!18_12.9924.C7.o2.gp 


Method 


AAT/GAP 


Start 


12471 




End 


12626 


GI 


533 1. 


.R1084 


Score 


173 


Exons 


12471. 


,.12563, 12586. .12626 






GI Descrip. 


1 113172/sp| P15543 |ACP3_HORVU 


9.0e-52 ACYL CARRIER PROTEIN III 



PRECURSOR (ACP III) >gi_1005 61_pir S17928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] 1 









. 0 J9 9081 8_1 2. .Jt 9 2 4, 


.cx ....... 






__„S,txand „ . *. 






-Start-'- ~ 


: 895 - tt-~"*™. 


-'-End - 


'22052 - — 




Name 


OJ990818 12.9924.C7.ol.gs 


Method 


GENSCAN 




Start 


895. 


End 


22052 




GI 


none 


Score 


.63 




Exons 


895.. 1013, 1733. .1909, 1982. 


.2174, 4883. .4990, 6538. .7198, 




7504. .7844, 8294. .8841, 9215 


..9303, 10170. .10246, 11513 


. .11683, 




11711. . 1194 3, 12959. . 1324 8, 


14116. . 14284, 14 4 07. . 14 657, 






15279. .15338, 15407 .. 15505, 


15861. . 15894, 15987 .. 1 604 6, 






16254. .16354, 16574 .. 16639, 


16940. .17070, 17205. .1727 6, 






17883. .18056, 18163 .. 18198 , 


18402. .184 7 6, 18558. .188 91, 






19007. .19149, 20334. .20440, 


21317. .21594, 21814. .22052 




Seq. No. 


34983 


Seq. ID 


OJ990818_12.9924 


-C7 


Gene No;'. 


72277 


Strand 






Start 


895 


•End 


22052 




Name 


OJ990818 12.9924.C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


6511 


End 


6786 




GI 


none 


Score 


144 




Exons 


6511. . 6762,- 6514 ; ..6786 








Seq. No. 


.34983 


Seq. ID- 


OJ9908.18_12.9924 


.C7 


Gene No. 


72277 


Strand 






Start 


895 


End 


22052 




Name 


OJ990818 12.9924.C7.ol.tm 


Method 


TBLASTX: Maize . 




Start 


6511 


End 


7847 




GI 


none 


Score 


263 




Exons 


6511. .6984, 6514. .6987, 7007 


..7186, 7015. .7188, 7176. .7205, 




7542. .7646, 7570. .7647, 7629 


..7751, 7630. .7839, 7806. .71 


347 


Seq. No. 


34983 


Seq. ID 


OJ990818_12.9924 


.C7 


Gftnp No, 


17011 


Strand 






Start 


895 


End 


22052 




Name 


OJ990818 12.9924.C7.ol.ts 


Method 


TBLASTX: Soybean 




Start 


6514 


End 


7198 





34874 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

6514.. 6780, 6514.. 6975, 6536. 
7108. .7188, 7115. .7198 

34983 
72277 
895 

OJ990818_12. 9924.C7.o2.tc 

6850 

none 

6850.. 6990, 6880.. 6990, 7007. 

34983 
72277 
895 

OJ990818_12. 9924.C7.o3.tc 

7629 

none 

7629. .7751, 7630. .7845, 7806. 
8316. .8522, 8534. .8581, 8538. 



Score 100 

.6784, 7010. .7099, 7015. .7107, 



Seq. ID OJ990818_12.9924.C7 
Strand 

End 22052 

Method TBLASTX : Cress 

End 7198 

Score 73 
.7198, 7015. .7188 

Seq. ID OJ990818_12.9924.C7 
Strand 

End 22052 

Method TBLASTX : Cress 

End 8581 

Score 90 

.7847, 8294. .8521, 8309. .8521, 
.8573 



Seq.._Nq. ; . 

,.GeoaJto-~-^ 
Start -* :; - 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



,34 98 3 : ^_- ;„._^_^;,,„_. _ _ ;,.^.,.„^Seq^ ID_ QJ990B23^2^9924^gZ A ^_ 

' 895 • "T^.:;, ; V.', T-^End- - : ~ 22052 T^TZ\Z/.^zn: 

OJ990818_12.9924.C7'.o3.gp Method AAT/GAP ■ 

14074 End 15337 

uC-osflcypl43f08bl Score 936 

14 074. .1428 4, 14 4 07. .14 657, 1527 9. .15337 
'2190547 5.0e-56 (AC001229) ESTs 

gb_T43256,gb_46316,gb_N64930,gb_AA395255,gb_AA404382 come from 
this gene. [Arabidopsis thaliana] 1 



34983 
72277 
895 

OJ990818_12. 9924 .C7.o2.tm 

14112 • 

none 

14112. .14234, 14113. . 14196, 
14251. .14289, 14 4 06 .. 14 618 , 
15278. .15337, 15280. .15339, 
• 15398-.. .15505'/'- 15406. .155.07, 
158 60. ; 158.95,.. 158.60. .158 98, 
15986. .16054, 15999 .. 16055, 
16251. .16355, 16253. .16360, 
16568. .16639, 16573. .16647, 
16938. .17060, 16939 .. 17061 , 

34983 
72277 
895 

OJ990818JL2. 9924 .C7.ol.np 

14115 

2190547 

14115. .1428 4, 14 4 07. .14 657, 
158 61. .158 94, 15987. .1604 6, 
16912. .17070, 17205. .17276, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990818 12. 9924. C7 



22052 

TBLASTX: Maize 
17062 
94 . 

14114. .14251, 14247. .14285, 
14408. .14674, 14409. . 14618, 
15394. .15504, 15395. .15511, 
15408 . .15512, 15859-.'.. 15897, 
.15981.. . 16052, 15985.. ..16050", 
16071. .16103, 16243. .16353, 
16256. . 16354, 16551. .1664 6, 
16573. . 16662, 16575. .16661, 
16943. .17062, 16949. .17062 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15279 

16254 



OJ990818 12. 9924. C7 



22052 
AAT/NAP 
18062 
1224 
15338, 15407, 
16354, 16574, 



, 15505, 
, 16639, 



17945. . 18062 



34875 




GI Descrip. (AC001229) ESTs 

gb| T43256,gb| 46316, gb | N64 930, gb | AA395255 , gb | AA404 382 come from 
this gene. [Arabidopsis thaliana] 



Seq. No. 34983 Seq. ID 

Gene No. 72277 Strand 

Start 895 End 

Name OJ990818_12 . 9924 . C7 . o2 . ts Method 

Start 14408 End 

GI none Score 

Exons 14408. .14614, 14409 .. 14 618 , 15271 

15394 . .15504, 15439 .. 15507 , 16255 



15339, 
16326 



OJ990818_12. 9924 .C7 
22052 

TBLASTX: Soybean 

16326 

187 

15278. .15337, 



Seq. No. 


34983 


Seq. ID 


OJ990818_12.9924 


.C7 


Gene No. 


72277 


Strand 






Start 


895 


End 


22052 




Name 


OJ990818_12 . 9924 .C7 .o3. tm 


Method 


TBLASTX: Maize 




Start 


17205 


End 


18204 




GI 


none 


Score 


74 




Exons 


17205. .17258, 17205 .. 17255 , . 


17206. .17259, 1724 3 . . 1728 1 , 






17248. .17277, 17 94 6 . . 1807 1 , 


17947. .18057, 18163 .. 1820.4 , 






.18168. ..-18200. . ... ... . 








Seq. No-. ■ 


' 3498? .7* 


=■■' Seq.- - ID- 


- OJ990818_12 . 9924 




Gene No. 


72278 


Strand 


+ 




Start 


1374 


End 


3163 




Name 


OJ990818 12.9924.C8.ol.gs 


Method 


GENSCAN 




Start 


1374 


.End 


3027 




GI 


none ' 


Score 


.82 




Exons 


1374. .1491, 1761. .1842, 1894 


..2263, 2578. .3027 




Seq. No. 


34984 


Seq. ID 


OJ990818_12. 9924 


.C8 


Gene No. 


72278 


Strand 


+ 




Start 


1374 


End 


3163 




Name 


OJ990818 12.9924.C8.ol.np 


Method 


AAT/NAP 




Start 


1665 


End 


3163 




GI 


2443890... . 


Score 


465 




Exons 


1665.. 1842, 1950. .2263,- 2578 


. .2660, 3121. .3163 . 




GI Descrip. 


(AC002294) similar to NAM (gp | X92205 | 132 1 924 ) and CUC2 





(gp|AB002560| 1944132) proteins [Arabidopsis thaliana] 



Seq. No. ; 


' 34984 








Seq. ID 


OJ990818JL2.-.9924 . C8 


Gene No. *; 


72278.*' " . 








Strand 


+ . 7 


Start 


• 1374 








End 


3163 


Name 


"OJ990818 12, 


.9924 , 


.C8.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1685 








End 


1841 


GI 


none 








Score 


63 


Exons 


1685. .1840, 


1699. 


. .1833, 


1701. . 


.1841 




Seq. No. 


34984 








Seq. ID 


OJ990818_12'1 9924 .C8 


Gene No. 


72278 








Strand 


+ 


Start 


1374 








End 


3163 


Name 


OJ990818 12, 


.9924, 


,C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1 694 








End 


4- V A U 


GI ' 


none 








Score 


195 


Exons 


1694. .1840, 


1695, 


, . 1847, 


1942. . 


,2079, 1949. .2080, 2098. .2196, 




2099. .2200, 


2545. 


, .2616 









34876 




Seq. No. 


34984 




Seq. ID 


OJ990818^_12. 9924.C8 


Gene No. 


72278 




Strand 


+ " " 


Start 


1374 




End 


3163 


Name 


OJ990818_12 


. 9924 .C8 . ol . tm 


Method 


TBLASTX: Maize 


Start 


1699 




End 


2613 


GI 


none 




Score 


66 


Exons 


1699 . . 1836, 


1701 . . 1841, 1703 . 


.1840, 1951. .2079, i952..2080, 




2101 . .2193, 


2105 . . 2200, 2572 . 


.2613 




Seq. No. 


34984 




Seq. ID 


OJ990818_12. 9924 .C8 


Gene No. 


72278 




Strand 


+ 


Start 


1374 




End 


3163 


Name 


OJ990818 12 


. 9924 . C8 . ol . ts 


Method 


TBLASTX: Soybean 


Start 


1700 




End 


2613 


GI 


none 




Score 


165 


Exons 


1700 . . 1756, 


1701. .1841, 1707. 


.1844, 1720. .1845, 1951. .2079, 




1952 . . 2080, 


2104. .2193, 2105. 


.2200, 2572.. 2613 


Seq. No. 


34984 




Seq. ID 


OJ990818_12. 9924.C8 


Gene No. 


72278 




Strand 


+ 


..Start „ 






, End v . . . 


-3163 , 




^,. J .QJ T 9.9.0 t .8.18„,.12. 


. ( 9..9.2AXa^Ql.^^ 


. JEBLASXX.: Wheat., . ; M 


Start ■ - - - 


- 1-958 - - ' - 




End 


2199 ■ - - " ■ ■■ - - — 


GI 


none 




Score 


264 


Exons 


1958 . . 2194, 


I960.. 2190, 1975. 


.2199 




Seq. No. 


34985 




Seq. ID 


OJ990818_12.9924.C9 


Gene No. 


72279 




Strand 




Start 


2772 




End 


7332 


Name 


OJ990818 12 


.9924.C9.ol.gp 


Method 


AAT/GAP 


Start 


2772 




End 


4126 


GI 


3759666 




Score 


1172 


Exons 


2772. .2793, 


2843. .3274, 3914. 


.4126 




GI Descrip. 


5757804/gb|AAD50592. 1 IAF093752 1 1 . Oe- 


12 (AF093752) 




phytochelatin synthase [Triticum aestivum] 


Seq. No. 


34985 




Seq. ID 


OJ990818_12.9924.C9 


Gene No. 


72279 




Strand 




Start 


2772 




End 


7332 


Name 


OJ990818 12 


. 9924 .C9.ol.np 


Method 


AAT/NAP 


Start ' 


• .3194.. 




End , 


6452 - ■ ... . . • . 


GI 


5757804 \-. 




Scoxe 


■ 164.0.- 


Exons 


3194.'. 3274, 


3914.'. 4417, "4501. 


.4728', 48 


24.. 4875, 571'8.. 5881, 




5983/: 6452 








GI Descrip. 


(AF093752) phytochelatin synthase [Triticum aestivum] 


Seq. No. 


34985 




Seq. ID 


OJ990818_12.9924.C9 


Gene No. 


72279 




Strand 




Start 


2772 




End 


7332 


Name 


OJ990818 12 


9924 .C9.ol. tc 


Method 


TBLASTX: Cress 


Start 


3209 




End 


6476 


GI 


none 




Score 


92 


Exons 


3209. . 3277, 


3911 = , 405^7,- 4088 , 


.4219 4244. .4315 4499. .4729 




4502. .4726, 


5702. .5884^ 5708. 


.5938^ 5935.. 6093^ 6099.. 6476^ 



6100. .6435 



34877 




Seq. No. 


34985 








Seq. ID 


OJ990818 


_12.9924 


.C9 


Gene No. 


72279 








Strand 








Start 


2772 








End 


7332 






Name 


OJ990818_12 . 


9924 


.C9.o2. 


gs 


Method 


GENSCAN 






Start 


3881 








End 


7332 






GI 


none 








Score 


.54 






Exons 


3881 . .4417, 


4501 


. . 4616, 


5074 . 


.5225, 5718. .5881, 


5983. .6078, 




6165 . . 6597, 


7286 


. . 7332 












Seq. No. 


34985 








Seq. ID 


OJ990818 


_12 . 9924 


. C9 


Gene No. 


72279 








Strand 








Start 


2772 








End 


7332 






Name 


OJ990818_12 . 


9924 , 


.C9.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


4525 








End 


5858 






GI 


none 








Score 


96 






Exons 


4525 . . 4665, 


5702 - 


. . 5857, 


5717 . , 


.5857, 5718. .5858 






Seq. No. 


34985 








Seq. ID 


OJ990818 


_12 . 9924 


.C9 


Gene No . 


72279 








Strand 








Start 


2772 








End 


7332 






Name . 


. OJ990818_12 . 


9924 , 


.C9.ol. 


tm 


Method 


. TBLASTX: 


Maize 




Start, „. ^ 


_.6013_ 






•« 


.End. . . K 


64 91 ... . , 


„ 














..Score ... 


...3 9.6.. ........ 






Exons - • 


60-13.-. 6096, 


6099, 


; . 64-91-, 


- 61*00-. , 


.6447 








Seq. No. 


34985 








Seq. ID 


OJ990818 


_12 . 9924 


.C9 


Gene No. 


72279 








Strand . 








Start 


2772 








End 


7332 






Name 


OJ990818 12. 


9924 . 


■C9.o2. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


6231 








End 


6449 




GI 


none 








Score 


139 






Exons 


6231 . . 6356, 


6235 . 


, . 6351, 


6378 . , 


.6449, 6382. .6438 






Seq. No. 


34986 








Seq. ID 


OJ990818 


_12.9924 


.C10 


Gene No. 


•72280 








Strand 


+ 






Start 


9087 








End 


15306 






Name 


OJ990818 12. 


9924. 


,C10.o3 


.gs 


Method 


GENSCAN 






Start 


9087 








End 


153.06 






GI 


none 








Score 


.53 






Exons 


9087. .9143, 


9650. 


, .9801, 


10741. 


, .10845, 


12267. .12366, 






134 4 2. .1417 6, 14305. .14 392, 14 552. .15306 






Seq. No . „ 


34.986 /. < 








Seq. ID 


OJ99081.8 


_12.9924 


.CIO 


Gene No. 


72280 








Strand 


+ 






Start 


9087 








End 


15306 






Name 


OJ990818 12. 


9924. 


ClO.ol 


• gp 


Method 


AAT/GAP 






Start 


13267 








End 


13784 






GI 


uC-osrocypOlOhOlbl 




Score 


945 






Exons 


13267. . 13784 
















GI Descrip. 


'2213600 3.0e-16 


(AC000348) T7N9.20 [Arabidopsis thaliana] * 


Seq. No. 


34986 








Seq. ID 


OJ990818 


_12.9924, 


.C10 


Gene No. 


72280 








Strand 


+ 






Start 


9087 








End 


15306 






Name 


OJ990818 12. 


9924. 


ClO.ol 


.np 


Method 


AAT/NAP 






Start 


13353 








End 


15273 






GI 


2213600 








Score 


1272 







34878 



Exons 13353. .14176, 14287.. 15273 

GI Descrip. (AC000348) T7N9.20 [Arabidopsis thaliana] 



Seq. No. 34986 Seq. ID 

Gene No. 72281 Strand 

Start 17227 End 

Name OJ990818_12 . 9924 . CIO . o2 . gp Method 

Start 17156 End 

GI 287048 Score 

Exons 17156. . 17449 



OJ990818_12. 9924. CIO 
+ 

18133 
AAT/GAP 
17449- 
553 



Seq. No. 


34986 




Seq. ID 


OJ990818_ 


12 


9924 


.CIO 


Gene No. 


72281 




Strand 


+ 








Start 


17227 




End 


18133 








Name 


OJ990818 12. 9924. CIO. o4. 


gs 


Method 


GENSCAN 








Start 


17227 




End 


17862 








GI 


none 




Score 


.69 








Exons 


17227. . 17862 














Seq. No. 


34986 




Seq. ID 


OJ990818_ 


12 


9924 


.CIO 


Gene No. 


72281. . 




Strand 


+ . 








Start,, 






End^,,^ w 


.18133.,^-,. 








Name_ 


__OJ 9.9X18.1 8., IZ~£$2A.JZ I0,..p3. 1 




J,.^jyietho.d,„-._. 


. AAX/GAH_. 








Start 


17627 • - - • 




- -End- - • 


18133 - 








GI 


3763610 




Score 


984 








Exons 


17627. .18133 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34986 

72282 

17204 

OJ990818 

13406 

none 



12. 9924.C10.o3.tc 



Seq. ID OJ990818_12. 9924. C10 
Strand 
End 

Method 
End 
Score 



18769 

TBLASTX: Cress 

13753 

59 



13406. . 13495, 13508 .. 13678 , 13511. .13753 



Seq. No. 34986 Seq. ID 

Gene No.. 72282 Strand 

Start-. 17204 End 

Name OJ990818_12 . 9924 . C10 . o2 . tm Method 

Start 13415 End 

GI none Score 

Exons 13415. . 1348.0/. 13510.-. 13575, 13511 1.3927, 13550 

.. . . , 13639. ..13917 . ' • ; •.. 



OJ990818_12. 9924 .C10 
18769 

TBLASTX: Maize 
13927 
56 

13915, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



34986 Seq. ID 

72282 , Strand 

17204 End 

OJ990818_12 . 9924 . C10 . o2 . ts Method 

13506 ., End 

none Score 



OJ990818__12. 9924. C10 
18769 ■ 

TBLASTX : Soybean 

13960 

67 



13506. . 13724, 13508 .. 13918 , 13511 .. 13960, 13636. .13929 



34986 Seq. ID 

72282 Strand 

17204 End 

OJ990818_12 . 9924 . C10 . ol . tm Method 

14111 End 



OJ990818_12. 9924. C10 
18769 

TBLASTX: Maize 
15035 



34879 




GI 


none 






Score 


77 




Exons 


14111 


..14185, 14113. 


. 14178, 


14282. .14 356, 14 302. .15033, 






14304 


..14618, 14655. 


. i5035 








Seq. No. 


34986 






Seq. ID 


OJ990818__12.9924 


.C10 


Gene No. 


72282 






Strand 






Start 


17204 






End 


18769 




Name 


OJ990818 12. 9924. CIO 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


14275 






End 


15240 




GI 


none 






Score 


332 




Exons 


14275 


.14640, 14319. 


. 14612, 


14653. .14823, 14 655 .. 14 822 , 






14847 


.15239, 14848. 


. 15240 








Seq. No. 


34986 






Seq. ID 


OJ990818__12. 9924 


• C10 


Gene No. 


72282 






Strand 






Start 


17204 






End 


18769 




Name 


OJ990818 12. 9924. CIO 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


14296 






End 


14616 




GI 


none 






Score 


279 




Exons 


14296. 


.14616, 14298. 


. 14615 








^Se^q^No 


v. ,.34 98 6 




— ■ 


..„,.Seq,^_ID. 


, P J9 9 0.8JL8_12.,,9 924 




_,Gene^Na.. t ^ 


_,jj7228.2. 






_.-,.S*tr,a.ncL 






Start - 


17204 






— End- 


187 69- -' " 7 ^ 




Name 


OJ990818 12. 9924. CIO 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


14626 






End 


15006 




GI 


none 






Score 


204 




Exons 


14626. 


.14871, 14628. 


14702, 


14721. .14 870, 14 8 62. .15002, 






14869. 


.15006 










Seq. No. 


34986 






Seq. ID 


OJ990818_12. 9924 


.C10 


Gene No. 


72282 






Strand 






Start 


17204 






End 


18769 




Name 


OJ990E 


il8_12. 9924. C10 


ol . tc 


Method 


TBLASTX: Cress 




Start 


14653 






End 


15006 




GI 


none 






Score 


411 




Exons. 


14653. 


.14925, 14654. 


14911, 


14 655. .14 921, 14 919. . 14 972, 






14923. 


.15006 










Seq. No. 


34986 






Seq. ID 


OJ990818_12. 9924 


.C10 


Gene No. 


72282 






Strand 






- Start- 


17204 






• End-' .•. 


' 18769 - ; .„ 




Name 


0J99OS 


18_12.J99.24 .C10. 


o4 .'tc „ 


_ Method 


TBLASTX :. Cr.es a. , . 




Start 


15010 






End 


15252 - ' 




GI 


none 






Score 


208 




Exons 


15010. 


.15240, 15012.. 


15176, 


15016.. 15252 




Seq. No. 


34986 






Seq. ID 


OJ990818_12. 9924 


.C10 


Gene No. 


72282 






Strand 






Start 


17204 






End 


18769 




Name 


OJ990818 12. 9924. C10. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


15038 






End 


15276 




GI 


none 






Score 


109 




Exons 


15038. 


.15211, 15039.. 


15224, 


1504 0. .1527 6. 1 .15257 




Seq. No. 


34986 






Seq. ID 


OJ990818_12. 9924 


.C10 


Gene No. 


72282 






Strand 







34880 




Start 


17204 


End 


18769 




Name 


OJ990818_12 . 9924 . CIO . o2 . tw 


Method 


TBLASTX : 


Wheat 


Start 


15080 


End 


15309 




GI 


none 


Score 


120 




Exons 


15080 15256, 15081 .. 15224 , 


15081. .15305, 15082 


. . 15306, 




15094 . . 15309 








Seq. No. 


34986 


Seq. ID 


OJ990818 


_12 . 9924 .C10 


Gene No. 


72282 


Strand 






. Start 


17204 


End 


18769 




Name 


OJ990818 12.9924.C10.o2.np 


Method 


AAT/NAP 




Start 


17204 


End 


18769 




GI 


4584539 


Score 


85 




Exons 


17204 . .17410, 17650. .17741, 


18726. .18769 




GI Descrip. 


(AL049608) extensin-like protein [Arabidopsis thaliana] 


Seq. No. 


34987 


Seq. ID 


OJ990818 


_12.9924.C11 


Gene No. 


72283 


Strand 


+ 




Start 


197 


End 


2076 




Name 


OJ990818 12. 9924.Cll.ol.gs 


Method 


GENSCAN 




Start 


197 . 


End . 


2035. . 




GI 


_ npne_ . ^ ., 


^Scgre_ : _ . 








„..19a.,.,&l^-aa6_a.826,^ A$J&„2S)3&1~ , 






5 * = ! Seq. No. 


34987 


Seq. ID 


OJ990818 


_12.9924.C11 


i!M Gene No. 


72283 


Strand 


+ 




■ni Start 


197 


End 


2076 




= ; Name 


OJ990818 12.9924.Cll.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


870 


End 


1289 




^ : GI 


none 


Score 


258 




Exons 

V j | 


870. .1289, 1148. .1288 








: , Seq. No. 


34987 


Seq. ID 


OJ990818 


_12.9924.C11 


Gene No. 


72283 


Strand 


+ 




I: 8 ! Start 


197 


End 


2076 




Name 


OJ990818 12.9924.Cll.ol.tm 


Method 


TBLASTX : 


Maize 


h ! Start 


1100 


End 


2076 




GI 


none 


Score 


426 




r s i Exons 


1100.. 1537, 1101.. 1538, 1104 


..1538, 1590. .1877, 


1599. .1871, 


: : 
.: s . 


1637.. 1879, 1957.. 2076, 1961 


. .2065 






Seq.' No. . • 


.34.988- . . . " 


Seq. 'ID . 


. OJ990818 


_12. 992.4 . C12 , 


. Gene. .No . 


72284 ; . ..' . 


Strand 


+ 




Start 


1723 


End 


5414 




Name 


OJ990818 12.9924.C12.ol.gs 


Method 


GENSCAN 




Start 


1723 


End 


3006 




GI 


none 


Score 


.81 




Exons 


1723. .1903, 1994. .2112, 2156 


..2338, 2492. .2516, 


2828. .3006 


•* 

Seq. No. 


34988 


Seq. ID 


OJ990818 


_12.9924.C12 


Gene No. 


72284 


Strand 


+ 




Start 


1723 


End 


5414 




Name 


OJ990818 12.9924.C12.ol.np 


Method 


AAT/NAP 




Start 


1 952 


End 


5414 




GI 


5922620 


Score 


301 




Exons 


1952.. 1999, 2037.. 2095, 3386 


. .3534, 3711. .3994, 


5191. .5274, 



5307. .5414 



34881 



• 



GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted 'gene . ; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj | BAA85196 . 1 1 (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 34988 

Gene No. 72285 

Start 6207 

Name OJ990818_12. 9924 .C12 .o3.gs 

Start 6207 

GI none 
Exons 



Seq. ID OJ990818 12.9924.C12 



Strand 
End 

Method 

End 

Score 



+ 

9951 
GENSCAN 
9951 
.54 



6207. .6385, 6772. .6899, 7296. .7928, 8150. .8238, 8422. .8444, 
8458. .8639, 8881. .9057, 9154. .9191, 9844. .9951 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI . 

, Exons Ua ^ ^ 
^GI r .I)e.scxip- 



34988 Seq. ID OJ9908 18_12 . 9924 . C12 

72285 Strand + 

6207 End 9951 

OJ990818__12.9924.C12.ol.gp Method AAT/GAP 

8760 End 9513 

98160_1 .R1084 . . Score.. 1427 

.8760.... 9513 ...... , , , 

jl.4 1X6 4 io.Zcibj i^iiuiiLz^^ 

[Arabidopsis thaliana] 1 -..--..-.-- — ..7 ■.=_= -.- ■ . ..- 



Seq. No. 34988 Seq. ID 

Gene No. 72286 Strand 

Start 10851 End 

Name OJ9908 18JL2 . 9924 . C12 . o4 . gs Method 

Start 10851 End 

GI none Score 

Exons 10851. . 12024 



OJ990818_12. 9924 .C12 
+ 

12088 
GENSCAN 
12024 
.52 



Seq. No. 34988 

Gene No. 72286 

Start 10851 

Name OJ9908 18_12 . 9924 . C12 . o3 . np 

Start 11331 
GI ' 6606266 

Exons 11331.. 12088 

GI Descrip. (AF158634) Vrgal [Triticum ventricosum] 



Seq. ID OJ990818_12. 9924 .C12 

Strand '+ 

End 12088 

Method AAT/NAP 

End 12088 

Score 411 



Seq... No. 34 988. ..' \\. . ".. 

Gene No. . 72287 ' '. . . 

Start " 3189 

Name OJ9908 18_12 . 9924 . C12 . o2 . gs ' 

Start 3189. 

GI none 
Exons 



Seq. . ID OJ990816_12.-9924 .C12. 

Strand.- - 

End . * 5545 

Method GENSCAN 

End 5545 

Score . 65 



3189. .3734, 4111. .4181, 4797. .4886, 4955. .4975, 5500. .5545 



Seq. No. 34988 

Gene No. 72288 

Start 5554 

Name OJ990818_12 , 9924 .C12.o2.np 

Start 5554 

GI 6630699 

Exons 5554.. 5631 



Seq. ID OJ990818_12.9924.C12 
Strand 

End 5631 

1.-1^ <_ 1 J. W ^ i'U-11 / LHiTlL. 

End 5631 

Score 81 



34882 




GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 





gil 6721536 Idbj | BAA8 9566.il 


(AP001073) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


34988 




Seq. ID 


OJ990818_12.9924 


.C12 


Gene No . 


72289 




Strand 






Start 


7370 




End 


8875 




Name 


OJ990818 12. 


9924 .C12.ol.tc 


Method 


TBLASTX: Cress 




Start 


7370 




End 


8875 




GI 


none 




Score 


137 




Exons 


7370 . . 7591, 


7652. .7825, 7654. .7788, 8663. .8875 




Seq. No. 


34988 




Seq. ID 


OJ990818JL2.9924 


.C12 


Gene No. 


72289 




Strand 






otdxt 


7370 




End 


8875 




Name 


OJ990818 12. 


9924.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


7613 




End 


8635 




GI 


none 




Score 


421 




Exons 


7613. .7996, 


7651. .7995, 8092. .8316, 8104. .8334, 8112. .8360, 




8315. .8374, 


8316. .8381, 8462. .8572, 8573. .8635 




■JSeq. M Np.. rf _ _ 


. .34.988... 






. OJi908J.8_1.2 i J9Zl 


iC12. 








^..atxand,.. 






Start- 


11 436-- : . 




End- - 


•12034 ----- ----- 


" - - -- 


Name 


OJ990818 12. 


9924.C12.ol.ts 


Method 


TBLASTX : Soybean 




Start 


11436 




End 


12017 




GI 


none 




Score 


72 




Exons 


11436. .11501, 11496. .11597, 


11610. .11705, 11724. .12017, 






11738. .11833, 11939. .12001 








Seq. No. 


34988 




Seq. ID 


OJ990818_12. 9924 


.C12 


Gene No. 


72290 




Strand 






Start 


11436 




End 


12034 




Name 


OJ990818 12. 


9924.C12.o2.tm 


Method 


TBLASTX: Maize 




Start 


11750 




End 


12034 




GI 


none 




Score 


313 




Exons 


11750. .12028 


, 11751. . 12029, 


11752. .12033, 11753.. 12034 




Seq. No. 


34989 




Seq. ID 


OJ990818_12.9924 


.C13 


Gene No. 


72291 




Strand 


+ 




Start 


1 




End 


2814 




Name 


OJ990818 12. 


9924 ..C13.ol.hp ■ 


. " Method 


AAT/NAP 




.Start - 


1 ' 




! End 


■2814 . 




GI 


6606266 




Score 


150 ■ 




Exons 


1..415, 2791 


..2814 








GI Descrip. 


(AF158634) Vrgal [Triticum 


ventricosuin] 




Seq. No. 


34989 




Seq. ID 


OJ990818_12.9924 


C13 


Gene No. 


72292 




Strand 






Start 


2759 




End 


3440 




Name 


OJ990818 12. 


9924.C13.o2.np 


Method 


AAT/NAP 




Start 


2759 




End 


3440 




GI 


5702196 




Score 


102 




Exons 


2759. .2991, 


3223. .3440 








GI Descrip. 


(AF107293) rust resistance 


protein [Zea mays] 




Seq. No. 


34989 




Seq. ID 


OJ990818_12.9924. 


C13 



34883 




Gene No. 


72292 


Strand 


- 


Start 


2759 


End 


3440 


Name 


OJ990818_12 .9924.C13.ol.gp 


Method 


AAT/GAP 


Start 


2985 


End . 


3349 


GI 


o "7 r\ o c ~) r\ 

27 98530 


Score 


666 


Exons 


2985 . . 3349 






Seq. No. 


34 990 


Seq. ID 


OJ990818_12 . 9924 .CI 4 


Gene No. 


72293 


Strand 




Start 


1 


End 


5185 


Name 


OJ990818 12. 9924.C14 .ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3595 


GI 


6606266 


Score 


1028 


Exons 


1..1758, 1976. .2246, 3573.. 


3595 




GI Descrip. 


(AF158634) Vrgal [Triticum ventricosum] 


Seq: No. 


34990 


Seq. ID 


OJ990818 12.9924.C14 


Gene No. 


72293 


Strand 




Start 


1 


End 


5185 


Name 


OJ990818 12.9924.C14.o2.tm 


Method 


TBLASTX: Maize 


Start 


6 


End 


191 


tT GI ^ t 


nona s^-w- -«* 


.Score . 


10 5„. .... 


^ExQns.,.,^ ..-^ r 




. . „ . . 




Seq. No. 


34990 


Seq. r ID 


OJ990818 12^. 9924 .CI 4 


Gene No. 


72293 


Strand 




Start 


1 


End 


5185 


Name 


OJ990818 12.9924.C14.ol.gs 


Method 


GEN SCAN 


Start 


29 


End 


5185 


GI 


none 


Score 


. 74 


Exons 


29. .2485, 2723. .2912, 3239. 


.3430, 4157. 


.4291, 5174 . . 5185 


Seq. No. 


34990 


Seq. ID 


OJ990818 12.9924.C14 


Gene No. 


72293 


Strand 




Start 


1 


End 


5185 


Name 


OJ.990818 12.9924.C14.ol.ts 


Method 


TBLASTX : Soybean 


Start 


363 


End 


1223 


GI 


none 


Score 


55 


Exons 


363. .491, 483. .596, 774. .87 


8, 864. .938, 


865. .930, 957. . 1112 




957. .1106, 1107. .1223 






Seq.' No.' 


34 990 _ ■ •" 


- .Seq. ID 


OJ990818_12 . 9924 ..CI 4.. 


Gene No:. . . 


■ 722,93 • .. .; V. . .. 


Strand.'. 




Start 


1 


End 


5185 . 


Name 


OJ990818 12.9924.C14.ol.tm 


Method 


TBLASTX: Maize 


Start 


873 


End 


1343 


GI 


none 


Score 


71 


Exons 


873. .926, 948. .1118, 1110.. 


1343, 1117.. 


1311 


Seq. No. 


34991 


Seq. ID 


OJ990818_12. 9924 .C15 


Gene No. 


72294 


Strand 




Start 


189 


End 


295 


Name 


OJ990818 12.9924 .C15.ol.gs 


Method 


GENSCAN 


Start 


189 


End 


2 95 


GI 


none 


Score 


. 45 



Exons 189.. 295 

34884* 



Seq. No. 34992 Seq. ID OJ9908 18_12 . 9924 . C17 

Gene No. 72295 Strand + 

Start 41 End 473 

Name OJ990818_12 . 9924 . C17 . ol . np Method AAT/NAP 

Start 41 End 473 

GI 4680185 Score 401 

Exons 41. .473 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 

Seq. No. 34992 Seq. ID OJ9908 18_12 . 9924 . C17 

Gene No. 72296 Strand 

Start 1 End 1424 

Name OJ990818_12 . 9924 . C17 . o2 . np Method AAT/NAP 

Start 1 End 1424 

GI 5852180 Score 129 

Exons 1..32, 170. .426, 1156. .1424 

GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 

Seq. No. 34992 Seq. ID OJ9908 18_12 . 9924 . C17 

Gene No. 72296 Strand 

Start . 1 . . End . 1424 

...Name QJ990818_12,. 992,4 C17 . ol .jgs, . _Method. GENSCAN . _ ^ ..... ^. 

_ S£ar,t,_..-_:_,^ 

GI- " "none — -. ....... - score - : 98 • - - --------- 

Exons ' 170 . .409 

Seq. No. 34993 Seq. ID OJ9908 18_12 . 9924 . C18 

Gene No. 72297 Strand + 

Start 73 End 8267 

Name OJ990818_12 . 9924 . C18 . ol . gs Method GENSCAN 

Start 73 End 8267 

GI none Score .59 

Exons 73. .234, 566. .635, 2263. .2446, 2454. .2831, 4373. .4982, 
5151. .5897, 6015. .6860, 6924. .7712, 7989. .8267 

Seq. No. 34993 Seq. ID OJ990818_12 . 9924 . C18 

Gene No. 72297 Strand + 

Start 73 End 8267 

Name OJ990818_12 . 9924 . C18 . ol . gp Method AAT/GAP 

Start 1080 End 1461 

GI uC-osflcyp033a04bl Score 679 

Exons 1080.. 1461 ■ . - . - -. . .„ : . 

'.GI Descrip. ..' 60168.45/dbj | AP000570 . 1 1 AP000570 3 .• 0.e-5'9 Ory.za sativa... genomic 
DNA, chromosome 1, clone : P07 11E10 1 " ' 

Seq. No. 34993 " Seq. ID OJ990818_12 . 9924 . C18 

Gene No. 72297 Strand + 

Start 73 End ' 8267 ' 

Name OJ990818_12 . 9924 . C18 . o2 . np Method AAT/NAP 

Start 5160 End 8264 

GI 5902445 Score 2944 

Exons 5160.. 6978, 7020.. 8264 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 

Seq. No. 34993 Seq. ID OJ9908 18_12 . 9924 . C18 

Gene No. 72298 Strand + 

Start 12412 End 14716 



34885 




Name 


OJ990818 12 


. 9924 .CI8.06 


.np 


Method 


AAT/NAP 




Start 


12412 






End 


14716 




.GI 


6539571 






Score 


55 




Exons 


12412. .12465, 13733 13887 , 


14654. .14716 




GI Descrip. 


(AP000836) 


hypothetical 


protein [Oryza 


sativa] 




Seq.. No. 


34 993 






Seq. ID 


OJ990818_12. 9924 


.C18 


Gene No. 


*7 O '"i f\ f\ 

72299 






Strand 






Start 


1013 






End 


2112 




Name 


OJ990818_12 


.9924.C18.ol 


.np 


Method 


AAT/NAP 




Start 


1013 






End 


2112 




GI 


4680186 






Score 


362 




Exons 


1013. .1213, 


2054. .2112 










GI Descrip. 


(AF111709 ) 


unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


34993 






Seq. ID 


OJ990818_12. 9924 


.C18 


Gene No. 


72300 






Strand 






Start 


8879 






End 


12858 




Name 


OJ990818_12 


. 9924 .C18 .o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


2175 






End 


2411 . 




GI 


none . 






Score 


211 . 


- 


Exons, . ... 


„. 217 5 ..,.,24 11^ 


^ 2 17,7 , ...2 3 62,,, 










Seq.' - No. - - - 


..„„_ 

- 34993 ' -■ "-- 


- ; 




Seq. -ID - 


OJ990818_12. -99-24- 


;ei8' 


Gene No. 


,72300 






Strand 






Start 


8879 






End 


12858 




Name 


OJ990818_12 


. 9924 .C18 .o4 


tw 


Method 


TBLASTX: Wheat 




Start 


4458 






End 


4913 




GI 


none 






Score 


141 




Exons 


4458. .4640, 


4466. .4639, 


4677 


..4913, 4679. .4795, 4681. .4 


339, 




4689 . . 4856, 


4838. .4903 










Seq. No. 


34993 






Seq. ID 


OJ990818_12.9924 


.C18 


Gene No. 


72300 






Strand 






Start 


8879 






End 


12858 




Name 


OJ990818 12 


. 9924 .CI8.0I. 


tw 


Method 


TBLASTX: Wheat 




Start 


5105 






End 


5546 




GI 


none 






Score 


302 




Exons 


5105 . . 5377, 


5106. .5390, 


5106 


..5390, 5378. .5545, 5385. .5546 


Seq. No. 


34993 






Seq. ID 


OJ990818_12. 9924 


.C18 


Gene. No.- - ■ 


7.2300 - . . 






Strand. 






Start 


887 9 






End 


128.58 " ". . \ . * 




Name 


OJ990818 12 


. 9924\ci8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5235" 






End 


5576 




GI 


none 






Score 


157 




Exons 


J£. JJ • • J .J .7 U , 


5297. .5383, 


5378 


..5548, 5385. .5576 




Seq. No. 


34993 






Seq. ID 


OJ990818_12.992 : 4 


.C18 


Gene No. 


72300 






Strand 








8879 






End 


12858 




Name 


OJ990818 12 


. 9924 .C18.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5604 






End 


5987 




GI 


none 






Score 


320 




Exons 


5604 . .5987, 


5708. .5986 










Seq. No. 


34993 






Seq. ID 


OJ990818_12. 9924 


C18 



34886 



Gene No. 


72300 








Strand 




Start 


8879 








End 


12858 


Name 


OJ990818_12 


. 9924 


. C18 . o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


5661 








End 


6085 


GI 


none 








Score 


434 


Exons 


5661 . . 6083, 


5662 


. .5817, 


5664 


..6053, 5708. .6085 


Seq. No. 


34993 








Seq. ID 


OJ990818_12.9924.C18 


Gene No. 


72300 








Strand 




Start 


8879 








End 


12858 


Name 


OJ990818 12 


. 9924 


. C18 . ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


5739 








End 


6140 


GI 


none 








Score 


290 


Exons 


5739 . . 6140, 


5741 


. .58 99- 








Seq. No. 


34993 








Seq. ID 


OJ990818_12.9924.C18 


Gene No. 


72300 








Strand 




Start 


887 9 








End 


12858 


Name 


OJ990818_12 


. 9924 


,C18 .06 


. tw 


Method 


TBLASTX: Wheat 


Start 


6230 








End 


6638 


GI 


none 








Score 


210 


. .Exons 


62 30 ^ . 645J ,^ 


_6231 


. ..64 55 A 


, 6 4 65_ 


,33^3*. 3513^^33,^^^ _ 


Seq. No.- 


""34 993^^ ^' 








Seq-. ID- 


" OJ990818_l¥. 99-24; ClEf * 


Gene No. 


72300 








Strand 




Start 


8879 








End 


12858 


Name 


OJ990818 12 


. 9924 


•C18 .08 


. tw 


Method 


TBLASTX: Wheat 


Start 


6678 








End 


6998 


GI 


none 








Score 


177 


Exons 


6678 . . 6998 












Seq. No. 


34993 








Seq. ID 


OJ990818_12.9924.C18 


Gene No. 


72300 








Strand 




Start 


887 9 








End 


12858 


Name 


OJ990818 12 


. 9924 


. C18 . o3 


. tm 


Method 


TBLASTX: Maize 


Start 


7137 








End 


7445 


GI 


none . 








Score 


309 


Exons 


7137 . .7445, 


7157 


. .7444 








Seq. No. 


34993 








Seq. ID 


OJ990818_12.9924.C18 


Gene No. 


72300 








Strand 




Start 


0 0 t n " 

8 87.9 








End 


12858 . ' . 


Name 


OJ.990.818 12 


. 9924. 


. C18 . o5 


. tw 


Method 


TBJLASTX-: Wheat . 


Start 


7271 








End 


7625 


GI 


none 








Score 


350 


Exons 


7271 . . 7327 , 


7272 


. . 7625, 


7373 . 


.7615 




Seq. No. 


34993 








Seq. ID 


OJ990818_12. 9924 .C18 


Gene No. 


72300 








Strand 




Start 


8879 








End 


12858 


Name 


OJ990818 12 


. 9924 


C18 . o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


7647 








End 


8255 


GI 


none 








Score 


315 


Exon.q 


lf>dl . . R OQQ . 


7662 




77 96 . 


Tom 0 -i 

. t >✓ v , W _L 


O/l once 0 1 0 r\ nor* 


Seq. No. 


34993 








Seq. ID 


OJ990818_12.9924.C18 


Gene No. 


72300 








Strand 





34887 



Start 
Name 
Start 
GI 

Exons 



8879 End 12858 

OJ990818_12.9924.C18.o2.gs Method GENSCAN 
8879 End 11931 

none Score .74 

8879. .9306, 9507. .9688, 9926. .10185, 10246 10462, 10614 .. 10672, 
10742. .10939, 11006 .. 11130, 11211. .11931 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34993 
72300 
8879 

OJ990818_12. 9924.C18.o3.np 

9793 

6721561 



OJ990818 12.9924.C18 



Seq. ID 
Strand 

End 12858 
Method AAT/NAP 
End 11093 
Score 1153 

9793. .10555, 10614 .. 10672, 10742 10939, 11025. .11093 
(AP001073) EST AU082058 {C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il {AP001081) EST AU082058 (C12 97 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. . 34993 . . Seq. ID OJ990818_12 . 9924 ..CI 8 

.Gene .No :^„-J23Q0^^_^_ ^ z _^ ^^^^Stond^^,,:..,^.^^ 

.S£ar±___^ 

Name - OJ990818_12 ■-. 9924 VC-18 . o4 . np ' Method ' AAT/NAP - 

Start ' 10295 End • 11931 

GI 6721558 Score 301 

Exons 10295. .10507, 11006 .. 11130, 11832.. 11931 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

g± I 68 150 8 3 | dbj | BAA90369 . 1 | (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No . - ■ . 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34993 
72300 
8879 

OJ990818_12. 9924 .C18.o5.np 
11151 
6721512 

11151. .11177, 12574. .12741, 127 68. .12858 
(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ990818_12.9924.C18 
Strand 

End 12858 

Method AAT/NAP 

End 12858 

Score 7 6 



34994 Seq. ID 

72301 . - ••. ,• \ Strand 

2.59 .... End 

OJ990818_12 . 9924 .C19.ol.np Method 

259 .End 

5777623 Score 



OJ990818_12.9924.C1< 

+ • v. ■ .: . ' ' . . • 

2624 .. : _ . _ ; T 

AAT/NAP 

2624 

671 



259. .457, 1834. .1976, 2154. .2624 

(AJ245900) CAA303711.1 protein [Oryza sativa] 



34994 Seq. ID 

72302 Strand 
1045 End 
OJ990818_12 .9924.C19.o2.np Method 
1045 -End ' 2926 

6907086 Score 1670 

1045. .1222, 1267. .1434, 1559. .1683, 1933. .2102, 
(AP001129) hypothetical protein [Oryza sativa] 



OJ990818_12.9924.C19 

3839 
AAT/NAP 



2160. .2926 



34888 



Seq. No. 

Gene No.' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34994 Seq. ID OJ990818_12 .-9924 . C19 

72302 Strand - 

1045 End 3839 

OJ990818_12. 9924 .C19.o3.np Method AAT/NAP 

2356 End 3839 

133839 Score 99 

2356. .2378, 3627. .3839 

CHLOROPLAST 30S RIBOSOMAL PROTEIN S18 gi | 7 1017 | pir | | R3RZ18 
ribosomal protein S18 - rice chloroplast gi 1 12009 | emb | CAA33970 | 
(X15901) ribosomal protein S18 [Oryza sativa] 

gi I 226631 1 prf | 1 1603356BE ribosomal protein S18 [Oryza sativa] 



34994 
72303 
6891 

OJ990818_12.9924.C19.ol 

6891 

none 

6891. .7031, 6897. .7067, 

6923. .7069, 6924. .7.076, 

7068...7157, .7092. .7211, 

ii3.8^JT22i + ,J^ 

7259. .7399, 7293. .7382, 



Seq. ID OJ990818_12. 9924 .C19 
Strand 

End 7399. 
tm Method TBLASTX: Maize 
End 7399 
Score 67 
6898. .7020, 6905. .7030, .6921. .7031, 
7011. ..7103, 7013. .7102, 7052. .7174, 
7 .0 93. ... 7 2 4 5 , , t 7 1 1 2 . . 7 2 4 9 , 7.11 9 ... 7 22 3.,. . 

iu2,,..72:7i,.^^ S^jbJI 

7301:-. 7378^ • • • ----- 



34995 Seq. ID 

72304 Strand 
85 End 
OJ990818_12. 9924 .C20.ol .np Method 
85 End 
4835788 Score 
85. .558, 804. .1796 

(AC007296) Strong similarity to gb|U74319 obtusifoliol 14-alpha 
demethylase (CYP51) from Sorghum bicolor and is a member of the 
PF| 00067 cytochrome P450 family. ESTs gb|AA72030, gb|N65031 and 
gb|AA651059 come from ... 



OJ990818__12. 9924 .C20 
+ 

3079 

AAT/NAP ' 

1796 

1211 



Seq. No. 


34995 




Seq. ID 


OJ990818_12.9924 


.C20 


Gene No. 


72304 




Strand 


+ 




Start 


85 




End 


3079 




Name 


OJ990818 


12.9924.C20.ol.gs 


Method 


GENSCAN 




Start 4 


rl21 -•■ V 




End.: - 


307 9 ■• ' • 




GI . . 


. \_ none 




Score 


. .46 . . 




Exons 


121. .558, 


804 . . 1769, 2930. 


3079. . 






Seq. No. 


34995 




Seq. ID 


OJ990818_12. 99'24 


.C20 


Gene No. 


72304 




Strand 


+ 




Start 


85 




End 


30.7 9 




Name 


OJ990818 


12.9924.C20j.o2.ts 


Method 


TBLASTX: Soybean 




Start 


199 




End 


1070 




GI 


none 




Score 


41 




Exons 


199. .264, 


297. .503, 298. .558, 765. .1070, 803. .1069 




Seq. No. 






Co/t t n 


nionnoi o 10 nno a 




Gene No. 


72304 




Strand 


+ ~ 




Start 


85 




End 


3079 




Name 


OJ990818 


12. 9924.C20.o2.tc 


Method 


TBLASTX : Cress 





34889 




Start 


297 




End 


1064 




GI 


none 




Score 


252 




Exons 


297. .560, 298. .558, 765 


..1064, 803. .1060 




Seq. No. 


34995 




Seq. ID 


OJ990818_12.9924. 


C20 


Gene No. 


72304 




Strand 


+ 




Start 


85 




End 


3079 




Name 


OJ990818 12 . 9924 . C20 . o2 


. tin 


Method 


TBLASTX: Maize 




Start 


297 




End 


474 




GI 


none 




Score 


183 




Exons 


297 . . 461, 298 474 










Seq. No. 


34995 




Seq. ID 


OJ990818_12.9924. 


C20 


Gene No. 


72304 




Strand 


+ 




Start 


85 




End 


3079 




Name 


OJ990818 12.9924.C20.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


801 




End 


1793 




GI 


none 




Score 


300 




Exons 


801. .1097, 801. .1055, 809. .10* 


31, 1074. 


.1793, 1094. .1246, 






1111. .1386, 1337. .1471, 


1497. 


1787, 1504. .1791 




„Sec[ .No . . • 


... 

.-34J}95^_ ^ u „..„■;.• ; 




.Secj.^ ID_ : 


0 J9908J 8^12., 992A, 


£20, 


ilena,No rJr 


_ 7-2,3 QA. tr ,^ T .™^ >~ 




Stx.and,_ 






Start - 


85 - - - ■ ----- - ----- 




End 


-307 9 : ---^ 


----- 


Name' 


OJ990818 12 . 9924 . C20 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1074 




End 


1807 




GI 


none 




Score 


139 




Exons 


1074.. 1214, 1094.. 1216, 


1218 . 


1793, 1328. .1471, 1440. .17 


84, 




1580. .1807 










Seq. No. 


34995 




Seq. ID 


OJ990818_12. 9924 . 


C20 


Gene No. 


72304 




Strand 


+ 




Start 


85 




End 


3079 




Name 


OJ990818 12.9924.C20.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1107 -U. '. 




End 


1463 




GI 


none 




Score 


217 




Exons 


1107.. 1334, 1112.. 1243, 


1275. . 


1316, 1338. .1463, 1430... 1462 


Seq. No. 


34995 




Seq. ID 


OJ990818_12. 9924. 


C20 


Gene No. 


72304 




Strand 


+ 




Start 


85 




End 


3079 




Name 


OJ990818 12 . 9924 ,C20.o3 


. tC 


Method... 


TBLASTX: Cress - 




Start ; 


1521" . . . 




.End . 


. 1793 




GI 


none 




Score 


273 




Exons 


1521. .1793, 1592. .1771 










Seq. No. 


34996 




Seq. ID 


OJ990818_12.9924. 


C21 


Gene No . 


72305 




Strand 


+ 




Start 


820 




End 


2671 




Name 


OJ990818 12.9924.C21.ol 


np 


Method 


AAT/NAP 




Start 


820 




End 


965 




GI 


3445397 




Score 


67 




Exons 


820. .965 










GI Descrip. 


(A.TQ1 01 66) S -domain receptor-1 




rt-;^ i, ^ „ ^ r — - 

v^j,u iv±nu [ tjca Hid 


ys ] 


Seq. No. 


34996 




Seq. ID 


OJ990818_12. 9924 . 


C21 


Gene No. 


72305 




Strand 


+ 





34890 



Start 


820 


End 


2671 


Name 


OJ990818_12 . 9924 .C21 .ol.gs 


Method 


GENSCAN 


Start 


862 


End 


2671 


GI 


none 


Score 


.45 


Exons 


862 . . 970, 2330 . .2671 






Seq. No. 


34 997 


Seq. ID 


OJ990528 


Gene No. 


72306 


Strand 


+ 


Start 


285 


End 


711 


Name 


OJ990528 01.9921.C6.ol.gp 


Method 


AAT/GAP 


Start 


285 


End 


711 


GI 


LIB3479-006-Q6-K1-B11 


Score 


669 


Exons 


285. .711 






GI Descrip. 


"5734 616/dbj | AP000391 . 1 1 AP000391 1 . Oe- 


110 Oryza 




DNA, chromosome 6, clone : P0538C01 1 





Seq. No. 
Gene No. 
Start 
Name 
Start 

GI , : 
„iIx,ons..^^. T , 
GI— Descrip . 



34998 
72307 
1 

OJ990528_01. 9921.C7.ol.gp 

1 . 

., 48805^1.111084 , 

--'-2347195-2 ~0e-27- (AC002338 ) -hypothetical protei-n~fArabidops-is : - 
thaliana] ' 



Seq. ID OJ990528_01. 9921.C7 
Strand 

End 660 
Method AAT/GAP 
End .654 . 

Score . 124 7. . . ... . ..... 



Seq. No. 


34998 




Seq. ID 


OJ990528J31. 9921 


.C7 


Gene No. 


72307 




Strand 






Start 


1 




End 


660 




Name 


OJ990528 01. 9921. C7. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


188 




End 


653 




GI 


none 




Score 


86 




Exons 


188. .352, 440. .628, 


441. . 653 








Seq. No. 


34998 




Seq. ID 


OJ990528_01.9921 


.C7 


Gene No. 


72307 




Strand 






Start 


1 




End 


.660 




Name 


OJ990528 01. 9921. C7. 


ol. ts 


Method 


TBLASTX: Soybean 




Start 


188 




End 


628 




GI 


none 




Score 


163 




Exons 


188. .358, 434 . . 628 










Seq. " No'.. 


134998 




Seq. ID. 


OJ990528_01. 9921 


C7 


Gene No. 


72307 




Strand 






Start 


1 




End 


660 




Name 


OJ990528 01. 9921. C7. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


332 




End 


660 




GI 


none 




Score 


225 




Exons 


332. .502, 332. .631, 


333. . 644, 


438. . 653, 


529. . 660 




Seq. No. 


34999 




Seq. ID 


OJ990528_01.9921. 


C10 


Gene No. 


72308 




Strand 


+ 




Start 


1355 




End 


1951 




Name 


OJ990528 01. 9921, C10 


r»r- 


Method 


AAT /CAP 




Start 


1355 




End 


1648 




GI 


none 




Score 


572 




Exons 


1355. .1648 











34891 



Seq. No. 34999 

Gene No. 72308 

Start 1355 

Name OJ990528JD1 . 9921 .CIO . ol . tm 

Start 1491 

GI none 
Exons 



Seq. ID OJ990528JD1. 9921. CIO 

Strand + 

End 1951 

Method TBLASTX : Mai ze 

End 1951 

Score 191 



1491. .1514, 1554. .1760, 1560. .1745, 1561. .1782, 1562. .1774, 
1776. .1838, 1865. .1951 



Seq. No. 35000 

Gene No. 72309 

Start 197 

Name OJ990528JD1 . 9921 . C15 . ol . gp 

Start 197 

GI 12973_1.R1084 

Exons 197. . 691- 

GI Descrip. '2347195 1.0e-15 (AC002338) hypothetical protein [Arabidopsi 
thaliana] f 



Seq. ID OJ990528_01.9921.C15 

Strand + 

End 691 

Method AAT/GAP 

End 691 

Score 803 



beq... no . . . 


....350.01.. 




„ Seq.. ID. 


. OJ99.05.2J 


3^01.992.1.. 


.C22. 


benje._^NjD.. v ._ r ;_ 


... .72310. ,_ 




^.A^trand.^ 








. ,,S,t a^t.^^.^ 


■-J222 _ 












Name" * — 


OJ990528- 


3-1^9921-. C22 r ; ol : . gp r - 


- - Method -' 


• AAT/GAP" 








222 




End 


335 








12973 1.R1084 


Score 


199 






Exons 


222. .335 












GI Descrip 


'2347195 


1.0e-15 (AC002338) 


hypothetical protein [Arabidops 




thaliana] 












beq . No . 


35002 




Seq. ID 


OJ99052* 


3_01 . 9921. 


C23 


Gene No. 


72311 




Strand 








Start 


47 




End 


534 






Name 


OJ990528 


_01.9921.C23.ol.tm 


Method 


TBLASTX; 


; Maize 




Start 


47 




End 


403 






GI 


none 




Score 


105 






Exons 


47. .316, 


47. .403, 57. .368 










Seq. No. 


35002 




Seq. ID 


OJ99052E 


J_01.9921. 


C23 


Gene No. 


72311 




Strand 








Start 


47 




End 


534 






Name 


OJ990528. 


_01.9921:C23.ol.tw ■ 


Method 


TBLASTX: 


-Wheat .' ■ - 




.Start 


71 . . . 




End 


534 






GI 


none 




Score 


392- 






Exons 


71. .532, 


72. .533, 358. .534 










Seq. No. 


35002 




Seq. ID 


OJ99052E 


!__01. 9921. 


C23 


Gene No. 


72311 




Strand 








Start 


47 




End 


534 






Name 


OJ990528 


01.9921.C23.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


128 




End 


493 




GI 


none 




Score 


117 






Exons 


128. .262, 


269. .493 










Seq. No. 


35003 




Seq. ID 


OJ990528 


:_01.9921. 


C25 


Gene No . 


72312 




Strand 








Start 


342 




End 


713 







34892 



Name OJ990528_01 . 9921 . C25 . ol . gp Method AAT/GAP 

Start 342 End 713 

GI 5038691 Score 728 
Exons 342.. 713 

GI Descrip. 2130023/pir | | S61413 9.0e-35 DNA-binding protein ABF1 - wild oat 
(fragment) >gi_1159877_emb_CAA88326_ (Z48429) DNA-binding 
protein [Avena fatua] 



beg . ino . 


jjUU j 




Seg. ID 


OJ990528_01.9921 


.C25 


Gene No. 


n o a i a 




Strand 






Start 


3182 




End 


3298 




Name 


OJ990528_01.9921.C25.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


a a 
22 




End 


913 




GI 


none 




Score 


55 




Exons 


a a no a /" a a a 

22.. to, zby. . 4oo, 269.. 


355, 274. .420, 


543. . 677, 545. . 658, 




C A £1 reft 1 n A OIO OOT 

546. .OD9, //4..olo, 00/ 


. .913 








Seg. No. 


A C A A O 

35003 




Seg. ID 


OJ990528_01. 9921 


C25 


Gene No. 


72313 




Strand 






Start 


3182 




End 


3298 




Name 


OJ990528_01 .. 9921 . C25 . ol 


.ts .._ 


Method . 


TBLASTX,: Soybean^ 












677 . , 










^Scox.e^™ 






-Exons 


C A 1 A A /" /I- *1 A A — A /~ C~ - 

50 -.-.-130-,"" '64-;-. -108 7-- 2-6-5 v. 


4 20 ; -2 81.-. 4 36-, - 


374- v.- 4-3-67 1_ "3-8 8-; H-2-0y™ 




C /I A /"CO C /I A rAr r ^ 1 

542. .658, 542. .595, 543 


. .677, 


543. .602 


, 633. .662- - 




Seg. No, 


A C A A O 

35003 




Seg. ID 


OJ990528_01.9921 


C25 


Gene No. 


72313 




Strand 






Start 


3182 




End 


3298 




Name 


r\ t A A A C A O A1 AAA"! z" 1 A C ^ 1 

ojyyubzo ui . y yzi . czo . oi 


.tm 


Method 


TBLASTX: Maize 




Start 


317 




End 


992 




GI 


none 




Score 


67 




Exons 


A /" "7 AAA OCA 1 

317. .367, 322. .35/, 3/1 


. .436, 


391. .420, 542.-658, 543. .( 


577, 




"7 1 ™? A A O A A AAA OOI 

/17../6/, 8/3. .992, ool 


. . 979 








Seg. No. 


35003 




Seg. ID 


OJ990528JD1.9921 


C25 


Gene No. 


72313 




Strand 






Start 


3182 




End 


3298 




Name 


OJ990528 01.9921.C25.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


343 




End 


677 




GI 


none 




Score 


150 




Exons 


343. .420, "344 . . 436, 542 


. . 655", 


54 3. .677 






Seg. No. 


' 35003 




Seg.' ID 


OJ990528_01.9921. 


C25 


Gene .No. 


72313 




Strand 






Start 


3182 




End 


3298 




Name 


OJ990528 01. 9921.C25.o2 


• gp 


Method 


AAT/GAP 




'Start 


3182 




End 


3298 




GI 


LIB34 31-045-P1-N1-A10 




Score 


188 




Exons 


3182. .3298 











GI Descrip. ' 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 (contig b) 1 



Seg. No. 35004 Seg. I 

Gene No. 72314 Strand + 

Start 2857 End 2973 

Name OJ990528_01 . 9921 . C26 . ol . gp Method AAT/GAP 



34893 



Start 2857 End 2973 

GI LIB3431-045-P1-N1-A10 Score 197 

Exons " 2857. .2973 

GI Descrip. 1 54 4 187 6/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 

Seq. No. 35004 Seq. ID OJ990528JD1 . 9921 . C26 

Gene No. 72315 Strand 

Start 4935 End 5426 

Name OJ990528_01 . 9921 . C26 . o2 . gp Method AAT/GAP 

Start 4935 End 5426 

GI LIB3475-007-P1-K1-G8 Score 802 

Exons 4935.. 5185, 5254.. 5426 

GI Descrip. 1 5441880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28 952 (C62945 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 

Seq. No. 35005 Seq. ID OJ990528_01 . 9921 . C31 

Gene No. 72316 Strand 

Start 1 End 232 

Name OJ99.0528_01 . 9921 . C31 . ol . gp Method AAT/GAP 

„St_art_,^_^^ . End..__ 232 . _ _ 

Exons- ■" -1. i232------ -- ----- ----- -- - ■ - ■■■ . 

GI Descrip. - 54 4 1880/dbj | BAA82378 . 1 1 5.0e-75 (AP000367) EST C28 952 (C62 94 5 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 


35006 


Seq. ID 


OJ990528_01.9921.C34 


Gene No. 


72317 


Strand 




Start 


1196 


End 


1360 


Name 


OJ990528 01.9921.C34.ol.gp 


Method 


AAT/GAP 


Start 


1196 


End 


1360 


GI 


uC-osflcypl69h02bl 


Score 


211 


Exons 


1196. .1360 






GI Descrip. 


' 6063530/dbj | AP000615 . 1 | AP000615 3 . Oe- 


33 Oryza sativa genomic 




DNA, chromosome 3, clone : P0043E01 1 




Seq. No. 


35007 


Seq. ID 


OJ990528_01.9921.C35 


Gene No. 


72318 


Strand 


+ 


Start 


8998 


End 


9172 


Name 


OJ990528 01.9921-.C35.o2.tm 


•Method 


TBLASTX: Maize. ' 


Start . 


2719 . 


End 


2952 . ... ' ... 


GI 


■ none ■ 


Score 


41 . / 


Exons 


.2719.. 2751, 2740.. 2952, 2776. 


.2949 




Seq. No. 


35007 


Seq. ID 


OJ990528_01.9921.C35 


Gene No. 


72318 


Strand 


+ 


Start 


8998 


End 


9172 


Name 


OJ990528 01.9921.C35.ol.tc 


Method 


TBLASTX: Cress 


Start 


4822 


End 


5437 


GI 


none 


Score 


66 


Exons 


4822. .4869, 4953. .5120, 4954. 


.5124, 5215. .5436, 5216. .5437 


Seq. No. 


35007 


Seq. ID 


OJ990528_01.9921.C35 


Gene No. 


72318 


Strand 


+ 


Start 


8998 


End 


9172 



34894 




Name 


OJ990528_01 . 9921 


.C35.ol.ts 


Method 


TBLASTX: Soybean 




Start 


4822 




End 


5121 




GI 


• none 




Score 


69 




Exons 


4822. . 4869, 4945 


.5121, 4953.. 5120 






Seq. No. 


35007 




Seq. ID 


OJ990528_01.9921 


. C35 


Gene No. 


72318 




Strand 


+ 




Start 


8998 




End 


9172 




Name 


OJ990528_01 . 9921 


C35.ol.tm 


Method 


TBLASTX: Maize 




Start 


4983 




End 


5308 




GI 


none 




Score 


211 




Exons 


4983. .5120, 4984. 


.5121, 5210. .5308, 5213.. 5308 




Seq. No. 


35007 




Seq. ID 


OJ990528_01.9921 


.C35 


Gene No. 


72318 




Strand 


+ 




Start 


8998 




End 


9172 




Name 


OJ990528 01.9921. 


C35 . ol . gp 


Method 


AAT/GAP 




Start 


8998 




End 


9172 




GI 


15870 2.R1084 




Score 


271 




Exons 


8998. . 9172 










GI .Descrip. 


1 287403/dbj I.D1083.8 | RICSBE1 


8..0e-69 Rice, gene lor. starch 






_ ^^nc^ing_enzymej 




. J. wC*^c. ..... .... 


■., „, lVV ,.. r , ..,, r .,T,-:r,T- 




Seq. ' No . - 


• 35008 1 - • ' r ■■■ ■ 




■™t^j-. -^l , i v ^. «n y — St v» i r • ' 

' Seq".- ID 


OJ990528_0K 992F 


VC37 


Gene No. 


72319 




Strand 


+ 




Start 


1 




End 


783 




Name 


OJ990528 01.9921. 


C37.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


162 




GI 


2280832 




Score 


214 




Exons 


1..162 










Seq. No. 


35008 




Seq. ID 


OJ990528_01.9921 


.C37 


Gene No. 


72319 




Strand 


+ 




Start 


1 




End 


783 




Name 


OJ990528 01.9921. 


C37.ol.tc 


Method 


TBLASTX: Cress 




Start 


33 




End 


783 




GI 


none 




Score 


180 




Exons 


33. .230, 34. .237, 


307. .534, 


577. .783 






Seq. No. 


35008 




Seq. ID 


OJ990528_01.9921 


.C37 


Gene No. 


72319 




Strand 


+ 




Start 


.1 




. End 


. 783 , - ... 




Name 


OJ990528' 01. 9.921. 


C37.ol.tm 


Method 


.TBLASTX: Maize 




Start 


33 




. - End 


783 ■ 




GI" 


none 




Score 


174 ' 




Exons 


33. .230, 34 . .237, 


307. .783, 


366. .485 






Seq. No. 


35008 




Seq. ID 


OJ990528_01. 9921 


.C37 


Gene No. 


72319 




Strand 


+ 




Start 


1 




End 


783 




Name 


OJ990528 01.9921. 


C37.ol.ts 


Method 


TBLASTX : Soybean 




Start 


34 




End 


783 




GI 


none 




Score 


161 




Exons 


. . ??7 . ^f!7 7fi^l 




c, c; o TOO 






Seq. No. 


35009 




Seq. ID 


OJ990528_01. 9921 


C38 


Gene No. 


72320 




Strand 







34895 



Start 


40 






End 


686 


Name 


OJ990528_ 


_01 . 9921 . C38 . o3 


. tm 


Method 


TBLASTX: Maize 


Start 


40 






End 


296 


GI 


none 






Score 


242 


Exons 


40 . .294 , 


42 . .296 








Seq. No. 


35009 






Seq. ID 


OJ990528_01. 9921.C38 


Gene No. 


72320 






Strand 




Start 


A f\ 

40 






End 


686 


Name 


OJ990528_ 


01 . 9921 . C38 . o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


60 






End 


320 


GI 


none 






Score 


160 


Exons 


60 . . 320, 


61 . . 315 








Seq. No. 


35009 






Seq. ID 


OJ990528_01.9921.C38 


Gene No. 


72320 






Strand 




Start 


4U 






End 


r d r 

68 6 


Name 


OJ990528_ 


01 . 9921 . C38 . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


84 






End 


401 


GI 


none 






Score 


79 


Exons 


84 . . 227/ 


85 ... 225, 228 . 


101 . 










r,v^.v.^ c^™-. ™ 


_..___j3e^3B_ 


„Q J.9 9.0$ 2 l 8_.0.1-,-9-92-L.,C38_, 


Gene No . : 


-72320-- - •• 






-Strand--* 




Start 


4 0 






End 


686 * 


Name . 


OJ990528_ 


01 . 9921 . C38 . ol , 


. tw 


Method 


TBLASTX: Wheat 


Start 


108 






End 


686 


GI 


none 






Score 


236 


Exons 


108 . . 563, 


108 . . 686, 112 , 


. .675 






Seq. No. 


35009 






Seq. ID 


OJ990528_01. 9921.C38 


Gene No. 


72321 






Strand 




Start 


675 






End 


1099 


Name 


OJ990528 


01.9921.C38.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


675 






End 


993 


GI 


none 






Score 


210 


Exons 


675 . . 992, 


679 . . 993 








Seq. No. 


35009 






Seq. ID 


OJ990528_01.9921.C38 


Gene No. 


72321 






Strand 




Start 


675 






End 


1099 . 


•Name 


OJ990528_ 


01.. 9921 .C38 . o2 . 


, tw " 


Method 


TBLASTX: Wheat ■ 


Start 


68 7 






' End 


.1099 ■ 


GI' 


none " 






Score' . 


299, . . 


Exons 


687 . . 992, 


688 . . 993, 718 . 


. .1044 


, 983.. 1099, 984.'. 1067 


Seq. No. 


35009 






Seq. ID 


OJ990528_01.9921.C38 


Gene No. 


72322 






Strand 




Start 


1064 






End 


1937 


Name 


OJ990528 


01.9921.C38.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1064 






End 


1564 


GI 


none 






Score 


50 


Exons 


1064.. 1378, 1107. .1157, 


1185. 


.1238, 1385.. 1564, 1410.. 1556 


Seq. No. 


35009 






Seq. ID 


OJ990528_01.9921.C38 


Gene No. 


72322 






Strand 




Start 


1064 






End 


1937 



34896 




Name 


OJ990528 01 


. 9921 


.C38 .o4 


. tw 


Method 


TBLASTX : Wheat 




Start 


1100 








End 


1402 




GI 


none 








Score 


272 




Exons 


1 1 AA T (AO 

1100 . .14 02, 


1116 


. .1400 










Seq. No. 


35009 








Seq. ID 


OJ990528__01.9921 


.C38 


Gene No. 


72322 








Strand 






Start 


~\ n C A 

l(Jb4 








End 


1937 




Name 


OJ990528_01 


. 9921 


.C38 ,ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1115 








End 


1510 




GI 


none 








Score 


193 




Exons 


1 1 1 C 1 /in jl 

1115 . . 1474 , 


1116 


. . 1406, 


1434 . 


.1472, 1478. .1510, 1479. .1508 


Seq. No. 


35009 








Seq. ID 


OJ990528 01.9921 


C38 


Gene No. 


72322 








Strand 






o tar u 


i n &a 

lUOH 








End 


1937 




Name 


ojyyuozb ui 


9921 


. C38 . o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


1451 








End 


1937 




GI 


none 








Score 


270 




Exons 


14 51. . 1828 , 


1494 


. . 1937, 


1883 . 


.1933 






. Seq.^„Na ^ 


^ .35009 ' . ■ . " 








,,J?eq^-JJ)_. 


OJ990528. 01 ..9921 


C38 


; Ge,n.e^o,^.,,^ r 










^.St^ancL^,, 






Start •-" - - 


--'1064-'-- - 








- End- - 


1937- - - • - -- • - • - : — 




Name 


OJ990528_01 . 


9921 


.C38 .o2 


. tc 


Method 


TBLASTX :Cr ess . 




Start 


1487 








End 


1804 




GI 


none 








Score 


180 




Exons 


1487 . . 1804 














Seq. No. 


35009 








Seq. ID 


OJ990528_01. 9921. 


C38 


Gene No. 


72322 








Strand 






Start 


1064 








End 


1937 




Name 


OJ990528_01 . 


9921 


. C38 . o4 


. tm 


Method 


TBLASTX: Maize 




Start 


1632 








End 


1922 




GI 


none 








Score 


185 




Exons 


1632 . . 1922 , 


1634 


. . 1921 










Seq. No. 


35009 








Seq. ID 


OJ990528_01.9921. 


C38 


Gene No. 


72323 








Strand 






Start 


O O A O 

204 8 








End 


2506 




Name ' 


OJ990528 01. 


9921 


C38 . o5 


tw 


Method 


TBLASTX: Wheat 




Start " 


204 8 - 








End-- 


2470 




GI ' 


none 








Score ' 


80 .. : 




Exons 


A A J A OOIC 

204 8 . . 2215 , 


2103 . 


.2216, 


2261 . 


,2470, 2262.. 2414 




Seq. No. 


35009 








Seq. ID 


OJ990528_01.9921. 


C38 


Gene No. 


72323 








Strand 






Start 


204 8 








End 


2506 




Name 


OJ990528_01 . 


9921 . 


C38 . o5 . 


tm 


Method 


TBLASTX :.Maize 




Start 


2151 








End 


2506 




GI 


none 








Score 


44 




Exons 


2151. .2243, 


2153. 


.2506, 


2337. 


.2414 






Seq. No. 


35009 








Qorr T H • 
T. • - •-' 


n.TQonoo m nnoi 


r-o o 


Gene No. 


72324 








Strand 






Start 


2786 








End 


3136 




Name 


OJ990528 01. 


9921. 


C38.o6. 


tw 


Method 


TBLASTX: Wheat 





34897 




Start 


2786 


End 


3136 




GI 


none 


Score 


59 




Exons 


2786.. 3067, 3070.. 3135, 3077. 


. 3136 






Seq. No. 


35010 


Seq. ID 


OJ99052 


8 01.9921.C39 


Gene No. 


72325 


Strand 






Start 


1119 


End 


1573 




Name 


OJ990528 01 . 9921 . C39 . ol . tm 


Method 


TBLASTX 


: Maize 


Start 


68 


End 


331 




GI 


none 


Score 


90 




Exons 


68 . . 331, 201 . . 317 








Seq. No. 


35010 


Seq. ID 


OJ99052 


3_01 . 9921 .C39 


Gene No. 


. 72325 


Strand 






Start 


1119 


End 


1573 




Name 


OJ990528 01.9921.C39.ol.tw 


Method 


TBLASTX 


.-Wheat 


Start 


212 


End 


574 




GI 


none 


Score 


149 




Exons 


212. . 574, 213. .572 








Seq. No. 


3.5010 


Seq. ID 


OJ99052 


3_01 . 9921 ..C39 


__Gen e _ .No A _ 


„ 72325_ _ ... . ,. . _ • ■ . 


. Strajxl_ 






, t,.a rjr •„, „ 


.Tn 9 .. .„ _v r,.., ...ii 


t j^ou""7 






Name 


■ OJ990528- 01 . 9921 VC39 . ol . gp - - 


Method 


■ AAT/GAP- 




Start 


1119 


End 


1573 




GI 


95437 1.R1084 


"Score 


762 




Exons 


1119. .1573 








GI Descrip. 


'4512226/dbj | AB014 738 . 1 1 AB014738 l.Oe- 


-134 Oryza sativa 




gypsy-type retrotransposon RIRE3 DNA, 


internal 


region, complete 




sequence ' 








Seq. No. 


35011 


Seq. ID 


OJ99052! 


3_01.9921.C40 


Gene No. 


72326 


Strand 






Start 


817 


End 


1201 




Name 


OJ990528 01. 9921.C40.ol.gp 


Method 


AAT/GAP 




Start 


817 


End 


1201 




GI 


uC-osflcyp033a04bl 


Score 


612 




Exons , 


817. .1201 








GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


-59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 






Seq.: No. 


35012 - 


Seq.. ID 


OJ99052* 


3_01. 9921. -C41 


Gene" No. 


72327, 


Strand. 






Start 


224 • 


End 


997 




Name 


OJ990528 01. 9921.C41.o3.tw 


Method 


TBLASTX 


Wheat 


Start 


224 


End 


536 




GI;- . 


none 


Score 


71 




Exons 


224. .484, 225. .536 








Seq. No. 


35012 


Seq. ID 


OJ99052S 


3_01. 9921.C41 


Gene No. 


72327 


Strand 






Start 


224 


End 


997 




Name 


OJ990528 01.9921.C41.o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


284 


End 


850 




GI 


5666795 


Score 


68 




Exons 


284. .484, 539. .676, 752. .850 








GI Descrip. 


4206306 2.0e-10 (AF049110) prpol [Zea 


mays] 





34898 



Seq. No. 35012 

Gene No. 72327 

Start 224 

Name OJ990528_01 . 9921 . C4 1 . o2 . tw 

Start 539 

GI none 

Exons 539.. 679, 540.. 677, 542.. 679, 



Seq. ID OJ990528_01.9921.C41 
Strand 

End 997 : ' 

Method TBLASTX: Wheat ' 

End 997 

Score 86 

735. .908, 749. .997, 749. .973 



Seq. No. 35012 Seq. ID 

Gene No. 72328 Strand 

Start 1598 End 

Name OJ990528_01 . 9921 . C4 1 . ol . ts Method 

Start 1598 End 

GI none Score 

Exons 1598.. 1969, 1809.. 1952 



OJ990528_01.9921.C41 
2039 

TBLASTX: Soybean 

1969 

89 



Seq. No. ■ 35012 
Gene No. 72328 
Start .1598 

Name . . OJ990528_01 . 992.1 . C4 1 . ol . tw 

Star t ^ _ .^,623. , ... 

Exons-' " ■ ■ 1623 . .--2039,- 1628 .-.-2038^ 



Seq. ID 
Strand 

End ' 
Method 
..End, 

..S.GQxe.-^- 



OJ99052'8_01..9921.C41 
2039 

TBLASTX: Wheat 
2039 



Seq. No. 35012 Seq. ID 

Gene No. 72328 Strand 

Start 1598 End 

Name OJ990528_01 . 9921 . C4 1 . ol . tm Method 

Start 1721' End 

GI none Score 

Exons 1721.. 2038, 1740.. 2039 



OJ990528_01. 9921.C41 
2039 

TBLASTX: Maize 

2039 

185 



Seq. No. 


35013 










Seq. ID 


OJ990528 01.9921 


Gene No. 


72329 










Strand 






Start 


6 










End 


351 




Name 


OJ990528 


_01 


. 9921 


.C42, 


. ol . tw 


Method 


TBLASTX: 


Wheat 


Start 


6 










End 


351 




GI 


none 










Score 


107 




Exons 


6. .350, 


7. . 


156, 


178. . 


.351 








•Seq. No. 


• 35014- 










■ Seqv "ID. 


OJ99052? 


t_01. 992-1 


Gene No. 


72330 










Strand 






Start 


22 










•End 


.444 




Name 


OJ990528 


_01 


.9921 


.C45. 


,ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


22 










End 


444 




GI 


none 










Score 


410 




Exons 


22. .444, 


57 


. .380 












Seq. No. 


35014 










Seq. ID 


OJ99052S 


!_01.9921 


Gene No. 


72330 










Strand 






Start 


22 










End 


444 




Name 


OJ990528 


_01 


. 9921 


.C45. 


. ol . tm 


Method 


TBLASTX: 


Maize 


Start 


87 










End 


34 8 




GI 


none 










Score 


293 




Exons 


87. .347, 


88 


. .348 













34899 




Seq. No, 


35015 




Seq. ID 


OJ990528_01.9921.C51 


Gene No, 


72331 




Strand 




Start 


2 




End 


741 


Name 


OJ990528_01. 9921.C5l'!ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


741 


GI 


none 




Score 


99 


Exons 


2. .55, 3. .56, 57. . 134, 


71. .142, 234. .329, 245. .322, 246. .329, 




247. .336, 247. .330, 429 


. . 515, 


430. .516, 


. 430. .516, 431. .517, 




434 . . 526, 679 . .741 








Seq. No. 


35016 




Seq. ID 


OJ990528_01.9921.C54 


Gene No. 


72332 




Strand 




Start 


2014 




End 


2479 


Name 


OJ990528 01 . 9921 . C54 . o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2014 




End 


2479 


GI 


none 




Score 


42 


Exons 


2014. .2040, 2016. .2039, 


2085. 


.2132, 2086. .2133, 2156. .2218, 




2193.. 2273, 2194.. 2274, 


. 2343. 


.2477, 23( 


56. .2479, 2366. .2479 


Seq. No. 


35016 




Seq. ID 


OJ990528_01.9921.C54 


Gene No. 


72333 




Strand . 




„ Start.,.,.,, 


_27!7__, 






3108 w _ . 


f ^Name™_ 




,.Me r tbd.ci^_.. 


.J.BI^S^;:ia-iz:e_;,. 


Start 


2717 -■ - - ■■■ •■ -■— ■•■ 




End - 


-3108 • - - • ---- v ' > - 


GI 


none 




Score 


221 


Exons 


2717. .2755, 2759. .3103, 


2760. 


.-3104, 2785.. 3108 


Seq. No. 


35017 




Seq. ID 


OJ990528 01.9921.C57 


Gene No. 


72334 




Strand 


+ 


Start 


1746 




End 


2223 


Name 


OJ990528 01. 9921.C57.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1549 




End 


1726 


GI 


none 




Score 


218 


Exons 


1549. .1704, 1551. .1703, 


1652. 


.1726 




Seq. No. 


35017 




Seq. ID 


OJ990528 01.9921.C57 


Gene No. 


. 72334 




Strand 


+ 


Start 


1746 




End 


2223 


Name 


OJ990528 01.9921.C57.ol 


.gp 


Method 


AAT/GAP 


Start 


1746 




End 


2223 


GI 


none 




Score 


868 


Exons 


1746. .2223 ' 








Seq.. No.. 


35018 ■-■ 




. Seq. ■ ID. 


OJ990528_01.9921.C58 


Gene No. 


72335 




Strand 


+ 


Start 


3462 




End 


3927 


Name 


OJ990528 01.9921.C58.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


294 




End 


1586 


GI 


none 




Score 


366 


Exons 


294. .578, 295. .585, 301 


. .582, 


561. .671, 


592. . 681, 683. .796, 




687. .983, 689. .796, 726 


. . 1076 


, 730. .1173, 1216. .1335, 




1218. .1277, 1443. .1586, 


1447. 


. 1584 




Seq. No. 


35018 




c^^r t n 




Gene No. 


72335 




Strand 


+ — 


Start 


3462 




End 


3927 


Name 


OJ990528 01.9921.C58.ol 


. tm 


Method 


TBLASTX: Maize 



34900 




Start 


295 




End 


1611 




GI 


none 




Score 


369 




Exons 


295. .588, 315. .581, 561 


. .671, 


583. .1050, 586. .681, 593. 


.991 




729. .1130, 730. .1086, 1165. .1611, 1221 


. .1280, 1388. .1483, 




1410. .1592, 1462. .1596 










Seq. No. 


35018 




Seq. ID 


OJ990528_01 . 9921 


.C58 


Gene No. 


72335 




Strand 


+ 




Start 


34 62 




End 


3927 




Name 


/"\ T A A A [T A A A 1 AAO 1 /"> C A —1 

OJ990528 01 . 992 1 . C58 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


295 




End 


1578 




GI 


none 




Score 


352 




Exons 


29S..588, 315. .587, 561 


. .671, 


592. .681 


, 726. .1106, 730. 


.110 




1 A "1 A "1 AAA 1 / A A 1 C "~7 A 

1219. .1302, 1402. .1578, 


1425 . 


. 1574 






Seq. No. 


35018 




Seq. ID 


OJ990528_01 . 9921 


.C58 


Gene No. 


72335 




Strand 


+ 




Start 


34 62 




End 


3927 




Name 


OJ990528 01.9921.C58.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


300 




End 


501 




GI . . 


none 




Score 


203 . . 




.-Exons_ . 


. -30.p_._- 4.94,. ^304^..,50J-. ^ 










Seq. - No. 


1 ^ K .,^._,. JSf ^ wlvw , ( -„ 

• - 35018 


— — - 


- ~~«;-^ - - 

■ Seq. ID 


■ OJ990528_01 . 9921- 


.C58 


Gene No. 


72335 - 




Strand 


+ 




Start ■ 


3462 




End 


3927 




Name 


OJ990528 01.9921.C58.ol, 


. tw 


Method 


TBLASTX: Wheat 




Start 


505 




End 


897 




GI 


none 




Score 


155 




Exons 


505. .681, 540. .659, 545, 


. .745, 


790. .897 


, 792. .893 




Seq. No. 


35018 




Seq. ID 


OJ990528_01. 9921 


.C58 


Gene No. 


72335 




Strand 


+ 




Start 


3462 




End 


3927 




Name 


OJ990528 01 . 9921 . C58 . o2 , 


. tm 


Method 


TBLASTX: Maize 




Start 


3357 




End 


3624 




GI 


none 




Score 


289 




Exons 


r n A Jl A 1 A A CT A A /" A /" 

3357. .3491, 3358.. 3606, 


3371. 


.3535, 3388.-3624 




Seq. No. 


35018 




Seq. ID 


OJ990528_01.9921 


.C58 


Gene No. 


72335 




Strand 


+ 




• Start 


- 34 62 ■ 




End - . 


3927 - •■; .* - 




.Name 


OJ990528 0'l.9921.C58.ol. 




Method 


AAT/GAP 




Start . 


34 62 




End 


3927 • : 




GI 


none 




Score 


840 




Exons 


34 62. . 3927 










Seq. No. 


35018 




Seq. ID 


OJ990528_01.9921 


.C58 


Gene No. 


7.2336 




Strand 






Start 


4288 




End 


4569 




Name 


OJ990528 01.9921.C58.o3. 


, tm 


Method 


TBLASTX: Maize 




Start 


4288 




End 


4569 




GI 


none 




Score 


92 




Exons 


4288. .4437., 4289. .4438- 


4444 = 


.4566, 4444.. 4569 




Seq. No. 


35019 




Seq. ID 


OJ990528_01.9921 


.C62 


Gene No. 


72337 




Strand 







34901 



Start 
Name 
Start' 
GI 

Exons 



666 End 

OJ990528_01. 9921.C62.ol.tm Method 

666 End 

none Score 
666. .836, 667. .831 



836 

TBLASTX: Maize 

836 

125 



Seq. No. 35020 Seq. ID 

Gene No. 72338 Strand 

Start 155 End 

Name OJ990528JD1 . 9921 . C64 . ol . tc Method 

Start 80 End 

GI none Score 

Exons 80.. 283, 87.. 284, 645.. 734, 649.. 735, 



OJ990528_01.9921.C64 
920 

TBLASTX: Cress 

920 

108 

343. .920 



Seq. No. 35020 Seq. ID 

Gene No. 72338 Strand 

Start 155 End 

Name OJ990528_01 . 9921 . C64 . ol . ts Method 

Start 80 End 

GI none Score 

Exons . 80.. 283, 81.. 284 . . . 



OJ990528_01. 9921.C64 
920 

TBLASTX : Soybean 

284 

121 



,Seq._Ucw^.-^-3.^ 

Gene No.- ' ■" 72338 - ■■ - 

Start 155 

Name OJ990528_01 . 9921 . C64 . ol . tm 

Start 128 

GI none 

Exons 128.. 289, 129.. 290, 138.. 293 



_$eq.. ,m_ 0.a'9^2ax-Ql l ^9.a2 l.... t C6..4, 
-Strand - - ~- ... 

End 

Method 
End 
Score 



.920 ' 

TBLASTX: Maize 

293 

175 



Seq. No. 


35020 




Seq. ID 


OJ990528_01. 9921. 


C64 


Gene No. 


72338 




Strand 






Start 


155 




End 


920 




Name 


OJ990528 01.9921.C64.ol 


• gp 


Method 


AAT/GAP 




Start 


155 




End 


733 




GI 


2280832 




Score 


491 




Exons 


155. .282, 584... 733 










Seq. No. 


35021 




Seq. ID 


OJ990528_01.9921. 


C66 


Gene No. 


72339 




Strand 


+ 




Start 


3127 




End 


3730 




Name 


OJ99G528 01.9921.C66.ol 


.gp - 


Method 


■ AAT/GAP 




Start 


3127 




End 


3730 ' 




GI 


2310531 ■ . 




• Score 


.855 * - •• 




Exons 


3127. .3437, 3581. .3730 










Seq. No. 


35021 




Seq. ID 


OJ990528_01.9921. 


C66 


Gene No. 


72340 




Strand 


+ 




Start ' 


4927 




End 


. 5499 




Name 


OJ990528 01.9921.C66.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


795 




End 


1295 




GI 


none 




Score 


75 




Exons 


795. . 902, 802. .885, 992 


. .110E 


i, 1119. .1295, 1130. .1276 




Seq. No. 


35021 




Seq. ID 


OJ990528_01.9921. 


C66 


Gene No. 


72340 




Strand 


+ 




Start 


4927 




End 


5499 





34902 




Name 


OJ990528 01.9921.C66.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


819 




End 


1298 




GI 


.none 




Score 


113 




Exons 


819. .902, 992. .1120, 1130. .1276, 1137. 


. 1298 




Seq. No. 


35021 




Seq. ID 


OJ990528_01. 9921. 


,C66 


Gene No. 


72340 




Strand 


+ 




Start 


4927 




End 


5499 




Name 


OJ990528 01.9921.C66.o2 


,tc 


Method 


TBLASTX: Cress 




Start 


826 




End 


1295 




GI 


none 




Score 


75 




Exons 


826.. 885, 828.. 902, 992 


. .1108 


, 1130. .1276, 1146. .1295 




Seq. No. 


35021 




Seq. ID 


OJ990528_01. 9921. 


.C66 


Gene No. 


72340 




Strand 


+ 




Start 


4927 




End 


5499 




Name 


OJ990528 01. 9921.C66.o2, 


.tm 


Method 


TBLASTX: Maize 




Start 


4045 




End 


4485 




GI 


none 




Score 


248 




Exons 


4045. .4248, 4076. .4222, 


4078. 


.4248, 4184. .4342, 4233. .4301, 




4234 . .4485, 4240. .4356 
















...S.eq,. s .. ; .XD„ 




Gene No . ' - - 


72340 ; 




Strand - 






Start 


4927 




End 


5499 




Name 


OJ990528_01.9921.C66.ol, 


. tc 


Method 


TBLASTX: Cress 




Start 


4408 




End 


4707 




GI 


none 




Score 


59 




Exons 


4408. .4482, 4521. .4706, 


4522. 


.4707 






Seq. No. 


35021 




Seq. ID 


OJ990528_01. 9921. 


C66 


Gene No. 


72340 




Strand 


+ 




Start 


4927 




End 


5499 




Name 


OJ990528_01.9921.C66.ol. 


, tw 


Method 


TBLASTX: Wheat 




Start 


4513 




End 


4854 




GI 


none 




Score 


375 




Exons 


4513. .4854, 4518. .4841 










Seq. No. 


35021 




Seq. ID 


OJ990528_01.9921. 


C66 


Gene No. 


72340 




Strand 


+ 




Start 


4927 




End 


5499 




Name 


OJ990528 01.9921.C66.ol. 


tm-- ; 


Method 


TBLASTX.: Maize. 




Start „. 


.4698 ' . 




End 


4959 




GI • 


none . 




Score 


. 380 




Exons 


4698. .4943, 4699. .4959 










Seq. No. 


35021 




Seq. ID 


OJ990528_01.9921. 


C66 


Gene No . 


72340 




Strand 


+ 




Start 


4927 




End 


5499 




Name 


OJ990528 01. 9921.C66.o2. 


gp 


Method 


AAT/GAP ■ 




Start 


4927 




End 


5499 




GI 


5455333 




Score 


1040 




Exons 


4927. . 5499 










GI- Descrip. 


6016845/Hbj IAP000570. 1 \ AP000570 3.0c-l 


5 Oryza sativa ycnumic 



DNA, chromosome 1, clone : P0711E10 



Seq. No. 



35022 



Seq. ID OJ990528_01.9921.C67 

34903 




Gene No. 


72341 


Strand 


+ 


Start 


164 


End 


334 


Name 


OJ990528_01 . 9921 . C67 . ol . tm 


Method 


TBLASTX: Maize 


Start 


157 


End 


294 


GI 


none 


Score 


181 


Exons 


157. .291, 162. .293, 167. .241 


r , 193 .. 294 




Seq. No. 


35022 


Seq. ID 


OJ990528_01.-9921.C67 


Gene No. 


72341 


Strand 


+ 


Start 


164 


End 


334 


Name 


OJ990528_01 . 9921 . C67 . ol . gp 


Method 


AAT/GAP 


Start 


164 


End 


334 


GI 


1631815 


Score 


290 


Exons 


164 . . 334 






Seq. No. 


35023 


Seq. ID 


OJ990528_01. 9921 .C68 


Gene No . 




Strand 


+ 


Start 


53 


End 


218 


Name 


OJ990528_01.9921.C68.ol.gp 


Method 


AAT/GAP 


Start 


53 


End 


218 


GI 


7406_1 . R1084 


Score 


227 


Exons_ 


„ ... A3^-*2.18 ; ^ < __ << . ._ _ 






J3.I V Pes.c.rip.. 


r . . . LI 12 2.3 15 / emb J C A£ 6 3-9.0 1. J ,.~»7 ri .Q.e - 


:1ft, 4X9 4 19.1 1 , he a t...,s ho c.k„ .pr o t ein,,. 




* [Pennisetum glaucum] 1 - • 






Seq. No. 


35024 


Seq. ID 


OJ990528_01. 9921.C71 


Gene No. 


72343 


Strand 




Start 


15 


End 


373 


Name 


OJ990528_0l . 9921 . C7l . ol . tw 


Method 


TBLASTX: Wheat 


Start 


15 


End 


373 


GI 


none 


Score 


89 


Exons 


15. .254, 17. .238, 221. .319, 


222. .302, 


326. .373 


Seq. No. 


35024 


Seq. ID 


OJ990528_01.9921.C71 


Gene No. 


72343 


Strand 




Start 


15 


End 


373 


Name 


-•..OJ990528_01 . 9921 . C71 . ol . tm 


Method 


TBLASTX; Maize 


Start 


■ 83 


End 


368 


GI 


none 


Score 


103 


Exons 


83 . . 331 , 84 . . 368 






Seq. No. 


.35025- • 


Seq. ID 


OJ990528_01..9921.C7 8 


Gene No. 


. 72344.:., . 


Strand 




Start • 


9 v ■ 


End 


338 


Name 


OJ990528_01 . 9921 . C7 8 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


9 


End 


338 


GI 


none 


Score 


319 


Exons 


9 . . 338 , 113 . . 337 






Seq. No. 


3oUz d 


Seq. ID 


OJ990428_08.9924.C1 


Gene No. 


72345 


Strand 




Start 


212 


End 


690 


Name 


OJ990428 08.9924.Cl.ol.gs 


Method 


GENSCAN 


Start 


212 


End 


690 


GI 


none 


Score 


.76 


Exons 


212. .649, 685. .690 







34904 



Seq. No. 35027 

Gene No. 72346 

Start 159 

Name OJ990428_08 . 9924.. C2 . ol . tm 

Start 159 

GI none 
Exons 



Seq. ID OJ990428_08.9924.C2 
Strand 

End 596 

Method TBLASTX : Mai ze 

End 596 

Score 121 



159. .248, 160. .252, 372. .596, 373. .594, 374. .595, 390. .596 



Seq. No. 35028 

Gene No. 72347 

Start 1 

Name OJ990428_08 . 9924 . C3 . ol . gp 

Start 1 

GI none 

Exons 1..91, 170.. 245 



Seq. ID OJ990428_08.9924.C3 

Strand - 

End 245 

Method AAT/GAP 

End 24 5 

Score 215 



Seq. No. 35029 

Gene No. 72348 

Start 220 

Name OJ990428_08 . 9924 .C5.ol.gs 

Start . . 220 

.GI, ; . ^ ^ ...none,.,. , 

„Ex.ons,. ,.._..;iZQ,,..i'9a...™..,-_^^l 1^1. 



Seq. ID OJ990428_08.9924.C5 

Strand + 

End 290 

Method GENSCAN 

End 2 90 

Score ... . . 99. . . _ 



Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35030 
72349 
1 

OJ990428_08.9924 .C6.ol.gp 
1 

14187_1.R1084 
1..135 

*5107819/gb|AAD40132.1|AF149413_13 1.0e-107 (AF149413) contains 
similarity to arabinosidase [Arabidopsis thaliana] 1 



Seq. ID OJ990428_08. 9924 ,C6 
Strand 

End 256 

Method AAT/GAP 

End 135 

Score 214 



35030 
72349 
1 

OJ990428_08. 9924 .C6.ol.np 
.1 

5107819 
1..144, 210. .256 

(AF149413) contains', similarity to arabinosidase [Arabidopsis 
thaliana] . " * ; . . 



Seq. ID OJ990428_08 . 9924 .C6 
Strand 

End 256 

Method AAT/NAP 

End 256 

Score 147 



Seq. No. 35030 

Gene No. 72349 

Start 1 

Name OJ990428_08 . 9924 . C6 . ol . tw 

Start 3 

GI none 

Exons 3. .128, 7. .138, 8. .130 



Seq. ID OJ990428_08.9924.C6 
Strand 

End 256 

Method TBLASTX : Wheat 

End 138 

Score 170 



Seq. No. 35030 

Gene No. 72349 

Start 1 

Name OJ990428_08 . 9924 .C6 . ol .' tc 

Start 7 



Seq. ID OJ990428_08.9924.C6 



End 

Method 
End 



256 

TBLASTX: Cress 
138 



34905 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
-.Start . : .... 
-Name,, 

Start - 

GI 

Exons 



none Score 90 

7. .138, 26. .136 



35030 
72349 
1 

OJ990428_08 . 9924 . C6 . ol . ts 
7 

none 

7. .138, 17. .130 

35030 
72349 
1 

OJ990428_08.9924 .C6.ol.tm 
7 

none 

7. .135, 8. .130, 10. .135 



Seq. ID OJ990428_08.9924.C6 
Strand 

End 256 

Method TBLASTX : Soybean 

End 138 

Score 100 



Seq. ID OJ990428_08.9924 .C6 
Strand 

End 256 

Method TBLASTX : Mai ze 

End 135 

Score 181 



35031 
72350 

63. ^ .,. ....... . „„;..., . 

_0J9.9A4.2 8_Q .8 9-9.24-..C.ia. ,ol.,gs 

63 - • • • - • End ■ 214 

none Score . 6 

63. .214 



Seq. ID OJ990428_08. 9924 .C10 
Strand + 

. End ........ .214. _ . ^ . 

, Method 



Seq. No. 35032 

Gene No. 72351 

Start 147 

Name OJ990428_08 . 9924 . Cll . ol . gs 

Start 147 

GI none 

Exons 147.. 353 



Seq. ID OJ990428_08. 9924. Cll 

Strand + 

End 353 

Method GENSCAN 

End 353 

Score .99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ - 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35033 
72352 
1 

OJ990428JD8.9924 .C13.ol.np 

1 

5903099 

■1. .731 • • • • " • ■ \ ■ - . :■. 

•(•AC008017 ) - Unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990428_08.9924.C13 
Strand 

End " 731 

Method AAT/NAP 

End 731 

Score 622 



35033 
72352 
1 

OJ990428_08.9924.C13.ol.tm 
24 

none 



Seq. ID OJ990428_08.9924.C13 
Strand 

End 731 

Method TBLASTX: Maize 

End 728 

Score 241 



24. .575, 25. .288, 143. .331, 177. .398, 380. .460, 444. .728, 
488. .532, 489. .533, 544. .726, 585. .728 



Sfiq ; No, 35033 

Gene No. 72352 

Start 1 

Name OJ990428 08 . 9924 . C13 . o2 . ts 



JC 4 • 

Strand 
End 

Method 



731 

TBLASTX: Soybean 



34906 - 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48 

none 

48. .245, 49. .249 

35033 
72352 
1 

OJ990428_08.9924.C13.ol.ts 

303 

none 



End 
Score 



249 
•112 



Seq. ID OJ990428_08.9924.C13 
Strand 

End 731 

Method TBLASTX : Soybean 

End 692 

Score 48 



303. .470, 471. .587, 501. .692, 532. .567, 589. .684 



35034 
72353 
535 

OJ990428_08. 9924.C14 .ol.gs 

535 

none 

535. .640 



Seq. ID OJ990428_08.9924.C14 
Strand 

End 64 0 

Method GENSCAN 

End 64 0 

Score . 5 



Seq. No. 

. Gene No .J, .... 
-Siaxvt, 

Name " 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start " . 
Name 
Start 
GI 

Exons 

GI Descrip. 



35034 . . . 

72354 _ .„._.,....-, . . . .. 

„.5j4J „ ^ r .^ ri _ 1 ,„ rvi[ . rn ,,. 

OJ990428_08-. 9924 .C14 .ol-. np 
541 

5107157 
541. .728 

(AF150084) small zinc finger-like protein [Malus domestica] 



Seq. ID OJ990428_08.9924.C14. 
^Strand .... r ^..^,. ^ , 
'.Endl_ 'S^ZIZZZ 

Method AAT/NAP- -* - -.».-„-.-,-.-.■ 

End 728 

Score 162 



35035 
72355 
586 

OJ990428_08 . 9924 . C15 . ol . gp 
586 

14187_1.R1084 
586. .769 

•5107819/gb|AAD40132.1|AF149413_13 1.0e-107 (AF149413) contains 
similarity to arabinosidase [Arabidopsis thali'ana] 1 



Seq. ID OJ990428_08 . 9924 ,C15 

Strand + 

End 7 69 

Method AAT/GAP 

End 769 

Score 255 



35035 
72356 

1- ■ ~ ■ . • • .. • 

OJ990428_08. 9924 .C15.ol .np 
1 

5107819 
1..33, 499. .776 

(AF149413) contains similarity to arabinosidase [Arabidopsis 
thaliana] 



Seq. ID OJ990428_08 . 9924 .C15 
Strand 

End • ■ 783 
Method ■ AAT/NAP 
End - 77 6 
Score 157 



Seq. No. 35035 

Gene No. 72356 

Start 1 

Name OJ990428_08 . 9924 . C15 . ol . tm 

Start 590 

GI none 
Exons 



Seq. ID OJ990428_08.9924.C15 
Strand 

End 783 

Method TBLASTX : Mai ze 

End 702 

Score 221 



590. .757, 598. .768, 605. .760, 606. .782, 726. .779 



34907 



Seq. No. 35035 

Gene No. 72356 

Start 1 

Name OJ990428_08 . 9924 . C15 . ol . tw 

Start 590 

GI none 

Exons 590.. 757, 598.. 768, 605.. 760 

Seq. No. 35035 

Gene No. 72356 

Start 1 

Name OJ990428_08 . 9924 . C15 . ol . tc 

Start 598 

GI none 

Exons 598.-783, 617.. 745 

Seq. No. 35035 

Gene No. 72356 

Start 1 

Name OJ990428_08 . 9924 . CI 5 . ol . ts 

Start. 598 

. GI. _ -.none ^-—^ ~ -^ v ..-< 

ljE^gr\sS^ZZSZ~ 5.9.8.. ^a/ZAlxZ^^^^Zl^llZ" 



Seq. ID OJ990428_08.9924.C15 

Strand ..- 

End " 783 

Method TBLASTX : Wheat 

End 768 

Score 230 



Seq. ID OJ990428JD8. 9924 .C15 

Strand 

End 783 

Method TBLASTX : Cress 

End 783 

Score 121 



Seq. ID OJ990428_08.9924.C15 

Strand 

End 783 

Method TBLASTX: Soybean 

End 768 

Score . 173 . 



Seq. No. 35036 

Gene No. 72357 

Start 57 

Name OJ990428_08 . 9924 . CI 6 . ol . gs 

Start 57 

GI none 

Exons 57.. 417 



Seq. ID OJ990428_08.9924.C16 

Strand + 

End 417 

Method GENSCAN 

End 417 

Score . 64 



Seq. No. 35037 

Gene No. 72358 

Start 1 

Name OJ990428_08 . 9924 . C17 . ol . np 

Start 1 

GI 4680207 

Exons 1..527, 1371.. 1396 

GI Descrip. (AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor ] 



Seq. ID OJ990428_08. 9924 .C17 
Strand 

End 1396 

Method AAT/NAP 

End 1396 

Score 331 



Seq.. No. * 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



35037. ' . 
72358 . ' 

1 

OJ990428_08.9924.C17.o2.np 
1 

6523056 
1..658 

(AL133314) putative protein [Arabidopsis thaliana] 



Seq. ID, ' OJ990428_08 . 9924 .'C1.7 
Strand . - 
End 1396 
Method AAT/NAP 
End 658 
Score 225 



35037 
72358 
1 

OJ990428_08. 9924.C17.o2.tm 
2 

none 



Seq. ID OJ990428_08. 9924 .C17 
Strand 

End . 1396 

Method TBLASTX: Maize 

End 2 62 

Score 82 



34908 



9 • 



Exons 


2. .106, 3. .98, 45. .260, 


119. . 


262 




Seq. No. 


35037 






Seq. ID 


OJ990428_08.9924.C17 


Gene No. 


72358 






Strand 




Start 


1 






End 


1396 


Name 


OJ990428 08.9924.C17 


.ol 


.gs 


Method 


GENSCAN 


Start 


21 






End 


1118 


GI 


none 






Score 


. 85 


Exons 


21. .464, 1051. .1118 










Seq. No. 


35037 






Seq. ID 


OJ990428__08.9924.C17 


Gene No. 


72358 






Strand 




Start 


1 






End 


1396 


Name 


OJ990428 08.9924.C17 


.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


115 






End 


415 


GI 


none 






Score 


71 


Exons 


115. .315, 119. .334/ 


135 


. . 335 , 


338 . .415, 


345.. 407 


Seq. No. 


35037 






Seq. ID 


OJ990428_08.9924.C17 


Gene No. 


72358 






Strand 




Start 


1 . 






End 


1396 . . 


.Name- 


OJ990428.. 08 . 9924. C17 


. .. o 1 




_ J4ethqdL__ 


T BL AS T X ^Wh e at _ _ r , 




."13,5™ „ 






-lEnd^-,-.-™ 


J£3,~ „ . ... 


GI • • " ■ 


none 






Score- - 


2 43- : - 


Exons 


135. -.455, 137. .463, 


137 


. .454 






Seq. No. 


35037 






Seq. ID 


OJ990428_08.9924.C17 


Gene No. 


72358 






Strand 




Start 


1 






End 


1396 


Name 


OJ990428 08.9924.C17 


.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


263 






End 


659 


GI 


none 






Score 


301 


Exons 


263. .658, 267. .659 










Seq. No. 


35038 






Seq. ID 


OJ990428_08 . 9924 . CI 8 


Gene No. 


72359 






Strand 




Start 


1 






End 


948 


Name 


OJ990428 08.9924.C18 


.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


948 


GI 


6630556 






Score 


440 


Exons 


1..259, 362. .431, 58 


0. . 


759, 8 


36. . 948 




GI Descrip. 


(AC0.11708) putative 


alpha-L-arabinof uranosidase [Arabidppsis 




thalinna] 










Seq. No. 


35038 






Seq. ID 1 


OJ990'428_08.9924.C18 


Gene No. 


72359 






Strand 




Start 


1 






End 


948 


Name 


OJ990428 08.9924.C18 


.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


100 




"i 


End 


890 


GI 


none 






Score 


223 


Exons 


100. .261, 111. .260, 


348 


. .434, 


361. .462, 


574. .714, 575. .715, 




828. .890 










Seq. No. 


35038 






-* ~ -a * ^ ^ 


OJ990428_08.9024 .C18 


Gene No. 


72359 






Strand 




Start 


1 






End 


948 


Name 


OJ990428 08.9924.C18 


.ol 


. tm 


Method 


TBLASTX: Maize 



34909 




Start 


Ill 




End 


932 




GI 


none 




Score 


134 




Exons 


111. .260, 114. .203, 118 


. .261, 


125. .268, 


348. .434, 360.. 


434, 




361. .471, 569.-724, 573 


. .725, 


574 . . 726, 


575. .730, 827 . . 


868, 




828. .890, 829..894, 893 


. . 931, 


894 . . 932 






Seq. No. 


35038 




Seq. ID 


OJ990428 08.9924 


.C18 


Gene No. 


72359 




Strand 






Start 


1 




End 


948 




Name 


OJ990428_08 . 9924 .C18 .ol 


.gs 


Method 


GENSCAN 




Start 


114 




End 


727 




GI 


none 




Score 


.79 




Exons 


114 . . 259, 362 . .431, 580 


. . 727 








Seq. No. 


35038 




Seq. ID 


OJ990428 08.9924 


.C18 


Gene No. 


72359 




Strand 






Start 


1 




End 


948. 




Name 


OJ990428_08 .9924 .C18 .ol 


. tc 


Method 


TBLASTX: Cress 




Start 


169 




End 


630 




GI 


none 




Score 


81 




Exons 


169. .261, 171. .260, 363 


.434, 


.396. .440, 


574. .630 . 




.Seq. H,o...^. v 


. ~ * - . . - . ... 

_ ,35.03. 8_ ^_ 




r .S.e.q.....ip.,,, 




Gene' No.- 


72359 




■Strand 






Start 


1 




End 


948 




Name 


OJ990428 08.9924.C18.ol 


gp 


Method 


AAT/GAP 




Start 


334 




End 


948 




GI 


31091 1.R1084 




Score 


571 




Exons 


334.. 431, 580.. 727, 815 


. 948 








GI Descrip. 


f 5107819/gb|AAD40132.1 IAF149413 13 3.0e-50 (AF149413) conta 




similarity to arabinosidase [Arabidopsis thaliana] ' 




Seq. No. 


35039 




Seq. ID 


OJ990428_08 . 9924 


.C19 


Gene No. 


72360 




Strand 


+ 




Start 


268 




End 


696 




Name 


OJ990428 08.9924.C19.ol, 


gs 


Method 


GENSCAN 




Start 


268 




End 


696 




GI 


none 




Score 


.43 




Exons 


268. . 696 










Seq. No. 


35040 




Seq. ID 


OJ990428_08. 9924 


.C20 


Gene No. 


72361 ■ . ■ " ■ 




Strand — ■ 






Start 


99 ■ 




End 


337 




Name 


OJ990428 08.9924.C20.ol. 


gs 


Method 


GENSCAN"" 




Start 


99 




End 


337 




GI 


none 




Score 


.71 




Exons 


99.. 132, 223.. 337 










Seq. No. 


35041 




Seq. ID 


OJ990428_08. 9924 


.C21 


Gene No . 


72362 




Strand 


+ 




Start 


309 




End • 


1614 




Name 


OJ990428 08.9924.C21.ol. 


np 


Method 


AAT/NAP 




Start 


309 




End 


1614 




GI 


6815099 






o c 




Exons 


309. .347, 1497. .1614 










GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 





34910 




Seq. No. 35041 

Gene No. 72363 

Start 1791 

Name OJ990428_08 . 9924 . C2 1 . ol 

Start 1791 

GI none 

Exons 1791.. 1909, 2295.. 2700, 
6301. .6379, 6927. .7034, 




Seq. ID OJ990428_08.9924.C21 

Strand + 

End 10929 
gs Method GENSCAN 

End 10929 

Score .61 
2938. .3069, 3579. .3763, 4489. .4660, 
8206. .838 6, 10140 .. 104 41, 10850. . 10929 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35041 Seq. ID 

72363 Strand 

1791 End 

OJ990428_08 ..9924 . C21 . o2 . np Method 

2 932 End 

6815053 Score 



OJ990428_08. 9924 .C21 
+ 

10929 
AAT/NAP 
4040 
779 



2932. .3078, 3579. .3754, 3804. .4040 

(AP001080) hypothetical protein [Oryza sativa] 



Seq. No. 


35041 






Seq. ID 


OJ990428 


_08. 


9924 


.C21 


Gene No. 


72363 






Strand 


+ 








Start 


1791 






End 


10929 








Name t 


OJ990.428. 08. 


992 : 4 ; ,C21.p2 


♦.gp.,.,.. 


Method^ t 


AAT/GAP „ 


















_„B.6.3i_.^ 






GI - ' 


'5003203 : - - 






-Score 


-68 6'-' • - - : - 








Exons 


6793. .7034, 


8022. .8170,' 


8613. 


.8634 










Seq. No. 


35041 






Seq. ID 


OJ990428 


_08. 


9924 


.C21 


Gene No. 


72363 






Strand 


+ 








Start 


1791 






End 


10929 








Name 


OJ990428 08. 


9924 ,C21.o4 


• gp 


Method 


AAT/GAP 








Start 


10159 






End 


10423 








GI 


none 






Score 


452 








Exons 


10159. .10423 

















Seq. No. 35041 Seq. ID 

Gene No. 72364 Strand 

Start 160 End 

Name OJ990428_08 . 9924 . C21 . ol . gp Method 

Start 160 End 

GI none Score 

Exons 160 . . 258 



OJ990428_08.9924.C21 
258 

AAT/GAP 

258 

172 



Seq. No.; 35041 ; .. Seq. ID' 

Gene No. 72365 ' Strand 

Start '7905 ■ * End 

Name OJ990428_08 . 9924 . C21 . o3 . gp Method 

Start 7905 End 

GI LIB3431-055-P1-N1-G3 Score 

Exons 7905. .8408 

GI Descrip. ' 5670155/gb | AF161269 . 1 | AF161269 1.0e-76 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



OJ990428J08.9924.C21. 

8408 
AAT/GAP 
8408 
890 



Seq. No. 35041 . Seq. ID OJ9904 28_08 . 9924 . C21 

Gene No. . 72366 Strand 

Start 10929 End 11334 

Name OJ9904 28_08 . 9924 . C2 1 . ol . tm Method TBLASTX : Maize 

Start 10147 End 10458 



34911 



# 



GI 

Exons 



none 



Score 



52 



10147. .10458, 10148. .10201, 10195 10233, 10222 .. 104 4 6, 
10245. .10448 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35041 
72366 
10929 

OJ990428_08.9924 .C21.ol.ts 

10249 

none 



Seq. ID OJ990428_08.9924.C21 
Strand 

End 11334 

Method TBLASTX : Soybean 

End 10950 

Score 189 



10249. .10443, 10272. .10442, 10830. .10940, 10849. .10950 



35041 
72366 
10929 

OJ990428_08. 9924 .C21.o5.gp 

10929 

none 

10929. .11334 



Seq. ID OJ990428_08. 9924 .C21 
Strand 

End 11334 

Method AAT/GAP 

End 11334 

Score 615 



Seq. No. 35042 . 

.,Gene, Np,.^^ ^2367_._ 

3£artCCCC.£X^ 

Name OJ990428_08 . 9924-. C22-. ol~gs 

Start 819 
GI none 
Exons 819.. 1132 



_ Seq. ID OJ990428_08. 9924 .C22 . 

r .^Strand., _.„+_.... _ .._ , r ,.■ .. ,- T - r7 ^. Jl - .. 

: -Method- GENSCAN 
End 1132 
Score .71 



Seq. No. 35042 

Gene No. 72368 

Start 1 

Name OJ990428_08 . 9924 . C22 . ol . gp 

Start 1 

GI none 

Exons 1..185 



Seq. ID OJ990428_08. 9924 .C22 

Strand 

End 185 

Method AAT/GAP 

End 185 

Score 305 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35043 
72369 
1 

OJ990428__08. 9924 .C23.ol.np 
1 

5262797 • 

1. .1042 . " '- • 

(AL080282) putative protein (fragment") [Arabidopsis t-ha liana] 



Seq. ID OJ990428_08. 9924 .C23 
Strand 

End 1042 
Method AAT/NAP 
End 1042 

Score - • 719- ■ ■ . 



35043 
72369 
1 

OJ990428_08 . 9924 . C23 . ol . tm 

142 

none 



Seq. ID OJ990428_08. 9924 .C23 
Strand 

End 1042 

Method TBLASTX : Mai ze 

End 1008 

Score 72 

142. .1005, 179. .391, 428. .865, 610. .996, 682. .1008, 715. .990, 
830. . 967 



Seq. No, 
Gene No. 
Start 



35043 
72369 
1 



Seq. ID OJ990428_08.9924.C23 
Strand 

End 1042 



34912 




Name 


OJ990428 08 . 9924 .C23.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


175 




End 


705 


GI 


none 




Score 


87 


Exons 


175. .705, 197. .361, 389 


. . 661, 


499. . 663 




Seq. No. 


35043 




Seq. ID 


OJ990428 08.9924.C23 


Gene No. 


72369 




Strand 




Start 


1 




End 


1042 


Name 


OJ990428_08 .9924 .C23.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


181 




End 


780 


GI 


none 




Score 


85 


Exons 


181 . .780, 500. . 640 








Seq. No. 


35043 




Seq. ID 


OJ990428 08.9924.C23 


Gene No. 


72369 




Strand 




Start 


1 




End 


1042 


Name 


OJ990428_08 . 9924 .C23.ol 


.gs. 


Method 


GEN SCAN 


Start 


232 




End 


1032 


GI 


■none 




Score 


.83 


Exons 


232 . . 1032 








..Seq,._ No... . 


.. 35.04 3 . . . ' . . 




Seq.. 


,0 J9 904 2 8 , 0 8,._9 92 47c2 3 . 


Gene^cw- 




„. ... ..^.;;^St sanoU.,^ - T . ^.^ r ^^^^^^ . .. 


Start - 


• -■ i • ■ 




End 


1042 - =■■-■--- • • ■ •■ - • 


Name 


OJ990428 08.9924.C23.ol 


.tw 


-Method 


TBLASTX: Wheat 


Start 


424 




End 


1038 


GI 


none 




Score 


89 


Exons 


424. .492, 568. .1038, 569. .664 






Seq. No. 


35044 




Seq. ID 


OJ990428_08. 9924 .C24 


Gene No. 


72370 




Strand 


+ 


Start 


149 




End 


395 


Name 


OJ990428 08 . 9924 .C24 .ol 


gs 


Method 


GENSCAN 


Start 


149 




End 


395 


GI 


none 




Score 


.71 


Exons 


149. .197, 235. .395 








Seq. No. 


35044 




Seq. ID 


OJ990428__08;.9924 .C24 


Gene No. 


72371 




Strand 


+ 


Start 


519 




End 


1948 


Name 


OJ990428 08.9924.C24.o2. 


gs 


Method 


GENSCAN 


Start 


519 




End . 


1948..- 


GI 


- none 




Score 


.93 


Exons 


' 519. . 998, 1514,. .1948' 








Seq. No. 


35044 




Seq. ID 


OJ990428_08.9924.C24 


Gene No. 


72372 




Strand 




Start 


3383 




End 


10689 


Name 


OJ990428 08.9924.C24.ol. 


np 


Method 


AAT/NAP 


Start 


2293 




End 


10594 


GI 


6630556 




Score 


1357 


Exons 


2293. .2356, 3474. .3565, 


3949. . 


4092, 4298. .4490, 4580. .4636, 




5171. .5301, 5344. .5518, 


5885. . 


6035, 6201.. 6253, 6353.. 6397, 




64Rfl . . fifi^. zioq 6778, 


n i c a 


7307, 7431.'. 7552, 7905.. 8095, 




9405. .9459, 9580. .9676, 


10497. 


.10594 





GI Descrip. (AC011708) putative' alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



34913 



Seq. No. 35044 Seq. ID 

Gene No. 72372 Strand 

Start 3383 End 

Name OJ990428J38 . 9924 .C24 . ol . gp Method 

Start 3291 End 

GI 2797626 Score 

Exons 3291.. 3436 



OJ990428_08.9924.C24 

10689 
AAT/GAP 
3436 
275 



Seq. No. 35044 
Gene No. 72372 
Start 3383 

Name OJ990428_08 . 9924 . C24 . o3 . gs 

Start 3383 
GI none 

Exons 3383.. 3385, 3949.. 4092, 4298. 

5400. .5518, 5885. .6035, 6488, 
7905. .8095, 8308. .8469, 9580. 
10541. .10689 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 08.9924.C24 



10689 
GENSCAN 
10689 
. 69 

4490, 4580. .4636, 5171. 
6633, 6709. .6778, 7785. 



.5283, 
.7886, 



9782, 9822..9879, 1034 5 .. 10456, 



Seq. No. 
Gene,.Np._ 

i£ar±l._ 

Name - 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35044 , 

72372 . 

,33,8.1. ^ 

GJ9904 28_08. 9924-.C24 , 
6978 

uC-osflcypl41d01bl 



. . Seq. ID 
^ ^StrancL , 

o2. gp- Method - 
End 
Score 



OJ990428 08. 992.4 ..C24.. 



__i.Q6.aa__ 

AAT/GAP - 

7500 

704 



6978. .7301, 7431. .7500 

'5107819/gb|AAD40132.1|AF149413_13 9.0e-14 (AF149413) 
similarity to arabinosidase [Arabidopsis thaliana] 1 



contains 



35044 
72373 
10802 
OJ9904 
3479 
none 
3479. . 
4401. . 
5261. . 
5906. . 
6485. . 
7142.-. 
7906. . 



28 08.9924.C24.ol.ts 



3568, 3946. .4014,- 4036 

4496, 4582. .4638, 4586 

5293, 5397.. 5516, 5398 

6019, 5910. .6044, 5911 

6646, 6486.. 6635, 6707 

72.94, 7148. .7294, " 7433 

7953, 7956...8072, 7956 



Seq. ID OJ990428_08.9924.C24 
Strand 

End 11068 

Method TBLASTX : Soybean 

End 8072 

Score 94 
.4098, 4316. .4489, 4329. .4493, 
.4639, 5171. .5239, 5260. .5286, 
.5526, 5407. .5517, 5904. .6026, 
.6045, 6365. .6400, 6368. .6406, 
.6793, 6708.. 6779, 7140. .7205, 
.7552/ 744 3. .7553, .7 905. .7.952/ 
.8072 



Seq. No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35044 
72373 
10802 

OJ990428_08, 
3946 
none 
3946. 
4297, 
5171. 
5399, 
6201. 
6488. 
7140. 



.4098, 
.4494, 
.5215, 
.5518, 
. 6251, 
.6631, 
,7205, 



9924 .C24 .ol.tm 



3947. .4090, 4293, 

4577. .4639, 4577. 

5171. .5218, 5260. 

5897 , , 6037, 5910, 

6201. . 6254 ^ 6365. 

6492. .6635, 6696, 

7142. .7288, 7148. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 08.9924.C24 



11068 

TBLASTX: Maize 
9678 
126 

.4490, 4295. .4492, 4296.. 

.4627, 4579. .4665, 4579.. 

.5286, 5397. .5516, 5398.. 

.6041, 5911. .6045, 5913.. 

,6406, 6368. .6406, 6485.. 

,6779, 6707. .6781, 6708.. 

.7285, 7152. .7289, 7442.. 



4493, 
4638, 
5508, 
6062 , 
6646, 
6779, 
7552, 



34914 



7443. .7553, 7905. .8072, 7905. .8072, 7906. .8073, 7907. .8074, 
9376.-9462, 9404. .9481, 9580. .9678 



Seq. No. 35044 

Gene No. 72373 

Start 10802 

Name OJ990428_08 . 9924 . C24 . ol . tc 

Start 3949 

GI none 
Exons 



Seq. ID OJ990428_08 . 9924 .C24 
Strand 

End 11068 

Method TBLASTX : Cress 

End 5239 

Score 87 



3949. .4014, 4292. .4489, 4401. .4487, 4424. .4489, 4582. .4635, 
4582. .4638, 4586.'. 4639, 5186. .5239 



Seq. No. 35044 

Gene No. 72373 

Start 10802 

Name OJ990428_08 . 9924 . C24 . ol . tw 

Start 4295 

GI none 
Exons 



Seq. ID OJ990428_08 . 9924 .C24 
Strand 

End 11068 

Method TBLASTX : Wheat 

End 4 641 

Score 233 



4295. .4492, 4299. .4493, 4299. .4505, 4327. .4494, 4579. .4641, 
4579.-4638 



. Seq. J No.. 
.Gene. .Net,— —- 

Start - 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



..,35044 %T .__. r ,_^. ^ ..Seq^lD_ Q^^ 

_7 2323 -_^J.txand__„^. ' 1 ~~ 

• 10802- - • - - : - End - 11068 - - - 

OJ990428_08.9924.C24.o2.tw Method TBLASTX : Wheat 

5397 End 6045 

none Score 145 

5397. .5516, 5398. .5508, 5910. .6041, 5911. .6045 



35044 
72373 
10802 

OJ990428_08.9924.C24 .o3.gp 
10802 

14187_1.R1084 
10802. . 11068 

, 5107819/gb|AAD40132.1|AF149413_13 1.0e-107 (AF149413) contains 
similarity to arabiriosidase [Arabidopsis thaliana] 1 



Seq. ID OJ990428_08 . 9924 .C24 
Strand 

End 11068 

Method AAT/GAP 

End 11068 

Score 4 64 



35045 
72374 
31 

OJ990428_08.9924 .C25.ol . gs 
31 • 
none 

31. .179, 696. .717, 945. .1088, 1171. .1363, 1450. .1506, 
1648. .1751, 2058. .2129 



Seq. ID OJ990428__08.9924.C25 
Strand 

End- . 3010 

Method GENSCAN . . 

End * 2129 

Score .85 ' ' 



Seq. No. 35045 

Gene No. 72374 

Start 31 

Name OJ990428_08 . 9924 . C25 . ol . gp 

Start 292 

GT 14187 1. R10 8 4 

Exons 292. .832, 945. .1088, 1171. .1363, 1450. .1506, 1648. .1751, 

2058. .2129, 2237. .2363, 2892. .2937 

GI Descrip. ' 5107819/gb | AAD40132 . 1 | AF149413 13 1.0e-107 (AF149413) contains 



Seq. ID OJ990428_08.9924.C25 
Strand 

End 3010 

Method AAT/GAP 

End 2937 

rt~~ ^ "-i i- r-> 



34915 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



similarity to arabinosidase [Arabidopsis thaliana] 1 

35045 Seq. ID OJ990428JD8 . 9924 . C25 

72374' Strand 

31 End 3010 

OJ990428_08 . 9924 . C25 . ol . np Method AAT/NAP 

677 End 3010 

6630556 Score 636 

677. .832, 945. .1088, 1171. .1363, 1450. .1506, 1648. .1751, 

2058. .2129, 2237. .2364, 2938. .3010 

(AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



Seq. No. 35045 Seq. ID OJ9904 28_08 . 9924 . C25 

Gene No. 72374 Strand 

Start 31 End 3010 

Name OJ990428_08 . 9924 . C25 . o2 . ts Method TBLASTX : Soybean 

Start 695 End 2365 

GI none Score 4 6 

Exons 695. .844, 894. .989, 2047. .2133, 2058. .2129, 2234. .2365, 
. . 2244 ... 2357 



- ; $.e.q. ? ,~Np... 
- Gene -No . 

Start , ; 

Name 

Start 

GI 

Exons 



;_3.5.a45..- 
- 72374 - 
31 

OJ9904 
710 
none 
710. .8 
1159. . 
1648. . 
2056. . 



28 08. 9924 .C25.ol.tm 



"-Strand - . . • -~ ~~ — -.: . •• •_ . 

End 3010 
_ Method TBLASTX: Maize 

End 2362 
Score 157 

41, 711. .890, 711. .875, 939. .1094, 943. .1095, 944. .1117, 
1362, 1171. .1362, 1193. .1366, 1449. .1508, 1449. .1508, 
1752, 1651. .1752, 1652. .1753, 1652. .1771, 2047. .2136, 
2127, 2058.. 2135, 2234.. 2362, 2235.. 2357, 2237.. 2362 



Seq. No. 35045 Seq. ID 

Gene No. 72374 Strand 

Start 31 End 

Name OJ990428_08 . 9924 . C25 . ol . tc Method 

Start 728 ... End 

GI none Score 
Exons 



OJ990428_08. 9924 .C25 
3010 

TBLASTX: Cress 

1725 

58 



728. .859, 747. .860, 945. .1013, 952. .1023, 984. .1094, 1150.. 1236, 
1216. .1365, 1268. .1363, 1452. .1508, 1455. .1508, 1648. .1725 



.Seq. No. 55045 . ..... v. .'"Seq.. ID OJ9904 28_08 . 9924.. C25 

Gene No. • 72374 Strand 

.Start 31 * End 3010 

Name OJ990428_08 . 9924 . C25 . ol . ts Method TBLASTX : Soybean 

Start 990 End 1771 

GI - -none Score 52 

Exons 990. .1094, 991. .1083, 1189. .1365, 1196. .1369, 1443. .1508, 

1452. .1508, 1648. .1722, 1712. .1771 



Seq. No. 35045 

Gene No. 72374 

Start 31 

Name OJ990428 JD8 . 9924 . C25 . ol . tw 

Start 1159 

GI none 



Seq. ID OJ990428_08. 9924 .C25 
Strand 

uiiu ■_/ j- w 

Method TBLASTX : Wheat 

End 1511 

Score 237 



34916 



Exons 



1159. .1362, 1159. .1362, 1196. .1366, 1202. .1378, 1448. .1510, 
1449. .1511, 1449. .1508 



Seq. No. 35045 Seq. ID 

Gene No. 72374 Strand 

Start 31 End 

Name OJ990428_08 . 9924 . C25 . o2 . tc Method 

Start 2058 End 

GI none Score 

Exons 2058.. 2129, 2234.. 2365, 2253.. 2363 



OJ990428_08.9924.C25 
3010 

TBLASTX: Cress 

2365 

92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

. Gene No . . . 
...J^art^ 

Start - r "- 
GI 

Exons 

GI Descrip. 



35045 
72374 
31 

OJ990428_08. 9924.C25.o2.tw 

2109 

none 



Seq. ID OJ990428_08.9924.C25 
Strand 
End 

Method 
End 
Score 



3010 

TBLASTX: Wheat 

2365 

176 



2109. .2135, 2230. .2355, 2234. .2365, 2235.-2357 



Seq. ID 

Strand 



OJ990428 08.9924.C26 



.._^,End 



35046 

72375 . .. . 
6630556 

1..82, 379. .535, 1080. .1132, 1211. .1256, 1370. .1515, 1618. .1687, 
1836. .1989, 2071. .2192, 2431. .2627, 2991. .3045, 3225. .3404 
(AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



, JiethacL . 
End - 
Score 



5.3 4 1^ 

3404- 
1097 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
• Start 
Name. 
Start 
GI 

Exons 



35046 
72375 
1 

OJ990428_08. 9924 .C26.ol.gp 
361 

14187_1.R1084 

361. .535, 1080. .1132, 1211. 



OJ990428 08.9924.C26 



Seq. ID 
Strand 

End 5341 
Method AAT/GAP 
End 14 39 

Score 542 
.1256, 1370. .1439 
, 5107819/gb|AAD40132.1|AF149413_13 1.0e-107 (AF149413) contains 
similarity to arabinosidase [Arabidopsis thaliana] ' 



35046 . 

72375 - -. • " 
1 . . • .' ' 

OJ990428_08 . 9924 . C26 . ol . tm 
371 
none 
371. . 
1204. 
1374 . 
1830. 
2074. 
2433. 
3220, 



517, 378. .536, 379 
.1257, 1209. .1259, 
1381. . 1524, 
1830. 

2074. .2193, 
2433 
3223 



.1517, 
.1982, 
.2193, 
.2633, 
.3369, 



.555, 
1209. 
1604. 
1982, 1831. 
2078. 
2989. 
3224. 



,2630, 
,3306, 



Seq. ID OJ990428_08.9924.C26 
Strand • .- 

End ' 5341 ; . ' . 

Method TBLASTX: Maize 
End 3408 
Score 229 

499. .552, 1069. .1134, 1080. .1136, 
.1259, 1367. .1516, 1370. .1459, 
.1690, 1617.. 1727, 1825.. .1980, 
.1986, 2073. .2192, 2073. .2192,. 
.2194, 2431. .2628, 2432. .2632, 
.3045, 2990. .3046, 3210. .3308, 
.3370, 3225.. 3338, 3325.. 3408 



Seq. No. 
Gene No. 
Start 



35046 
72375 
1 



Seq. ID 

Strand 

End 



OJ990428 08.9924.C26 



5341 



34917 



Name 

Start 

GI 

Exons 



OJ990428_08. 9924 .C26.ol . ts Method TBLASTX : Soybean 

371 End 2628 

none Score 183 

371. .517, 390. .539, 1070. .1123, 1080. .1136, 1204. .1260, 

1209. .1259, 1356. .1517, 1367. .1516, 1604. .1690, 1617. .1718, 

1830. .1967, 1830. .1970, 1831. .1971, 2073. .2192, 2083. .2193, 

2431. .2478, 2432. .2482, 2479. .2628, 2480. .2623 



Seq. No. 35046 

Gene No. 72375 

Start 1 

Name OJ9904 28_08 . 9924 . C26 .ol . tw 

Start 371 

GI none 
Exons 



Seq. ID OJ990428_08.9924 .C26 
Strand 

End 5341 

Method TBLASTX : Wheat 

End 1226 

Score 238 

371. .517, 378. .536, 379.-552, 379. .537, 1069. .1134, 1080. .1136, 
1209. . 1226 



Seq. No. 35046 

Gene No. 72375 

Start 1 

Name OJ990428_08 . 9924 . C26 . o2 . tc 

Start ^371 ^. ^. t _ 

. GX.^..-,, ^, w none. w _ ^ 

Exons-- - 



Seq. ID OJ990428_08.9924.C26 
Strand 

End, 5341 

Method . TBLASTX: Cress 

JSnd ^112A_ _ 

Jacnr-e..:__J^2^ 



-371-.-.51-7- r '-3-90-.-.-5-3-6v -403:-. 543, -1080.-. 1124- - 



Seq. No. 35046 

Gene No. 72375 

Start 1 

Name OJ990428_08 . 9924 . C2 6 . ol . gs 

Start 391 

GI none 
Exons 



Seq. ID OJ990428_08.9924.C26 
Strand 

End 5341 

Method GENSCAN 

End 5341 

Score .61 



391. .535, 1370. .1515, 1618. .1687, 1836. .1983, 2071. .2192, 
2431. .2627, 2991. .3045, 3225. .3338, 3862. .3961, 4022. .4206, 
5336. .5341 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip". 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35046 
72375 
1 

OJ990428_08. 9924 .C2 6.o2.gp 
1618 

31091 1.R1084 



Seq. ID OJ990428_08. 9924 .C26 
Strand 

End 5341 

Method AAT/GAP 

End 3932 

Score 1632 



1618. .1687, 1.83.6. . 1983, 2071-. . 219.2 , 24 31 .. 2627 , 2991 . ..3045,' .. . 
.3225... 3442,' 3862. .3932 ' " 

: l 5107819/gb|AAD40132: 1 |AF149413_13 3.0e-50 (AF149413) contains 
similarity to arabinosidase [Arabidopsis thaliana] 1 



35046 
72375 
1 

OJ990428JD8 .'9924 . C26 . ol . tc 

2482 

none 



Seq. ID OJ990428_08.9924.C26 
Strand 

End 5341 

Method TBLASTX: Cress 

End 3293 

Score 153 



2482. .2628, 2483. .2632, 2483.-2629, 2989. .3045, 2990. .3046, 
3225. .3293 



Seq. No. 
Gene No. 



35047 
72376 



Seq. ID OJ990428_08. 9924 .C29 
Strand 



34918 



Start 


1 




End 


1741 






Name 


OJ990428 08.9924.C29.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


1741 






GI 


4 68020.7 




Score 


285 






Exons 


1..18, 278. .1094, 1703.. 


1741 










GI Descrip. 


(AF114171) disease resistance 


protein RPM1 homolog [Sorghum 




* bicolor] 












Seq. No. 


35047 




Seq. ID 


OJ990428 


_08 . 9924 


.C29 


Gene No. 


72376 




Strand 








Start 


1 




End 


1741 






Name 


OJ990428_08. 9924 .C29.ol. 


gs 


Method 


GENSCAN 






Start 


238 




End 


1400 






GI 


none 




Score 


. 66 






Exons 


238 . . 1059, 1334 . . 1400 












Seq. No. 


35047 




Seq. ID 


OJ990428 


_08 . 9924 


.C29 


Gene No. 


72376 




Strand 


— 






Start 


1 




End 


1741 






Name 


OJ990428 08. 9924 .C29.o2. 


tm 


Method 


TBLASTX : 


Maize 




Start 


355 . . 




End 


546 






. GI. 


none ^ . _ . _ w . ^ m . 




.Jcpre 


. 123 ... 






..Exons,.^ , 

------ ..... 


ZSKs. ZS^iZ3^Z3ax^ 3&EL 












Seq. No. 


35047 




Seq. ID 


OJ990428 


J)8.9924 


.C29 


Gene No. 


72376 




Strand 








Start 


1 




End 


1741 






Name 


OJ990428 08. 9924 .C29.o2. 


np 


Method 


AAT/NAP 






Start 


359 




End 


1116 






GI 


6721550 




Score 


207 






Exons 


359. .1116 












GI Descrip. 


(AP001073) Similar to Oryza sativa gene for Pib 


i (AB013448) 


Seq. No. 


35047 




Seq. ID 


OJ990428 


_08.9924 


.C29 


Gene No. 


72376 




Strand 








Start 


1 




End 


1741 






Name 


OJ990428 08.9924.C29.ol. 


tm • 


Method 


TBLASTX: 


Maize 




Start 


547 




End 


1071 






GI 


none 




Score 


119 






Exons 


547. .810, 565. .795, 587. 


.814, 


691. .753, 


835. .1035, 847. 


. 1071, 




852. .1067 












.Seq. 'No. ' 


. 35*047 \_ ...... 




.Seq. ID 


.OJ 9 90.4 2.8 


_08. 992.4 


.C29 : 


Gene No. 


72376 




Strand 








Start 


1 




End' 


1741 






Name 


OJ990428 08.9924.C29.ol. 


tw 


Method 


TBLASTX : 


Wheat 




Start 


868 




End 


1096 






GI 


none 




Score 


88 






Exons 


868. .978, 868. .1086, 954 


. .1067, ..956. .1096 






Seq. No. 


35048 




Seq. ID 


OJ990428 


JD8.9924 


.C30 


Gene No. 


72377 




Strand 








Start 


30 




End 


3738 






Name 


OJ99042R OR . 9 974 . f!?0 . n1 . 


. 


Method 


GENSCAN 






Start 


30 




End 


3738 






GI 


none 




Score 


.49 






Exons 


30. .175, 321. .376, 752.. 


879, 2291. .2404 


, 3550.. 


3738 





34919 



Seq. No. 35049 Seq. ID 

Gene No. 72378 Strand 

Start 1205 End 

Name OJ990428_08 . 9924 . C31 . ol . gp Method 

Start 1205 End 

GI 5039025 Score 

Exons 1205.. 1622 



OJ990428_08.9924.C31 
+ 

1739 
AAT/GAP 
1622 
797 



Seq. No. 35049 Seq. ID 

Gene No. 72378 Strand 

Start 1205 End 

Name OJ9904 28_08 . 9924 . C31 . ol . gs Method 

Start 1324 End 

GI none Score 

Exons 1324.. 1698 



OJ990428_08.9924.C31 
+ 

1739 
GEN SCAN 
1698 
.53 



Seq. No. 35049 Seq. ID OJ990428_08 . 9924 . C31 

Gene No. 72378 Strand + 

Start 1205 End 1739 

Name OJ990428_08 . 9924 . C31 . ol . np .Method AAT/NAP ' 

Start. ..... , 1367. . End 1739 _ - - 

_..___6j7215a6 v _-_ w _ . v -„____,_j3care^ .....„13±..\ IZS'^SiS^S^ZZ- 

Exons • • 1367-.; 1739 -• - • : - • • - - - • • • 

GI Descrip. (AP001072) EST AU069682 (C1560 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


35050 








Seq. ID 


OJ990428 


_08, 


.9924, 


.C32 


Gene No. 


72379 








Strand 


+ 








Start 


1321 








End 


1416 








Name 


OJ990428 08 


.9924.C32 


.ol 


. gs 


Method 


GENSCAN 








Start 


1321 








End 


1416 








GI 


none 








Score 


. 69 








Exons 


1321. . 1416 


















Seq. No. 


35051 








Seq. ID 


OJ990428 


_08. 


.9924, 


.C33 


Gene No. 


72380 








Strand 


+ 








Start 


526 








End 


1034 








Name 


OJ990428 08 


.9924.C33 


.ol 


. gs 


Method 


GENSCAN 








Start 


526 






End 


1034 








GI 


none 








Score 


.62 








Exons . 


526... 660, .."8 


34. .1034 
















Seq. No. 


35051.- 








Seq. ID 


OJ9904.28_ 




,9924 . 


,C33 


Gene No. 


72380 








Strand 


+ 








Start 


526 








End 


.1034 








Name 


OJ990428 08 


. 9924. C33 


.ol 


.gp 


Method 


AAT/GAP 








Start 


837 








End 


1017 








GI 


none 








Score 


256 









Exons 837.. 1017 



Seq. No. 35051 Seq. ID 

Gene No. 72381 Strand 

Start 2460 End 

Name OJ990428_08 . 9924 . C33 . o2 . gs Method 

Start 24 60 End 

GI none Score 



OJ990428_08.9924.C33 

3869 
GENSCAN 
3869 
.86 



34920 



Exons 



2460. .2573, 2618. .2710, 2839. .2911, 3H-.00 . . 3094, 3771. .3869 



Seq. No. ' 35052 Seq. ID 

Gene No. 72382 Strand 

Start 867 End 

Name OJ990428_08 . 9924 . C34 . ol . gs Method 

Start 867 End 

GI none Score 

Exons 867.. 2051 



OJ990428_08.9924.C34 
+ 

2051 
GENSCAN 
2051 
.61 



Seq. No. 35052 .Seq. ID 

Gene No. 72383 Strand 

Start 2581 End 

Name OJ990428_08 . 9924 . C34 . o2 . gs Method 

Start 2581 End 

GI none Score 

Exons 2581.. 2684 



OJ990428_08.9924.C34 

2684 
GENSCAN 
2684 
.67 



Seq. ID OJ990428_08.9924 .C35 



Seq. No. 35053 

Gene No. 72384 

Start . .1 . 

Name.,_. _ . . OJ9904 28_£>8 . 9924 , C35 . ol. np 

GI 4 263522 • ■ - '• --- - 

Exons 1..640 

GI Descrip. (AC004044) hypothetical protein [Arabidopsis thaliana] 



Strand 
End 

^Method 
lEncU-^ 
Score- 



+ 

1192 
. AAT/NAP 

-■55-2 



Seq. No. 35053 Seq. ID 

Gene No. 72384 Strand 

Start 1 End 

Name OJ990428_08 . 9924 . C35 . ol . gs Method 

Start 11 End 

GI none Score 

Exons 11.. 616, 1130.. 1192 



Seq. No. 35053 

Gene No. 72385 

Start 2523 

Name OJ990428_08 . 9924 . C35 . o5 . ts 

Start 2 

GI none 

Exons ■ 2. .274 „ _ . . 

Seq.- No.- ' 35053- 

Gene No. 72385 

Start 2523 

Name OJ990428_08 . 9924 . C35 . o2 . tm 

Start 65 

GI none 

Exons 65. .598, 115. .363, 451. .585 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. -ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 35053 Seq. ID 

Gene No. 72385 Strand 

Start 2523 End 

Name OJ9904 28__08 . 9924 . C35 . ol . tc Method 

Start 85 End 

GI none Score 



9924 .C35 



OJ990428_08, 
+ 

1192 
GENSCAN 
1192 
.9 



OJ990428_08.9924.C35 
3812 

TBLASTX : Soybean 

274 

199 



OJ990428_08.9924.C35 
3812 

TBLASTX: Maize 

598 • 

391 



OJ990428_08.9924.C35 
38 12 

TBLASTX: Cress 

643 

474 



34921 




Exons 


85. .384, 86..643, 383. .640 










Seq. No. 


35053 


Seq. ID 


OJ990428 


; 08.9924 


.C35 


Gene No. 


72385 


Strand 








Start 


2523 


End 


3812 






Name 


OJ990428 08.9924.C35.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


275 


End 


651 




GI 


none 


Score 


332 " 






Exons 


275. .643, 353. .643, 451. .651 










Seq. No. 


35053 


Seq. ID 


OJ990428 


_08.9924 


.C35 


Gene No. 


72385 


Strand 








Start 


2523 


End 


3812 






Name 


OJ990428_08 . 9924 . C35 . ol . tm 


Method 


TBLASTX : 


Maize 




Start 


2428 


End 


3426 






GI 


none 


Score 


114 






Exons 


2428.. 2460, 2526.. 2573, 2622. 


.2891, 2625. .2795, 


2647. .21 


377, 




2934.. 3101, 293'4..3425, 2962. 


.3426, 3160. .3426 






Seq. No. 


35053 


Seq. ID 


OJ990428 


_08.9924 


.C35 


Gene No. 


72385 


Strand 








Start . 


2523 _ 


End. 


3812..,, _ 








.,„. B j0.J.aS,0.42,8^0.a.^a2. l 4...C3.5...o2 . up- . 


.Method.^. 








Start- — 


2523 --- : - 


End- — 


3812 






GI 


-•5903099 


Score 


1023 






Exons 


2523.. 3812 











GI Descrip. (AC008017) Unknown protein [Arabidopsis thaliana] 



Seq. No. 


35053 








Seq. ID 


OJ990428 


!_08.9924 


.C35 


Gene No. 


72385 








Strand 








Start 


2523 








End 


3812 






Name 


■ OJ990428 08, 


.9924 


.C35.o4 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


2532 








End 


2792 




GI 


none 








Score 


196 






Exons 


2532. .2573, 


2625 


. .2792 












Seq. No. 


35053 








Seq. ID 


OJ990428 


_08.9924 


.C35 


Gene No. 


72385 








Strand. 








Start 


2523 








End 


3812 






Name 


OJ990428 08, 


. 9924 


.C35.pl. 


,ts 


Method 


TBLASTX: 


Soybean 




Start 


3003 








End 


3471 




■QI 


none 








Score- - 


■ 93 . . 






Exons 


3003. .3134, 


3003 


.34 67, 


3004 . 


.3186, 3271. .3471 






Seq. No. 


35053 








Seq. ID 


OJ990428 


_08.9924 . 


.C35 


Gene No. 


72385 








Strand 








Start 


2523 








End 


3812 






Name 


OJ990428 08. 


, 9924 


.C35.o3, 


.tm 


Method 


TBLASTX: 


Maize 




Start 


3429 








End 


3749 






GI 


none 








Score 


119 






Exons 


3429. .3620, 


3429 


. .3701, 


3602. 


.3682, 3675. .3749, 


3710. .3748 


Seq. No. 


35053 








Seq. ID 


OJ990428 


_08.9924. 


.C35 


Gene No. 


72385 








Strand 








Start 


2523 








End 


3812 






Name 


OJ990428 08. 


9924 


.C35.o3. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


3477 








End 


3707 





34922 



GI 


none 


Score 


242 




Exons 


3477. .3707 








Seq. No. 


35054 


Seq. ID 


OJ990428_08.9924 


.C36 


Gene No. 


72386 


Strand 


+ 




Start 


1104 " 


End 


4931 




Name 


OJ990428 08.9924.C36.o3.np 


Method 


AAT/NAP 




Start 


1104 


End 


4931 




GI 


1245061 


Score 


148 




Exons 


1104. .1157, 4552. .4931 








GI Descrip 


(U46069) fertilin alpha subunit [Oryctolagus cuniculus] 




Seq. No. 


35054 


Seq. ID 


OJ990428 08 9924 


.C36 


Gene No. 


72387 


Strand 


+ 




Start 


5986 


End 


8753 




Name 


OJ990428 08 . 9924 ,C36.o4 . np 


Method 


AAT /NAP 




Start 


5986 ~ 


End 


8617 




GI 


623586 


Score 


75 




Exons 


5986. .6016, 7254. .7387, 8565 


. .8617 






GI Descrip. 


(L29273) putative [Nicotiana 


t aba cum] 






Seq^No ^ 


. .35054 . , " 


.—Seq I.D._ 




..C36- 


ft Gene^,N.o,.,^., 




Strands 






Start 


- 5986- - 


- End 


87 5T^^ • - ^ 


— 


Name 


OJ990428 08.9924 .C36.ol.gp 


Method 


AAT /GAP 




Start 


6243 


End 


6638 




GI 


4881046 


Score 


640 




Exons 


6243. . 6638 








Seq. No. 


35054 


Seq. ID 


OJ990428_08. 9924 


.C36 


Gene No. 


72387 


Strand 


+ 




Start 


5986 


End 


8753 




Name 


OJ990428 08.9924.C36.o2.gp 


Method 


AAT /GAP 




Start 


7335 


End 


8753 




GI 


5455584 


Score 


1284 




Exons 


7335. .7380, 7883. .7962, 8067 


..8324, 8420. .8753 




GI Descrip. 


5670155/gb|AF161269.1 IAF161269 1.0e-76 


Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence 




Seq. No. 


35054 


Seq. ID 


OJ990428_08. 9924 


.C36 


Gene No . 


72388 


Strand 






Start, 


1 - ■ • . 


End 


1180- ■■: 




Name 


OJ990428~08.9924.C36.ol.-np ' 


Method 


AAT/NAP * 




Start 


1 


End 


1180 




GI 


5903099 


Score 


4 97 




Exons 


1..1180 








GI Descrip. 


(AC008017) Unknown protein [Arabidopsis 


thaliana] 





, Seq. No. 35054 Seq. ID 

Gene No. 72389 Strand 

Start 2550 End 

Name OJ990428_08 . 9924 .C36 . o2 . np Method 

Start 2550 End 

GI 5107155 Score 188 

Exons 2550. .2780 

GI Descrip. (AF150083) small zinc finger-like protein [Arabidopsis thaliana] 



OJ990428_08. 9924 .C36 

2780 

AAT/NAP 

2780 



34923 



# 



Seq. No. 35054 Seq. ID 

Gene No. 72390 , Strand 

Start 4117 * End 

Name OJ990428JD8 . 9924 . C36 . o2 . gs Method 

Start 4117 End 

GI none Score 

Exons 4117.. 4256, 4589.. 4843, 4897.. 5017 



OJ990428_08. 9924.C36 

5017 
GENSCAN 
5017 
.55 



Seq. No. 35054 Seq. ID 

Gene No. 72391 Strand 

Start 7502 End 

Name OJ9904 28_08 . 9924 . C36 . ol . tm Method 

Start 4 6 End 

GI none Score 

Exons 46. .228, 47. .163, 104. .436, 241. .321, 
446. .694, 1025. .1132 



OJ990428_08. 9924.C36 
8938 

TBLASTX: Maize 

1132 

111 

305. .718, 349. .393, 



Seq. No. 
Gene No. 
Start 
Name 
Starts . 

Exons- 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35054 Seq. ID 

72391 Strand 

7502 End 

OJ9904 28_08. 9924 .C36.ol. ts Method 

.167 .End^.^. 

167. -.3317- -332. .448/ -362. .553, - 393. ; . 4-2 6 

35054 Seq. ID 

72391 Strand 

7502 End 

OJ990428_08. 9924 .C36.o2.ts Method 

2541 End 

none Score 
2541. .2732, 2568. .2714 



OJ990428_08. 9924 .C36 
8938 

TBLASTX : Soybean . . 

553. _ . 

, ,4.g.._ 



-45-0 .--.-545 - — - - 

OJ990428_08.9924.C36 
8938 

TBLASTX: Soybean 

2732 

67 



Seq. No. 35054 Seq. ID 

Gene No. 72391 Strand 

Start 7502 End 

Name OJ990428_08 . 9924 . C36 . ol . tc Method 

Start 2553 End 

GI none Score 

Exons 2553.. 2738, 2562.. 2717 



OJ990428_08.9924.C36 
8938 

TBLASTX: Cress 

2738 

106 



Seq. No. . - 35054. - ■" Seq.- ID 

Gene No. . 72391 ..''*. Strand 
Start . ' 7502 . End- 
Name OJ990428_08 . 9924 .C36.ol. tw Method 
Start 2562 End 
GI none Score 
Exons 2562.. 2714, 2562.. 2738 



OJ990428_08. 9924 .C36 
8938 

TBLASTX: Wheat 

2738 

68 



Seq. No. 35054 Seq. ID 

Gene No. 72391 Strand 

Start 7502 End 

Name OJ990428_08 . 9924 . C36 . o2 . tm Method 

■Start 2562 End 

GI none Score 

Exons 2562.. 2738, 2571.. 2714 



OJ990428_08.9924.C36 
8938 

TBLASTX: Maize 

o -j o n 
<c / (J 

79 



34924 




Spa No 


35054 






Seq. ID 




yj o ■ zt _? *i 


• J \J 


Gene No. 


72391 






Strand 








Start 


7502 






End 


8938 






Name 


OJ990428 08 


.9924.C36.o3 


.gs 


Method 


GENSCAN 






Start 


7502 






End 


8938 






GI 


none 






Score 


.81 






Exons 


7502. .7611, 


8393. .8571, 


8787 . 


.8938 








Seq. No. 


35055 






Seq. ID 


OJ990428 


_08. 9924 


.C39 


Gene No. 


72392 






Strand 








Start 


1 






End 


546 






Name 


OJ990428 08 


.9924.C39.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


546 






GI 


5257262 






Score 


116 






Exons 


1..319, 466 


. .546 












GI Descrip. 


(AP000364) : 


hypothetical 


protein [Oryza 


sativa] 






Sea. No. 


35056 






Seq. ID 


OJ990428 


08 . 9924 


. C4 3 


Gene No. 


72393 






Strand 


+ 






Start 


8796 






End 


11738 






Name 


OJ990428. 08 


. 9924 ,C43..o3. 


.gs 


Method 


GENSCAN 






, ^Start ... 


8796. 






t End,. ; 


117 38 _ 






_:jgxI. w - . w 


. „ japn e^,_, 






„ScDxe 


^.,5L_-_ 






Exons — - ■ 


- 8796. .8836,-' 


1005-7 . ;i04 5'3y '10554. -.10709, 


- -1-14 69.--. 


11738 




Sea No 


35056 

*w/ \J 'W' \J 






Seq. ID 


OJ990428 


08 . 9924 




Gene No. . 


72394 






Strand 








Start 


4194 






End 


8636 






Name 


OJ990428 08 


.9924.C43.pl, 


. tm 


Method 


TBLASTX: 


Maize 




Start 


1375 






End 


1608 






GI 


none 






Score 


195 






Exons 


1375. .1608, 


1390. . 1521, 


1409. , 


.1525, 1413. .1541 






Seq. No. 


35056 






Seq. ID 


OJ990428 


08 . 9924 


. C4 3 


Gene No. 


72394 






Strand 








Start 


4194 






End 


8636 






Name 


OJ990428 08 


.9924.C43.o2, 


.gs 


Method 


GENSCAN 






Start 


4194 






End. 


8149 






GI 


none 






Score 


.41 






Exons 


4194. .4789, 


5899. .5980, 


6785. . 


.7578, 80E 


13. .8149 






Seq. No. 


.35056- . 






Seq. ID 


OJ990428 


_08. 9924 


. C.4 3 


Gene No. 


. "7239.4 






Strand 








Start 


4194 






End 


8636 






Name 


OJ990428 08' 


.9924.C43.ol. 


np 


Method 


AAT/NAP 






Start 


4257 






End 


8636 






GI 


5257262 






Score 


352 






Exons 


4257. .4340, 


4539. .5071, 


5899. . 


6081, 7333.. 7362, 


8549" .81 


636 


GI Descrip. 


(AP000364) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


35056 






Seq. ID 


OJ990428 


_08. 9924 


.C43 


Gene No. 


72394 






Strand 








Start 


419.4 






End 


8636 






Name 


O-J9904 28 Q8 


. 9924.C4 3.ol. 


-t- T.T 


jv/r „ j_ u « ~i 


mr*i t t\ n m^r - 1 
J. DUriO 1 /V . 1 


^hea L 




Start 


4536 






End 


7426 




GI 


none 






Score 


104 






Exons 


4536. .4637, 


4537. .4809, 


4686. . 


4808, 4839. .4919, 


4843. .4917, 



34925 



7043. .7351, 7044. .7316, 7325. .7426, 7341. .7424 



Seq. No. 35057 

Gene No. 72395 

Start 4323 

Name OJ990428_08 . 9924 . C4 5 . ol . np 

Start 4323 

GI 3402705 

Exons 4323. .4718, 4821. .5207 

GI Descrip. • (AC004261) hypothetical 

Seq. No. 35057 

Gene No. 72396 

Start 6538 

Name OJ990428JD8 . 9924". C4 5 . ol . gp 

Start 6538 

GI none 

Exons 6538.. 6613, 6692.. 6948 



Seq. ID ,OJ990428__08.9924 .C45 

Strand + 

End 5207 

Method AAT/NAP 

End 5207 

Score 4 57 



protein [Arabidopsis thaliana] 



Seq. ID OJ990428_08.9924.C45 

Strand + 

End 6948 

Method AAT/GAP 

End 6948 

Score 4 97 



Seq. No. 35057 

Gene No. . 7239.6 . . ■ • . ... 

Start..,. . . _ 653.8., . „, fc ,. . . . _ 
.Name__,^^ 

Start - - 6544 - - - ■ 

GI none ■ 

Exons 6544.. 6613, 6692.. 6948 



Seq. ID OJ990428_08.9924.C45 
Strand .+ 

,End^.,., A . ,6948 ^ w ___ 

End • - 6948 — - - 

Score 496 



Seq. No. 35057 

Gene No. 72397 

Start 9469 

Name OJ990428_08 . 9924 . C4 5 . o3 , 

Start 9469 

GI none 

Exons 9469..9S77 



gp 



Seq. ID OJ990428_08.9924.C45 

Strand + 

End 9577 

Method AAT/GAP 

End 9577 

Score 178 



Seq. No. 35057 

Gene No. 72398 

Start 1269 

Name OJ990428_08 . 9924 . C45 . ol . gs 

Start 1269 

GI none 

Exons.. . 1269.. 1577, 1842.. 2075, -2207/. 



Seq. ID 

Strand 

End 

Method . 

End 

Score 



OJ990428_08. 9924 .C45 

3030 
GENSCAN 
3030 
.85 



,2287,- 2368. .2564,. 2913. .3030 



Seq. No. • 35057 
Gene No.' 72398 
Start 1269 

Name OJ990428_08 . 9924 . C45 . o2 . tm 

Start 1857 
GI none 

Exons 1857. .2063, 1857.. 2081, 1858. 

2365. .2406, 2366. .2401, 2368. 
2424. .2537, 2425. .2538, 2542. 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ990428 08...9924.C45 



3030 

TBLASTX: Maize 
2565 
129 

2079, 2201.. 2293, 2205. 
2406, 2407.. 2538, 2411. 
2565 



.2294, 
.2506, 



Seq. No. 35057 

Gene No. 72399 

Start 4497 

Name OJ990428 08 . 9924 . C45 . o3 . tm 



Strand 
End 

Method 



4900 

TBLASTX: Maize 



34926 



Start 


4497 








End 


4900 


GI 


none 








.Score 


250 


Exons 


4497. .4613, 


4559, 


. .4717, 


4560. 


.4718, 4662. .4724, 4818. .4862, 




4818 . .4892, 


4820. 


. .4900 








Seq. No. 


35057 








Seq. ID 


OJ990428_08 . 9924 .C45 


Gene No. 


72399 








Strand 




Start 


4497 








End 


4900 


Name 


OJ990428_08. 


, 9924 . 


.C45.o3. 


. ts 


Method 


TBLASTX: Soybean 


Start 


4562 








End 


4694 


GI 


none 








Score 


182 


Exons 


4562 . .4693, 


4563, 


. .4694 








Seq. No. 


35057 








Seq. ID 


OJ990428_08 . 9924 .C4 5 


Gene No . 


72400 








Strand 




Start 


4833 








End 


5213 


Name 


OJ990428 08. 


9924 . 


,C45 .ol . 


, ts 


Method 


TBLASTX : Soybean 


Start 


4833 








End 


5192 


GI 


none 








Score 


50 


Exons 


4833. .4862, 


4833. 


, .4883, 


4901. , 


.5050, 4902. .5087, 5138. .5185, 




5139. . 5192 












,.Saq..... : NQ ....... . 




~ : * 







..Seq- -XD_ 


, Q.J 93PA2fT. 0. 0 92 4 , /c.4.5. 


Gene No. 


72400 








Strand- 




Start 


4833 


< 






End 


5213 


Name 


OJ990428 08. 


9924 . 


C45 .o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


4901 








End 


5213 


GI 


none 








Score 


155 


Exons 


4901. .5122, 


4901. 


.5122, 


4902. . 


.5123, 5082. .5207, 5120. .5203, 




5138. .5212, 


5142 . 


.5213 








Seq. No. 


35057 








Seq. ID 


OJ990428_08.9924.C45 


Gene No. 


72401 








Strand 




Start 


9474 








End 


10283 


Name 


OJ990428_08. 


9924. 


C45.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


9474 








End 


10283 


GI 


none 








Score 


322 


Exons 


9474 . . 9758, 


9476. 


. 9655, 


'9483. . 


,9689, 9836. .9973, 9840. .10010, 




9841 . .10014, 


9841 


. . . 10017 


9851. .10015, 


10119. .10283, 




10125 . . 10283 












Seq. No.' 


.35057 








Seq.. ID 


OJ990428_08 . 9924 .C45' 


Gene No. . 


72401. 




* -. ■ ■ 




Strand . 




Start 


9474 . • 


• 






End 


.10283 


Name 


OJ990428 08 . 


9924 . 


C45.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


9561 








End 


9909 


GI 


none 








Score 


200 


Exons 


9561 . . 9758, 


9566. 


. 9655, 


9579. . 


9719, 9841. .9909 


Seq. No. 


35058 








Seq. ID 


OJ9 904 28 JD 8. 9924 .C4 6 


Gene No. 


72402 








Strand 


+ 


Start 


39 








End 


355 


Name 


OJ990428 08. 


9924 . 


C46.ol. 


gs 


Method 


GEN SCAN 


Start 


* 39 








End 


355 


GI 


hone 








Score 


. 91 


Exons 


39. .77, 332. 


.355 











34927 



Seq. No. 35059 Seq. ID 

Gene No. ' 72403 Strand 

Start 1 End 

Name OJ9904 28_08 . 9924 . C4 8 . ol . np Method 

Start 1 End 

GI 5903099 Score 

Exons 1 . . 731 

GI Descrip. (AC008017) Unknown protein [Arabidopsis thaliana] 



OJ990428_08.9924.C48 
+ . 

731 

AAT/NAP 
731 
507 



Seq. No. 35059 

Gene No. 72403 

Start 1 

Name OJ990428_08 . 9924 . C4 8 . ol . tm 

Start 2 

GI none 

Exons 2. .34, 13. .402, 50. .175, 54. .374, 235. .402, 445. .675, 459. .67 



Seq. ID OJ990428_08. 9924.C48 

Strand + 

End 731 

Method TBLASTX : Mai ze 

End 675 

Score • 445 



Seq. No. 

Gene No. 

Start 

Name 

Starts 
^I__.ZJ 
-Exons 



35059 
72403 
1 

OJ990428_08. 9924 .C4 8.ol,ts 
^.XLone- 



13.:333, 1-50.. 332, 202.. -333 



Seq. ID OJ990428_08. 9924.C48 
Strand + 
End 731 

Method .TBLASTX: Soybean. 
. End. . ^ _ J3 33^ .^.^^..^ 



Seq. No. 35060 Seq. ID 

Gene Np. 72404 Strand 

Start ' 298 End 

Name OJ990428_08 . 9924 . C52 . ol . gs Method 

Start 298 End 

GI none Score 

Exons 298 . . 376 



OJ990428_08. 9924.C52 
376 

GENSCAN 

376 

.84 



Seq. No. 


35061 


Seq. ID 


OJ990428_08. 9924 


.C53 


Gene No. 


72405 


Strand 


+ 




Start 


1 


End 


522 




Name 


OJ990428 08.9924.C53.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


522 




GI 


5903099 


Score 


276 




Exons 


1. .522 








GI Descrip. 


(AC008017) Unknown protein 


[Arabidopsis 


thaliana] 




Seq. No. ' 


35061 . ..' . .. .. " 


- Seq. ID 


OJ990428 08.992.4 


.C53 


Gene No. 


72405 . 


Strand . 


+ 




Start 


1 


End 


522 . 




Name 


OJ990428 08.9924.C53.ol.tm 


Method 


TBLASTX: Maize 




Start 


194 


End 


499 




GI 


none 


Score 


196 




Exons 


194. .463, 194. .322, 216. .323, 223. .363, 


332.. 499,, 374 .. 


418, 




375. .419, 447. .488 







Seq. No. 35061 Seq. ID 

Gene No. 72405 Strand 

Start 1 End 

Name OJ990428_08 . 9924 . C53 . ol . ts Method 

Start 215 End 

GI none Score 



OJ990428_08.9924.C53 
+ 

coo 

c t* 

TBLASTX: Soybean 

499 

176 



34928 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

I^alrJtuZIZ^ 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Start 

Name 

Start 



215. .406, 223. .318, 320. .436, 340. .375, 437. .499 



35061 
72405 
1 

OJ990428_08. 9924.C53.ol.gs 

268 

none 

268. .476 

35062 
72406 
60 

OJ990428J)8. 9924 .C54 .ol.gs 
60 

none 
60. .1228 

35062 
72406 
60 

OJ990428_08 . 9924 .054^. ol . tin.. 
J1.8. „ \ " „ 



Seq. ID OJ990428_08.9924.C53 

Strand + 

End 522 

Method GENSCAN 

End 47 6 

Score .44 



Seq. ID OJ990428_08.9924.C54 
Strand + 

1228 
GENSCAN 
1228 



End 

Method 
End 
Score 



none - 

118. .363, 122. .370 



Seq. ID OJ990428_08.9924.C54 
Strand + 

End . . ..1228 
..Method; . .TBLASTX; Maize , , ... . 

,Endl ,,3,7 nl'' 3; "Z"\...-'.y;. 

-203 - : ' — :-— - 



-Score- 



Seq. ID OJ990428_08 . 9924 .C56 

Strand + 

End 609 

Method AAT/NAP 

End 609 

Score 234 



35063 
72407 
1 

OJ990428_08.9924.C56.ol.np 
1 

6630556 

1..203, 556. .609 
(AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



3.5063 
72407- 
1 

OJ990428_08. 9924 .C5 6.ol. tm 
34 
. none 



34. .201, 35... 202, 36. .20.3, ' 55 6.'. 609 



Seq. ID OJ990428_08 . 9924 .C56 

Strand + 

End 609 

Method TBLASTX: Maize 

End 609 

Score 139 



35063 
72407 
1 

OJ990428_08. 9924 .C5 6.ol. ts 
36 

none 



Seq. ID OJ990428_08 . 9924 .C56 

Strand + 

End 609 

Method TBLASTX : Soybean 

End ; 203 

Score 153 



36. .152, 36. .152, 38. .154, 155. .202, 156. .203 



35064 
724 08 
52 

OJ990428_08. 9924 .C58. ol.gs 
52 



Seq. ID OJ990428_08 . 9924 .C58 

Strand — 

End 227 

Method GENSCAN 

End 227 



34929 




GI 


none 


Score 


.7 




Exons 


52. .115, 205. .227 








Seq. No. 


35065 


Seq. ID 


OJ990428 08."9924 


.C60 


Gene No. 


72409 


Strand 






Start 


73 


End 


367 




Name 


OJ990428 08.9924.C60.ol.tm 


Method 


TBLASTX : Maize 




Start 


56 


End 


367 




GI 


none 


Score 


186 




Exons 


56. .367, 66. .269, 68. .292, 


281. .319, . 


313. .366 




Seq. No. 


35065 


Seq. ID 


OJ990428 08.9924 


.C60 


Gene No. 


72409 


Strand 






Start 


73 


End 


367 




Name 


OJ990428 08. 9924 .C60.ol.tc 


Method 


TBLASTX: Cress 




Start 


66 


End 


271 




GI 


none 


Score 


109 




Exons 


66. .179, 71. .271, 72. .242 








Seq. No. 


35065 


Seq. ID 


OJ990428 08.9924 


.C60 


Gene No.. 


72409 


. Strand 






^Start_. ... ^ 


,73- . ..i.:.^.^^...^.^. 


End.- 


-. .-36J7 




..Name. 


,^ jS^SBM2A. .0.8, .salLclQ, ...al-is... 


jyiejihad..-., 


r _TBLAsiX:,SAYte^n, . 




Start 


*- 71- - - - 


End 


-■265-- — 





GI 


none 


Score 


122 




Exons 


71. .265, 72. .242 








Seq. No. 


35065 


Sea ID 


OJ990428 08 9924 


. C60 


Gene No. 


72409 


Strand 






Start 


73 


End 


367 




Name 


OJ990428 08.9924.C60.ol.gs 


Method 


GENSCAN 




Start 


73 


End 


346 




GI 


none 


Score 


.8 




Exons 


73. .346 








Seq. No. 


35065 


Seq. ID 


OJ990428 08 9924 


.C60 


Gene No. 


72409 


Strand 






Start 


73 


End 


367 




Name 


OJ990428 08.9924.C60.ol.gp 


Method 


AAT/GAP 




Start 


91 


End 


355 




GI 


none 


Score 


452 




Exons. 


91. .355 








Seq. No. 


■ 35066 


Seq. ID 


OJ990428_08.. 9924 


.C61 


Gene No. 


72410 . 


Strand 






Start 


1 


End 


498 




Name 


.OJ990428 08.9924.C61.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


493 




GI 


6630556 


Score 


166 




Exons 


1..48, 303. .493 








GI Descrip, 


(AC011708) putative alpha-L 


-arabinof uranosidase [Arabidopsis 




thaliana] 








. ^ . - ■ — • 


35066 


Seq. ID 


OJ 990428_06 . 9924 , 


.C61 


Gene No. 


72410. 


Strand 






Start 


1 


End 


498 




Name 


OJ990428 08.9924.C61.ol.gs 


Method 


GENSCAN 





34930 




Start 


183 








End 


493 






GI 


none 








Score 


.6 






Exons 


183. .284, 


303. .493- 














Seq. No. 


35066 








Seq. ID 


OJ990428 


08 . 9924 


.C61 


Gene No. 


72410 








Strand 








Start 


1 








End 


498 






Name 


OJ990428 . 


08. 9924 .C61 


.ol 


. tm 


Method 


TBLASTX : 


Maize 




Start 


303 








End 


498 






GI 


none 








Score . 


169 






Exons 


303. . 470, 


303. .470, 


304 


. .471, 


304. .498 








Seq. No. 


35066 








Seq. ID 


OJ990428 


08 . 9924 


.C61 


Gene No. 


72410 








Strand 








Start 


1 








End 


498 






Name 


OJ990428 


_08.9924.C61 


.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


303 








End 


470 






GI 


none 








Score 


62 






Exons 


303. .350, 


304. .351, 


354 


. .470, 


354. .470 








Seq. No. 


35067 . . 








Seq. ID 


OJ990428 


08 . 9924 


. C62 


jG.ene_.Ng.. 










fc Strand. . 








^iaZtZZ 


__„2Z7, 






.Jnd_;^ 


jsaCZZZ 






Name 


-- OJ990428 


;0-8v9924-:C62 


.ol 


.gs 


-Method - - 


• GEN SCAN- - 







Start . 


277 








End 


546 






GI 


none 








Score 


.56 






Exons 


277. .546 
















Seq. No. 


35068 








Seq. ID 


OJ990428 

\S \J ^ \J T \J 


08 9924 


. C63 


Gene No. 


72412 








Strand 


+ 






Start 


170 








End 


771 






Name 


OJ990428 


08. 9924 .C63 


.ol 


. tm 


Method 


TBLASTX; 


Maize 




Start 


144 








End 


736 






GI 


none 








Score 


57 






Exons 


144. .194, 


248. .277, 


560 


. .736, 


577. .735 








Seq. No. 


35068 








Seq. ID 


OJ990428 

V/ W *S V/ ~ C-* \J 


08 . 9924 


. C63 


Gene No. 


72412 








Strand 


+ 






Start 


170 








End 


771 






Name 


OJ990428 


08.9924.C63 


.ol 


.gs 


Method 


GEN SCAN 






Start 


170 








End 


763 






GI . 


none 








Score 


.99' 






Exons 


170. '.763 
















Seq. No. 


35068 








Seq. ID 


OJ990428 


_08. 9924 


.C63 


Gene No. 


72412 








Strand 


+ 






Start 


170 








End 


771 






Name 


OJ990428 


08.9924.C63 


.ol 


np 


Method 


AAT/NAP 






Start 


170 








End 


771 






GI 


3885338 








Score 


298 






Exons 


170. .218, 


248. .771 















GI Descrip. (AC005623) unknown protein [Arabidopsis thaliana] 

OJ99G4 28_06 . 9924 .063 
+ 

771 

TBLASTX : Soybean 



Seq, Mo. 35068 Seq. ID 

Gene No. 72412 Strand 

Start 170 End 

Name OJ990428 08 . 9924 . C63 . ol . ts Method 



34931 



# 



Start 293 

GI none 

Exons 293. .358, 479. .574, 616. .762, 

Seq. No. 35069 

Gene No. 72413 

Start 216 

Name OJ990428_08 . 9924 . C65 . ol . gs 

Start 216 

GI none 

Exons 216.. 263, 441. .470 

Seq. No. 35070 

Gene No. 72414 

Start 258 

Name OJ990428_08 . 9924 . C66 . ol . gs 

Start 258 

GI none 
Exons ' 258. .473 



End 7 66 

Score 101 
617. .766 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_08.9924.C65 
+ 

470 

GENSCAN 

470 

.97 



OJ990428_08.9924.C66 
+ 

473 

GENSCAN 

473 

.63 



Seq. No. 
,Gene .No,. 
li.tar.t__ 

Name - ■ 



35071 
72415. 

OJ990-428_087-9924-.C67-.'Olvgs 



Seq.. ID. OJ990428_08.9924.C67 
. Strand, . - ; _ 

Method- - ■ GENSCAN : 



Start 


21 










End 


343 




GI 


none 










Score 


. 62 




Exons 


21 . . 343 
















Seq. No. 


35072 










Seq. ID 


OJ990408_04.9922 


.C2 


Gene No. 


72416 










Strand 


+ 




Start 


365 










End 


560 




Name 


OJ990408 


04.9922 


.C2. 


ol. 


gs 


Method 


GENSCAN 




Start 


365 










End 


560 




GI 


none 










Score 


.94 




Exons 


365. .560 
















Seq. No. 


35073 










*Seq. ID 


OJ990408_04 .9922 


X9 


Gene No. 


72417 










Strand 






Start 


1 










End 


370 




Name 


OJ990408 


04.9922 


C9. 


ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1 










End 


286 




GI. 


hone 










Score 


.191. 




.Exons 


' 1. . 96, 2. 


.286 














Seq. No. 


35073 










Seq. ID 


OJ990408_Q4 .9922 


C9 ■ 


Gene No. 


72417 










Strand 






Start 


1 










End 


370 




Name 


OJ990408 


04.9922 


C9. 


ol. 


tm 


Method 


TBLASTX: Maize 




Start 


172 










End 


370 




GI 


none 










Score 


180 




Exons 


172. .285, 


173. .370, 


173 


. .367 








Seq. No. 


35074 










Seq. ID 


OJ990408_04 .9922. 


C10 


Gene No. 


72418 












i 




Start 


581 










End 


1284 




Name 


OJ990408 


04 .9922. 


C10 


.ol 


.gs 


Method 


GENSCAN 




Start 


581 










End 


1284 





34 932 



GI 


none 






Score 


.73 


Exons 


581. .765, 1021. .1284 








Seq. No* 


35074 






Seq. ID 


OJ990408_04. 9922. C10 


Gene No. 


72419 






Strand 


+ 


Start 


1446 






End 


10268 


Name 


OJ990408 04 


. 9922. C10. ol. 


np 


Method 


AAT/NAP 


Start 


1446 






End 


2502 


GI 


6721543 






Score 


167 


Exons 


1446. . 1574, 


2386. .2502 








GI Descrip 


(AP001073) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


35074 






Seq. ID 


OJ990408_04. 9922. C10 


Gene No. 


72419 






Strand 


+ 


Start 


1446 






End 


10268 


Name 


OJ990408 04 


.9922. C10. ol. 


gp 


Method 


AAT/GAP 


Start 


1460 






End 


1625 


GI 


7406 1.R1084 




Score 


229 


Exons 


1460. . 1625 










GI Descrip. 


'1122315/emb|CAA63901| 1 


.0e-10 (X94191 


heat shock protein 17.0 




. [Pennisetum 


glaucum] ' 






. — — ... 










^aeg^xa.,. 




Gene No . — 


-.---724-19 - :v - 






Strand - 




Start 


1446 






' End 


10268 ' 


Name 


OJ990408 04 


.9922. C10. o2. 


gs 


Method 


GENSCAN 


Start 


2062 






End 


8292 


GI 


none 






Score 


.6 


Exons 


2062. .3337, 


3455. .4046, 


4395. 


.4690, 5130.. 5280, 5386.. 5632, 




5688. .5726, 


5811. . 6221, 


6313. 


.6611, 6688. .6943, 7036. .7161, 




7188. .7285, 


7532. .7663, 


7727. 


.7774, 7779. .7981, 8132. .8292 


Seq. No. 


35074 






Seq. ID 


OJ990408J34. 9922. C10 


Gene No. 


72419 






Strand 


+ 


Start 


1446 






End 


10268 


Name 


OJ990408 04 


.9922. C10. o2. 


np 


Method 


AAT/NAP 


Start 


2515 






End 


8013 


GI 


5441880 






Score 


4705 


Exons 


2515. .3520, 


3965. .3996, 


4255. 


.4570, 5130. .5280, 5386. .5726, 




6313. . 6611, 


6688. .6943, 


7188. 


.7285, 7532.. 7663, 7779.. 8013 


GI Descrip. 


(AP000367) 


EST C28952 (C62945) 


corresponds to a region of the 




. predicted gene.; Similar 


to maize transposon MuDR' mudrA protein. 




(AC00.3981) . 


[Oryza sativa]' 






Seq. No. " 


35074 






Seq. ID 


OJ990408_04 . 9922. C10 


Gene No . 


72419 






Strand 


■+ 


Start 


1446 






End 


10268 


Name 


OJ990408 04 


. 9922. C10. o2. 


gp 


Method 


AAT/GAP 


Start 


3119 






End 


3550 


GI 


5701669 






Score 


837 


Exons 


3119. . 3550 










GI Descrip. 


54 41880/dbj | BAA82378.il 


5.0e- 


75 (AP000367) EST C28 952 (C62 94 5 ) 



corresponds to a region of the predicted gene 
transposon MviDR. mudr/* proteir 



Similar to maize 



Seq. No. 
Gene No. 



35074 
72419 



Seq. ID OJ990408_04 . 9922. C10 
Strand + 



34933 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1446 End 10268 

OJ990408_04 . 9922 . CIO . o3 . gp Method AAT/GAP 
6439 End 6935 

LIB3475-007-P1-K1-G8 Score 774 

6439.. 6611, 6688.. 6935 

'5441880/dbj |BAA82378.1| 5.0e-75 (AP000367) EST C28 952 (C6294 5 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



35074 Seq. ID 

72419 Strand 
1446 End 
OJ990408_04. 9922. CIO. o4 . gp Method 
8117 End 
LIB34 31-04 5-P1-N1-A10 Score 
8117. .8460, 9823. .9932 

'5441876/dbj | AP000367 . 1 | AP000367 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



OJ990408_04 . 9922. CIO 
+ 

10268 
AAT/GAP 
9932 
813 



Seq. No. 


35074 










Seq. ID 


OJ990408_04.9922 


.C10 


.Gene . No . 


7241.9 










Strand. 


+ 




.Start,.--. S ...... A .^ 


14 4 6. t 










.,End ; 


_1Q2 68_,_^ . 




.Name. 


0. J9&0 4.0,8-. 0,4,3.922... C1Q ,G-3.jga_:;; 


„Met,h'ad,^, 


.GENSCAN.,___ _ 




Start 


•8519 










- End 


■10268- 




GI 


none 










Score 


. 65 




Exons 


8519. 


8521, 


8704. 


.8862, 


8929. 


.9006, 9177.. 9377, 10146.. 


10268 


Seq. No. 


35074 










Seq. ID 


OJ990408_04 . 9922 


.C10 


Gene No . 


72420 










Strand 


+ 




Start 


14625 










End 


15299 




Name 


OJ990408 04 


.9922. 


ClO.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3076 










End 


3537 




GI 


none 










Score 


93 




Exons 


3076. 


3204, 


3084. 


.3182, 


3238. 


.3537, 3255.. 3476 




Seq. No. 


35074 










Seq. ID 


OJ990408 04.9922 


.C10 


Gene No. 


72420 










Strand 


+ 




Start 


14625 










End 


15299 




Name 


OJ990408 04 


9922. 


C10.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


3370 










End 


37 50 




GI 


none 










Score 


186 




Exons 


3370. . 


3564, 


•3379. 


.3576,- 


3570. 


.3689, 3574. .37-50," 3574. .3720 


Seq. No. 


35074 










Seq. ID 


OJ990408_04 .9922 


.C10 


Gene No. 


72420 










Strand 


' + * "\ " ' 




Start 


14625 










End 


15299 




Name 


OJ990^ 


08_04 


9922. 


C10.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


5444 










End 


5635 




GI 


none 










Score 


.84 




Exons 


5444 . . 


5497, 


5506. 


.5625, 


5507. 


.5635 






Seq. No. 


35074 










Seq. ID 


OJ990408_04 . 9922 


.C10 


Gene No. 


72420 










Strand 


+ 




Start 


14625 










LJ11U 


1 r i a a 




Name 


OJ990408 04. 


9922. 


C10.o3 


.np 


Method 


AAT/NAP 




Start 


14625 










End 


15299 




GI 


6742729 








Score 


453 





34934 




Exons 14625. .15299 

GI Descrip.. . (AF121139) RIM2 protein [Oryza sativa] 

Seq. No. 35074 Seq. ID OJ9904 08_04 . 9922 . CIO 

Gene No. 72420 Strand + 

Start 14625 End 15299 

Name OJ990408_04 . 9922 . CIO . o2 . tm Method TBLASTX: Maize 

Start 14715 End 15064 

GI none Score 4 8 

Exons 14715. .14768, 14780 .. 14 992, 14781 14987, 14 978 .. 15064. 

Seq. No. 35074 Seq. ID OJ9904 08_04 . 9922 . C10 

Gene No. 72420 Strand + 

Start 14625 End 15299 

Name OJ990408_04 . 9922 .C10 . ol . tw Method TBLASTX : Wheat 

Start 14739 End 15253 

GI none Score 206 

Exons 14739. .14987, 14759 14 992 , 14 98 9 1524 6, 14990. .15253 

Seq. No. 35074 Seq. ID OJ9904 08_04 . 9922 . C10 

Gene No. 72420 . . .. Strand + . 

„. . Start, iU .. „ . ^14625 _ .^—.w.^^ ^..EncL^ 152 99^_^_.^._ 3 ^ 

_Name_ wr ™^^ oi.ic^.^^ 
-Start- 14 995 - ~ ■- ; --End- -15253 

GI . none Score 198 * 

Exons 14995. .15231, 14999.. 15253 

Seq. No. 35075 Seq. ID OJ9904 08_04 . 9922 . Cll 

Gene No. 72421 Strand + 

Start 1 End 3141 

Name OJ990408_04 . 9922 . Cll . o3 . np Method AAT/NAP 

Start 1 End 2142 

GI 4680203 Score 321 

Exons 1..26, 1423.. 2142 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 

Seq. No. 35075 Seq. ID OJ990408_04 . 9922 . CI 1 

Gene No. 72421 * Strand + 

Start 1 End 3141 

Name OJ990408_04 . 9922 . Cll . ol . gs Method GENSCAN 

Start 695 End 3141 

GI none _ .Score .57 

Exons. 695. .718, 1378 . .1574 , 18.00 2031 , 2899. .3141 

Seq. No. ' 35075 ' Seq: ID OJ'9904 08__04 . 9922 . CI 1 '* 

Gene No. 72422 Strand 

Start 1 End 3265 

Name OJ9'90408_04 . 9922 ; Cll . o2 . np Method AAT/NAP 

Start 1 End 3265 

GI 100484 Score 653 

Exons 1..38, 521. .1432, 3237. .3265 

GI Descrip. hypothetical protein - garden snapdragon 

Seq, No. 35075 Seq. ID OJ390403_04 . 9322 .CI I 

Gene No. 72422 Strand 

Start 1 End 3265 

Name OJ990408 04 . 9922 . Cll . o3 . tw Method TBLASTX : Wheat 



34 935 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9 

none 

9.. 227, 10.. 201, 291, 



.416 



35075 
72422 
1 

OJ9904 08JD4 . 9922 .Cll . ol . ts 
16 

none 



End 
Score 



416 
75 



Seq. ID OJ990408_04 . 9922 .Cll 
Strand 

End 32 65 " 

Method TBLASTX : Soybean 

End 292 

Score 112 



16. .234, 18. .230, 140. .238, 147. .239, 223. .291, 239. .292 



35075 
72422 
1 

OJ9904 08_04 .9922. Cll. o2.tm 

570 . 
none 

570. .758, 581. .757 



Seq. ID OJ990408_04. 9922. Cll 
Strand 

End 3265 

Method TBLASTX : Mai ze 

End 758 

Score 88 



Seq. No. . 
. Gene^ No v , _ 

Name - - - 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35075 
... .,724 2Z-_. iW _..^_^^ 

• OJ990408_04 '."9922 . Cll . ol .np 
704 

4680203 
704.. 1435 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990408_04 .9922, Cll 
Strand.^ ; _ 
_End_ w .;_j2.&5--IL^ 
-Method - - AAT/NAP- 
End 1435 
Score 634 



35075 
72422 
1 

OJ990408_04 . 9922 . Cll . o3 . ts 

879 

none 



Seq. ID OJ990408_04. 9922. Cll 
Strand 

End 3265 

Method TBLASTX : Soybean 

End 1104 

Score 57 



879. .1079, 900. .1103, 949. .1104 



Seq. No. 35075 

Gene No. 72422 

Start 1 

Name OJ990408_04 . 9922 . Cll . ol . tm 
Start ... 939 . 

GI none . 
Exons 



Seq. ID OJ990408_04 . 9922. Cll 

Strand . - 

End 3265 

Method TBLASTX: Maize 

End, 1382 . 

Score' 98 



.9-39. .1133, 940. .1158, 971.-. 1135, 1143. .1325, 1148 1381,. 
1161'. .1382 / * • ' ' • ' 



Seq. No. 35075 

Gene No. 72422 

Start T' 

Name OJ990408_04 . 9922 .Cll . ol . tw 

Start 973 

GI none 
Exons 



Seq. ID OJ990408JD4. 9922. Cll 
Strand 

End 3265 

Method TBLASTX : Wheat 

End 1430 

Score 69 

973. .1080, 977. .1132, 978. .1133, 1160. .1273, 1176. .1271, 



Seq. No. 
Gene No. 



35075 
72422 



Seq. ID OJ990408_04 . 9922 .Cll 
Strand 



34936 



Start 
Name 
Start 
GI * 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start. . 
.GI,._ 

,Ex.Q,qs^;, 5 . 0 -_ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ990408_04 . 9922 . Cll . ol . tc 

1226 

none 

1226.. 1432, 1227.. 1379 

35075 
72422 
1 

OJ990408_04 . 9922 . Cll . o2 . tw 

1432 

none 

1432.. 1527, 1559.. 1690, 1560., 
1711. .1767, 1711. .1767, 1768., 
1840. .1944, 1945. .2064 

35075 
72422 
1 

OJ990408JD4 .9922. Cll. o2.ts 

1753 

□i5a™2£^ 

35076 
72423 
1 

OJ990408_04 . 9922 . C12 . ol . np 
1 

5295955 

1. .188, 1464. .1971 

(AB026295) Similar to Epstein- 

[Oryza sativa] 

35076 
72424 
2244 

OJ990408_04 . 9922 . C12 . o2 . gs 

2244 

none 

2244. .2516 

35076 
72424 

2244" ' .' 

OJ9904 08_04 . 9922 . C12 . o2 . np 

2247 

4680179 

2247. .2634 

(AF111709) polyprotein [Oryza 

35076 
72424 
2244 

OJ990408_04 . 9922 . C12 . ol . tw 

2298 

none 



End 

Method 

End 

Score 



3265 

TBLASTX: Cress 

1432 

99 



Seq. ID OJ990408_04. 9922. Cll 
Strand 

End 3265 

Method TBLASTX: Wheat 

End 2064 

Score 48 

.1700, 1566. .1715, 1567. .1731, 
.1821, 1773.. 1820, 1839.. 1931, 



Seq. ID OJ990408__04. 9922. Cll 
Strand 

End 3265 

Method TBLASTX : Soybean 

End 2001 ... . 

Score . . 217 „ . . , . ... .... .. 



Seq. ID OJ990408_04.9922.C12 

Strand + 

End 1971 

Method AAT/NAP 

End 1971 

Score 545 

■Barr virus (EBV) genome. (V01555) 



Seq. ID OJ990408_04.9922.C12 
Strand 

End 263.4 

Method GENSCAN 

End 2516 

Score .92 



Seq.. ID. OJ9.90408_04.9922.C12 
Strand 

End 2634 ; ■ ' . 

Method AAT/NAP 

End 2634 

Score 509 

sativa subsp. indica] 

Seq. ID OJ990408_04 . 9922.C12 
Strand 



Method 

End 

Score 



TBLASTX: Wheat 

2616 

105 



34937 




Exons 2298.. 2549, 2527.. 2616 



Seq. No. 


35076 




Seq. ID 


OJ990408_04.9922 


.C12 


Gene No. 


72424 




Strand 






Start 


2244 




End 


2634 




Name 


OJ990408_04 . 9922.C12.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2358 




End 


2616 . 




GI 


none 




Score 


87 




Exons 


2358. .2534, 2392. .2499, 


2527. 


.2616, 2543. .2608 




Seq. No. 


35077 




Seq. ID 


OJ990408_04.9922 


.C13 


Gene No. 


72425 




Strand 






Start 


183 




End 


4728 




Name 


■ OJ990408 04 . 9922.C13.ol 


.gs 


Method 


GENSCAN 




Start 


183 




End 


4725 




GI 


none 




Score 


.59 




Exons 


183. .1826, 1889. .3924, 


3930. . 


4725 






Seq. No'. 


35077 




Seq. ID 


OJ990408_04.9922 


,C13 


Gene No. 


72425 




Strand 






Start . 


18.3 




End 


4728 


. _ 


JSIame^ _____ 


„ ^ 0 J9 90 4 08,. 04 . 9922 ■ C13..ql 




.^Method,^. 


^AAT^NAP^^^^... 






* ZlBB.^ l v . "Z „ , ~ Z Z \ , 




'EndZJZZZZZ, 


juMZZIZZ-S^ZZZZ Z 




GI - : - 


■ 468017-9 - 


. — 


Score 


-6-4-7-0 -~ 





Exons 


186. .4728 










GI Descrip. 


(AF1117 09) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


35077 




Seq. ID 


OJ990408_04 . 9922 


-C13 


Gene No. 


72425 




Strand 






Start 


183 




End 


4728 




Name 


OJ990408 04 . 9922.C13.o6 


. tw 


Method 


TBLASTX: Wheat 




Start 


237 




End 


534 




GI 


none 




Score 


38 




Exons 


237. .533, 238. .282, 397 


. .534 








Seq. No. 


35077 




Seq. ID 


OJ990408_04.9922 


.C13 


Gene No. 


72425 




.Strand 






Start 


183 




End 


4728 




Name 


OJ990408 04 . 9922.C13.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


393 




End 


980 




GI 


none 




Score 


131 




Exons 


393. .662, 394. .654, 723 


,.821, 


724 . .819, 


753. .821, . 819... 


98.0, 




826. . 972, 828 ; . 974 










Seq. No. . 


35077 




Seq. ID 


OJ9904 08_0*4 ."9922 


."CI 3 


Gene No. 


72425 




Strand 






Start 


183 




End 


4728 




Name 


OJ990408 04 . 9922.C13.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


534 




End 


1160 




GI 


none 




Score 


348 




Exons 


534. .1160, 535. .1104 










Seq. No. 


35077 




Seq. ID 


OJ990408J34 . 9922 


.C13 


Gene No. 


72425 




Strand 






Start 


183 




End 


4728 




Name 


OJ990408 04 . 9922.C13.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1029 




End 


1321 





34938 



GI 


none 








Score 


161 




Exons 


1029. . 1319, 


1033 


. . 1218, 


1038 


. .1250, 1133. .1321 




Seq. No. 


35077 








Seq. ID 


OJ990408_04.9922. 


C13 


Gene No. 


72425 








Strand 






Start 


183 








End 


4728 




Name 


OJ990408_04 


. 9922 


,C13.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


1119 








End 


1379 




GI 


none 








Score 


299 




Exons 


1119 . . 1379 














Seq. No. 


35077 








Seq. ID 


OJ990408_04 .9922''. 


C13 


Gene No. 


72425 








Strand 






Start 


183 














Name 


OJ990408_04 


. 9922 


C13.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


. 1167 








End 


1646 




GI 


none 








Score 


206 . 




Exons 


1167 . . 1646, 


1168 


. 1551, 


1173 


. .1628 






Seq. No. 


35077 








Seq. ID 


OJ990408_04.9922. 


C13 


Gene No. 


72425 








Strand 






.Star t,-„ ; __^ 


^ W „JL83_^,_^_,^ 








_EncL. 






.-Name.——- ... 




. 9-9.2Z- 


„C.13 T .,o2 

" 


..„t,w-„ 


^.Method™ 






Start - •- - : 


- 1650 - 


. . - 




-End 


2158 




GI 


none 








Score 


114 




Exons 


1650. .1874, 


1740. 


. 1856, 


1741 


..1863, 1868. .2158, 1902. .2126 


Seq. No. 


35077 








Seq. ID 


OJ990408_04.9922. 


C13 


Gene No. 


72425 








Strand 






Start 


183 








End 


4728 




Name 


OJ990408 04 


. 9922 . 


C13.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1734 








End 


2086 




GI 


none 








Score 


39 




Exons 


1734 . . 1874, 


1796. 


. 1852, 


1819 


..1863, 1868. .2044, 1868. .20 


86, 




1869. . 2084 














Seq. No. 


• 35077 








Seq. ,-ID 


OJ990408_04 .9922. 


C13 


Gene No. 


72425 








Strand 






Start 


183 








End 


4728 




Name 


OJ990408_04 


9922. 


C13.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


1907 








End 


2149 




GI 


none 








Score 


197 




• Exons ' 


1907 . . 2149 ' 














Seq."' No . 


• 35077= ■ 




- 




Seq. ID' 


OJ990408_04.9922. 


CI 3'. 


Gene No. 


72425 








Strand 






Start 


183 








End 


4728 




Name 


OJ990408 04. 


9922. 


C13.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


2123 








End 


2623 




GI 


none 








Score 


153 




Exons 


2123. .2458,. 


2444 . 


.2623 










Seq. No. 


35077 








Seq. ID 


OJ990408_04.9922. 


C13 


Gene No. 


72425 








Strand 






Start 


183 








End 


4728 




Name 


OJ990408 04. 


9922. 


C13.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


2165 








End 


2461 





34939 



GI none Score 193 

Exons 2165.. 2461, 2169.. 2423 

Seq. No. 35077 Seq. ID OJ9904 08JD4 . 9922 . C13 

Gene No. 72425 Strand 

Start 183 End 4728 

Name OJ990408_04 . 9922 . C13 . ol . ts Method TBLASTX : Soybean 

Start 2174 End 2569 

GI none Score 120 

Exons 2174.. 2533, 2175.. 2417, 2392.. 2526, 2456.. 2530, 2537.. 2569, 
2537..2S69 

Seq. No. 35077 Seq. ID OJ9904 08_04 . 9922 . C13 

Gene No. 72425 Strand 

Start 183 End 4728 

Name OJ990408JD4 . 9922 . C13 . o4 . tw Method TBLASTX : Wheat 

Start 2510 End 2996 

GI none Score 2 98 

Exons .2510.. 2992, 2553.. 2996 

Seq. No. 35077 Seq. ID OJ9904 08_04 . 9922 . CI 3 

, .Gene ,No 7 2 4,2 5^., „ _ _ , ^ Strand w , A - 

Name *OJ990408_04 . 9922. ei3-.o5.tm —Method ■ - TBLASTX : Maize- 

l yJ Start 2691 * '* ■ End 2983 

Ui GI none Score 14 9 

fl; Exons 2691.. 2882, 2693.. 2983, 2910.. 2981 

I"! Seq. No. 35077 Seq. ID OJ990408_04 . 9922 . C13 

is : 3 Gene No. 72425 Strand 

= = Start 183 End 4728 

Hi Name OJ9904 08_04 . 9922 . C13 . 08 . tw Method TBLASTX : Wheat 

„ Start 3167 End 3521 

r-i GI none Score 79 

Exons 3167.. 3520, 3203.. 3337, 3426.. 3521 

Seq. No. 35077 , Seq. ID OJ990408_04 . 9922 . C13 

h\l Gene No. 72425 * Strand 

ill Start 183 End 4728 

Name OJ9904 08_04 . 9922 . C13 . 06 . tm Method TBLASTX : Maize 

Start 3254 End 3574 

GI . none Score 209 

/ Exons 3254 3574 . 

Seq. No. 35077 ' ' Seq. ID OJ990408_04 . 9922 . C13 

Gene No. 72425 ' Strand 

Start 183 End 4728 

Name OJ9904 08_04 . 9922 . CI 3 . o7 . tm Method TBLASTX : Maize 

Start 3919 , End 4215 

GI none Score 95 

Exons 3919.. 4215, 4028.. 4198 

Seq. No. 35077 Seq. ID OJ990408J)4 . 9922 . C13 

Gene No. 72425 Strand . - 

Start 183 End 4728 

Name OJ990408_04 . 9922 . C13 . o7 . tw Method TBLASTX : Wheat 

Start 4096 End 4459 



34940 



GI 


none 








Score 


86 


Exons 


4096. . 4455, 


4097 


. .4330, 


4355. 


.4459 




Seq. No. 


' 35078 * ' 








Seq. ID 


OJ990408 04.9922.C14 


Gene No. 


72426 








Strand 


+ 


Start 


1 








End 


4277 


Name 


OJ990408 04 


.9922 


.C14.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


682 


GI 


5295955 








Score 


605 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.Seq. ....No.. „, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1. .682 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



35078 
72426 
1 

OJ9904 08_04 .9922.C14 .ol.gs 

22 

none 



Seq. ID OJ990408_04.9922,C14 

Strand + 

End 4277 

Method GENSGAN ' 

End 4 277 

Score . 6 



22. .158, 1642. .1737, 1742. .1850, 2180. .2677, 2754. .3086, 
.3264. .3570, 3620. .4109, 4187. .4277 



t S e q . W I D.., . 9 9JX4&8 _0J...,,a9.2 2 .,CJi. r 

Strand + ■ -■ - ■• -- -■ 

End 7330 
Method AAT/GAP 
End 7330 
Score 1165 



w ..35.0,7-8. - -„ 

-7-2427- 

6737 - 

OJ9904 08_04.9922.C14.ol.gp 
6737 

37804_1.R1084 
"6737.. 7330 

1 3172047/dbj I AB012915 | AB012915 1.0e-26 Oryza sativa gene for 
starch debranching enzyme, complete cds 1 



Seq. No. 35078 

Gene No. 72428 

Start 8185 

Name OJ9904 08_04 . 9922 . C14 . o3 . gs 

Start 8185' 

GI * none 

Exons 8185.. 8306, 8377.. 8446 



Seq. ID OJ990408_04.9922.C14 

Strand + 

End 8446 

Method GENSCAN 

End 8446 

Score .88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35078 Seq. ID 

72429 . Strand.. 

9884 ' . / End 

OJ9904 08_04 . 9922 . Cl-4 . o5 . gs Method 
9884 End 
none Score 



OJ990408_04.9922.C14 
+ 

22142 .1 . .'. ...... ^ ; " 

GENSCAN 

22142 

.76 



9884.. 9890, 11952 .. 12173 , 12361 .. 12391, 12910 .. 13001, 
16187. . 16591, 16743. .16873, 19816 .. 19941, 20062 .. 20148 , 
20248. .21183, 21612 .. 21704 , 21789.. 22142 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35078 Seq. ID OJ990408 J)4 . 9922 . C14 

72429 Strand + 

9884 . End 22142 

O.T9904 08 04 ; 9922. C14 .o2.np Method AAT/NAP 

16264 ' ~ End 21299 

4585991 Score 282 

16264. .16470, 16568 .. 16634 , 21255. .21299 



34941 



GI Descrip. (AC005287) very similar to mouse Dhml and Dhm2 [Arabidopsis 
thaliana] 



Seq. No. 


35078 


Seq. ID 


Gene No. 


72429 


Strand 


Start 


9884 


End 


Name 


OJ990408 04.9922.C14.o3.np 


Method 


Start 


16766 


End 


GI 


695411 


Score 


Exons 


16766. .16873, 17057.. 17174 




GI Descrip 


(D49475) glutamate dehydrogenase [Zea 


Seq. No. 


35078 


Seq. ID 


Gene No. 


72429 


Strand 


Start 


9884 


End 


Name 


OJ9904 08 04 . 9922 . CI 4 . o4 . gp 


Mpt hod 


Start 


17137 ~~ 


End 


GI 


none 


Score 


Exons 


17137. . 17172, 17529. .17576, 


18013. .184 


Seq. No. 


. 35078 


. Seq. ID 


_Gene.JNlo.. , 


. 72429 


...Strand .... 


_S£'a.rt__.._ 


__aaaL . 


-_EncL 


Name 


■ ■ -OJ990408- 04;-9922.e-l-4 .o5.gp- 


- Method ■ 


Start 


18519 


End 


GI 


none 


Score 


Exons 


18519. .19061 




Seq. No. 


35078 


Seq. ID 


Gene No. 


72429 


Strand 


Start 


9884 


End 


Name 


OJ990408 04.9922.C14.o4.np 


Method 


Start 


19143 


End 


GI 


4559351 


Score 


Exons 


19143. .19192, 20316. .20556, 


20599. .209 


GI Descrip. 


(AC006585) hypothetical protein [Arabi< 


Seq. No. 


35078 


Seq. ID 


Gene No. 


72430 


Strand 


Start 


5534 


End 


Name 


OJ990408 04.9922.C14.o2.gs 


Method 


Start 


.5534 . 


End . 


..GI-.. ■ • _ . 


none.. . - .;. ' ' " ' " 


Score". " 


Exons 


5534.. 5601, 5.8-80.. 6031, 7063 


. .7244 


Seq. No. 


35078 


Seq. ID 


Gene No. 


72431 


Strand 


btart 


8991 


End 


Name 


OJ990408 04.9922.C14.o4.gs 


Method 


Start 


8991 


End 


GI 


none 


Score 


Exons 


8991. .9097, 9297. .9492 




Seq. No. 


35078 




Gene No. 


72432 


Strand 


Start 


9775 


End 


Name 


OJ990408 04.9922.C14.o2.gp 


Method 



OJ990408_04.9922.C14 
+ 

22142 
AAT/NAP 
17174 
246 



+ 

22142 
AAT/GAP 
18468 
1000 



OJ990408_04.9922..C14 

+ _ ^ 

..,2.21 .4 zZZZZ^-ZSZZ- 

AAT/GAP- - - 

19061 
1004 



OJ990408_04.9922.C14 
+ 

22142 
AAT/NAP 
21427 
279 



OJ990408_04.9922.C14 

7244 
GENSCAN 
7244 ■ ' 

.58; .; : 



OJ990408_04.9922.C14 

9492 

GENSCAN 

9492 



OJ990408_04 . 9322 . 

9855 
AAT/GAP 



34942 




Start 


9775 




End 


9855 




GI 


LIB3477-003-P1-K1-E9 




Score 


131 




Exons 


9775. .9855 










GI Descrip. 


, 2498586/sp|Q40638 |MP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S 


I) >gi 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 










Seq. No. 


35078 




Seq. ID 


OJ990408_04.9922 


.C14 


Gene No. 


72433 




Strand 






Start 


22424 




End 


24226 




Name 


OJ9904 08_04 . 9922 .CI 4 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


16255 




End 


16618 




GI 


none 




Score 


107 




Exons 


16255. .16341, 16263. 


.16307, 


16372. .16467, 1638 6 .. 164 66, 






16555. .16617, 16571. 


.16618 








Seq. No. 


35078 




Seq. ID 


OJ990408_04. 9922 


C14 


Gene No . 


72433 




Strand 






Start 


22424 




End 


24226 




Name 


OJ990408 04.9922.C14 


.ol.tc 


Method 


TBLASTX: Cress 




Start. 


16263 




End. 


16606 




GI 


none _ _ . 




Score , 


■ 2 96 . „_ . 




£xo.ns--„-, 


1 2,6.3,. . ... 1*63.0.7 , Ji6 2,6 k 2 


.1,6.4.6.7,, , .1638 6.._ 1.6.4,6.9.,-. - X 6.555^ 6.6JD.5^ 






•16565; .16606 - 











Seq. No. 


35078 




Seq. ID 


OJ990408_04. 9922 


C14 


Gene No. 


72433 




Strand 






Start 


22424 




End 


24226 




Name 


OJ990408 04.9922.C14 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


16333 




End 


16455 




GI 


none 




Score 


216 




Exons 


16333. . 16455, 16377. 


16454 








Seq. No. 


35078 




Seq. ID 


OJ990408_04. 9922. 


C14 


Gene No . 


72433 




Strand 






Start 


22424 




End 


24226 




Name 


OJ9904 08_04 . 9922 .C14 


06 . gs 


Method 


GENSCAN 




Start 


^22424 




End 


*. 24226 




GI 


none 




Score 


.65 




Exons 


22424. .22559, 22673. 


23135, 


23191. .23610, 23874. .23979, 






24010. .24226 










Seq.., No. . „ 


3507.9 . 




. Seq. ID 


. OJ99040.8_04.9922. 


C15 : . 


Gene No. 


72434 




. Strand 


+ ■ . . 




Start 


1 " * 




End ' ' 


10152 . ■ ■ 




Name 


OJ990408 04.9922.C15. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


10152 




GI 


4680183 




Score 


188 




Exons . } 


1..79, 9363. .9450, 10061. .10152 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


35079 




Seq. ID 


OJ990408 04.9922. 


C15 


Gene No. 


72435 




Strand 


+ 




Start 


10846 




End 


11274 




Name 


OJ990408 04.9922.C15. 


o2 .np 


Method 


AAT/NAP 




Start 


10846 




End 


11274 




GI 


6721560 




Score 


187 





34943 




Exons 10846. . 11274 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gi I 6815085 |dbj |BAA90371/1| (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 35080 Seq. ID 

Gene No. 72436 - . Strand 

Start 656 End 

Name OJ9904 08_04 . 9922 . CI 6 . oi . gs Method 

Start 656 End 

GI none Score 

Exons 656.. 661, 722.. 859 



OJ990408_04 .9922.C16 
+ 

859 

GEN SCAN 

859 

.7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
e Gene^Np . 
Start • 
Name 
Start 
GI 

Exons 



35080 
72437 
8682 

OJ9904 08_04. 9922.C16.o3.gs 

8682 

none 



Seq. ID OJ990408JD4 . 9922. C16 

Strand + 

End 15195 

Method ' GENS CAN 

End 15195 

Score .42 



8682. .8735, 8886. .9111, 13669 .. 13701, 13983 .. 14 091 , 15132. .15195 



: s 35Q8Q_:, h ^ ^ _ Wt ,.Seq. v ID_ OJ9a040JB_Ql. 9922„.£16_ 

rt _J24.aC w ..-.-.v. : . ^;..-..witran4__+ 

23559- ■-- - -■ End 25588 - - 

OJ990408_04 . 9922 .C16.o'5.gs Method .GENSCAN 
23559 End 24090 

none Score 
23559. .23763, 23855.. 24090 



.63 



Seq. No. 


35080 


Seq. ID 


OJ990408_ 


_04.9922, 


.C16 


Gene No. 


72438 


Strand 


+ 






Start 


23559 


End 


25588 






Name 


OJ990408 04.9922.C16.o7.np 


Method 


AAT/NAP 






Start 


23877 


End 


25588 






GI 


5042463 


Score 


189 






Exons 


2387 7. .24116, 24 77 4 . .24 905, 


24958. .25039, 25306 


. .25588 




GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 






Seq. No. 


35080 


Seq. ID 


OJ990408_ 


_04.9922, 


.C16 


Gene No. 


72439 


Strand 


+ 






Start 


30747 


End 


31100 






Name 


OJ990408 04.9922.C1.6.o7.gs 


Method ... 


GENSCAN 






Start. 


V 30747 .. . • . ' ' \.' ' . 


■.' End.. 


31100 -. 






GI 


none 


- Score 


.7 • • 






Exons 


30747. . 31100 • 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



35080 Seq. ID 

72440 Strand 

32897 End 

OJ990408_04. 9922.C16.o8.np Method 

32897 End 

6815052 Score • 



OJ990408_04.9922.C16 
+ 

4 0573 
AAT/NAP 
36979 
1941 



32897. . 33050, 33132 .. 33206, 334? 



,33605, 33907. .34006, 



34 84 9. . 34 941 , 35508 , ; 3564 3, 35692 . .36424, 36506 . .'36580, 
36861. .36979 

(AP001080) hypothetical protein [Oryza sativa] 



34944 




Seq. No. 


35080 




Seq. ID 


OJ990408 


_04.9922.C16 


Gene No. 


72440 




Strand 


+ 




Start 


32897 




End 


40573 




Name 


OJ990408 04.9922.C16.o9 


.np 


Method 


AAT/NAP 




Start 


35785 




End 


40573 




GI 


2462935 




Score 


895 




Exons 


35785. .35837, 37175. .394 79, 


39899. .40573 




GI Descrip. 


(Y12321) open reading frame 


1 [Brassica oleracea] 


Seq. No. 


35080 




Seq. ID 


OJ990408_ 


04 9922 C16 


Gene No . 


72441 




Strand 






Start 


1596 




End 


8982 




Name 


OJ990408 04 . 9922.C16.o2 


gs 


Method 


GENSCAN 




Start 


1596 _ 




End 


7031 




GI 


none 




Score 


.76 




Exons 


1596. .2326, 2415. .2562, 


3837 


..4355, 5230.. 5335, 


5670 5746 




5825 5917, 6033.. 6095. 


6456 


..6553, 6995.. 703.1 




Seq. No. 


35080 




Seq. ID 


OJ990408_ 


04 9922 C16 


Gene No . 


72441 




Strand 






Start 


1596. 




End. 


8982 




Name _ 


OJ990408 04.9922.C16.ol 


n p. 


,Method_^_ 


AAT/NAP_ 




S-tatt. 






L^EnXrZIZ- 


..2.3,65, 




GI- ■ • 


6907104-- - - ■-- 




Score - - 


133 




Exons 


1626. .1824, 1897. .2083, 


2153 


. .2365 






GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


35080 




Seq. ID 


OJ990408_ 


_04.9922.C16 


Gene No. 


72441 




Strand 






Start 


1596 




End 


8982 




Name 


OJ990408 04.9922.C16.ol. 


gp 


Method 


AAT/GAP 




Start 


5353 




End 


8982 




GI 


1907 1.R1084 




Score 


2171 




Exons 


5353. .5746, 5825. .5917, 


6033 


. .6095, 6456. .6553, 


6634. .6699, 




6791. .6891, 6995. .7067, 


8705 


. .8982 







GI Descrip. ' 1706551/sp | P52409 | E13B_WHEAT 4.0e-15 GLUCAN 

ENDO-1, 3-BETA-GLUCOSIDASE PRECURSOR ( ( l->3 ) -BETA-GLUCAN 
ENDOHYDROLASE) ( ( l->3 ) -BETA-GLUCANASE ) (BETA-1, 3-ENDOGLUCANASE ) 
>gi_924953 (U30323) beta 1, 3-glucanase [Triticum aestivum] 1 



Seq. No. 


35080 


Seq. ID 


OJ990408 


_04 


9922. C16 


Gene .No. 


72441 . • • •. " 


Strand- 








Start 


1596 ' ' ■ v.. _ :. 


End • 


8982 .. 






Name 


OJ990408 04.9922.C16.o2.np . 


Method 


AAT/NAP 






Start 


"5669 


End 


8777 ' 






GI 


1370194 


Score 


775 ■ 






Exons 


5669. .5746, 5825. .5917, 6033.. 


6095, 6456.-6553, 


6634. .6699, 




6791. .6891, 6995. .7067, 8705.. 


8777 








GI Descrip. 


(Z73946) RAB8C [Lotus japonicus] 








Seq. No. 


35080 


Seq. ID 


OJ990408 


_04 


9922. C16 


Gene No. 


72442 


Strand 








Start 


10517 


End 


11987 






Name 


OjqQfUDR na QQ99 ma 0 3.np 




7\ 7\ m /-hi 7\ n 






Start 


10517 


End 


11987 






GI 


4263782 


Score 


105 






Exons 


10517. .10539, 11846. .11987 











34945 



GI Descrip. (AC006068) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 35080 

Gene No. 72443 

Start 17343 

Name OJ990408_04 . 9922 . C16 . o4 . np 

Start 16550 

GI 2446996 

Exons 16550. .16625, 16717 
GI Descrip. (D63953) fatty acid 



Seq. ID 
Strand 

End 21554 
Method AAT/NAP 
End 18933 
Score 262 
.16892, 16991. .17045, 18841. 
desaturase [Zea mays] 



OJ990408 04.9922.C16 



18933 



gi|2447000|dbj 
mays] 



BAA22442] (D84409) fatty acid desaturase [Zea 



Seq. No. 


35080 






Seq. ID 


OJ990408JD4. 9922. C16 


Gene No. 


72443 






Strand 




Start 


17343 






End 


21554 


Name 


OJ990408 04. 


9922.C16.o4 


.gs 


Method 


GENSCAN 


Start 


17343 






End 


21554 


GI 


none 






Score 


.64 


Exons 


17343. .17686 


, 17912. .19635, 


19679. .20163, 21178 .. 2 12 97 , 




21429. .21554 










,Seq... -N.Q.... 


ZihlmZZ^ZZZ 






..^Se,g._aD- 




Gene No. 


- 72443 






• -Strand 




Start 


17343 






End 


21554 


Name 


OJ990408 04. 


9922.C16.o5 


.np 


Method 


AAT/NAP 


Start 


17391 






End 


17615 


GI 


6714413 






Score 


90 


Exons 


17391. .17615 










GI Descrip. 


(AC012328) unknown protein [Arabidopsis thaliana] 


Seq. No. 


35080 






Seq. ID 


OJ990408_04 . 9922. C16 


Gene No. 


72443 






Strand 




Start 


17343 






End 


21554 


Name 


OJ990408 04. 


9922.C16.o6 


.np 


Method 


AAT/NAP 


Start 


17835 






End 


21521 


GI 


4263522 






Score 


1171 


Exons 


17835. .19610 


, 19641. . 19843, 


21499. .21521 


GI Descrip. 


(AC004044) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


35080 






Seq. ID 


OJ990408_04 . 9922. C16 


Gene "No. ■ 


72444 






. Strand 




Start' 


-24770 






End ; 


.25940. . . . 


Name • 


GJ990408 04. 


9922.C16.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


566i 






■ End - : 


7072 - 


GI 


none 






Score 


52 


Exons 


5661. .5747, 


5666. .5749, 


5819 


..5917, 5823. .5927, 5825. .5917, 




5832. .5918, 


6029. .6091, 


6033 


..6092, 6033.. 6098, 6034.. 6096, 




6443. .6547, 


6455. . 6547, 


6456 


..6554, 6457. .6582, 6630. .6689, 




6632. .6700, 


6650. . 6697, 


6792 


..6890, .6792.. 6890, 6980.. 7072, 




6998. .7069 










Seq. No. 


35080 






Seq. ID 


OJ990408_04.9922.C16 


Gene No. 


72444 






Strand 




Start 


24770 






End 


25940 


Name 


OJ990408 04. 


9922.C16.o5 


tw 


Method 


TBLASTX: Wheat 


Start 


5666 






End 


6098 



34946 



GI 

Exons 



none Score 38 

5666. .5692, 5667 .. 5690, - 5678 .. 574 9, 5709. .5747, 5817. .5927, 
5825.. 5917, 6033.. 6098, 6034.. 6096 



Seq. No. 35080 

Gene No. 72444 

Start 24770 

Name OJ9904 08_04 . 9922 . C16 . 06 . ts 

Start 5672 

GI none 

Exons 5672.. 5740, 5673.. 5741, 5817, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
,5915, 5822. 



OJ9904 08_04 . 9922 .C16 
25940 

TBLASTX : Soybean 
6166 
47 



5826.-5927, 6033.. 6098, 6034.. 6096, 6035, 



.5917, 5825. .5917, 
. 6166 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35080 Seq. ID 

72444 Strand 

24770 End 

OJ990408JD4 . 9922 . C16 . o2 . tc Method 

5673 End 

none Score 



OJ990408_04.9922.C16 
25940 

TBLASTX: Cress 

7073 

46 



5673.. 5741, 5825.. 5917, 5826.. 5927, 6033.. 6098, 6034.. 6096, 
6446. .6544, 6452. .652.0, 6456. .6554, 6457 .. 6582, ,6630 .. 6707 , 
6632.. .6700, 6789. .6890, . 6792. . 6890, 6980. .7072,^6996. -7073/. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35080 Seq. ID 

72444 Strand 

24770 End 

OJ9904 08_04 . 9922 . C16 . o2 . ts Method 

6453 End 

none Score 



OJ990408_04.9922.C16 
25940 

TBLASTX : Soybean 

7072 

105 



6453. .6563, 6453. .6554, 6454. .6582, 6454. .6564, 6630. .6707, 
6632. .6700, 6789. .6899, 6792. .6890, 6980. .7072, 6995. .7069 



35080 
72444 
24770 

OJ9904 08_04 . 9922 . C16 . o4 . tw 

6453 

none 



Seq. ID OJ990408_04.9922.C16 
Strand 

End 25940 

Method TBLASTX : Wheat 

End 7104 

Score 4 5 



6453. .6554, 6454. .6519, 6632. .6703, 6633. .6689, 6792. .6890, 
6798.. 6890, 7030.. 7104 



Seq. No, 

Gene No , 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



3508.0." .. _ . : " : . ' . . 

72444 

24770 ■ 

OJ9904 08_04 . 9922 . C16 . 08 . tm 

11847 

none 



"S eq . 'I D 0 J9 9 0 4 0.8_04. . 9.92 2 ..C L6 

Strand • • 

End " 25940 

Method TBLASTX : Mai ze 

End 11999 

Score 160 



1184 7. .11996, 11848. .11997, 11851. .11997, 11853. .11999 

OJ990408 04.9922.C16 



35080 
72444 
24770 

OJ9904Q8 04.9922.C16.o6.tc 

16550 

none 



Seq. ID _ 
Strand 

End 25940 

Method T3LA3TX i Ciess 

End 17035 

Score 68 



16550. . 16573, 16572 .. 16622, 16573 .. 16623, 16717 .. 16776, 



34947 




16804. .16878, 16991. .17035 



Seq. No. 


35080 




Seq. ID 


OJ990408_04 .9922 


.C16 


Gene No. 


72444 




Strand 






Start 


24770 




End 


25940 




Name 


OJ9904 08_04 . 9922 . CI 6 


.08. ts 


Method 


TBLASTX: Soybean 




Start 


16550 




End 


17038 




GI 


none 




Score 


86 




Exons 


16550 .. 16573, 16572. 


. 16637, 


16573. .16623, 16717 .. 16770, 






16804 . . 16878, 16991 . 


. 17038 








Seq. No. 


35080 




Seq. ID 


OJ990408_04 .9922 


.C16 


Gene No. 


72444 




Strand 






Start 


Z4 1 /U 




End 


25940 




Name 


OJ990408 04.9922.Cl6 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


16550 




End 


17038 




GI 


none 




Score 


75 




Exons 


16550. .16573, 16572. 


. 16622, 


16573. .16638, 16708 .. 16788, 






16717. . 16776, 16775. , 


. 16807, 


16776. .16805, 16804 16878, 






16805. . 16945, 16872. , 


. 16892, 


16991. .17038 




. Seq^No .,,^, 


v _..35080 _ . _ r ^ ^ 




.Seq,^_m 


^ OJA90 40 8 „ JD 4 ... 9 9 2 2 CIA 








, _ ^t.r.a.nd m , 






•Start ■ - - 


■ - -24770 - ■ 




■- - £nd - 


■2594 0 




Name 


OJ990408_04 . 9922 .CI 6, 


.olO.tm 


Method 


TBLASTX: Maize 




Start 


17441 




End 


17609 




GI 


none 




Score 


136 




Exons 


17441. . 17587, 17442. . 


, 17588, 


174 42. .17609, 174 4 3. .1758 9 




Seq. No. 


35080 




Seq. ID 


OJ990408_04.9922. 


,C16 


Gene No. 


72444 




Strand 






Start 


24770 




End 


25940 




Name 


OJ990408_04 . 9922 . CI 6. 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


17820 




End 


18086 




GI 


none 




Score 


141 




Exons 


17820. . 18086, 17833. . 


,18039 








Seq. No. 


35080 




Seq. ID 


OJ990408JD4.9922. 


C16 


Gene No. 


72444 




Strand 






Start 


24770 




End 


25940 




Name 


OJ990408 04.9922.C16. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


- 178,29 ./ * . "•. . . 




End, 


18053 




GI . 


hone . . ... 




.; Score : 


121 ' " • : '. . 




Exons. 


17829. .18008, 17830.-. 


18042, 


17832. . 18053 • ■ * 




Seq. No. 


35080 




Seq. ID 


OJ990408_04. 9922. 


C16 


Gene No. 


724 4 4 




Strand 






Start 


24770 




End 


25940 




Name 


ujyyu^uo U4.yyz^.cib. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


17832 




End 


18377 




GI 


none 




Score 


123 




Exons 


17832. .18092, 17832. . 


18365, 


18183. .18377 




Seq. No. 


35080 






r\TAnn /inn r\ a r\ r\ ^ ^ 

uu j'ju'iuu u*i . y y . 


CI 6 


Gene No. 


72444 




Strand 






Start 


24770 




End 


25940 




Name 


OJ990408 04.9922.C16. 


ol. ts 


Method 


TBLASTX: Soybean 





34948 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18057 
none 



End 
Score 



18581 
92 



18057. .18581, 18157. .18348, 18418. .18561 



35080 Seq. ID 

72444 Strand 

24770 End 

OJ9904 08_04 . 9922 . C16 . ol . tm Method 

18087 End 

none Score 



OJ990408__04.9922.C16 
25940 

TBLASTX: Maize 

20014 

165 



18087. .18947, 18484 .. 18714 , 18642 .. 18836, 18675 .. 1 904 9, 

18885. .19052, 18930 .. 19052 , 18 975 .. 19052 , 19086 .. 19268, 

19086. .19211, 19248. .19418, 1938 6 . . 1 9688 , 1938 6 .. 1 97 60, 

19392. .19703, 19420 .. 1 9668 , 19669 .. 1 9809, 19677 .. 19805, 
19922. .20014 



Seq. No. 
Gene No. 
Start 
Name 
Start 

_:GI ^ ,^ 

_EK.ans^^ 



35080 
72444 
24770 

OJ9904 08_04. 9922.C16.ol.tw 
18526 



OJ990408 04.9922.C16 



Seq. ID 
Strand 
End 

Method 
End 

Score . 

18883 . .1894-8/- 1888-8 .- .19058,-1908 6; ; 1 9313,- 19392 .-. 1967 6 



25940 

TBLASTX: Wheat 
19676. 
.121 . . 



Seq. No. 35080 Seq. ID 

Gene No. 72444 Strand 

Start 24770 End 

Name OJ990408_04 . 9922 .-C16.o3.tc Method 

Start 18549 End 

GI none Score 

Exons 18549. .18656, 18553 .'. 18 690 , 

18675. .18956, 18 678 .. 18707 , 

19086. .19163, 19086 



OJ990408_04 . 9922. C16 
25940 

TBLASTX: Cress 

19827 

76 



18591. .18800, 18666, 
18975. . 19082, 18978, 



19211, 19087. .19212, 19194, 
19386. .19676, 19450 19677, 19575 19808, 19603. 



,19052, 
, 19049, 
,19796, 
,19827 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI : ' 
.Exons 

Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3508.Q 
724 44 
24770 

OJ9904 08_04. 9922.C16.o7.ts 
18618 

none / " , . 

18618.. .18.887, .19278 19397,. .19440 . .19562 



Seq. ID OJ990408_04.9922.C16 
Strand 
End 

Method 
End 
Score 



25940 

TBLASTX: Soybean 
19562 

.104 . . .. ... 



'35080 ' ' " Seq.' ID 

72444 Strand 

24770 End 

OJ9904 08JD4. 9922 . CI 6 . 06 . gs Method 

24770 End 

none Score 



OJ990408_04 . 9922. C16 

25940 
GENSCAN 
25940 t 
.62 



24770. .24900, 2500 6 .. 2514 9, 25452 .. 254 92 , 25548 .. 25655, 
25813.. 25940 



Seq. No. 35080 

Gene No. 72445 

Start 35147 

Name OJ990408 04 . 9922 . C16 . o2 . tw 



Strand 
End 

Method 



35453 

TBLASTX: Wheat 



34949 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



..JS..ejg^.Np.. 
Gene No . 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No*. 
Gene No. 
Start 
Name 

.Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



35147 
none 

35147. .35437, 35148. 



End 
Score 



35453 
307 



35453 



35080 
72446 
38146 

OJ990408_04.9922.C16.o9.tm 

38146 

none 

3814 6. .38190, 38170. .38202, 
38217. .38327, 38316. .38360, 

35080 
72447 
38476 

OJ990408_04 . 9922 . C16 . o2 . tm 

38476 

none 

38476. .38844, 38 484 .. 388 10 , 
3.8849.-38929, 38849.. 38929 

3i$sZZZZZ^ZZZZZZZZ Z 

72447 • - - 

38476 

OJ9904 08_04 . 9922 . C16 . o3 . ts 

38720 

none 

38720. .3874 9, 387 80 .. 38 8 66, 

35080 
72447 
38476 

OJ9904 08_04. 9922.C16.o3.tw 

38789 

none 

38789. .39223, 39239 39328 , 

35080 
72447 
38476 

OJ990408_04 . 9922.. C1'6 . 06 . tm 

38936" 

none 

38936. .39460, 38959.. 39189 

35080 
72447 
38476 " 

OJ990408_04. 9922.C16.o4 .tc 

39017 

none 

39017. .39460, 39019. .39159 

35080 
72448 
40167 



Seq. ID OJ990408_04.9922.C16 
Strand 

End 38374 

Method TBLASTX : Mai ze 

End 38374 

Score 73 
38201. .38311, 38202. .38327, 
38324 . .38374, 38330. .38374 

Seq. ID OJ990408_04.9922.C16 
Strand 

End 394 60 

Method TBLASTX : Mai ze 

End 38929 

Score 189 
38486. .38845, 38 621 .. 3884 5 , . 



---Strand -■ ■'- 

End 39460 

Method TBLASTX : Soybean 

End 39181 

Score 43 
38876. .39181, 38 914. .39180 

Seq. ID OJ990408_04 . 9922 .C16 
Strand 

End 39460 

Method TBLASTX : Wheat 

End 39445 

Score 265 
39323. .39445 

Seq. ID OJ990408_04.9922.C16 
Strand 

End 39460 

Method . . TBLASTX : Maize . . . . 
" 'End. : 39460 . - . : . •: Y.. 

Score 278 



Seq. ID OJ990408_04.9922.C16 
Strand 

End-, 39460 

Method TBLASTX : Cress 

End 39460 

Score 270 



Seq. ID OJ990408_04.9922.C16 
Strand 

End 40530 



34950 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990408_04 . 9922 . C16 . o5 . ts Method TBLASTX: Soybean 

40167 End 40530 

5509260 Score 256 

40167. .40424, 40168 .. 40530, 40189 .. 404*25 



35080 
72448 
40167 

OJ9904 08_04.9922.C16.o5.tm 

40191 

none 

40191. .40511, 40192. .40512 



Seq. ID OJ990408_04 . 9922.C16 
Strand 

End 40530 

Method TBLASTX : Mai ze 

End 40512 

Score 300 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

,,£eq.,, ,Np,.. 
Gene - No ; 
Start 
Name 
Start 
GI 

Exons 



35080 
72448 
40167 

OJ9904 08_04 .9922.C16.o6. tw 

40200 

none. 



Seq. ID OJ990408_04 .9922.C16 
Strand 

End 40530 

Method TBLASTX : Wheat 

End 40500 

Score 120 



.40200.. . 40319, 40201 40323, . 40.344 .. 40427 , 4034 5 . . 4 0500„ 



7 2448 — ■ 
40167 



OJ990408_04 .9922.C16.o5.tc 
40275 
none 

40275. . 40529, 40276. .40530 



.;_-.™S.e„q,...,I.D^ .,OJ3.9MDB.J)A^3Z2.J^X^ 

• Strand - - 

End 40530 
Method TBLASTX : Cress 
End 40530 
Score 263 



Seq. No. 35081 

Gene No. 72449 

Start 1 

Name OJ9904 08_04 . 9922 . C17 . ol . np 

Start 1 

GI 2462936 

Exons 1..607 

GI Descrip. (Y12321) open reading frame 2 [Brassica dleracea] 



Seq. ID OJ990408_04.9922.C17 

Strand + 

End 1829 

Method AAT/NAP 

End 607 

Score 4 69 



Seq. No. 35081 Seq. ID OJ9904 08_04 . 9922 . C17 

Gene No. 724 4 9 Strand + 

Start*- . 1. t / End - 1829. . ., . ....... 

.Name .■ . O J9.90.4 0.8_04l 9 922.,£ 1.7.. 6 l-..g.s.., Method. ... GENS CAN... _"_„_ 1 . . 

Start' .287 - - . End 1829 

GI - ' none ' Score .41 

Exons 287. .481, 1198. .1372, 1417. .1517, 1746. .1829 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35081 
72450 
7086 

OJ9904 08J34. 9922.C17.o2.ts 

1 

none 



Seq. ID OJ990408_04.9922.C17 

Strand + 

End 10391 

Method TBLASTX : Soybean 

End 622 

Score 552 



1..468, 2. .622. 1 37 ie 469,- 533. .622 



Seq. No. 
Gene No. 



35081 
72450 



Seq. ID OJ990408_04.9922.C17 
Strand + 



34951 



Start 


7086 


End 


10391 


Name 


OJ990408 04.9922.C17.o2.tc 


Method 


TBLASTX: Cress 


Start 


2 


End 


589 


GI 


none 


Score 


66 


Exons 


2. .112, 119. .211, 212. .337, 


368. .589 




Seq. No. 


35081 


Seq. ID 


OJ990408 04.9922.C17 


Gene No. 


72450 


Strand 


+ 


Start 


7086 


End 


10391 


Name 


OJ990408 04.9922.C17.o3.tm 


Method 


TBLASTX: Maize 


Start 


20 


End 


280 


GI 


none 


Score 


235 


Exons 


20. .280, 28. .102, 187. .279 






Seq. No. 


35081 


Seq. ID 


OJ990408 04.9922.C17 


Gene„ No . 


72450 


Strand 


+ 


Start 


7086 


End 


10391 


Name 


OJ990408JD4 . 9922 . C17 . o3 . tw 


Method 


TBLASTX: Wheat 


Start 


80 


End 


544 


GI . 


none 


Score 


156 


Exons . . . 


80. .355, 181. .345, 353.-544 






.S.e.q^Ncw-^ 




.^...S.eq^JI^ 


O.T QQ 0 4'Q fT * Q4 ' " QQ ?T ~C Yl * 


Gene No*.- 


-7-24 50- ; ' - • - -■ - - 


- -Strand - ■ 




Start 


7086 


End 


10391 


Name 


OJ990408 04.9922.C17.o2-.tm 


Method 


TBLASTX: Maize 


Start 


282 • 


End 


640 


GI 


none 


Score 


160 


Exons 


282. .629, 284. .631, 302. .640 






Seq. No. 


35081 


Seq. ID 


OJ9904 08_04 . 9922 .C17 


Gene No. 


72450 


Strand 


+ 


Start 


7086 


End 


10391 


Name 


OJ990408 04.9922.C17.o2.np 


Method 


AAT/NAP 


Start 


7086 


End 


10391 


GI 


1706551 


Score 


872 


Exons 


7086. .7146, 8086. .9085, 10364. .10391 




GI Descrip. 


GLUCAN ENDO-1, 3-BETA-GLUCOSIDASE PRECURSOR ( ( l->3 ) -BETA-GLUCAN 




ENDOHYDROLASE) ( (l->3) -BETA- 


GLUCANASE) 


(BETA-1, 3-ENDOGLUCANASE 




gi| 924953 (U30323) beta 1,3- 


glucanase 


[Triticum aestivum] 


Seq. No.. 


.35081 


. Seq. ID. 


OJ990408_04 . 9922. CI7... 


Gene . No . 


_ 72450 ". • 


Strand . 


+'. „ ....'_„ . _ .„.:. 


Start : 


7086 . 


End 


10391 


Name 


OJ990408 04.9922. C17.ol.gp 


Method 


AAT/GAP " 


Start 


7951 


End 


8322 


GI 


2428384 


Score . 


607 


Exons 


7951. .8322 






GI Descrip. 


1706551/sphP52409 | E13B WHEAT 


4.0e-15 GLUCAN 




ENDO-1, 3-BETA-GLUCOSIDASE PRECURSOR (( l->3 ) -BETA-GLUCAN 




ENDOHYDROLASE) { (l->3)-BETA- 


GLUCANASE) 


(BETA-1, 3-ENDOGLUCANASE) 




>gi_924953 (U30323) beta 1,3 


-glucanase 


[Triticum aestivum] 


Seq. No. 


35081 


Seq. ID 


n.TQQH/ino d a nnoo CM 


Gene No. 


72450 


■Strand 


+ ~~ 


Start 


7086 


End 


10391 


Name 


OJ990408 04.9922.C17.ol.tm 


Method 


TBLASTX: Maize 



34952 




Start 


8011 








End 


9043 




GI 


none 








Score 


65 




Exons 


8011 . .8148, 


8096 


. .8161, 


8159. 


.8293, 8174. .8284, 


8299. .8376, 




8300. .8398, 


8414 


. .8554, 


8416. 


.8556, 8558. .8650, 


8629. .8778, 




8675 . . 8776, 


8774 


. .8908, 


8897 . 


.9043, 8908.. 9042 




Seq. No. 


35081 








Seq. ID 


OJ990408 


_04.9922.C17 


Gene No. 


72450 








Strand 


+ 




Start 


7086 








End 


10391 




Name 


OJ990408_04 . 


9922 


.C17 .o3. 


gs 


Method 


GENSCAN 




Start 


8012 








End 


9961 




GI 


none 








Score 


.57 




Exons 


8012 . . 9370, 


9497 


. . 9583, 


9827 . 


.9961 






Seq. No. 


35081 








Seq. ID 


OJ990408 


_04 . 9922 .C17 


Gene No. 


72450 








Strand 


+ 




Start 


7086 








End 


10391 




Name 


OJ990408 04. 


9922 


.C17 .ol . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


8084 








End 


9058 




GI 


none 








Score 


389 




Exons 


. 8084 . .8275, . 


.8095 


. .8478, 


8096. 


.8485, 841 


33. .8674, 


84 94 . . 864.6.,.' 


^ - ■ 


^ ,86 7 5.._. . 8$ 2 l.,_ 


.8677, 


.^88_17,_ 


5.834,.. 


...9058 ,_8 902„. 904 5„ 




~™~„ ™- 

Seq. No. 


- -35081 ■ •■■ 








Seq.* - I-D ' 


-OJ990408 


_04-.-992-2.C17- 


Gene No. 


72450 








Strand 


+ 




Start 


7086 








End 


10391 




Name 


OJ990408 04. 


9922 


.C17 .ol . 


tc 


Method 


TBLASTX: 


Cress 


Start 


8090 ■ 








End 


8803 




GI 


none 








Score 


56 




Exons 


8090 . .8137, 


8092 


. .8136, 


8126. 


.8485, 8128. .8460, 


8513. . 8803, 




8539. . 8802 














Seq. No. 


35081 








Seq. ID 


OJ990408 


_04 . 9922. C17 


Gene No. 


72450 








Strand 


+ 




Start 


7086 








End 


10391 




Name 


OJ990408_04 . 


9922 


.C17 .ol'. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


8264 








End 


8626 




GI 


none 








Score 


251 




Exons 


8264 . .8485, 


8266 


. . 8478, 


8482. 


.8625, 8483..8626 




Seq. No. 


35081 








Seq. ID 


OJ990408 


_04 . 9922. C17 


Gene No. . 


...7.24 50 - 








Strand . 


+ 




Start 


...7086 ... . ; . 








;End ' . 


10391, . 


. _ 


Name 


' OJ990408_04 . 


9922 


.C17 .o2. 


tw 


Method 


TBLASTX: 


Wheat * 


Start 


8797 








End 


9058 




GI 


none 








Score 


334 




Exons 


8797. . 9045, 


8801 


. . 9058, 


8987. 


.9049 






Seq. No. 


.,35081 








Seq. ID 


OJ990408 


04 . 9922. C17 


Gene No. 


'72450 








Strand 


+ 




Cf a y>+- 
Olail. 


i n q £ 








End 


10391 




Name 


OJ990408 04. 


9922, 


.C17.o3. 


tc 


Method 


TBLASTX: 


Cress 


Start 


8897 








End 


9058 




GI 


none 








o ,~ — ~ 


on /i 

^. U H 




Exons 


8897. .9058, 


8902, 


. .9048 










Seq. No. 


35082 








Seq. ID 


OJ990408 


_04.9922.C19 



34953 



Gene No. 72451 Strand 

Start 499 End 801 

Name OJ990408_04 . 9922 . C19 . ol . gp Method AAT/GAP 

Start 499 End 801 

GI hone Score 4 65 

Exons 499. . 801 



Seq. No. 35083 
Gene No. 72452 
Start 1 

Name OJ990428_01 . 9924 . CI . ol . np 

Start 1 
GI 6498441 
Exons 1..189, 373. .507, 682. .1156 

GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



Seq. ID OJ990428_01.9924.C1 

Strand + 

End 1156 

Method AAT/NAP 

End 1156 

Score 1064 



Seq. No. 
Gene No. 
Start 
. Name 

GI- - ■• 
Exons 



35083 
72452 
1 

: 0 J9 9 0^2.8.^0 1., 932 4 C : 1 . o2 . tm 

none 

6. .80, 76. .300, 77. .310 



Seq. ID OJ990428_01.9924.C1 
Strand + 
End . . 1156 
. Method _,,,TBL^^ 

- Score ■ -- -7-0- 



Seq. No. 35083 

Gene No. 72452 

Start 1 

Name OJ990428_01 . 9924 . CI . o2 . tw 

Start 6 

GI none 

Exons 6. .80, 35. .79, 55. .279, 56, 



Seq. ID OJ990428_01. 9924 .CI 

Strand + 

End 1156 

Method TBLASTX : Wheat 

End 286 

Score 67 
,286, 77. .280 



Seq. No. 35083 

Gene No. 72452 

Start 1 

Name *■ OJ990428_01 . 9924 . CI . ol . tm 

Start 338 

GI none 

Exons. 338.. 721, 373.. 702 



Seq. ID OJ990428_01.9924.C1 

Strand + 

End 1156 

Method TBLASTX : Mai ze 

End 721 

Score 351 



Seq. Nov . 35083 .' ' 

Gene No. ' 72452 

Start 1 

Name OJ990428_01 . 9924 . CI . ol .tw 

Start 394 

GI " none 

Exons 394.. 807, 395.. 814 



Seq. ID OJ990428_01. 99.24. CI " 

Strand + 

End 1156 

Method TBLASTX: Wheat 

End 814 

Score 485 



Seq. No. 35083 

Gene No. 72452 

Start 1 

Name OJ9904 28_01 . 9924 , CI . ol . ts 

Start 473 

GI none 

Exons 473. .844, 490. .633 



Seq. ID OJ990428_01.9924.C1 

Strand + 

End 1156 
Method 

End 844 

Score 278 



34954 



Seq. No. 


35084 . 






Seq. ID 


OJ990428JD1.9924. 


C2 


Gene No. 


72453 






Strand 


~ 




Start 


51 






End 


669 




Name 


OJ990428 


_01 . 9924 . C2 . ol 


.gs 


Method 


GEN SCAN 




Start 


51 






End 


504 




GI 


none 






Score 


. 56 




Exons 


51 . . 504 












Seq. No. 


35084 






Seq. ID 


OJ990428_01. 9924 . 


C2 


Gene No. 


72453 






Strand 






Start 


51 






End 


669 




Name 


OJ990428 


01 . 9924 .C2 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


73 






End 


429 




GI 


none 






Score 


119 




Exons 


73 . . 378 , 


73 . . 429, 83 . . 


394 








Seq. No. 


35084 • 






Seq. ID 


OJ990428_01.9924. 


C2 


Gene No. 


72453 






Strand 






Start 


51 






End 


669 




Name . 


.OJ9904 28 


01 . 9924 .C2 . o.l 


. tw . „ 


. Method 


TBLASTX: Wheat . . 


- 


S.tart,^,, 








End. 


542 






^npne^... 












-Exons- 


■ - - 97-.-. 531-, • 


103. .519,- 104 


.-. 541, 


117 . ; 542 • 


""" 




Seq. No. 


35084 






Seq. ID 


OJ990428_01. 9924 . 


C2 


Gene No. 


72453 






Strand 






Start 


51 






End 


669 




Name 


OJ990428 


_01.9924.C2.ol 


.np 


Method 


AAT/NAP 




Start 


194 






End 


669 




GI 


6498441 






Score 


595 




Exons 


194 . .566, 


631. . 669 











GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 35085 
Gene No. 72454 
Start 92 

Name OJ9904 28_01 . 9924 . C3 . ol . gs 

Start 92 
GI . . none 

Exons " 92. .287 



Seq. ID OJ990428_01. 9924.C3 
Strand 

End 287 

Method GENS CAN 

End 287 

Score . . 4*9. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



35086 
72455 
1 

OJ990428_0 1.9924 .C4 .ol.np 
1 

4539394 
1. .870 

(AL035526) putative protein [Arabidopsis thaliana] 



Seq".. 'I'D OJ9904 28_01 . 9924. C4 
Strand 

870 

AAT/NAP 
870 
677 



End 

Method 

End 

Score 



35086 

72455 ' Strand 

1 End 

OJ990428 01.9924.C4.ol.ts Method 



870 

TBLASTX : Soybean 



34955 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

jGene No,.. 

Name 

Start 
GI 

Exons 



2 

none 

2. .520, 54.-383, 71, 

35086 
72455 
1 

OJ990428_01.9924.C4. 
5 

none 

5. .589, 201. .638 

35086 
72455 
1 

OJ990428_01. 9924. C4. 
23 

none 

23. .814, 63. .683, 4£ 



.385 



ol. tc 



End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

ol.tm Method 
End 
Score 

8. .685, 512. .850 



35086 Seq. ID 

,72JJ55^ A Strand, „. 

: OJ9904-28_01.9924.G4Tol.gs -Method 
190 End 
none Score 
190. .829 



520 
103 



OJ990428_01.9924.C4 
870 

TBLASTX: Cress 

638 

102 



OJ990428_01.9924.C4 
870 

TBLASTX: Maize 

850 

242 



OJ.990428JU.9924..C4 

GENSCAN- 
829 
.94 



Seq. No. 35086 

Gene No. 72455 

Start 1 

Name OJ990428_01 . 9924 . C4 . ol . tw 

Start 375 

GI none 

Exons 375. .812, 380. .850, 740. .868 

Seq. No. 35086 

Gene No. 72455 

Start 1 

Name OJ990428_01 . 9924 . C4 . o2 . ts 

Start 521 

GI none * 

Exons ; 521. .658, 581 . . 868,- 582 863 



Seq. ID 

Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_01. 9924 .C4 
870 

TBLASTX: Wheat 

868 

60 



OJ990428_01. 9924 .C4 
870 

TBLASTX: Soybean 

869 

101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seer. No. 
Gene No. 
Start 
Name 



35087 Seq. ID 

72456 Strand 

196 End 

OJ990428_01..9924 .C6.ol.np Method 

196 End 

5042454 Score 
196. .366, 603. .656 

(AC007789) putative polyprotein [Oryza sativa] 



OJ990428_01. 9924 .C6 
+ 

656 

AAT/NAP 
656 
193 



35087 
72456 
196 

OJ990428 01. 9924. C6. 



Seq . ID _ ^ 

Strand + 

End 656 

ol.gs Method GENSCAN 



34956 



Start 
GI 

Exons 



280 
none 

280. .366 



End 
Score 



366 
.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. . No". 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



35088 
72457 
602 

OJ990428_01.9924 .C9.ol.gp 
602 

60926_1.R1084 
602. .735, 887. .976 

'2688822 3.0e-39 (U93272) pyrophosphate-dependent 
phosphof ructo-l-kinase [Prunus armeniaca] 1 



Seq. ID OJ990428_01.9924.C9 

Strand + 

End 97 6 

Method AAT/GAP 

End 976 

Score 358 



35088 
72458 
776 

OJ9904 28_01. 9924 .C9.ol.gs 

776 

none 

776. .914 



Seq. ID OJ990428JD1. 9924 .C9 

Strand 

End 914 

Method GENSCAN 

End 914 

Score .84 



„ *^ 

-724-59- - 

1 

OJ990428J31. 9924 .C10.ol.np 
1 

2392771 



• Strand- ■— -■• — — 

^■End 5612 
^Method AAT/NAP 
End 4 817 

Score 1511 

1..141, 211. .409, 494. .657, 737. .990, 1134. .1219, 1498. .1677, 
1905. .2011, 2287. .2466, 2703. .2808, 3087. .3290, 3630. .4023, 
4692. .4817 

(AC002534) putative kinesin-like protein [Arabidopsis thaliana] 



35089 
72459 
1 

OJ990428_01. 9924 .C10. o3.tm 
2 

none 



Seq. ID OJ990428_01. 9924. C10 
Strand 

End 5612 

Method TBLASTX : Mai ze 

End 352 

Score 34 



2. .28, 14. .37, 26. .139, 30. .137, 80. .139, 212. .277, 227. .271, 
231. .311, 234. .311, 311. .352 



.3508 9 
72459 
1 

OJ990428_01. 9924 .C10. ol.gs 
27 

none 



Seq. ID" OJ9904 28_01 . 992.4 ._C1~0;. 
Strand 

End 5612 

Method GENSCAN 

End 5612 

Score .88 



27. .136, 230. .409, 494. .657, 737. .990, 1134. .1293, 1512. .1677, 
1905. .2011, 2380. .2466, 2541 .. 2630, ' 2703 2784, 3099. .3290, 
3477. .3545, 3688. .4023, 4423. .4566, 4692. .4855, 5546. .5612 



35089 
72459 
1 

OJ990428_01. 9924 .C10. ol.tm 
483 



Seq. ID OJ990428_01. 9924 .C10 

Strand - 

End 5612 

Method TBLASTX : Mai ze 

End 2012 



34957 



GI 

Exons 



none Score 116 

483..6S9, 48S..673, 729. .992, 730. .993, 1116. .1256, 1136. .1312 
114 0. .1304, 14 98. .1662, 14 98. .1662, 1905. .2012, 1906. .1989 



Seq. No. 35089 Seq. ID 

Gene No. 72459 Strand 

Start 1 End 

Name OJ990428_01 . 9924 . C10 . ol . tc Method' 

Start 485 End 

GI none Score 
Exons 



OJ990428_01 . 9924 .C10 
5612 

TBLASTX: Cress 

4799 

76 



485. .646, 491. .673, 498. .659, 735. .992, 736. .993, 1136. .1270, 
1140. .1268, 1274. .1297, 1498. .1683, 1499. .1678, 1905. .2009, 
1906. .1992, 2288. .2386, 2289. .2360, 2420. .2482, 2525. .2593, 
2527. .2616, 3916. .4026, 4403. .4531, 4423. .4503, 4689. .4799, 
4690. .4794 



Seq. No. 
Gene No. 
Start 
Name 
Start 

. Ex<qns.__, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35089 
72459 
1 

OJ990428_01. 9924. C10. ol.tw 

4 91 

none . . ._ . .. 



Seq. ID OJ990428_01:'9924.C10 
Strand 

End 5612 

Method TBLASTX : Wheat 

End 834 

Score. . .127 . . _ 



_4,9 l^:&^.,a^^JS53, t :a2 SU J| 3.3.„ t J3 Cu.'. B.3A, _ „ 



35089 
72459 
1 

OJ990428_01. 9924. C10. ol.ts 

594 

none 



Seq. ID OJ990428_01. 9924. C10 
Strand 

End 5612 

Method TBLASTX : Soybean 

End 1282 

Score 65 



594. .662, 596. .673, 729. .992, 730. .993, 1136. .1282, 1140. .1271 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



35089 
72459 
1 

OJ990428_01. 9924. C10. o2.ts 

1497 

none 



Seq. ID OJ990428_01 . 9924 .C10 
Strand 

End 5612 

Method TBLASTX : Soybean 

End 2616 

Score 62 



1497. .1577, 1498. .1683, 1499. .1678, 1905. .2012, 1906. .1992, 
1916. .1996, 2288. .2365, 2390. .2488, 2421. .2474, 2527. .2616, 
2534. .2593 . 



'Seq. No. . •. . 35089... • . ' \. / . 

Gene No. 724 59 

Start 1 ' 

Name OJ990428_01 . 9924 . C10 . ol. gp 

Start 1905 
GI 2310239 
Exons 1905.. 2011 

GI Descrip. 2392771/gb | AAB70034 . 1 | AAB70034 1.0e-31 (AC002534) putative 
kinesin-like protein [Arabidopsis thaliana] 



Seq. ID GJ990428_01 /9924/Cl£L; 

Strand - / .-■ 

End 5612 

Method AAT/GAP 

End 2011 

Score 166 



Seq. No. 35089 

Gene No. 72459 

Start 1 

Name OJ9904 28_01 . 9924 . C10 . o2 . tm 

Start 2286 



Seq. ID OJ990428_01. 9924 .C10 

Strand - 

End 5612 

Method TBLASTX : Mai ze 

End 2577 



34958 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 183 

2286. .2468, 2288. .2488, 2289. .2474, 2524. .2577, 2527. .2577 



Seq. No. 35089 

Gene No. 72459 

Start 1 

Name OJ990428_01 . 9924 . CIO . o2 . gp 

Start 2287 

GI 2310239 

Exons 2287.. 2423 

GI Descrip. 23927 7 1/gb I AAB7 0034 . 1 | AAB7 0034 1.0e-31 (AC002534) putative 
kinesin-like protein [Arabidopsis thaliana] 



Seq. ID OJ990428_01. 9924. CIO 
Strand 

End 5612 

Method AAT/GAP 

End 2423 

Score 231 



35089 
72459 
1 

OJ990428_01. 9924 .CIO. o3.ts 

4432 

none 



Seq. ID OJ990428_01. 9924 .CIO 
Strand 

End 5612 

Method TBLASTX : Soybean 

End 4823 

Score 86 



4432. .4569, 4433. .4567, 4527. .4565, 4689. .4823, 4690. .4806. 



. Seq^. No 350 SiL. ; , 

.Gene ...No.. _,_._Jz2^Q_.__ , 

Start - -64 01- ■ — ■ — - 

Name OJ990428_01 . 9924 „G12 . o2 . gs 

Start 6401 

GI none 

Exons 6401.. 7123 



.... _ Seq . TD „QJ9904 28 1.^9 924^ C_12^ 
,l....;. f .Str.and._^ _ 
- - End- - — 71-23 - ■• 

Method GENSCAN 

End 7123 

Score .49 



Seq. No. 35090 

Gene No. 72461 

Start 108 

Name OJ990428__01 . 9924 . C12 . ol . gs 

Start 108 

GI none 
Exons 



Seq. ID OJ990428_01.9924.C12 
Strand 

End 3969 

Method GENSCAN 

End 3969 

Score .66 



108. .715, 797. .926, 1770. .1886, 2079. .2172, 3899. .3969 



Seq.. No.' 35091 

Gene No. 72462 

Start 446 

Name OJ990428_01 . 9924 . C13 . ol . gs 

Start . . . .446 . . 

GI .' none. 

Exons 446.. 560, 693.. 735 



Seq. ID OJ990428_01.9924.C13 

Strand + 

End 735 

Method GENSCAN 

End .. - 735 - . . 

Score " 8 ". 



Seq. No. 35091 

Gene No. 72463 

Start 1199 

Name OJ990428_01 . 9924 . C13 . o2 . gs 

Start 1199 

GI none 

Exons 1199.. 1303, 1868.. 1966 



Seq. ID OJ990428_01.9924.C13 
Strand 

End 1966 

Method GENSCAN 

End 1966 

Score .85 



Seq. No. 35091 

Gene No. 72464 

Start 2750 

Name OJ990428_01 . 9924 . C13 . ol . gp 



Seq, ID OJ990428 01.9924.C13 

Strand - ~ 

End 2833 

Method AAT/GAP 



34959 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
: GI 

^Exp-ns^ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. • 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



2750 End 2833 

LIB3477-003-P1-K1-E9 Score 119 

2750.. 2833 

1 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



35092 
72465 
1 

OJ990428_01 . 9924 . C14 . ol . np 
1 

5777623 

1..121, 298. .812, 1357. .1462 

(AJ245900) CAA303711.1 protein [Oryza sativa] 



Seq. ID OJ990428_01.9924.C14 

Strand + 

End 14 62 

Method AAT/NAP 

End 1462 

Score 783 



35092 ■ 

72466 

321 

OJ990428_01. 9924.C14.ol.gs 

321 

none _ , 7m .^^^~ , w , - 



Seq. ID OJ990428JD1. 9924 .C14 
Strand 

End 856 

Method GENSCAN 

End 856 

Score . . 8 6 . _ . . _ .. . „. 



35092 
72467 
1131 

OJ990428_01. 9924.C14 .ol.gp 
1131 
5667165 
1131. .1322 

5670155/gb|AF161269.1 IAF161269 4.0e-86 Oryza sativa subsp 
japonica BAC clone 34K24, complete sequence 



Seq. ID OJ990428_01.9924.C14 
Strand 

End 1322 

Method AAT/GAP 

End 1322 

Score 360 



35093 
72468 
707 

OJ990428_01. 9924. CIS. ol.gs 

707 
none 

707. .716, 1123. .1196 



Seq. ID OJ990428_01.9924.C15 

Strand + 

End 14 60 

Method GENSCAN 

End . 1196 

Score .95 



35.093 .. . . ' ' - • . 

724 68 • ' • 

707 ' 

OJ990428_01. 9924. C15. ol.gp 
990 

38782_1.R1084 
990.. 1460 

1 6069643/dbj IAP000616.1 IAP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq'.. ID OJ990428_01.9924.C15. 

Strand + " 

End ' 14 60 - " 

Method AAT/GAP 

End 14 60 

Score 808 



35093 
72469 
3342 

OJ990428_01. 9924 .C15.o2.gp 
3101 



Seq. ID OJ990428_01. 9924. CIS 

Strand + 

End 6832 

Method AAT/GAP 

End 3637 



34960 



GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
. Start 
Name 
Start 
GI 

Exons 



LIB3475-004-P1-K2-A5 Score 420 

3101.. 3352, 3617.. 3637 

, 5777612/emb|AJ245900.1|OSA245900 1.0e-94 Oryza sativa 
chromosome 4 BAC q3037-207Fl complete genome 1 



35093 
72469 
3342 

OJ990428_01. 9924 .C15.o2.gs 

3342 

none 



Seq. ID OJ990428_01.9924.C15 

Strand + 

End 6832 

Method GENSCAN 

End 4003 

Score .74 



3342. .3397, 3466.-3549, 3678. .3815, 3958. .4003 



35093 
72469 
3342 

OJ9904 28_01.9924 .C15.o7.np 

3597 

5922620 



Seq. ID OJ990428_01.9924.C15 

Strand + 

End 6832 

Method AAT/NAP 

End 6832 

Score 333 



3597. .3736, 4109. .4133, 4889. .4959, 5136. .5304, 5910. .6059, 

6651. .6832 

GI, Descrip^, , J AP0.Q04 9Z) EST D.l 53^ 7J CO 5 1J.J. corresponds^ 

_ , „ — ^.pr,edi.cted..-gene,. .;._tiypa,t he£ ica^pr.o.t,ei-nJ, .[.Dry z a_£a:t iKai^.™^,^ 
- ■- gi I 6016853 Idbj IBAA8-5196.il (AP000570) EST Dl-5357 (C0514 ) 

corresponds to a region of the predicted gene.; 'hypothetical 

protein [Oryza sativa] 



Seq. No. 35093 

Gene No. 72470 

Start 8857 

Name OJ990428_01 . 9924 . C15 . o3 . gp 

Start 8857 

GI none 

Exons 8857 . . 9357 



Seq. ID OJ990428_01.9924.C15 

Strand + 

End 9357 

Method AAT/GAP 

End 9357 

Score 982 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



35093 
72471 
1 

OJ990428_01. 9924 .C15.ol.np 

1 

6907088 

1. .330, .506. .643 . .. 

(AP001129) hypothetical protein' [Oryza sativa] 



Seq. ID OJ990428_01.9924.C15 
Strand 

8315 
AAT/NAP 
643 
524 



End 

Method 

End 

Score 



35093 
72471 
1 

OJ990428_01. 9924 .C15.o5.np 
1 

4539658 



Seq. ID OJ990428_01.9924.C15 
Strand 

End 8315 

Method AAT/NAP 

End 4785 

Score 246 



1..27, 2704. .2906, 3096. .3229, 4747. .4785 
(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



35093 
72471 
1 



Seq. ID OJ990428_01.9924.C15 
Strand 

End 8315 



34961 



Name OJ990428_01 . 9924 . C15 . o4 . np Method AAT/NAP 

Start 1 End 3222 

GI 4539658 Score 244 

Exons 1..27, 2704.. 2906, 3096.. 3222 

GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35093 
72471 
1 

OJ990428JD1. 9924 . C15 . o3 . np 



Seq. ID 

Strand 

End 

Method 
End 

Score ■ 



OJ990428_01.9924.C15 

8315 
AAT/NAP 
3229 
241 



4539658 

1..27, 2704. .2906, 3096. .3229 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 
Gene No. 
Start 
Name 

,GI_ 
Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35093 Seq. ID 

72471 Strand 
1 End 
OJ990428_01. 9924 .C15.o2.np Method 
„1.17 3 „. , _ _ . _ _ _ : End . 



OJ990428_01. 9924 .C15 

8315 
AAT/NAP 
_ 249.1 ....... ^ 



1473. .1544> 1766. .1927, 2452. .-2491 • - ■-• - 
(AP000836) hypothetical protein [Oryza sativa] 



35093 
72471 
1 

OJ990428_01.9924.C15.ol.tm 

1998 
none 

1998. .2114, 1999. .2124, 2002. 
2113. .2241, 2120. .2242, 2120. 
2534. .2647, 3085. .3192, 3086. 
3190. .3306, 3191. .3319, 3198. 



Seq. ID OJ990428_01.9924.C15 
Strand 

End 8315 

Method TBLASTX : Maize 

End 3320 

Score 104 

.2127, 2003.. 2140, 2112.. 2228, 
.2242, 2533. .2634, 2534. .2647, 
.3202, 3092. .3205, 3093. .3218, 
.3320, 3200.. 3319 



Seq. -No. 
Gene No. 
Start 
Name 

Start • - 
GI 

Exons 

GI Descrip. 



35093 Seq. ID OJ9904 28 J) 1 . 9924 . C15 

72471 Strand 

1 End. 8315 

OJ990428_01. 9924 .C15.o6.np Method AAT/NAP 

34 60 . ... End . • 354 5 

6630699 • Score 90 . . ' 

34 60. .3545 ' ' ' '/ ' -. ' ' % ; 

(AP000969) hypothetical protein [Oryza sativa] * 

gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35093 Seq. ID 

72471 ' Strand* 

1 End 
OJ990428_01 . 9924 .C15.o3.gs Method 
444 4 End 
none Score .83 

4444. .4548, 4584. .4687, 4865. .5125, 5189. .5269, 6222. .6337, 

6645. .6779, 7399. .7460 



OJ990428_01. 9924 .C15 

8315 

GENSCAN 

7460 



34962 



Seq. No. 35093 
Gene No. 72471 
Start 1 . 

Name OJ990428_01 . 9924 . C15 . 08 . np 

Start 6971 
GI 6630699 
Exons 6971.. 7089, 8289.. 8315 

GI Descrip. (AP000969) hypothetical 

gil 6721536 | dbj IBAA8 9566 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_01. 9924.C15 

8315 
AAT/NAP 
8315 
88 



protein [Oryza sativa] 
1| (AP001073) hypothetical protein 



Seq. No. 35094 Seq. ID 

Gene No. 72472 Strand 

Start 64 End 

Name OJ990428_01 . 9924 . CI 6 . ol . gp Method 

Start 64 End 

GI none Score 

Exons 64.. 397 



OJ990428_01. 9924.C16 
+ 

397 

AAT/GAP 

397 

634 



Seq. No. 
Gene No. 
Start... 
.Name..™.^ 
Start - 
GI 

Exons 



35094 
72473 
244 



Seq. ID OJ990428_01.9924.C16 
Strand 

End .. . ,_. , 138 9 . . _ 



B .-QJ330,4£8,^ ...GENS.CAR. 
• 244 •- ■ - - End- 1-261 

none Score .98 

244. .737, 1029. .1104, 1256. .1261 



Seq. No. 35094 

Gene No. 72473 

Start 244 

Name OJ990428_01 . 9924 . C16 . o2 . gp 

Start 551 

GI 60926_1.R1084 

Exons 551.. 737, 1029.. 1104, 1256 

GI Descrip. '2688822 3.0e-39 (U93272) pyrophosphate-dependent 
phosphof ructo-l-kinase [Prunus armeniaca] f 



Seq. ID OJ990428_01.9924.C16 
Strand 

End 1389 

Method AAT/GAP 

End 1389 

Score 727 
,1389 



Seq. No/ 


35095 




Seq. ID 


OJ990428_01. 


9924 


.C17 


Gene No. 


72474 




Strand 


+ 






Start 


82 




End 


1645 






Name 


OJ990428 


01.9924.C17.ol.np 


Method 


AAT/NAP 






Start 


82 




End ■ 


1645 






.GI ' ; 


4584'542. 




Score 


103. 






Exons 


82. . 115, 


1300.. 1645 r 










GI Descrip. 


(AL049608 


) putative protein 


[Arabidop: 


sis thaliana]" 






Seq. No. 


35095 




Seq. ID 


OJ990428_01. 


9924 


.C17 


Gene No. 


72474 




Strand 


+ 






Start 


82 .. 




End 


1645 






Name 


OJ990428 


01. 9924 .C17.ol.gs 


Method 


GENSCAN 






Start 


201 




End 


1556 






GI 


none 




Score 


.57 






Exons 


201. .279, 


1169. .1251, 1288. . 


1556 








Seq. No. 


35095 




Seq. ID 


OJ990428_01. 


9924 


.C17 


Gene No. 


72474 




Strand 


+ 






Start 


82 




End 


1645 







34963 



Name 


OJ990428_01 . 9924 . CI 7 . o2 . np 


Method 


AAT/NAP 


Start 


1300 


End 


164 5 . 


GI 


4584542 


Score 


97 


Exons 


1300 . . 1645 






GI Descrip. 


(AL049608) putative protein 


[Arabidops 


is thalia 


Seq. No. 


35096 


Seq. ID 


-OJ990428 


Gene No. 


72475 


Strand 


+ 


start 


z Jo 


End 


2247 


Name 


OJ990428 01 . 9924 . C18 . ol . gs 


Method 


GENSCAN 


Start 


238 


End 


2247 


GI 


none 


Score 


.86 


Exons 


238. .274, 2042. .2247 






Seq. No. 


35097 


Seq. ID 


OJ990428 


Gene No. 


72476 


Strand 


+ 


oZ art 


99 


End 


2983 


Name 


OJ990428 01.9924.C19.ol.gs 


Method 


GENSCAN 


Start 


99 


End 


2983 


GI 


none 


Score 


.66 


Exons 


99.. 167, 177.. 4.75, 15.35.. 1610, 1640.. 1742, 2844 


.._Se.q.... w ,N.o ^ 




: .._Seq.._„ID-. 


..Qjagiiifl, 


•Gene No . ■ • 


■72476 - - ' — 


-Strand ■■- 


■ + - — - " 


Start 


99 


End 


2983 


Name 


OJ990428 01.9924.C19.ol.np 


Method 


AAT/NAP 


Start 


298 


End 


1119 


GI 


5042439 


Score 


247 


Exons 


298. .390, 913. .1119 






GI Descrip. 


(AC007789) putative DNA-binding protein [Oryza 


Seq. No. 


35098 


Seq. ID 


OJ990428_ 


bene No. 


72477 


Strand 




Start 


681 


End 


1815 


Name 


OJ990428 01.9924.C20.ol.gp 


Method 


AAT/GAP 


Start 


496 


End 


1297 


GI 


93138 1.R1084 


Score 


1306 


Exons 


496. .1043, 1170. .1297 






GI Descrip. 


'5803242/dbj I AP000399 . 1 | AP000399 0.0e+00 Oryza . 




DNA, chromosome 6, clone : P0535G04 ■ 




Seq. No. 


• 35098 ;- 


- Seq;. ID • 


OJ990428_ 


Gene No. 


" 72477 ' \ 


Strand ' 




Start ' 


681 . " ; 


End. - 


1815 


Name 


OJ990428 01. 9924 .C20.ol.np 


Method 


AAT/NAP 


Start 


640 


End 


1815 


GI 


4097549 


Score 


166 


Exons 


640. .1058, 1755. .1815 






GI Descrip. 


(U64907) ATFP4 [Arabidopsis 


thaliana] 




Seq. No. 


35098 


Seq. ID 


OJ990428_ 


Gene No. 


72477 


Strand 




Start 


681 


End 


1815 


Name 


OJ990428 01. 9924. C20.o1 .as 


Method 


GENSCAN 


Start 


681 ' 


End 


1175 


GI 


none 


Score 


. 6 


Exons 


681. . 1043, 1170. .1175 







.2983 



34964 




Seq. No. 


35098 




Seq. ID 


OJ990428_ 


01.9924 


.C20 


ftpnp No 


72477 




Strand 








Start 


681 ■• 




End . 


1815 






Name 


OJ990428 01 9924 C20 ol 


. tm 


Method 


TBLASTX: Maize 




Start 


870 ~~ 




End 


1060 






GI 


none 




Score 


114 






Exons 


870 1001, 870 1052 8 


71. .1044, 995.. 


1060 






Seq. No. 


35099 




Seq. ID 


OJ990428_ 


01. 9924 


.C21 


Gene No. 


72478 




Strand 








Start 


1577 




End 


2248 






Name 


OJ990428 01.9924.C21.ol 


.np 


Method 


AAT/NAP 






Start 


1577 




End 


2248 






GI 


5732079 




Score 


159 






Exons 


1577. .1795, 2135. .2248 












GI Descr ip . 


(AF162444) No definition line 


found [Arabidopsis 


thaliana] 


Seq. No. 


35099 




Seq. ID 


OJ990428_ 


01.9924 


.C21 


Gene No . 


72479 




Strand 








Start 


4739 




End 


5826 






Name 


_,OJ9904 28 .01..9924.C21..q2 




.^MethocL, t 


..GENSCAN.. 






-Start 






End' 


3.8.2 6 X'-^ 






Gi 


- - none- y - 




Score 


.41 1 - - 






R v o n s 


4739. .5389,- 5760. .5826 












Seq. No. 


35099 




Seq. ID 


OJ990428_ 


01. 9924 


.C21 


Gene No. 


72479 




Strand 








Start 


4739 




End 


5826 






Name 


OJ990428 01.9924.C21.o2 


.np 


Method 


AAT/NAP 






Start 


4907 




End 


5236 






GI 


5732079 




Score 


163 






Kxnns 


4907. .5236 












\j x is \^ o * J- _i_ ky * 


(AF162444) No definition line 


found [Arabidopsis 


thaliana] 


Seq. No. 


35100 




Seq. ID 


OJ990428_ 


01.9924 


.C22 


Gene No. 


72480 




Strand 








Start 


• 1 




End 


1813 






Name 


OJ990428 01.9924.C22.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


1813 






GI 


5803259 




Score 


128 






Exons 


- 1. .39,. 1692....1813 • 












GT Hpcjr'ri n 


(AP000399.) hypothetical 


protein [Oryza 


sativ'a] 






Seq. No.' 


35101 




Seq. ID 


OJ990428_ 


01. 9924 


.C23 


Gene No . 


72481 




Strand 


+ 






Start 


288 




End 


379 






Name 


OJ990428 01.9924.C23.ol 


.gs 


Method 


GENSCAN 






Start 


288 




End 


379 






GI 


none 




Score 


.47 






Exons 


288. .379 












Seq. No. • 


35101 




Seq. ID 


OJ990428_ 


01. 9924 


C23 


Gene No. 


72482. 




Strand 








Start 


697 




End 


821 






Name 


OJ990428 01.9924.C23.o2 


gs 


Method 


GENSCAN 






Start 


697 




End 


821 







34965 



• 



GI 

Exons 



none 
697. .821 



Score 



.48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35102 
72483 
1039 

OJ990428_01.9924.C24 .ol.gs 

1039 

none 



Seq. ID OJ990428_01.9924.C24 

Strand + 

End 2981 

Method GENSCAN 

End 2 981 

Score .43 



1039. .1068, 2204. .2343, 2577. .2981 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
fc Gene_No. ; . 

,s£axi._ .1 

Name - - - - 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35103 Seq. ID 

72484 Strand 

2581 End 
OJ990428_01 . 9924 . C25 .ol . np Method 

2581 End 

5803259 Score 
2581. .3842, 3938. .5837 

(AP000399) hypothetical protein [Oryza sativa] 



OJ990428_01.9924 .C25 

+ ■ 

5840 
AAT/NAP 
5837 
5160 



35103 

724 84 • ... 

.i&eLL _ , 

■■OJ990428_Ol---9-924 . C25 . o2-. gs - 
2581 
none 

2581.. '3842, 3938.. 5378, 5694. 



Seq. ID .OJ990428_01.9924.C25 
.Strand... .+ . ^ _ _ _ 

GENSCAN 

5840 
.86 



Method 
End 
Score 
.5840 



OJ990428 01.9924.C25 



35103 Seq. ID 

72485 Strand 
5848 End 6308 

OJ990428_01. 9924 .C25.ol.gp Method AAT/GAP 
5848 End 6308 

2428323 Score 833 

5848. .6308 

5803242/dbj | AP000399 . 1 1 AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6> clone : P0535G04 



Seq. No. 


35103 








Seq. ID 


OJ990428_01.9924 


.C25 


Gene No. 


72486 








Strand 






Start 


6473 








End 


8035 




Name 


OJ990428-..01 


9924 


.C2.5.o2 


tm- : 


. Method 


TBLASTX :Maize - 




Start 


. 6470 ' - 








End 


-6616 , . . 




GI'- - 


" -none ' . 








.Score 


i2i'; 




Exons 


6470. V6616, 


6477 


.'.6611' 










Seq. No. 


35103 








Seq. ID 


OJ990428_01.9924 


.C25 


Gene No. 


72486 








Strand 






Start 


6473 








End 


8035 




Name 


OJ990428 01. 


9924 


C25.o3 


gs 


Method 


GENSCAN 




Start 


6473 








End 


7909 




GI 


none 








Score 


.77 




Exons 


6473. .7909 














Seq. No. 


35103 








Seq. ID 


OJ990428_01. 9924 


.C25 


Gene No. 


72486 








Strand 






Start 


6473 








End 


8035 





34966 



Name OJ990428_01 . 9924 . C25 . o2 . np Method AAT/NAP 

Start 6476 End ' 8035 

GI 6498441 Score . 2343 ■ 

Exons 6476.-6757, 6851.. 8035 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to. a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 35103 

Gene No. 72486 

Start 6473 

Name OJ990428_01 . 9924 . C25 . o2 . tw 

Start 6485 

GI none 
Exons 



Seq. ID OJ990428__01.9924.C25 
Strand 

End 8035 

Method TBLASTX : Wheat 

End 7087 

Score 74 



6485. .6610, 6489. .6611, 6791. .7087, 6804. .6947, 6984.. 7082, 
7012.. 7083 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.61,, 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35103 Seq. ID 

72486 Strand 
•6473 End 
OJ990428_01.9924..C25.ol,tw . Method 

.. 7088 . ... _ End . ... _ 

. ^no.n,e^.. : .^ ^ ..Jw.. : „..™_-$corle 



OJ990428_01.9924.C25 
8035 

TBLASTX: Wheat 

7469. . ■ 
X7X ...„ 



7088- ..7468, 7119 .. 7367, 7127 ..7372, 7413.. 7469 



35103 
72486 
6473 

OJ990428_01 . 9924 . C25 . ol . tm 

7283 

none 

7283. .7606, 7296. .7577 



Seq. ID OJ990428_01.9924.C25 
Strand 

End 8035 

Method TBLASTX : Mai ze 

End 7606 

Score 204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35104 Seq. ID OJ990428_01 . 9924 . C2 6 

72487 Strand 

1 End 1547 

OJ990428JD1. 9924 .C26.ol.np Method AAT/NAP 

1 ■ . . End 1547 

6498441 Score 1790 

1..459, 631. .1013, 1206. .1547 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted -gene . ; Similar to Sorghum bicolor Gypsy-Ty3 type 
-■retrotransposon RetroSorl .. (AF098806) [Oryza sativa] 



35104 ' 
72487 
1 

OJ990428_01.9924.C26.o2.np 

1 

4263831 

1..252, 808. .843, 1348. .1547 

(AC006067) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq." ID OJ990428_01 .9924 .C26 
Strand 

End 1547 

Method AAT/NAP 

End 1547 

Score 195 



Seq. No. 
Gene No. 
Start 



35104 
72487 
1 



Seq. ID OJ990428_01.9924.C26 
Strand 

End 1547 



34967 



Name 

Start 

GI 

Exons 



OJ990428_01 . 9924 . C26 . o3 . tw Method 

10. End 

none Score 
10. .270, 146. .322 



TBLASTX: Wheat 

322 

66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35104 
72487 
1 

OJ990428_01. 9924 .C26.ol.ts 
70 

5666795 
70. .270, 325. .462, 538. .636 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. ID OJ990428_01.9924.C26 
Strand . - 
End 1547 
Method TBLASTX : Soybean 
End 636 
Score 68 



35104 
72487 
1 

OJ990428_01.9924 .C26.ol.tw 

325 

none 



Seq. ID OJ990428_01.9924.C26 
Strand 

End 1547 

Method TBLASTX: Wheat 

End 759 

Score 88 



325. .474, 326, .463, 328... 465, 508. .759, 518. .694, 562. .759 



.._35l-Q.4;,.^ 

- 72487 - 

1 

OJ990428_01. 9924 .C26.o2.tw 

760 ' 

none 

760. .828, 1333. . 1545 



_Se.q.._J .CL .,,Q J.9 994 2BJ3X-3B2A^£2^ 
- • - Strand - ■ - • • '• - - ------ • 

End 1547 
Method TBLASTX : Wheat- 
End 1545 
Score .. 198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ . 

Exons 

GI Descrip. 

Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35105 
72488 
77 

OJ990428_01 . 9924 . C27 . ol . gs 
77 

none 



Seq. ID OJ990428_01.9924.C27 
Strand 

End 2545 

Method GENSCAN 

End 2487 

Score . 66 



77. .1902, 1958. .2164, 2401. .2487 



35105 
72488 
77 

■ • OJ99042-8_01-. 9924 . 027 . ol . np 

'486 " ■ ' 

' 5042454 • 
'486.. 1902, 1958 . . '2068, 2401.. 2545 
(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ990428_01.9924.C27 
Strand 

End 2545 

.Method AAT/NAP 

End * 25-45; 

Score' 2252 .. 



35105 
72488 
77 

OJ9904 28_01. 9924 .C27.ol. tw 

838 

none 

838.. 1095, .872.. 1111, 1078. 



Seq. ID OJ990428_01.9924.C27 
Strand 

End 2545 

Method TBLASTX : Wheat 

End 1230 

Score 92 
1176, 1079.. 1171, 1183.. 1230 



Seq. No. 
Gene No. 



35105 
72488 



Seq. ID OJ990428_01.9924.C27 
Strand 



34968 




Start 


77 






End 


Z, *J *i 


Name 




. z. / . Ul 


• U1LL 




TRT Zl QTV • Ma -i *7 a. 


Start 


940 ~~ 






End 


X C & -J 


GI 


none 






Score 


1 07 


Exons 


940. . 1188, 941 . . 


1225 








Seq. No. 


35106 






Seq. ID 


OJ990428_01.9924.C28 


Gene No. 


72489 






Strand 




Start 


595 






End 


1671 


Name 


OJ990428 01 9924 


. C28 . ol 


• 






Start 


595 ~ 




End 


1DUJ 


GI 


none 






Score 




Exons 


595 . .763, 1191 


1663 








Seq. No. 


35106 






Seq. ID 


OJ990428_01. 9924 .C28 


Gene No. 


72489 






Strand 




Start 


595 






End 


1671 


Name 


OJ990428 01 9924 


r?R oi 




Mo +" h oH 
lit; Liiuu 


TRT aCTY - QA\/hoan 

i. D±j.tt.o i a . ooyjjcan 


Start 


1172 ~~ 






End 


J. 1 .7 O 


GI 


none 






S core 


904 


Exons 


1172 1498 1188 


. .14 63 








, r S_e.q,..„.,Np...,_., 








_ Seq,..,, ID.. 




Gene No. 


■■ 72489 • • 






Strand 




Start 


595 






End 


1 671 

X LI / X 


Name 


OJ990428 01 9924 




. l_ ILL 


Mot" hnH 


1 DLftO 1 A . LXlal Ze 


Start 


1175 ~~ 








1 47ft 
14 / O 


GI 


none 






S core 




Exons 


1175 1477. 1188 


1478 








Seq. No. 


35106 






Seq. ID 


OJ990 4 28_01. 9924 .C28 


Gene No. 


72489 






Strand 




Start 


595 






End 


1671 


Name 


OJ990428 01 9924 


. C28 . ol . 




Method 


TBLASTX: Cress 


Start 


1187 ~~ 






End 


1661 


GI 


none 






Score 


84 


Exons 


1187 1447. 1187 


. . 14 65, 




..1484, 1469. .1660, 1542. .1661 


Seq. No. 


35106 






Seq. ID 


OJ990428_01.9924.C28 


Gene No. 


72489 






Strand 




Start 


595 






End 


1671 


Name 


' OJ990428 01.9924 


.C28.ol. 


np - 


Method 


AAT/NAP • ■ 


Start 


: 1190. . . 






End 


1671 ...... 


GI . •■ . 


386027.1 






Score 


'423 


Exons 


1190. .1671 










GI Descrip 


(AC005824) putative selenium' 


-binding protein [Arabidopsis 




thaliana] 










Seq. No. 


35107 






Seq. ID 


OJ990428_01. 9924 .C2 9 


Gene No. 


72490 






Strand 


+ 


Start 


27 






End 


129 


Name 


OJ990428 01.9924. 


.C29.ol. 


gs 


Method 


GENSCAN 


Start 


27 






End 


129 


GI 


none 






Score 


.94 


Exons 


27 . . 129 










Seq. No. 


35108 






Seq. ID 


OJ9904 28_01 . 9924 .C30 



34969 



Gene No. 724 91 Strand 

Start 639 End 685 

Name OJ990428_01 . 9924 . C30 . ol . gs Method GEN SCAN 

Start 639 End 685 

GI none Score . 93 

Exons 639.. 685 

Seq. No. 35109 Seq. ID OJ990428_01 . 9924 . C31 

Gene No. 724 92 Strand 

Start 68 End 517 

Name OJ990428_01 . 9924 . C31 . ol . gs Method GEN SCAN 

Start 68 End 517 

GI none Score .44 

Exons 68.. 171, 349.. 517 

Seq. No. 35110 Seq. ID OJ990428_01 . 9924 . C33 

Gene No. 72493 Strand + 

Start 44 End 460 

Name OJ990428_01 . 9924 . C33 . ol . gs Method GENSCAN 

Start 44 End 460 

GI .none . Score .69 

,, Exons, _ ; ^4 4 . ..14,5, _ t .425,., 4 60._,_ _.__ r _^.. . 

Seq. Nor 35111 - Seq , id OJ9904-28_01 ; 992 4 . 034^"- ^ 

Gene No. 72494 Strand 

Start 1 ' End 736 

Name OJ990428_01 . 9924 . C34 . ol . np Method AAT/NAP 

Start 1 End 736 

GI 1707007 Score 323 

Exons 1. . 736 

GI Descrip. (U78721) hypothetical protein [Arabidopsis thaliana] 

Seq. No. 35111 Seq. ID OJ990428_01 . 9924 . C34 

Gene No. 72494 Strand 

Start 1 End 736 

Name OJ990428_01 . 9924 . C34 . ol . tm Method TBLASTX : Maize 

Start • 63 End 680 

GI none Score 77 

Exons 63. .248, 69. .323, 357. .548, 411. .548, 445. .549, 564. .680 

Seq. No. '35111 Seq. ID OJ990428_01 . 9924 . C34 

Gene No. - "■ 72494 Strand - 

Start . ... 1 . . . : End" 736 . ' * 

Name- • • OJ990428JD1- , 9924 . C34 . ol . tc Method ' TBLASTX: Cress 

Start ' *' 66 * * End 734 ' 

GI none Score 91 

Exons 66. .287, 78. .143, 162. .320, 162. .323, 366. .548, 379. .432, 
453. .551, 555. .734, 558. .725 

Seq. No. 35111 Seq. ID OJ990428_01 . 9924 . C34 

Gene No. 72494 Strand 

Start 1 End 736 

Name OJ990428_01 . 9924 . C34 . ol . ts Method TBLASTX : Soybean 

Start 72 End 624 

Cil none Score 83 

Exons 72. .248, 351. .608, 448. .624 



34970 




C ^ rr No 




Seq. ID 


OJ990428_01.9924 .C35 


Hon o Mn 


/ *2 ^ J 


Strand 




Start 


3 


End 


9fi ■ 


Name 


OJ990428 01. 9924.C35.ol.tc 


Method 


TBLASTX: Cress 


Start 


3 


End 


971 


GI 


none 


Score 


38 


R von 


3 314 3 209 123 200 207 


..389, 207. .383, 381. .464, 




384 614 448 495 498 935 


528 . . 728 


, 568 . .729, 591 920. 




726 791, 810 971. 810 968 






Qpn Kfo 


35112 


Seq. ID 


OJ990428 01 9924 C35 


Gene No. 


72495 


Strand 




Start 


3 


End 


971 


Name 


OJ990428 01 9924 C35 ol tm 


Method 


TBLASTX: Maize 


Start 


3 ~~ 


End 


971 


GI 


none 


Score 


47 


Exons 


3 65. 3 386, 183 311. 207 


.374, 288 


386 405 668 516 




588 971 604 669 755 916 


810. . 971 


, 811.. 957 




35112 


Seq. ID 


OJ990428 01 9924 C35 


Gene No. 


.72495, ...... 


Strand 




Start _ _ .... 




-End.., _ . 




Name. 




,Me.thpd.._ 


..TBLASTX :Jrth.eat-,_ 


Start 


3 • 


■End- • ■ 


971 - 




none 


Score 


50 




3. .350, 267. .368, 396. .650, 549. .614, 


567. .953, 870. .971, 




871. .966 






Seq. No. 


35112 


Seq. ID 


OJ990428_01. 9924 .C35 


Gene No. 


72495 


Strand 




Start 


3 


End 


971 


Name 


OJ990428 01. 9924 .C35.ol.ts 


Method 


TBLASTX: Soybean 


Start 


6 


End 


971 


GI 


none 


Score 


86 




6. .344, 7. .342, 264. .383, 396 


..644, 564. .947, 565. .945, 867 


Seq. No. 


35113 


Seq. ID 


OJ990428_01.9924.C36 


Gene tio. 


72496 


Strand 


+ 


Start 


1176 


End 


5800 


Name 


OJ990428 01.9924.C36.o2.gs 


Method 


GENSCAN 


Start 


1176 


End 


2223 


GI ■ 


none 


Score 


.63 


1 — i UllO 


, 1176. .1300, .1423. ..1610, 1703. 


2223 




Se=>a No 


35113 


Seq. ID" 


OJ990428_01. 9924 .C36 


Gene No . 


72496 


Strand 


+ 


Start 


1176 


End 


5800 


Name 


OJ990428 01.9924.C36.o2.np 


Method 


AAT/NAP 


Start 


1949 


End 


5800 


GI 


4539423 


Score 


983 


R von q 


1949.. 1985, 3249.. 3592, 4184. 


5019, 5713.. 5800 


GI Descrip. 


(AL04 9171) pyrophosphate-dependent phosphof ructo-l-kinase 




[Arabidopsis thaliana] 






Seq. No. 


35113 


Seq. ID 


OJ990428_01. 9924 .C36 


Gene No. 


72496 


Strand 


+ 


Start 


1176 


End 


5800 



34971 



Name 




i v ie tnou 




jLdl L 


9 Q87 






CT 

K3 X 


none 


Score 


7 7 


VHP Q 


9Qfi7 ^S9? 41fi4 SD1 V 








_) -I. J_ _J 


O Cv-J • X U 




Gene No . 


72496 


Strand 


+ 


Start 


1176 


End 


5800 


Name 


OJ990428 01.9924.C36.ol.gp 


Method 


AAT/GAP 


Start 


4281 


End 


4660 




2312248 


Score 


736 


P von c; 


4281. .4660 






f!2 T P)*^ *^ r' r~ "i o 


2688822 3.0e-39 (U93272) pyrophosphate 


-dependent 




phosphof ruct o-l- kinase [Prunus 


armeniaca] 


Seq. No. 


35113 


Seq. ID 


OJ990428J 


Gene No. 


72497 


Strand 


+ 


Start 


6158 


End 


7862 


Name 


OJ990428 01.9924.C36.o2.gp 


Method 


AAT/GAP 


Start 


6083 


End 


6670 


GI 


uC-osf.lcyp011h06bl 


Score 


923 



.Exons. 6,0.83. .,., 6355. „ ^6461^ 6670„ . ^ .... _ - „, 

-.G.L.6e scrip ^ 

CYP90B1 [Arabidopsis -thalia-naP --- ■ - - 



beq. wo. 








Seq. ID 


OJ990428__01 


.9924 


. C36 


Gene No. 


72497 






Strand 


+ 






Start 


6158 






End 


7862 






Name 


OJ990428 01 


.9924 .C36.o4 


. gs 


Method 


GENSCAN 






Start 


6158 






End 


7862 






GI 


none 






Score 


.75 






Exons 


6158. . 6355, 


6427. .6565, 


6958. 


.7209, 77 


30. .7862 






Seq. No. 


35113 






Seq. ID 


OJ990428_01 


9924 


.C36 


Gene No. 


72498 






Strand 








Start 


1 






End 


2213 






Name 


OJ990428 01 


.9924.C36.ol 


. np 


Method 


AAT/NAP 






Start 


1 






End 


2213 






GI- 


6729034 






Score 


184 






Exons 


1..494, 218 


1. .2213 












GI Descrip. 


(AC009177) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. .No; 


"35113 






Seq. ID 


-OJ9.90428_01 


9924. 


C36 


Gene" No. 


• 72498 






Strand. ^ 








Start 


1 






' End 


2213 






Name 


OJ990428 01 


.9924.C36.ol 


.gs 


Method 


GENSCAN " 






Start 


109 






End 


798 






GI 


none 






Score 


.9 






Exons 


109. .798 














Seq. No. 


35113 






Seq. ID 


OJ990428_01. 


9924 


C36 


Gene No. 


72499 






Strand 








Start 


6682 






End 


6987 






Name 


OJ990428 01 


.9924.C36.o3 




Method 


AAT/GAP 






Start 


6682 






End 


6987- 






GI 


425878 






Score 


559 






Exons 


6682. . 6987 















34972 



Seq. No. 


35113 






Seq. ID 


OJ990428_01. 9924.C36 


Gene No . 


72500 






Strand 




Start 


7053 






End 


8224 


Naifle 


OJ990428 01.9924, 


.C36.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


56 






End 


555 


GI 


none 






Score 


42 


Exons 


56. .118, 61. .84, 


76. .198, 88. 


.342, 91. 


.294, 94. .285, 95. .21- 




115. .162, 190. .297, 310 


. . 504, 


373.-483, 383. .532, 502. .555 


Seq. No. 


35113 






Seq. ID 


OJ990428_01.9924.C36 


Gene No. 


72500 






Strand 




Start 


7053 






End 


8224 


Name 


OJ990428 01.9924. 


,C36.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


100 






End 


486 


GI 


none 






Score 


57 


Exons 


100. .285, 101. .169, 316 


. .459, 


376. .486 




Seq. No. 


35113 






Seq. ID 


OJ9904.28_01. 9924 .C36 


Gene No. 


72500 






Strand 




Start 


7053 






End 


8224 . .... 


Name 


. . ■ OJ9904.28., 01.-9924. 






.JMethodL. 




Start 








_End__ t ._ 




- •• GI " 


•• • -none-- - - 


... 




-Score- 


139-- - '- 


: : Exons 


3257. .3448, 3473. 


.3595, 


3502 . 


.3594, 4181. .4258 


' : ' ' Sea No 


35113 






Seq. ID 


OJ990428__01. 9924.C36 


; ^ Gene No . 


72500 






Strand 




O Start 


7053 






End 


8224 


; : ; Name 


OJ990428 01 9924 


C36 . ol , 


. tm 


Method 


TBLASTX: Maize 


= : Start 


3329 






End 


5005 


!;*; gi 


none 






Score 


67 


; * : Exons 


3329. .3361, .3398. 


.3448, 


3485 . 


.3595, 4181. .4621, 4183. .4527, 


u 


4640. .4717, 4642. 


.4686, 


4740 . 


.4898, 4742. .4996, 4744. .4884, 


.: s . 

•t. '• 


4745. .5005 










?_ Seq. No. 


35113 






Seq. ID 


OJ990428_01. 9924 .C36 


; Gene No . 


72500 






Strand 




\: r ' Start 


7053 






End 


8224 


j :s i Name 


OJ990428 01.9924. 


C36.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3353 






End 


5020 


GI 


none . : 






Score .. . 


67 •• • • •. - 


Exons 


3353. .3448,' 3485. 


.3595, , 


.34 99. 


.3594,. .4181. , 4 69.9/ ,418 3. .4527, 




4639. .4677, 4717. 


.4884, • 


4 7-39. 


.5005, 4739.". 5Q^0 


Seq. No. 


35113 






Seq. ID 


OJ990428_01. 9924 .C36 


Gene No. 


72500 






Strand 




Start 


7053 






End 


8224 


Name 


OJ990428 .01.9924. 


C36.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4256 






End 


4645 


GI 


none 






Score 


176 


Exons 


4256. .4411, 4273. 


.4437, 


4318. 


.4428, 4396. .4539, 4409. .4645, 




4463. .4612 










Seq. No. 


35113 






Seq. ID 


OJ990428_01.9924.C36 


Gene No. 


72500 






Strand 




Start 


7053 






End 


8224 



34973 



Name OJ990428_01 . 9924 . C36 . ol . tc Method TBLASTX : Cress 

Start 4262 End 4585 

GI none Score 306 

Exons 4262.. 4561, 4270.. 4545, 4277.. 4585 



Seq. No. 


35113 








Seq. ID 


VsKJ J \J ^ \J \J A. . ^ *i i ^/ JU 


Gene No . 


72500 








Qf- ranH 




Start 


7053 








End 


8224 


Name 


OJ990428 01. 


9924 


.C36.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4735 








End 


4993 ' 


GI 


none 








Score 


201 


Exons 


4735 . .4872, 


4739 


. . 4993 








Sea No 


35113 








Seq. ID 




Gene No . 


72500 








St rand 




Start 


7053 








End 


8224 


Name 


OJ990428 01 


9924 


C36 o3 


tc 


Method 


TBLASTX: Cress 


Start 


4778 








End 


4999 


GI 


none 








Score 


213 


Exons 


4778 .4999. 


4780 


. .4998 








» , rF- SH .* - ci.i . ...,-■„-, 


35113 , . 




— - 




._.Seg... tf .ID. 


.,,0 JJ ^ OA 2 8^0 1 ..9 ? 24,^C36 




~72SOo"~^'*" 








^..Str.ancl^-, 




Start- 


- • -705^ 

/ <j *j j 








• End" 


••8 2-24"-- " ^rrrr? 


Name 




J _? *i 






Method 


TBLASTX: Maize 


Start 


6789 ~~ 








End 


7931 


GI 


none 








Score 


94 


Exons 


6789. .6857, 


6793 


. .6858, 


6793, 


..6858, 6794. .6883, 7020. .7142, 




7020. .7169, 


7021 


. .7143, 


7795. 


..7929, 7798. .7929, 7803. .7931 


Seq. No. 


35113 








Seq. ID 


OJ990428_01.9924.C36 


Gene No. 


72500 








Strand 




Start 


7053 








End 


8224 


Name 


OJ990428 01. 


9924, 


.C36.o3. 


np 


Method 


AAT/NAP 


Start 


7053 








End 


8224 


GI 


6561969 








Score 


147 


Exons 


7053. .7140, 


7804, 


. ,7928, 


8182. 


. .8224 





GI Descrip. (AL132979) steroid 22-alpha-hydroxylase (DWF4) [Arabidopsis 
thaliana] 



Seq. No. 


35114 








Seq. ID 


OJ990428 


JD1. 


9924 


Gene No. 


■72501 - 








Strand 


■+ 






Start . 


162 








End 


559 ' 






Name ' 


OJ990428 


:_01.9924.C39. 


ol, 


.gs 


Method 


GENS.CAN 






Start 


162 








End " 


559 






GI 


none 








Score 


.86 






Exons 


162. .348 


, 491. .559 














Seq. No. 


35115 








Seq. ID 


OJ990428 


J)l. 


9924 


Gene No. 


72502 








Strand 








Start 


65 








End 


293 






Name 


OJ990428 


_01. 9924 .C40. 


ol. 


.gs 


Method 


GENSCAN 






Start 


65 








End 


293 






GI 


none 








Score 


.51 






Exons 


65. . 168, 


281. .293 















Seq. No. 



35116 



Seq. ID OJ990428 01.9924.C44 
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Gene No. 


* 72503 


Strand 


+ 


Start 


■ 706 


End 


-L *C *J c. 


Name 


OiT99042R 01 QQ?4 P44 nl rrc; 


Mot* hpirl 




Start 


706 ~~ 


End 


1 

J. *J jL. 


GI 


none 


Score 


. 99 


r.xnn s 

i—l \s 1 1 O 


706 711 860 1252 






Seq. No. 


35116 


Seq. ID 


f).TQQ04?ft 01 QQ24 r4 4 


Gene No. 


72503 


Strand 


+ " 


Start 


706 


End 


1252 


Name 


OJ990428 01. 9924 .C44 .ol ,np 


Method 


AAT/NAP 


Start 


753 ~~ 


End 


1087 


GI 


5732079 


Score 


127 


Exons 


753 1087 






GI Desrri n 

V— ' — . i— ' *w h«J V** -J- *1* K-' • 


(AF1624441 No definition 1 i np 


found [Arabidopsis thaliana] 


Seq. No. 


35117 


Seq. ID 


OJ990428_01.9924.C47 


Gene No. 


72504 


Strand 




Start 


202 


End 


251 


Name 


OJ990428 01 9924 C47 ol as 


Method 


GENSCAN 


Start 


202 ~~ 


End . 


251 


GI . ... 


none 


.Score . ^ 


, 99 , .,,«-^. mA3 ^. ,,. 


F.xon s 


.2 Q 2 . . . .J2'5 1, " ^ 






Seq. No. 


35118 


Seq. ID 


OJ990408_03. 9922. CI 


Gene No. 


72505 


Strand 




Start 


55 


End 


299 


Name 


OJ99040R 03 992? PI ol rr^ 


Method 


GENSCAN 


Start 


55 ~~ 


End 


299 


GI 


none 


Score 


.76 


LiAvl 1 O 








Seq. No. 


35119 


Seq. ID 


OJ990408__03.9922.C2 


Gene No. 


72506 


Strand 




Start 


1 


End 


1091 


Name 


OJ990408 03. 9922.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End. 


1091 


GI 


2642159 


Score 


360 


Exons 


1..357, 449. .511, 992. .1091 






fiT Dp^rri id 

\_J _1_ \L-* O J- -i- . 


(AC003000) GDP-mannose pyrophosphorylase [Arabidopsis thaliana] 




gi 13598958 (AF076484) GDP-mannose pyrophosphorylase [Arabidopsis 




thaliana] gi | 4151925 (AF108660) CYT1 protein- [Arabidopsis' ■ 


. 


, thaliana ] . 






Seq. No. 


35119 ' ' 


Seq. ID 


OJ990408_03. 9922. C2 


Gene No. 


72506 


Strand 




Start 


1 


End 


1091 


Name 


OJ990408 03.9922.C2.ol.gp 


Method 


AAT/GAP 


Start 


248 


End 


1091 


GI 


LIB34 77-011-P1-K1-B2 


Score 


456 


Exons 


248. .357, 449. .511, 992. .1091 







GI Descrip. '2642159 5.0e-54 (AC003000) putative mannose-l-phosphate 

guanyltransferase [Arabidopsis thaliana] >gi_3598958 (AF076484) 
GDP-mannose pyrophosphorylase [Arabidopsis thaliana] >gi_4 151925 
(AF108660) CYT1 protein [Arabidopsis thaliana] 1 

Seq. No. 35119 Seq. ID 0 J9904 08_03 . 9922 . C2 
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Gene No.' 72506 ' Strand 

Start 1 End 1091 

Name OJ990408_03 . 9922 . C2 . ol . tc Method TBLASTX : Cress 

Start 248 End 1091 

GI none Score 129 

Exons 248. .358, 250. .354, 256. .360, 446. .514, 447. .512, 988. .1089, 
988. .1089, 989. .1090, 999. .1091 

Seq. No. 35119 Seq. ID OJ9904 08_03 . 9922 . C2 

Gene No. 72506 Strand 

Start 1 End 1091 

Name OJ990408_03 . 9922 . C2 . ol . t s Method TBLASTX : Soybean 

Start 248 End 1091 

GI none Score 142 

Exons 248. .358, 250. .360, 250. .354, 276. .359, 432. .491, 446. .514, 
447. .512, 942. .1091, 989. .1090 

Seq. No. 35119 Seq. ID OJ9904 08_03 . 9922 . C2 

Gene No. 72506 Strand 

Start 1 End 1091 

Name . OJ990408_Q3 . 9922 . C2 . ol . tm Method TBLASTX : Maize 

.Start,, ^...^ : .24"8^ ^^,^^^^,^^^-.^.^^^11^ ^ ... .1091.," 

..GI ,.,npne.-,,^-. -..^-....-. ( -..._.^.-^. ^,v,J._.S.GQr^ 

Exons -- 248. -358 7 ~2-4-9-. -. 347 ,- -250 v. 360 ,- - 250-.-. 35 : 4 V -4-38 v. -5 1-2 ,- 4 4 6 ; -.- 5 1-4->- - 

446. .514, 989. .1090, 996. .1091 

Seq. No. 35119 Seq. ID OJ9904 08_03 . 9922 . C2 

Gene No. 72506 Strand 

Start 1 End 1091 

Name OJ990408_03 . 9922 . C2 . ol . gs Method GENSCAN 

Start 449 End 547 

GI none Score .83 

Exons 449. . 547 

Seq. No. 35120 Seq. ID OJ9904 08_03 . 9922 . C3 

Gene No. 72507 Strand + 

Start 12788 End 20283 

Name OJ990408_03 . 9922 . C3 . o3 . gs Method GENSCAN 

Start 12788 End 16500 

GI none Score .48 

Exons 12788. .12887, 14074 .. 14225, 14442 .. 144 99, 14 536 .. 14 691 , 
■' 14716. .i'4896, • 14 936 ; \- 154 55 ," .154 82 15 613, 1634 8 : , .'16500 

Seq. .No.. 35120 . -Seq. ID OJ9904 08_03 . 9922 . C3 

Gene No. 72507 * " Strand * + 

Start 12788 End 20283 

Name OJ990408_03 . 9922 . C3 . o2 . np Method AAT/NAP 

Start 14090 End 20283 

GI 4680203 Score 2717 

Exons 14090. .15731, 15875 .. 16106, 16390 .. 1 6555, 19473.. 20283 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 

Seq. No. 35120 Seq. ID OJ990408_03 . 9922 . C3 

Gene No. 72507 Strand + . 

Start 12788 End 20283 

Name OJ9904 08_03 . 9922 . C3 . o4 . gp Method AAT/GAP 

Start 17476 End 18212 
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GI 101153_1.R1084 Score 645 

Exons 17476. .17659, 17982.. 18212 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. No. 35120 Seq. ID 

Gene No. 72508 Strand 

Start 8 End 

Name OJ990408_03 . 9922 . C3 . ol . gs Method 

Start 8 End 

GI none Score 
Exons 



OJ990408_03.9922.C3 

3974 
GENSCAN 
3974 
.5 



8. .96, 136. .299, 975. .1045, 1426. .1591, 1904. .2025, 2862. .2933, 
3288.. 3418, 3791.. 3974 



Seq. No. 35120 Seq. ID OJ990408_03 . 9922 . C3 

Gene No. 72508 Strand 

Start 8 End 3974 

Name OJ9904 08_03 . 9922 . C3 . ol . gp Method AAT/GAP 

Start 190 End 1750 

GI 26282_1.R1084 Score 806 

Exons . 190.. 299,. 1426.. 1750 . . . ...... 

..GI^Descrip 5 8 52^170/emb | ALU 7 2 65. 1 IOST17804 . 3 . 0e-94 .Oryza.. sativa.,, 

™^ . - w . jLjjcU.ca.^GlA4i^ 



Seq. No. 35120 Seq. ID OJ990408_03 . 9922 . C3 

Gene No. 72509 Strand 

Start 5739 End 11364 

Name OJ990408_03 . 9922 . C3 . ol .np Method AAT/NAP 

Start 5739 End 11364 

GI 6063554 Score 202 

Exons 5739.. 5909, 6536.. 6568, 7864.. 8052, 8297.. 8417, 8453.-8732, 

11342. .11364 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


35120 




Seq. ID 


OJ990408_03.9922. 


C3 


Gene No. 


72509 




Strand 






Start 


5739 




End 


11364 




Name 


OJ990408 03. 


9922.C3.o2.gp 


Method 


AAT/GAP 




Start 


5980 




End 


6354 




GI * - 


' 242-7387 - • - 




Score 


618 




Exons 


. 5980. .6354, . 










GI • Descrip. 


5852170/embl 


AL117265,1|OST17804 3.0e-94 


Oryza sativa 






' ihdica (GLA4 ) 


genomic DNA, chromosome "4 , 


BAC clone :t'178'04 




Seq. No. 


35120 




Seq. ID 


OJ990408_03.9922. 


C3 


Gene No. 


72510 




Strand 






Start 


19188 




End 


20241 




Name 


OJ990408 03. 


9922.C3.o3.tw 


Method 


TBLASTX: Wheat 




Start 


14427 




End 


14782 




GI 


none 




Score 


79 




Exons 


14427. .14519 


, 14517. .14768, 


14525. .1478 


2 




Seq. No. 


.35120 




Seq. ID 


OJ990408_03.9922. 


C3 


Gene No. 


72510 




Strand 






Start 


19188 




End 


20241 
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Name 

Start 

GI 

Exons 



OJ9904 08_03 . 9922 . C3 . ol . ts Method TBLASTX : Soybean 

14700 End 15128 

none Score 103 

14700. .14774, 14859 15128, 14882.. 15115 



Seq. No. 35120 

Gene No. 72510 

Start 19188 

Name OJ9904 08_03 . 9922 . C3 . ol . tc 

Start 14846 

GI none 

Exons 14846. . 15013, 14 8 68 .. 15209, 15062.. 15190 



Seq. ID OJ990408_03. 9922.C3 
Strand 

End 20241 

Method TBLASTX : Cress 

End • 15209 

Score 258 



Seq. No. 35120 

Gene No. 72510 

Start 19188 

Name OJ9904 08_03 . 9922 . C3 . o2 . tw 

Start 14997 

GI none 

Exons 14997. .15053, 15005.. . 1504 9, 
. 15159. .15257, . 15164. .15256, 

• - • ■ . •,15260.. . 154 63, . ... 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990408 03. 9922. C3 



20241 

TBLASTX: Wheat 
15463 
73 

15050. . 15151, 15051. .15155, 
15167. .15259, 15237 .. 154 28 , 



Seq; No. - 35120 ■ ■ - . - - - 

Gene No. 72510 

Start 19188 

Name OJ9904 08_03 . 9922 . C3 . ol . tm 

Start 15044 

GI none 

Exons 15044 .. 15295, 15054 .. 15296, 15306.. 15422 



S e q 1 D • O J 9 9 0 4 0 8 _0 3 : -9 9 2-2 - G3- 
Strand 

End 20241 
Method TBLASTX : Maize 
End 15422 
Score 234 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35120 
72510 
19188 

OJ9904 08_03. 9922.C3.o4 . tw 
15557 



End 

Method 
End 

none Score 
15557. .15703, 15559. .15714, 15559. .15702, 15677. .15730, 
15679. . 15732, 1568 1 .. 15734 , 15727 .. 15906, 1574 4 .. 15824 , 
15832. . 15972, 15901. .15972 



Seq. ID OJ990408_03. 9922.C3 
Strand 

20241 

TBLASTX: Wheat 
15972 
104 



•Seq. - No'. ' ~ 35120 - . " ■ • ■. - " 

.Gene. No. : 72510 ' " . . - ' ' \ . 

Start ■ '19188 

Name OJ9904 08_G3 . 9922 . C3 . o2 . tm - 

Start 15975 

GI none 

Exons 15975. .16019, 16035 .. 16136, 
16306. . 16356 



Seq-. ID- 
Strand 
End 

Method 

End 

Score 



OJ990408JD3. 9922.C3' 

20241 . 
TBLASTX: Maize 
16356 
38 



16138. .16269, 16139 .. 16303, 



Seq. No. 35120 

Gene No. 72510 

Start 19188 

Name OJ9904 08 J) 3 . 9922 . C3 . ol . tw 

Start 15987 

GI none 
Exons 



Seq. ID OJ990408_03.9922.C3 
Strand 
End 

Method 
End 
Score 



20241 

TBLASTX : Wheat 

20241 

160 



15987. .16082, 15993. .16136, 16025. .1614 7, 16127. .16303, 
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16139. .16174, 16147. .16302, 16289 .. 164 65, 16308 .. 16478, 

16309. .16539, 16477 .. 16569, 194 70 .. 19643, 19471 .. 19659, 

19491. .19655, 19697 .. 19813, 19700 .. 19798 , 19707 1984 4 , 

19823. .19858, 19824 19865, 19827 .. 19868 , 1984 6 198 69, 

19871. .19957, 19875 .. 19934 , 19913 .. 20017, 19935 .. 20027 , 

19941. .20030, 20068. .20136, 20068 .. 20151, 20137 . . 20229, 
20137.. 20241 



Seq. No. 35120 
Gene No. 72510 
Start 19188 

Name OJ9904 08_03 . 9922 . C3 . o2 . tc 

Start 16298 
GI none 
Exons 16298. 

16477. 

19491. 



,16465, 16308. .16430, 16308 
,16569, 19470. . 19631, 19477 
,19628 



Seq. ID OJ990408_03.9922.C3 
Strand 

End 20241 
Method TBLASTX : Cress 
End 19653 
Score 93 

16478, 16309. .16539, 
19653, 19490. .19618, 



Seq. No. 35120 

Gene No. 72510 

Start 19188 

Name ^ . . p J9 90 4 0 8^0 3 ^992 2^C 3. p 6_ ._gp^^ 

GI 61605_3.R1084 ' - 

Exons 19188.. 19534 

GI Descrip. 1 1402920/emb | CAA66965 | 
thaliana] ' 



Seq. ID OJ990408_03.9922.C3 

Strand - . . 

End 202.41 

J4ethocL_. AAT/GAP . 

...End .^L^iJS53L.SZ.^^^ 

Score * ■ 345 - - - 



2.0e-20 (X98321) peroxidase [Arabidopsis . 



Seq. No. . 35121 Seq. ID 

Gene No. 72511 Strand 

Start 100 End 

Name OJ9904 08_03 . 9922 . C4 . ol . gs Method 

Start 100 End 

GI none Score 

Exons 100.. 229, 396.. 495 



OJ990408_03.9922.C4 
495 

GENSCAN 

495 

.75 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI.. " ■" ; ; * . 
Exons 

GI - Descrip . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35122 Seq. ID OJ9904 08_03 . 9922 . C5 

72512 Strand 

1 End . 2660 

OJ990408_03. 9922 .C5.ol . np Method AAT/NAP 

I End 2660 

-6539553- . ••• - •'• Score' " 4203 •• ' ' " 

II . 2660 : ' . ■.. . .. •' ' . • • ; 
(APO'00836) Similar to Oryza aus.traliensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 I dbj | BAA8820'6 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



35122 
72512 
1 

OJ9904 08_03. 9922.C5.o3.tw 
1 

none 



Seq. ID OJ990408_03.9922.C5 
Strand 

End 2660 

Method TBLASTX : Wheat 

End 332 

Score 127 



I. .171, J. .167, 164. .241, 164. .241, 165. .242, 166. .243, 
257. .331, 261. .332 
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Seq. No. 35122 Seq. ID 

Gene No. 72512 Strand 

Start 1 End" 

Name OJ990408__03 . 9922 . C5 . o4 . tm Method 

Start 188 End 

GI none Score 

Exons 188.. 520, 230.. 520 



OJ990408_03.9922.C5 
2660 

TBLASTX: Maize 

520 

176 



Seq. No. 35122 Seq. ID 

Gene No. 72512 Strand 

Start 1 End 

Name OJ9904 08_03 . 9922 . C5 . o2 . ts Method 

Start 338 End 

GI none Score 

Exons 338.. 682, 483.. 683 



OJ990408_03.9922.C5 
2660 

TBLASTX: Soybean 

683 

112 



Seq. No. 35122 
Gene No. 72512 
Start 1 

Name OJ990408_03 . 9922 . C5 . o2 . tw 

Start 527 

5Lj.^-:v.^. i_.J^one,..L^_^ _-„^ * "~ ^- - 



End 

Method 

End, 

w - ~ ^ Score- 

23lll5l8l,.l^™^ 



Seq. ID OJ990408_03.9922.C5 
Strand 

2660 

TBLASTX: Wheat 
1078 . . . 

51 .. .. . •• ... ._ ..... 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

-Seq. No. ; 
. Gene No . 

Start 

Name 

Start 

GI 

Exons 



35122 
72512 
1 

OJ9904 08_03.9922.C5.o2.tm 
638 
none 

638. .1078, 717. .827, 761. .943, 897. .1079 



Seq. ID OJ990408_03.9922.C5 
Strand 

2660 

TBLASTX: Maize 
1079 
55 



End 

Method 

End 

Score 



35122 
72512 
1 

OJ9904 08_03.9922.C5.ol.ts 
749 

5509260 

749. .1213, 768. .827, 900. .995 



35122 

.72512 " ; .1 . 

1 

OJ9904 08__03.9922.C5.ol.tc 

860 

none 

860.. 1117, 948-. .1142 



Seq. ID OJ990408_03. 9922.C5 
Strand 

End 2660 

Method TBLASTX : Soybean 

End 1213 

Score 58 



Seq." ID 

Strand.. 

End ■ 

Method 

End 

Score 



OJ990408_03.9922.C5 
"2 660 

TBLASTX: Cress 

1142 

84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35122 Seq. ID 

72512 Strand 

1 End 

OJ9904 08_03 . 9922 .C5.ol.tw Method 

1133 • End 

none - Score 



OJ990408_03. 9922.C5 
2660 

TBLASTX: Wheat 

1888 

174 



1133. .1888, 1143. .1292, 1151. .1381, 1412. .1831, 1434. .1880 
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Seq. No. 


35122 








Seq. ID 


OJ990408 


_03. 9922 


.C5 


Gene No. 


72512 








Strand 










\ 








PnH 


£. \> D U 






Name 




QQ9 9 


PS 
. v^O . Uj . 


U o 




TRT flCTY • 


ooyoean 




q+- =| 

O Lai i_ 


1 S^ft ~~ 
x j _> o 








PnH 

Hi I 1U 






yj x 


nr-m o 
i il> i i e 










QS 






P vnn q 


1 1711 

i. JJO i . X / X X , 


1719 


• • X ZJ J D , 


1 7 Sft 

X f J o 


1 99ft 

. 17lO 








Seq. No. 


35122 








Seq. ID 


OJ990408 


_03.9922 


C5 


Gene No. 


72512 








Strand 








Start 


1 








PnH 


£ D D W 








WtJ .7 .7 U *i \J Q v J 


QQ99 

■ Z> Z* £- £. 


PS 


Lltl 




1 DxjjHO 1 A . 


rial Zc 




u Lai L 


1794 ~ 








PnH 


91 Sft 

JO 






GI 


none 








Q /-> /"\ y- /2i 


ftft 
o o 






P, von 


1724 2158 


174 9 


194 9 

. . X Zt *l Z* 












Seq. No. 


35122 








Seq. ID 


OJ990408 


_03.9922 


C5 


Gene No. 


72512 








Strand 








Start 


1 








End 








LM all It. 


vU -7 -7 VJ *d \J O 


9999 
z> zt 4* 


PS ' n4 


1- W 
L W 




TRT aCTY - 


Whoa +- 




Cfarf 
ij Lul L 


1 Rft Q — 








PnH 


90ft A 






(IT 


; nunc. . i;r; - ^ ■ ■ - 








__ i> _S.G i 0r e 


1 ft 1 






P v/"^n q 


" 1 ft ft cf 9 Oft V' 


1 QQQ 

-X..O ; .Q,5L 


90ft0- 


" 1 QQ9 


9 n ft d 








Seq. No. 


35122 








Seq. ID 


OJ990408 


_03.9922. 


C5 


Gene No. 


72512 








Strand 








oiai l 










PnH 








Name 


Pj.TQQDdOft 0^ 


QQ9 9 


P S n4 


c S 


nctnou 


TRT ZX CTV • 


ooyoean 




O Let I. L 


1 Q4 f> ~ 








jjllU 


9 "3^9 




P,T 
\J X 


J-iLJliC 








O \— \wJ X 


7 9 






Pvnn o 


1 Q4 n" 91 ft S 

X _7 *i U • i LlO 


9177 

Z. X / / 


9^9 












Seq. No. 


35122 








Seq. ID 


OJ990408 


_03.9922. 


C5 


Gene No. 


72512 








Strand 








^t a. rt 


1 








End 


2660 








UU 77U4UO U .J . 


9999 


PS n1 

. Lj . (Jl • 




Method 


TBLASTX: 


LXldX Zc 




O Lai L 


9^S9 _ 
^. ~j *j y 








End- 


2660 






GI 


none 








Score 


358 






Pvnn o 


9^SQ 9 S4 1 


9 ^^n 

Z. ._> \) U 


9 fiS ^ 


9^61 

Z O D X . 


.2654, 2427. .2660 






OCLJi INU • 


"3 SI 9^ 

J J X c. O 








Seq. ID 


OJ990408 


0^ QQ99 
Uj . 77Z£ . 


LD 


Gene No. , . 


.72513 ■ ■ 








Strand 


+ . 






Start 


1429" ... . 








End 


3043.. . 






Name" 


OJ990408 03. 


9922- 


C6."o2. 


np 


Method 


AAT/NAP 






O LCli L 


1429 








End 


30'43 






yJ X 


6815109 








Score 


152 






JjAUII j 


1429. .1510, 


2623 


.2781, 


2930. 


.3043 










(AP001081) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


35123 








Seq. ID 


OJ990408 


_03.9922. 


C6 


Gene No. 


72514 








Strand 








Start 


1 








End 


949 






Name 


OJ990408 03. 


9922 


C6.ol. 


np 


Method 


AAT/NAP 






Start 


1 








End 


943 






GI 


6539553 








Score 


1426 







Exons 1 . . 943 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
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(D85597) [Oryza sativa] gi | 6539590 I dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597)*' 
[Oryza sativa] 



Seq. No. 35123 Seq. ID OJ990408_03 . 9922 . C6 

Gene No. 72514 Strand 

Start 1 End 949 

Name OJ9904 08_03 . 9922 . C6 . ol . tm Method TBLASTX : Maize 

Start 509 End 814 

GI none Score 225 

Exons 509. .796, 509. .814, 531. .800 

Seq. No. 35123 Seq. ID OJ990408_03 . 9922 . C6 

Gene No. 72514 Strand 

Start 1 End 94 9 

Name OJ9904 08_03 . 9922 . C6 . ol . tw Method TBLASTX : Wheat 

Start 563 End 949 

GI none Score 216 

Exons 563. .949, 564. .938 

Seq. No. 35124 Seq. ID OJ9904 08._03 . 9922 . C7 

...Gene JSIOj.^^. J2 515 ^..^.-.^.-..^-..^ JtrancL. + ^ ., ^ - ^ ^ 

,.&tar£__._.__ll.__^ 

Name OJ9904 08_03 . 9922 . C7. ol . np - - Method - AAT/NAP ■- - 

Start * I - End 14 95 

GI 5042454 Score 290 

Exons 1..515, 1459.. 1495 

GI Descrip. (AC007789) putat ive polyprotein [Oryza sativa] 

Seq. No. 35124 Seq. ID OJ990408_03 . 9922 . C7 

Gene No. 72516 Strand 

Start 86 End 440 

Name OJ9904 08_03 . 9922 . C7 . ol . gs Method GENSCAN 

Start 86 End 440 

GI none Score .51 

Exons 86.. 172, 333.. 440 

Seq. No. 35125 Seq. ID OJ9904 08_03 . 9922 . C8 

Gene No. 72517 Strand 

Start 199 End 5105 

Name OJ9904 08__03 . 9922 . C8 . ol . gs Method GENSCAN 

Start 199 - ■ End 5105 

: GI , none. ' . Score . . 65 - ' •' 

Exons 199. .466, 559. .632, 656. .856, 94 9 . . 17 17 , 1800 . . 1 950, . 250'4 . . 2617 , 
2954. .3559, 4298. .5105 • 

Seq. No. 35125 Seq. ID OJ990408_03 . 9922 . C8 

Gene No. 72517 Strand 

Start 199 .. End 5105 

Name OJ9904 08_03 . 9922 . C8 . ol . np Method AAT/NAP 

Start 236 End 4580 

GI 5441880 Score 1302 

Exons 236. .488, 586. .850, 1369. .1674, 1781. .1954, 2523. .2819, 

3081.. 3130, 3572.. 4580 

GI Descrip. (AP000367) EST C28952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 

(AC003981) [Oryza sativa] 



34982 



Seq. No. 35125 

Gene No. 72518 

Start 7177 

Name OJ9904 08_03 . 9922 . C8 . o2 . tw 

Start 1306 

GI none 
Exons 



Seq. ID OJ990408_03.9922.C8 
Strand 

End 8476 " ' 

Method TBLASTX : Wheat 

End 1635 

Score 98 



1306. .1338, 1375. .1410, 1444. .1572, 1445. .1573, 1579. .1632, 
1582.. 1635 



Seq. No. 35125 

Gene No. 72518 

Start 7177 

Name OJ990408_03 . 9922 . C8 . ol . tw 

Start 3333 

GI none 
Exons 



Seq. ID OJ990408JD3. 9922.C8 
Strand 

End 8476 

Method TBLASTX : Wheat 

End 3720 

Score 156 



3333. .3530, 3334. .3522, 3543. .3719, 3570. .3719, 3571. .3720 



Seq. No. 35125 
Gene No. 72518 
Start 7177 
. ...Name..^..,.^.,. ^ J9 9^4,08^0 3^9 92 2. .CgL- Ql ,tm ; 

„_Jsiar£__ TO „ l34-Z9_ ______ 



Seq. ID OJ990408_03.9922.C8 
Strand 

End 8476 
_ Met hod__ _ .TBLASTX^Maiz^^^^ 



ox 


- none •- 






Score - 


46 




Lxonb 


3429. .3509, 


3469. 


.3507, 3549 


.3857, 3553. .3858, 


ooDo . . 4 U 1U , 




3889. .4011 












oeq . iNo . 


35125 






Seq. ID 


OJ990408 


U3 . 9 9Z2 . Co 


Gene No. 


72518 






Strand 






Start 


7177 






End 


8476 




Name 


OJ990408 03 


.9922. 


C8.o2.gs 


Method 


GENSCAN 




Start 


7177 






End 


8476 




GI 


none 






Score 


.99 




Exons 


7177. .7564, 


7778 . 


.7980, 8092. 


.8251, 8394..8476 




Seq. No. 


35125 






Seq. ID 


OJ990408 


_03.9922.C8 


Gene No. 


72518 






Strand 






Start 


7177 






End 


8476 




Name 


OJ990408 03 


.9922. 


C8 .o2.np 


Method 


AAT/NAP 




Start 


7183 






End 


8358 




GI 


1890575 






Score 


554 




Exons 


' 7183. .7564, 


777.8 . 


.7953, 8074. 


.8358 






GI De scrip. 


.. (X93174) xyloglucan endbtransglyc.osylase . (XET) 


[Hordeum . vulgare] 


Seq. No. 


' 35125 . 






Seq. ID 


OJ990408 


_03.9922.C8 


Gene No. 


72518 






Strand 






Start 


7177 






End 


8476 




Name 


OJ990408 03 


9922. 


C8.o2. ts 


Method 


TBLASTX: 


Soybean 


Start 


7186 






End 


7557 


GI 


none 






Score 


107 




Exons 


7186. .7206, 


7216. 


.7275, 7276. 


.7509, 7391. .7510, 


7504 . .7557 


Seq. No. 


35125 






Seq. ID 


OJ990408 


_03. 9922.C8 


Gene No. 


72518 






Strand 






Start 


7177 






End 


8476 




Name 


OJ990408 03. 


9922. 


C8.o2. tc 


Method 


TBLASTX: 


Cress 


Start 


7216 






End 


8194 





34983^ 



GI 


none 






Score 


120 




Exons 


7216 7251. 


7333 7527 


734 6 . 


.7525, 8089. .8193, 8102. .8194 


Seq. No. 


35125 






Seq. ID 


OJ990408_03.9922 


.C8 


Gene No. 


72518 






Strand 






Start 


7177 






End 


8476 




Name 


OJ990408 03 


9922 C8 o3 


tm 


Method 


TBLASTX: Maize 




Start 


7216 ~ 






End 


8193 




GI 


none 






Score 


132 




Exons 


7216. . 7275, 


7324 7557, 


7370 . 


.7561, 8089. .8193 




Seq. No. 


35125 






Seq. ID 


OJ990408JD3.9922 


.C8 


Gene No. 


72518 






Strand 


- 




Start 


7177 






End 


8476 




Name 


OJ990408 03 


9922 C8 ol 


ts 


Method 


TBLASTX : Soybean 




Start 


7765 _ 






End 


8193 




GI 


none 






Score 


161 




Exons 


7765. .7947, 


7766. .7930, 


8089. 


.8193 






Seq. No. 


35125 






Seq. ID 


OJ990408_03.9922 


.C8 


Gene No. 


72518 






Strand 


- 




Start-. 


7177 ... . 






,End^.,^._ 


^§176_____ 




^Name 




Method,,. 


.^XBI J AS.T.X..:.Wai.z:a _ 


•■X. Jt,^,,, 


Start- 


■ 77 66 






End - 


7962 




GI 


■ none 






Score 


176 




Exons 


7766. .7,930, 


7771. .7962 










Seq. No. 


35125 






Seq. ID 


OJ990408_03. 9922 


.C8 


Gene No. 


72518 






Strand 






Start 


7177 






End 


8476 




Name 


OJ990408 03 


.9922.C8.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


7771 






End 


7947 




GI 


none 






Score 


159 




Exons 


7771. .7947, 


7772. .7930 










Seq. No. 


35126 






Seq. ID 


OJ990408_03. 9922 


C10 


Gene No. 


72519 






Strand 


+ 




Start 


2429 






End 


4960 




Name 


OJ990408 03 


9922. CIO. ol 


.np 


Method 


AAT/NAP 




Start 


2429 






End 


4930 




GI 


4056486 






Score 


989 




Exons 


2429. .2473, 


37 64. .4 930 










GI * Descri'p . 


. (AC005896) hypothetical 


protein [Arabidopsis ..:t ha liana] ' 




Seq. No. 


35126 






Seq. ID 


OJ990408_03.9922. 


C10 


Gene No. 


72519 






Strand 


+ 




Start 


2429 






End 


4960 




Name 


OJ990408 03. 


9922. C10. o2 


.gs 


Method 


GENSCAN 




Start 


3350 






End 


4960 




GI 


none 






Score 


. 95 




Exons 


3350. .4960 












Seq. No. 


35126 






Seq. ID 


OJ990408_03. 9922. 


C10 


Gene No. 


72519 






Strand 


+ 




Start 


2429 






End 


4960 




Name 


OJ990408 03. 


9922. C10. ol 


.gp 


Method 


AAT/GAP 




Start 


4489 






End 


4827 





34984 





3107861 




Score 


652 




4489. .4827 










4056486 8.0e-36 (AC005896) 


hypothetical protein [Arabidopsis 




thaliana] 










35126 




Seq. ID 


OJ990408_03, 9922. CIO 


Gene No. 


f *J £. \J 




Strand 


+ 


Start 


OJjU 




End 


11493 


Name 




. gs 


Method 


GENSCAN 


Start 






End 


9815 




none 




Score 


.81 


pvnnq 


fiS^H 67SR £ft77 fifiQft 

DJjU. .0/00/ DO / / . .00-70/ 


85^ 


tO. .8898, 9061. .9150, 9274. .9374, 




Q67 S Qfi *1 ^ 

.70/-J. • _/ O J. 3 










35126 




Seq. ID 


OJ990408_03. 9922. C10 




72520 




Strand 


+ 


Start 


6530 




End 


11493 


Name 


OJ990408 03. 9922. CIO. o2 


.np 


Method 


AAT/NAP 


Start 


6539 




End 


11493 


GI 


3822036 




Score 


447 


LiAvJllO 


6539.. 6762, 8576.. 8717, 


8 808. .88 98, 9061. . 9150., 9274 .. 9378,. 




_ JL 14 38 f 1 1,193 . A _ 










^IM^ 232,61^ e^do^ _ . _ 


O ti ^ • IN (J • 


35126 




Seq. ID 


OJ9904 08_03. 9922. C10 


(Zpnp Mn 


72520 




Strand 


+ 


Start 


6530 




End 


11493 


Name 


OJ990408 03. 9922. CIO. o3 


■ gp 


Method 


AAT/GAP 


Start 


9767 




End 


9992 


(IT 


uC-osflcyp067d07al 




Score 


368 


DAUllO 


9767. .9992 








f^I T Ho cpri n 


? 4388731/gb|AAD197 69| 1 


.0e- 


34 (AC006413) hypothetical protein 




[Arabidopsis thaliana] 1 








Seq. No. 


35126 




Seq. ID 


OJ990408_03. 9922. C10 


Gene No. 


72521 




Strand 




Start 


642 




End 


858 


Name 


OJ990408 03. 9922. CIO. ol 


gs 


Method 


GENSCAN 


O Lai L 


642 




End 


858 


GI 


none 




Score 


. 93 


Pynnq 


642. .858 








Seq. . No. 


35126 , .. 




. . Seq. " ID 


OJ9'90.4 08_03. : 9922..C10 


Gene No. 


72522 




-Strand 




Start 


10662 




End 


11150. 


IN ClllLC 


OJ990408 03. 9922. CIO. o4 . 


gs 


Method 


GENSCAN 


O LC11 L 


10662 




End 


11150 


GI 


none 




Score 


.47 




10662. .10824, 10 904 .. 11039, 


11111. .11150 


Seq. No. 


35126 




Seq. ID 


OJ990408_03. 9922. C10 


Gene No. 


72523 




Strand 




Start 


11054 




End 


12466 


Name . 


OJ990408 03. 9922. C10. ol. 


tc 


Method 


TBLASTX: Cress 


start 


3773 




End 


4480 


GI 


none 




Score 


145 


Exons 


3773. .4066, 3836. .4075, 


3844. .4017, 3845. .4066, 3935. .4378, 



34985 






4073. 


.4129, 


4 0Q7 


4 ^1 fl 
. . f± O 1 0 , 


4 914 
4 Z x ft . 


.4390, 4244. .4456, 4370. .4480, 




4384. 


.4476 












Seq. No. 


35126 










Seq. ID 


OJ990408_03. 9922. C10 


Gene No. 


72523 










c f- r ^ n H 

OLi ClI lv_i 




Start 


11054 










Hi! ICJ 


1 9 4 f. 
x Z f± O D 


Name 


OJ990408 03 


. 9922 


n n oi 


. L. W 


K/I a 4~ /*> W 
1X1 o LIIOU 


TRT Zi CTY • Whoa +- 


Start 


3773 










LIIU 


4 4 n 
*± ft o u 


GI 


none 










S core 


' 9nn 


F von c; 


3773. 


.4153, 


40S9 

1 \J sj 


4 ARC) 


4 Dfi 4 


4 4 7 6 




Seq. No. 


35126 










Seq. ID 


OJ990408_03. 9922. C10 


Gene No. 


72523 










oil dllU 




Start 


11054 










Hjnci 


1 9 4 £ £ 
x Z fi D D 


Mam O 
V* CllllC; 


OJ990< 


i08_03 


9Q99 


n 0 n9 




ixie inou 


l dj_iH.o i a . oOyDean 


Q4- a *-+- 


3776 










PnH 

Hi 1 1LJ. 


4 4 9 "3 

*3 *3 »J 


GI 


none 










Score 


X O _/ 


R von 


3776. , 


.4141, 


4070 


. .4423, 


4195. 


4 ^SQ 




O C LJ . lN VJ • 


35126 










Seq. ID 


OJ990408_03. 9922. CIO 


(?AnQ Mo 


72523 










Strand 




: Start._ , 


.11054 












_124 6j6 ^.^ v _-,„^^, 


Name.._, 


.--X). J3a0 4.0 8. .9.92.2. .C 1.Q..0 L,..tm 


„-Methoxl:.,. 


JiBhASi'i :,Ma±z e^____ 


-Qf arf ■- - - - 
OL.C3.-LL. 


■ ■ 4025- 






- 




- End 


. 4579 - - 


r-T 

<J X 


* none 










Score 


132 


P von q 


4025. . 


.4378, 


a n o a 
4Uzb , 


. . 4 lyu , 


4 Ozo . 


.4372, ' 4033. .4473, 4230. .4376, 




4378. . 


.4521, 


4 o / y . 


/ c c c 
. . 4 ODD , 


4 o / y . 


.4561, 4383. .4562, 4526. .4579, 




4559. . 


.4579 












Seq. No. 


35126 










Seq. ID 


OJ990408_03. 9922. C10 


Gene No. 


72523 










Strand 




Start 


11054 










End 


12466 


Name 


OJ990408 03, 


.9922, 


.ClO.ol, 


. ts 


Method 


TBLASTX: Soybean 


u Lai L 


4478 










End 


4864 




none 










Score 


296 


F 1 von ^ 


4478. . 


4864, 


4588, 


. .4821 








Seq. No. 


35126 










Seq. ID 


OJ990408JD3. 9922. C10 


Gene No. 


72523 










Strand 




Start 


11054 










End 


12466 


Name 


OJ9904 


t08_03 . 


,9922. 


.C10.o2. 


■ tc 


Method 


TBLASTX : Cress 


OL.di.L- 


• 4487 










End • 


4813 - - : - 


<J X . 


none 










Score 


247 . . " 


P von q 


4487. . 


481'3, 


4502. 


, .4666,- 


-4 588:- 


.48.06 . 




Seq. No. 


35126 










Seq. ID 


OJ990408_03. 9922. C10 


Gene No. 


72523 










Strand 




OLdi L, 


11054 










End 


12466 


Name 


OJ990408 03. 


9922. 


C10.O2. 


tm 


Method 


TBLASTX: Maize 


OLdl L 


4591 










End 


4864 


fZ T 
Ljr X 


none 










Score 


220 


Exons 


4591. . 


4851, 


4592. 


.4864 








Seq. No. 


3512.6 










Seq. ID 


OJ990408 03. 9922, CIO 


Gene No . 


72523 










Strand 




Start 


11054 










End 


124 66 


Name 


OJ990408 03. 


9922. 


C10.o3. 


tm 


Method 


TBLASTX: Maize 



34986 



Start 
GI 

Exons 



8628 End 9383 

none Score 41 

8628. .8657, 8673.. 8720, 8805. .8924, 8807. .8866, 9054. .9164, 

9059.. 9157, 9260.. 9382, 9261.. 9383 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 

jStarK-^/^ 

GI 

Exons 

GI Descrip. 



35126 Seq. ID OJ9904 08_03 . 9922 . C10 

72523 Strand 

11054 End 12466 

OJ990408_03. 9922. C10. o3.np Method AAT/NAP 

11054 End 12466 

4557565 Score 97 

11054 . . 11323, 12375. .124 66 

excision repair cross-complementing rodent repair deficiency, 
complementation group 6 gi | 4 16959 | sp | Q034 68 | ERC6_HUMAN EXCISION 
REPAIR PROTEIN ERCC-6 (COCKAYNE SYNDROME PROTEIN CSB) 
gi | 345826 | pir | IA44224 DNA repair helicase ERCC6 - human 
gi 1 182181 '(L04791) excision repair protein [Homo sapiens] 



35127 
72524 

1 . . ... 
. 0 J 9904 0 8 _0 1 3 . 9 92 2 ,C 1 1 ...pi . np 

6907087 "".■■-":./ 
1..241, 452. 



Seq. ID 
Strand 
End 

Method. 

,.En.d_ .'_,1773 
Score 11-19 



OJ990408_03.9922.C11 
+ 

1773 

AAT/NAP... __. WJ „, 



1120, 1672.. 1773 



(AP001129) ESTs C7277 1 (E2215 ) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35127 
72525 
2238 

OJ9904 08_03. 9922.Cll.o2.gp 
2238 

uC-osflcyp033a04bl 
2238. .2620 

1 6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 f 



Seq. ID OJ990408_03. 9922.C11 

Strand + 

End 2 620 

Method AAT/GAP 

End 2620 

Score 688 



Seq. No. 


35127 




Seq. ID 


OJ990408 


Gene No. 


72526 




Strand 




Start 


2167 




End 


2370 


Name 


OJ99040803 


:9922.Cll.o2.np . 


Method; 


AAT/NAP 


Start 


2167 




End 


2370 


GI 


4680186 " 




Score 


236 


Exons 


2167. .2370 








GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


indica] 


Seq. No. 


35128 




Seq. ID 


OJ990408 


Gene No. 


72527 




Strand 


+ 


Start 


1580 




End 


4310 


Name 


OJ990408 03 


. 9922.C12.ol.gs 


Method 


GENSCAN 


Start 


1580 




End 


3308 


GI 


none 




Score 


.85 


Exons 


1580. . 1725, 


2107. .2197, 2330. 


.2443, 2572. .2672,' 


Seq. No. 


35128 




Seq. ID 


OJ990408^ 



34987 




Gene No. 


72527 






Strand 


+ 








Start 


1580 






End 


4310 








Name 


0^7990408 rn 


QQ99 PI 9 ol 


no 

. np 


Method - 


AAT/NAP 








Of a r +- 

O Lai L 


1 640 ~~ 

X O *i U 






End 


4310 








ox 


^R990?fi 






Score 


256 










x u *i u • • i f uj/ 


9107 9909 


9 ^RQ 


..2443, 2572, .2714, 


4163. .4310 


VJ X U> O \—>- _1_ _I_ * 


f AF072326) 


pnHn-1 "3—1 4 

CUUU 1 ^ J X / *i 


IJc La 


-D-glucanase [Zea mays; 






Seq. No. 


35128 






Seq. ID 


OJ990408 


_03 


9922 


■ C12 


Gene No. 


72528 






Strand 


+ 








Start 


5555 






End 


11411 








LN dine 


n.TQQndDR o^ 


QQ99 PI 9 o"} 
. :? :?Z Z . Z . Oj 


. gs 


Method 


GENSCAN 








OLai L 


c c c c ~~ 






End 


8619 








(IT 
\j X 


none 






Score 


.49 








P v on q 


JJJJ . • 3 / -?Z , 


coco 70*37 


7 0ft 1 
/ Uo x 


..7414, 8309. .8423, 


8500. .8619 


Qprr Mn 

C VJ . L\ W . 


35128 






Seq. ID 


OJ990408 


_03. 


9922 


.C12 


Gene No. 


72528 






Strand 


+ 








Start 


5555 






End 


11411 








Name 


0.7990408 0^ 


QQ99 PI 9 o9 


.np 


Method 


AAT/NAP 








Cf arf 


J Jul 






End 


11411 










^R990^n" 






Score.. 


,219 








F" von o 


S S 1 R 7 Q 6 


ft 04 9 ft 1 ft 7 


ai328^..,1.14 r ll..._. 










(^1 T- Dp cpr i o 


- f AP0 7 9 3-9 6 V 


otiHa - 1 • 1- A. 

fc;ilvj<w> X , O X / 4 


-beta- 


-D-glucanase [Zea- mays] 






Seq. No. 


35128 






Seq. ID 


OJ990408_ 


_03. 


9922 


.C12 


Gene No. 


72528 






Strand 


+ 








Start 


5555 






End 


11411 








LMdlllC 


n,TQQ040ft 0*} 


QQ9 9 PI 9 /-vl 


.gp 


Method 


AAT/GAP 








uLal L 


ft ft Q4 ~~ 






End 


9294 








GI 


T\ On d 






Score 


731 








DAvl 1 O 


RR94 99Q4 
















Seq. No. 


35128 






Seq. ID 


OJ990408_ 


_03. 


9922 


C12 


Gene No. 


72529 






Strand 










Start 


*± \J Z> *J 






End 


5142 








Name 


O.T9Q040R 0^ 


QQ99 PI 9 o9 


. gs 


Method 


GENSCAN 








Start 


4 R _ 

4 O _7 .J 






-End 


5142 








GI 








Score 


.87 










4 ft QR R0^ R 
tOTJ . . jUj J, 


OU / / . . D x fl Z 














Seq. No. . 


•35129- 






Seq.. ID 


OJ990408_ 


_03'. 


9922. 


C13 


Gene No. . 


72530 






Strand . 


+ 








Start 


.i - . • :■ 






-End- 


3912. 








Name 


OJ990408 03 


. 9922.C13.ol. 


np 


" 'Method 


AAT/NAP 








Start 


1 






End 


1134 








GI 


3822036 






Score 


218 









Exons 1..30, 572. .663, 850. .938, 1030. .1134 

GI Descrip. (AF072326) endo-1 , 3-1 , 4-beta-D-glucanase [Zea mays] 

OJ990408_03.9922.C13 
+ 

3912 

TBLASTX : Ma i 7.e 
1166 
71 

841. .945, 1025. .1138, 

34988 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35129 
72530 
1 

OJ990408 03.9922.C13.ol.tm 



'563 
none 

563. . 634, 



635. .664, 839. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
949, 839. .940, 



1026. .1166 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.Seq,. _N.o. 
.Gene . N.Q.. . w.- 
St art • - - 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



35129 
72530 
1 

OJ9904 08_03. 9922.C13.ol.gs 

572 

none 



Seq. ID OJ990408_03.9922.C13 

Strand + 

End 3912 

Method GENSCAN 

End 3912 

Score .51 



572. .662, 870. .938, 1030. .1130, 1547. .1683, 3258. .3313, 
3539.. 3629, 3635.. 3912 



35129 
72530 
1 

OJ9904 08_03. 9922.C13.ol.gp 
849 

57287_1.R1084 
849. .938, 1030. .1130 

'3822036 2.0e-29 (AF072326) endo-1 , 3-1 , 4-beta-D-glucanase [Zea 
mays] ' 



Seq. ID OJ990408_03. 9922.C13 

Strand + 

End 3912 

Method AAT/GAP 

End 1130 

Score 278 



.35129__.,^ .. ..... .. Seq.^ID 

, 12 53 Q,__„___ w _ . r , _J.tr.and_. 

1- • ~ - End - ■ ■ 

OJ990408_03. 9922.C13.o2.gp Method 
1547 End 
57287_1.R1084 Score 
1547. .1922 

'3822036 2.0e-29 (AF072326) endo-1 , 3-1 , 4 -beta-D-glucanase [Zea 
mays] 1 



JO J 99 04 0 8_0 3 ...9.9 2 2, . J£L3, 
..+. ... ... r ti 

3912 ■ • - - -™* * 

AAT/GAP 

1922 

576 



35130 Seq. ID 

72531 Strand 

521 End 
OJ990408_03. 9922.C14.ol.gs Method 

521 End 

none Score 
521. .928 



OJ990408_03.9922.C14 
+ 

1067 
GENSCAN 
928 
. 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35130 Seq. ID 

72531 Strand 

521 . . End 
OJ9904 08_Q3 . 9922 . CI 4 . ol . gp Method 

522 - . End . 
69816_1.R1084 ' Score 
522. .931, 1029. .1067 

, 5441876/dbj I AP000367 . 1 1 AP000367 3.0e-15 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



OJ9904 08_03. 9922.C14 
+ 

1067 . ' 
AAT/GAP - 
1067 
704 



35130 
72532 
4008 

OJ9904 08_03. 9922 .CI 4 .o3.gs 

4008 

none 

4008. .4227, 4792. .4961 



Seq. ID OJ990408_03.9922.C14 

Strand + 

End 4961 

Method GENSCAN 

End 4961 

Score .58 



34989 



Seq. No. 


35130 




Seq. ID 


OJ990408_ 


03.9922 


.C14 


Gene No. 


72533 




Strand 


• + 






OLalL 


7435 - 




End 


pOVO 






Name 


OJ990408 03.9922.C14 


. o5 . gs 


Method 








OLart 


7435 


End 


y DU D 








none 




Score 


.00 








7435. .7581, 8528. .8653, 9484. .9606 








Seq. No. 


35130 




Seq. ID 


OJ990408_ 


03.9922 


.C14 


Gene No. 


72534 




Strand 


+ 








13581 




End 








Name 


OJ990408 03.9922.C14 


.06. gs 


Method 


C IT M C H Z\ "NT 






O +- o >-+- 
O Lai. L 


13581 




End 


1 a n a n 

1 *± U fi U 






O J. 


none 




Score 


Q 1 






Exons 


13581. .13806, 14018. 


.14040 










O G L^ • IN (J • 


35130 




Seq. ID 


OJ990408_ 


03. 9922 


r* i a 


uciltr LN (J • 


72534 




Strand 


+ 






Start 


13581 




End 


33416 






Name 


OJ990408 03.9922.C14 


.o2. gp 


Method 


AAT/GAP 






Start 


13631 




End 


21978 








86837.1. R1084 




^, ; ^Scpre 


,1608.. . ... . . ; 




^-E X^QO S^.- ,~ : : _. ... . 


_i3 efau .X3mh,^i3$£k.. 




a,9.77-4 . aa&ai (m z o.zc&. ,.,2.02.9X, 






- 20467 -. .20556> 20653v 


-.20756, 


- 21691.- .21978 






o± ueoCL-Lp. 


'3822036 1.0e-67 (AF072326) 


endo-1, 3-1 


, 4-beta-D- 


■glucanase [Zea 




mays] 1 












oeq . lno . 


35130 




Seq. ID 


OJ990408_ 


03.9922 


.C14 


bene lno . 


72534 




Strand 


+ 






Start 


13581 




End 


33416 






Name 


OJ990408 03.9922.C14 


.o2.np 


Method 


AAT/NAP 






O Lai L 


18514 




End 


21425 








3822036 




Score 


345 






Exons 


18514. . 18590, 19770. 


.19891, 


20203. .20293, 20467. 


.20556, 






20653. .20756, 21400. 


.21425 










ox ucoLiip ( 


(AF072326) endo-1,3- 


1, 4-beta-D-glucanase [Zea mays] • 




OcOj. LN V . 


35130 




Seq. ID 


*OJ990408_ 


03.9922 


.C14 


Pone M/-s 


72534 




Strand 


+ 






OUdl L 


13581 




End 


33416 






Name 


OJ990408 03.9922.C14 


. 08 . gs 


Method 


GENSCAN 






otalL 


19742 




: End, v - . 


33416 . 








' none . ■ * 




Score 


.:. 42 . 






Exons " . 


19742. . 19891, .20203. 


.20293, 


20467. ..20556,, 20653. 


.20756,. 






21691. ;21768, 24397. 


.24559, 


24688. .24818, 25141. 


.25237, 






25741. .25874, 26733. 


.26808, 


27631. .27733, 27927. 


.28061, 






28174. .28285, 29201. 


.29290, 


29670. .29819, 29954. 


.30103, 






30111. .30279, 31488. 


.31682, 


32057. .32230, 32911. 


.33091, 






33395. .33416 














35130 




Seq. ID 


OJ990408_ 


03.9922. 


,C14 


Gene No. 


72534 




Strand 


+ 






Start 


13581 




End 


33416 






Name 


OJ990408 03.9922.C14 


. o4 . np 


Method 


AAT/NAP 






Start 


30530 




End 


31874 






GI 


6630699 




Score 


75 






Exons 


30530. .30556, 31768. 


.31874 











34990 



GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 



gil 6721536 | dbj IBAA89566. 1 | 
[Oryza sativa] 

Seq. No. 35130 

Gene No. 72535 

Start 1145 

Name OJ9904 08_03 . 9922 . C14 . o2 . gs 

Start 1145 

GI none 

Exons 1145.. 1348, 2373.. 2384 

Seq. No. 35130 

Gene No. 72536 

Start 5511 

Name OJ990408_03 . 9922 . C14 . o4 . gs 

Start 5511 

GI none 

Exons 5511.. 5741 



(AP001073) hypothetical protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990408_03.9922.C14 

2384 
GENSCAN 
2384 
.49 



OJ990408_03.9922.C14 

5741 
GENSCAN 
5741 
.7 



Seq. No. 35130 

r Gene Jfe„,^ 

,S.£ar£,,,_., __J7J25.__,,^^ 

Name - - OJ9904-08_03 .- 9922 : C14 . o7-. gs 

Start 17725 . v 

GI none. 

Exons 17725. .18174, 18239 .. 18301 , 18744 

19331. . 19336 



Seq. ID 

^ StrandL, 

Method - - 
End 
Score 



OJ990408 03.9922.C14. 



„2.0-95.U_. 
GENSCAN 
19336 
.74 



18935, 18987. .19007, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip-. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35130 
72537 
17725 

OJ990408_03. 9922.C14 .ol.np 
18997 
6721512 

18997. .19134, 191 61 .. 1 9263, 20910. .20951 
(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ990408_03. 9922.C14 
Strand 

End 20951 

Method AAT/NAP 

End 20951 

Score 81 



35130 Seq. ID 

72538 Strand 
27874 End 
■OJ990408_03.9922-.C14 .o3.np Method 
27874 . ' . . . ; End ' 

5922620 • Score- 

27874. .28004, 
31633. .31736 

(AP000492) EST D15.357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6016853|dbj IBAA85196.il (AP000570) EST, D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990408_03. 9922.C14 

31736 
AAT/NAP - 
31736 
754 

29365. .29449, 29983 .. 30159 , 30207 .. 304 98 , 



Seq. No. 35130 Seq. ID 

Gene No. 72539 Strand 

Start ' 32014 End 

Name OJ9904 08_03 . 9922 . CI 4 . o5 . np Method 

Start 32014 End 



OJ990408_03. 9922.C14 

33784 

AAT/NAP 

33784 



34991 



GI 

Exons 

GI Descrip. 



180 



5922620 Score 
32014 . .32145, 33702.. 33784 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 |dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Sea. No. 


35130 


Seq. ID 


OJ990408 03 9922 C14 


ftjpnp No 


72540 


■ Strand 




Start 


36180 


End 


^774 Q 


Name 


OJ990408 03.9922.C14 .ol.tm 


Method 


TBLASTX: Maize 


Start 


638 


End 


1127 


GI 


none 


Score 


378 


Rynn c 

i—l 1 1 o 


638. .937, 657. .755, 668. .835, 850. .933 


, 885. .935, 1038. .1127, 




1049. . 1111 






O tS ^ * IN U • 


35130 


Seq. ID 


OJ990408_03. 9922.C14 


OCl 1 LN vj . 


72540 


Strand 






36180 


. End 


37749 


. Name 


OJ9904 08JD3.9922.C14.o4.tm. 


Method 


TBLASTX: Maize 


... Start _ _ 






20752, " . 


^_ ,G.I~-^-. ^ 




_ r ,£.cpre..,_. 


^7.8_^._.^^_,-.™^^_. 


:. , : . - P 1 v /°i r~i c - - 


■74-98. .7584,- 7811 . 7879,- 7-812 


. .7880, -78 


88. . 7920; 8327. . 8-4-2 5> 




8329. .8424, 8549. .8686, 1 9808 .. 19894 , 


19810. .19893, 




20196. .20261, 20197 .. 20265 , 


20277. .20306, 204 60 .. 20558 , 




20460. .20558, 204 65 .. 20563 , 


20645. .20752, 20649.. 20747 


Ot;L|. LN u . 


35130 


Seq. ID 


OJ990408_03. 9922.C14 


(^rip N("> 


72540 


Strand 




Start 


36180 


End 


37749 


fil Name 


OJ990408 03.9922.C14.ol0.gs 


Method 


GENSCAN 


!/" Start 


36180 


End 


37651 


" s . gi 


none 


Score 


.43 


= : F vnn q 

LAUl lo 


36180. .37532, 37547. .37651 








35130 


Seq. ID 


OJ990408_03.9922.C14 


i : : Hptip No 


72540 


Strand 




j " : JUai L 


36180 


End 


37749 


Name 


OJ990408 03.9922.C14.o6.np 


Method 


AAT/NAP 


u Start 


36183 


End 


37749 


CT 
\j ± 


6630696 


Score 


2580 


Exons 


36183. .37749. 






GI .De.scrip. 


(AP000969) ESTs D22114 (C10364) , AU076106 (E204.23.) correspond to a 




region of the predicted gene 


. ; Similar 


to retrovirus-related pol 




polyprotein from transposon 


Tnt 1-94. 


(P10978) [Oryza sativa] 


Seq. No. 


35130 


Seq. ID 


OJ990408_03.9922.C14 


Gene No. 


72540 


■ ; Strand 




Start 


36180 


End 


37749 


Name 


OJ990408 03.9922.C14.ol.tw 


Method 


TBLASTX: Wheat 


Start 


36319 


End 


36794 


GI 


none 


Score 


404 


Exons 


36319. . 36705, 36324 .. 36704 , 


36720. .36794, 36721. .36789 


Seq. No. 


35130 


Seq. ID 


OJ990408_03. 9922.C14 


Gene No. 


72540 


Strand 





34992 



btart 


36180 






End 


37749 




Name 


OJ990408 03.9922.C14 


. o J . t s 


Method 


TBLASTX: Soybean 




Start 


36447 






End 


36788 




GI 


none 






Score 


94 




Exons 


36447 . . 


36656, 36526. 


. J boo 1 , 


36675. .36788, 36685. .36753 




Seq. No. 


35130 






Seq. ID 


OJ990408_03. 9922 


.C14 


Gene No. 


72540 






Strand 






oldlt 


36180 






End 


37749 




Name 


OJ990408 03.9922.C14 


rt O +- rr, 

. . tm 


Method 


TBLASTX :Maize 




otart 


36650 






End 


36999 




f T 


none 






Score 


83 




Exons 


36650. . 


36898, 36651. 




36652. . 36999 




O C ^ • LN D . 


35130 






Seq. ID 


OJ990408_03. 9922 


C*'\ A 


Gene No. 


72540 






Strand 






Start 


36180 






End 


37749 




Name 


■ OJ99040 


8_03.9922.C14 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


36801 






End 


37149 




GI 


none 






Score 


72 




Exons 


36801.. 


36989, 36802. 


36990, 


.37008. .3714 


.8, 37009. .37149. 





^beq.^ Na..^,, 


J .3,1. JXl^ _ . — , 






.0 4 Q& JQ.3,.3„9.22,.-C 1 A 


Gene No 


* / Z 0 4 (J • * • - - ■ ■ 




--■ Strand- • 




btart 


Tri QA 




End 


37749 


Name 


OJ990408 03.9922.C14 


.o2 . tw 


Method 


TBLASTX: Wheat 


Start 


37002 




End 


37550 


C T 


none 




Score 


72 


Exons 


37002 .. 37z0o , 37203. 


. 37550, 


37366. .37530 


Seq. No. 


35130 




Seq. ID 


OJ990408_03. 9922.C14 


Gene No. 


72540 




Strand 




Start 


36180 




End 


37749 


Name 


OJ990408 03.9922.C14 


. o3 . tm 


Method 


TBLASTX: Maize 


Start 


37083 




End 


37550 


GI 


none 




Score 


62 


Exons 


37083. .37550, 37186. 


.37296, 


37332. .37412, 37417.. 37548 


Seq. No. 


35130 




Seq. ID 


OJ990408_03.9922.C14 


Gene No. 


72540 




Strand 




Start 


36180 




End 


37749 


Name ■ 


OJ990408 03.9922.C14 


.ol.ts 


Method 


TBLASTX : Soybean 


Start 


' 37233 




End . . " 


37 681 . ; ' 


GI 


5509260 . ■ 




Score 


73. * ' . ' 


Exons 


37233. .3-7571, 37426. 


.37548, 


37556.. 37681 


GI Descrip. 










Seq. No. 


' 35130 




Skq. -ID 


OJ9904 08_03. 9922.C14 


Gene No. 


72540 




Strand 




Start 


36180 




End 


37749 


Name 


OJ990408 03.9922.C14 


ol.tc 


Method 


TBLASTX: Cress 


Start 


37329 




End 


37588 


GI 


none 




Score 


79 


Exons 


37329.. .37571, 37338. 


37532, 


37417. .3754 


8, 37553.. 3758R 


Seq. No. 


35130 




Seq. ID 


OJ990408_03. 9922.C14 


Gene No. 


72540 




Strand 





34993 



otdiU 


ozri on 
jiDloU 


Lna 


37749 




Name 


n TQQH / HQ HO. QQOO PI/1 /-n*3 f ,, 

vjjyyu4Uo uo . y yzz . li 4 . o o . tw 


Method 


TBLASTX : 


Wheat 


Start 


O "7 C n 1 
O / OU± 


Ena 


37747 




P T 


none 


Score 


140 




Exons 










oeq. JN o . 


o. c, i o n 
OOl jl 


beq. iu 


OJ990408 03.9922 


Gene No. 


72541 


Strand 


+ 




Start 


1 


End 


584 




Name 


uuyyuftuo uj. yyzz.LiD.oi.np 


Method 


AAT/NAP 




Q -I- vt- 
OLaiL 


i 


End 


584 




PT 




Score 


660 




L ' w /"~\ C? 


1 £xQ A 
1 . . O 0 H 








P T /~\ /~7 t i y~\ 

bi uescnp. 


V-rir 1 1 ft 1 / 1 J llNrZUKe piOUcln 


[Sorghum bicolor] 




Seq. No. 


35131 


Seq. ID 


OJ99040E 


Uj . y yzZ 


Gene No. 


72541 


Strand 


+ 




Q-t- -= r*4- 
O U al L 


i 
i 


End 


DO 4 




Name 


piTQon/iriQ n*3 qqoo pic i <-o 
ujyyufiUo uo.yyzz.LiD.oi.es 


Method 


TBLASTX: 


Soybean 


Of ayf 


1 4 


End 


443 


P T 
kjl 


. none 


Score 


95 




1 t xoris_ ^ . . 


i_4 . . q o f . 1 1 op ,. ^.4 fi o f i yy . . 4 oy y . ^ 








Seq. No.- - 


-*-i51-31 : 7-"" * ■ 


- Seq;- ID - 


-OJ990408 


no n n o o 

U3 . y 9z*Z 


Gene No. 


7-2541 


Strand 


+ 






i 


End 


a o a 

584 




Name 


ujyyu4Uo u j . y yzz . ui o . oi . gs 


Method 


GENSCAN 




otait. 


i 

1Z J 


End 


389 




P T 


none 


Score 


.54 




IT 1 V /"V <~* 


19*3 Oil ot;i oqq 

izo..zii, zoi..ooy 








Seq. No. 


35131 


Seq. ID 


OJ990408 


no a a o o 

Uo . y yzz 


Gene No. 


72541 


Strand 






otal L 


i 
i 


End 


CO/! 

Do4 




Name 


PiTQQn/lflQ H *5 QQOO PI £ ^1 4- 

ujyyu4Uo Uj . y y z z . li d . 01 . tc 


Method 


TBLASTX: 


Cress 


Cfarf 
OtalL 


1 "7 ^ 
I/O 


End 


506 




P T 


none 


Score 


250 




HjXorio 


1 / J. . jZO/ 1/4, t jUD, j / / . , jUj 








Seq. No. 


35131 


Seq. ID 


OJ990408 


no QQOO 

u o . y y zz 


Gene No. 


72541 


Strand 


+ 




uLal L 


i . 


End . 


584 




Name 


' PTQQn/IflQ fl "3 QQOO PI £ a1 -t-m 

ujyyu.4Ucs uo . y yzz . Lit> . 01 . cm 


Method 


TBLASTX : 


Maize 




■ z d y 


End . 


4 97 * 




P T 
bl 


none 


Score 


24 6" ■• 




TP w /-\ c 1 

bxons 


o £ Q n Toe, /i qi o n n /iQ/i 
^ oy . . j^iu, z o o . . 4 y / , o u u . . 4 y 4 , 


365. .496 






Seq. No. 


35131 


Seq. ID 


OJ990408 


_03.9922 


Gene No. 


72541 


Strand 


+ 




OtdlL 


1 


End 


584 




Name 


ujyyu4Uo uj . y yzz . ci b . oi . tw 


Method 


TBLASTX: 


Wheat 


Start 


311 


End 


516 




GI 


none 


Score 


291 




Exons 


311. .511, 312. .515, 313. .516 








Seq. No. 


35132 


Seq. ID 


OJ990408 


_03.9922 


Gene No. 


72542 


Strand 


+ 





34994 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



480 

AAT/NAP 
480* ■ 
116 



OJ990408J33. 9922.C18.ol.np 
1 

6063554 
1..202, 308. .480 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


35132 






Gpnp No 


72543 






o L. a. J- i_ 


9 1 0 






Name 


n,TQQri4nft rn qq?9 


PI ft r>1 


. gs 




91 D _ 

J. u 




\J -L 


x i\j i it; 






Hi J\.\JL 1 0 


• • £. _7 X 






Seq. No. 


35133 






Gene No. 


72544 






Start 


96 






Name 


OJ990408 03.9922 


C20.ol 


.gs 


Start, , . . . 


.96 ^ „ : . . 














Exons ■ - 


96. .182 ; • 






Seq. No. 


35133 






Gene No. 


72545 






Start 


1 






Name 


OJ990408 03.9922. 


C20.ol 


np 


Start 


1 




GI 


5922634 






Exons 


1..58, 181. .280 






GI Descrip. 


(AP0004 92) hypothetical 


pr< 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method . 
End_ s ..... ; 
..Scox;&.„^ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990408_03.9922.C18 
291 

GENSCAN 

291 

.82 



OJ990408_03.9922.C20 
+ 

182 

GENSCAN 

1.82. ..... . 



OJ990408_03.9922.C20 
280 

AAT/NAP 

280 

111 



gil 60168 67 | dbj | BAA85210.il 
[Oryza sativa] 

Seq. No. 35134 

Gene No. 72546 

Start 201 

Name OJ9904 08_03 . 9922 . C21 . ol . gs 

Start 201 

GI none : 

Exons ' 201 . . 330 '. 



(AP000570) hypothetical protein 



Seq. ID OJ990408_03.9922.C21 

Strand + 

End 330 

Method GENSCAN 

End 330 

Score .83 ... 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



35135 ' ■• Seq. ID OJ9904 08_03 . 9922 . C22 

72547 Strand + 

573 End 746 

OJ990408_03. 9922.C22.ol.np Method AAT/NAP ■ 

573 End 746 

6063554 Score 100 

573. .746 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene./ hypothetical 
protein [Oryza satival 



35135 
72548 



Seq. ID 
Strand 



OJ990408 03.9922.C22 



34995 




Start 


1 


End 


133 


Name 


OJ990408 03. 9922.C22.ol.gp 


Method 


AAT/GAP 


Of 5vf 


1 


End ' 


1 j j 


bl 


101153 1.R1084 


Score 


c. i y 


Exons 


1. .133 






bi uescrip. 


! 5852170/emb!AL117265.1 IOST17804 l.Oe- 


115 Oryza sativa 




inaica ( bLiAfi ; genomic una, 


chromosome 4 


, oAb exone . L ± / o U 4 


Seq. No. 


jjijj 


oeq. iu 


OJ990408_03.9922.C22 


Gene No. 




Strand 






d 7 R 


Haiti 


C C £ 

JJD 


Name 


OJ990408 03.9922.C22.ol.gs 


Method 


btiJNobAN 


o car c 


475 


End 


JJ 0 


b i 


none 


Score 


Q 1 
. O 1 


Exons 


475. .556 






Can Mn 


35136 


Seq. ID 






72550 


Strand 


T 


Start 


1 


End 


4738 


Name 


OJ990408 03.9922.C23.ol.np 


Method 


AAT/NAP 


Cf a ■>-+- 


1 


End 


1034 . . . 


r* t 


■ 4185142 . 


. Score 




_£ x.on s. , , ... , , 


i.,38i 1/ ..,4i2.:a.da4_ _ w , 






Gl Descriip. 


(AC005724) putative- SNF2/-RAD54* family- 


DNA repair- and - ■;- 




recombination protein [Arabidopsis thaliana] 


Seq. No. 


35136 


Seq. ID 


OJ990408_03.9922.C23 


Gene No. 


72550 


Strand 


+ 


brar l 


1 


End 


4738 


Name 


OJ990408 03. 9922.C23.ol.gs 


Method 


GENSCAN 


Of vf 

otiar l 


509 


End 


4738 


bl 


none 


Score 


.66 


Exons 


509. .571, 1421. .1476, 4423 


. .4738 




oeq . no . 


35136 


Seq. ID 


OJ990408_03.9922.C23 


Gene No. 


72551 


Strand 




Start 


6472 


End 


6500 


Name 


OJ990408 03.9922.C23.ol.tw 


Method 


TBLASTX: Wheat 


o rare 


651 


End 


1037 . 




none 


Score 


57 


Exons 


651. .683, 765. .842, 819. .8" 


66, 820. .867 


, 821. .859, 900. .1037, 




.905. .1036, .912. .1037 






Seq. No. 


35136 


Seq. ID 


OJ990408_03. 9922.C23 


Gene No. 


72551 ' 


Strand 




otait 


6472 


End 


6500 


Name . 


OJ990408 03.9922.C23.o2.gs 


Method 


GENSCAN 


o tart 


6472 


End 


6500 


C T 

bl 


none 


Score 


.63 


Exons 


6472. .6500 






Seq. No. 


35137 


Seq. ID 


OJ990408_03.9922.C24 


Gene No. 


72552 


Strand 


+ 


Start -"■ 


1249 


.-■End 


4130 


Name 


OJ990408 03.9922.C24.ol.gs 


Method 


GENSCAN 


Start 


1249 


End 


4130 


GI 


none 


Score 


.95 



34996 



Exons 



1249.. 1799, 2023.. 2079, 3635.. 4130 



Seq. No. 35137 

Gene No. 72552 

Start 1249 

Name OJ990408_03 . 9922 . C24 . ol . np 

Start 1322 

GI 1706740 

Exons 1322.. 1799, 3635.. 4130 

GI Descrip. FLAVONOL 4 1 -SULFOTRANSFERASE (F4-ST) gi 1168169 (M84136) flavonol 
4 1 -sulf otransf erase [Flaveria chloraef olia] 



Seq. ID OJ990408_03.9922.C24 

Strand + 

End 4130 

Method AAT/NAP 

End 4130 

Score 410 



Sea No 


35137 






Seq. ID 


OJ990408_03. 9922.C24 




72553 






Strand 




Start 


4 909 






End 


5844 


Name 


OJ990408 03 


9922 . 


C24 ,o2.gs 


Method 


GENSCAN 


Start "* 


4 909 ~~ 






End 


5844 


GI 


none 






Score 


.64 


Exons 


4909. .5030, 


5226. 


.5262, 5788 


. .5844 




O C ^ • Vi \J . 


jjij / 






Seq. ID 


OJ990408_03. 9922.C24 


(tjpnp Mo 


7?SS4 






Strand . 




Qfarf" 


7^?R~ 










Name 




_? ZJ z. . 


C24lo2-l tm' ' ~ 


- . Method 


■ TBLASTX: Maize - 


Start 


i ^n? — 






End 


11706 


GI 








Score 


94 


Exons 


1302. .1391, 


1303. 


.1482, 1488 


..1592, 1495. .1593, 1572. .1643, 




1576. .1644, 


11482 


\ . .11616, 11483. .11617 


, 11650.. 11706 


Qpn Kin 








Seq. ID 


OJ990408_03.9922.C24 




72SS4 

l •J *J *± 






Strand 




Start 


7328 






End 


11710 


Name 




Z> ZJ £. • 


C24 .ol. tm 


Method 


TBLASTX: Maize 


Start 


3618 ~~ 






End 


7825 


GI 


none 






Score 


47 




3618. .3671, 


3699. 


.3941, 3812 


..3937, 7517. .7759, 7775.-7825 


Seq. No. 


35137 






Seq. ID 


OJ990408_03.9922.C24 


Gene No . 


72554 






Strand 




Start 


7328 






End 


11710 


Name 


OJ990408 03. 


9922. 


C24.ol.tc 


Method 


TBLASTX: Cress 


Start 


3699 






; End ■ 


7759 - 


GI - 


none 






. Score 


226. 


Exons 


3699. .3974, 


4002. 


.4121, 7337, 


. .74 56, 7373. .74 86/ 7 4 84. .7759, 




7485. .7745 










Seq. No. 


35137 






Seq. ID 


OJ990408_03.9922.C24 


Gene No. 


72554 






Strand 




Start 


7328 






End 


11710 


Name 


OJ990408 03. 


9922. 


C24 .o2. np 


Method 


AAT/NAP 


Start 


7318 






End 


11710 


GI 


4539424 






Score 


457 


Exons 


7318. .7811, 


11327 


. .11424, 11473. .11710 




GI Descrip. 


(AL04 9171) steroid sulf otransf erase-like nrot-.ein [Arabidopsis 




thaliana] . 










Seq. No. 


35137 






Seq. ID 


OJ9904 08JD3. 9922. C24 



34997 



Gene No. 72554 Strand 

^Start 7328 End 11710 

Name OJ990408_03 . 9922 . C24 . o3 . gs Method GENSCAN 

Start 7328 End 7786 

GI none Score .87 

Exons 7328.. 7786 





^7 






oeq . iu 


uuyyu^uo uj.yyzz 


CO A 


Gene No. 


72554 






Strand 






Start 


7328 






End 


11710 




Name 


WUyyU*±UO Uj. 


QQ99 CO A 

yyzz . 4 


. o 4 . gs 


Method 


GENSCAN 






yoyo 






End 


11658 




r-T 

O -L 


none 






Score 


.62 




XT' v /^fi g 


qq qq i nn r i 

yoyo . . 1UU Jl | 


i nn r £ 


i n £7 


11327. .1165: 


8 




oeq. In O . 


OOl JO 






Seq. ID 


OJ990408_03.9922 


. C2o 


Gene No. 


72555 






Strand 


+ 




Start 


101 






End 


1169 




Name 


OJ990408 03. 


9922. C25 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10 






End 


392 




GI . . 


none. .... 






Score 


120 




,Expns t ^ 




13.CL.. 107, 


,.-391,. : 


,1 81.- 372 210 v .., : 392 . 




Seq. No. - ■ 


•' : 35138 ^- : - 






- - Seq. ID- 


OJ990408_03-. 9922- 


.C25- 


Gene No. 


72555 






Strand 


+ 




Start 


: 101 






End 


1169 




Name 


OJ990408 03. 


9922. C25 


. ol . gs 


Method 


GENSCAN 




Start 


101 






End 


1068 




GI 


none 






Score 


.95 





Exons 101.. 848, 959.. 1068 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



35138 Seq. ID OJ9904 08_03 . 9922 . C25 

72555 Strand + 

101 End 1169 

OJ9904 08_03 . 9922 . C25 . ol . np Method AAT/NAP 

101 End 1169 

6630696 Score 1720 

101. .1169 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



35138 . 

72555 

101 

OJ9904 08__03. 9922.C25.ol.gp 
143 

101595_1.R1084 

143. .843, 959. .1032 

'3047066 3.0e-15 (AF058825) 



Seq. ID OJ990408_03'. 9922.C25. 

Strand + 

End 116 9 

Method AAT/GAP 

End 1032 

Score 1430 

contains similarity to 



retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



Seq. No. 35138 Seq. ID OJ9904 08_03 . 9922 . C25 

Gene No. 72555 Strand . + 

Start 101 End 1169 

Name OJ990408_03 . 9922 . C25 . ol . tm Method TBLASTX : Mai ze 

Start 143 End 451 



34998 



GI none Score 318 

Exons 143. .451, 190. .372, 243. .386, 272. .448 



Seq. No. 35138 

Gene No. 72555 

Start 101 

Name OJ9904 08_03 . 9922 . C25 . o2 . tm 

Start 954 

GI none 
Exons 



Seq. ID OJ990408 03.9922.C25 



Strand 
End 

Method 

End 

Score 



+ 

1169 

TBLASTX: Maize 

1168 

38 



954. .989, 954. .989, 984. .1100, 987. .1100, 1144. .1167, 1145. .1168 



Seq. No. 


35139 


Seq. ID ' 


OJ990408_02. 


. 9922 


.CI 


CZ(ZiT\ & Mo 


72556 


Strand 


+ 








392 


End 


513 






Name 


OJ990408 02. 9922.Cl.ol.gs 


Method 


GENSCAN 






C -j- -> v-4- 


392 


End 


513 






PT 
Kj L 


none 


Score 


.49 






m v /~\ t~i er 


392. .513 










Qprr Ha 


35140 


Seq. ID 


OJ990408J)2. 


9922, 


.C3 


f^pnp Mo 

VJ ~ 1 1 ~ IN ^ • 


72557 


Strand 


+ . 






,Start... Ws ._ 


..,101.. 


... ..End . 


120,87, 






.JbJaiQe 




^.M e± h o.d TiT ^ 


.GEN$,CW_-__ 








101 ; ■• 


- End - - : 


12087 - ••• 






r t 


none 


Score 


.5 








101. .245, 251. .321, 894. .1005, 1176. .1296, 4695. .4£ 


i43, 






5420. .5444, 6276. .6552, 7313 


..7616, 8155. .8188, 9525. .9629, 




11211. . 11276, 11923.. 12087 










Seq. No. 


35140 


Seq. ID 


OJ990408_02. 


9922. 


.C3 


Gene No. 


72558 


Strand 


+ 






Q 4- r-f- 
OLdl L 


13131 


End 


16344 






Name 


OJ990408 02. 9922.C3.ol.np 


Method 


AAT/NAP 






OLal L 


13131 


End 


16344 






O -L 


6016874 


Score 


162 






U 1 y™\ r"^t o 


13131. .13165, 15565. .15705, 


16127. .16344 






o± uescrip. 


(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond 


to 




region of the predicted gene 


. ; Similar 


to putative 


AC 9 






transposase. (P03010) [Oryza 


sativa] 








Seq. No. 


35140 


Seq. ID 


OJ990408_02. 


9922. 


,C3 


Gene . No . 


■ 72558 •■' - 


Strand' 


+ 






Start 


13131 . ' . . 


. .End 


16344 






Name 


OJ990408 . 02. 9922.C3.o2.gs 


Method. 


GENSCAN 






Start 


14 660 


End 


14896 * 






GI 


none 


Score 


.87 






Exons 


14660. .14896 










Seq. No. 


35140 


Seq. ID 


OJ990408_02. 


9922. 


C3 


Gene No. 


72558 


Strand 


+ 






Start 


13131 


End 


16344 






Name 


OJ990408 02.9922.C3.ol.gp 


Method 


AAT/GAP 






Start 


15402 


End 


16334 






GI 


3653 2.R1084 


Score 


1815 






Exons 


15402. .16334 










GI Descrip. 


, 6016874/dbj |BAA85217.1| 6.0e-17 (AP000570) ESTs 








CI 914 3 (E10020) , D2507 6 (R3116) 


correspond to a region 


of the 



34999 



predicted gene.; Similar to putative AC9 transposase. (P03010) 
[Oryza sativa] 1 



o e CJ . IN O > 


J JlflU 


Seq. ID 


OJ990408 


n9 Q Q 9 9 


n "3 
.Lj 


bene ino . 




Strand 








OLdl 1. 


1 JDDO 


End 


18300 






Name 


nTQQfl^nP fi9 QQ99 nc 


Method 


GEN SCAN 








1 JDDO 


End 


18300 






CI 


none 


Score 


.54 






DAU1 1 o 




17774. .17905, 18194 


. .18300 




Seq. No. 


35140 


Seq. ID 


OJ990408 


_02. 9922 


.C3 


Gphp No 


72559 


Strand 








Start 


15668 


End 


18300 






Name 


nTQQDdflfl 09 QQ99 CI n9 rrr^ 


Method 


AAT/GAP 








1 _ 
IDjjx 


End 


16724 








J / DID 1 .r\iuoi 


Score 


705 






XT' v t~i c 


1 fi^ ^1 _ 1 679 4 










O-L UcoLlip. 


J JjJfl^ / U.JJ J | IJOfiOX'i | Uj4 01 JOU/i 


3.0e-52 Human TBXAS1 gene 


for 




thromboxane synthase, exon 1 












35141- 


,wSeg, . I D^ 


... OJ9904 0J, 


..02.992.2 


.C4 


, L^e nje.,, Cn o. 




_.S t'r an .d„_ 








~~ T 2 6 95- 


-End 


- 7227- 






Name 


OJ990408 02.9922.C4.ol.np 


Method 


AAT/NAP 






o L. alt 


2695 


End 


7227 








5042463 


Score 


123 






Exons 


2695. .2716, 4297. .4488, 5161 


..5325, 5377. .5451, 


7178 . .7227 




(AC007789) unknown protein [Oryza sativa] 






Seq. No. 


35141 


Seq. ID 


OJ990408 


_02.9922 


.C4 


o t™i o m o 


72560 


Strand 


+ 






o L dl T_ 


2695 


End 


7227 






Name 


OJ990408 02.9922.C4.ol.gp 


Method 


AAT/GAP 






o Ldl L 


3269 


End 


3530 








LIB3475-004-P1-K2-A5 


Score 


281 






Exons 


3269. .3530 










GI Descrip. 


, 5777612/emb|AJ245900.1 IOSA245900 l.Oe 


-94 Oryza 


sativa 






chromosome 4 BAC q3037-207Fl 


complete 


genome 1 






O tr q • IN (J . 


35141 


Seq. ID 


OJ990408_ 


_02.9922 


.C4 


belle iNU . 


-. 72560 


Strand 


+ 






uLall 


2695 


End . 


7227 








OJ990408 02..'9922.C4.o2.gs * 


Method. 


GENSCAN, - 






O L di L 


3478 


End 


4122 






GI 


none 


Score 


.57 






Exons 


3478. .3630, 3759... 3981, 4016 


. .4122 








Seq. No. 


35141 


Seq. ID 


OJ990408_ 


_02.9922 


.C4 


Gene No. 


72561- 


Strand 


+ 




Start 


12455 


End 


15582 






Name 


OJ990408 02.9922.C4.o5.gs 


Method 


GENSCAN 






Start 


12455 


End 


15582 






GI 


none 


Score 


.7 






ExOiiS 


124 55.-. 124b y, 13725. .13834, 


14328. .14434, 15457, 


.15582 




Seq. No. 


35141 


Seq. ID 


OJ990408_ 


_02. 9922 


.C4 



35000 
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